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<140> US 10/684,422 
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<160> 332 
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<210> 1 

<211> 2192 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 
(69) 



(2126) 



<400> 1 

tagttccgtc gcagccggga tttgggtcgc ggttcttgtt tgtggatcgc tgtgatcgtc 

acttgaca atg cag ate ttc gtg aag act ctg act ggt aag acc ate acc 
Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr 
15 10 



60 
110 



etc gag gtt gag ccc agt gac acc ate gag aat gtc aag gca aag ate 158 
Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie 
15 20 25 30 

caa gat aag gaa ggc ate cct cct gac cag cag agg ctg ate ttt get 206 
Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala 
35 40 45 



gga aaa cag ctg gaa gat ggg cgc acc ctg tct gac tac aac ate cag 
Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin 
50 55 60 



254 



aaa gag tec acc ctg cac ctg gtg etc cgt etc aga ggt ggg atg caa 302 
Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin 
65 70 75 

ate ttc gtg aag aca etc act ggc aag acc ate acc ctt gag gtg gag 350 
lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu Val Glu 
80 85 90 



ccc agt gac acc ate gag aac gtc aaa gca aag ate cag. gac aag gaa 398 
Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp Lys Glu 
95 100 105 110 

ggc att^cct cct gac cag cag agg ttg ate ttt gec gga aag cag ctg 446 
Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu 
115 120 125 
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gaa gat ggg cgc acc ctg tct gac tac aac ate cag aaa gag tct acc 494 
Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr 
130 135 140 

ctg cac ctg gtg etc cgt etc aga ggt ggg atg cag ate ttc gtg aag 542 
Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie Phe Val Lys 
145 " 150 " "* 155 

acc ctg act ggt aag acc ate acc etc gag gtg gag ccc agt gac acc 590 
Thr Leu Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro Ser Asp Thr 
160 165 170 

ate gag aat gtc aag gca aag ate caa gat aag gaa ggc att cct cct 638 
lie Glu Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro 
175 180 185 190 

gat cag cag agg ttg ate ttt gee gga aaa cag ctg gaa gat ggt cgt 686 
Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg 
195 200 205 

acc ctg tct gac tac aac ate cag aaa gag tec acc ttg cac ctg gta 734 
Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val 
210 215 220 

etc cgt etc aga ggt ggg atg caa ate ttc gtg aag aca etc act ggc 782 
Leu Arg Leu Arg Gly Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly 
225 230 235 

aag acc ate acc ctt gag gtc gag ccc agt gac act ate gag aac gtc 830 
Lys Thr lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val 
240 245 250 

aaa gca aag ate caa gac aag gaa ggc att cct cct gac cag cag agg 878 
Lys Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg 
255 260 265 270 

ttg ate ttt gee gga aag cag ctg gaa gat ggg cgc acc ctg tct gac 926 
Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp 
275 280 285 

tac aac ate cag aaa gag tct acc ctg cac ctg gtg etc cgt etc aga 974 
Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg 
290 295 300 

ggt ggg atg cag ate ttc gtg aag acc ctg act ggt aag acc ate acc 1022 
Gly Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr 
305 310 315 

etc gaa gtg gag ccg agt gac acc att gag aat gtc aag gca aag ate 1070 
Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie 
320 325 330 

caa gac aag gaa ggc ate cct cct gac cag cag agg ttg ate ttt gee 1118 
Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala 
335 340 345 350 

gga aaa cag ctg gaa gat ggt cgt acc ctg tct gac tac aac ate cag 1166 
Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin 
355 360 " ' 365 

aaa gag tec acc ttg cac ctg gtg etc cgt etc aga ggt ggg atg cag 1214 
Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin 
370 375 380 



3 



ate ttc gtg aag acc ctg act ggt aag acc ate act etc gag gtg gag 1262 
He Phe Val Lys Thr Leu Thr Gly Lys Thr He Thr Leu Glu Val Glu 
385 390 395 

ccg agt gac acc att gag aat gtc aag gca aag ate caa gac aag gaa 1310 
Pro Ser Asp Thr He Glu Asn Val Lys Ala Lys He Gin Asp Lys Glu 
400 405 410 

ggc ate cct cct gat cag cag agg ttg ate ttt get ggg aaa cag ctg 1358 
Gly He Pro Pro Asp Gin Gin Arg Leu He Phe Ala Gly Lys Gin Leu 
415 " 420 425 430 

gaa gat gga cgc acc ctg tct gac tac aac ate cag aaa gag tec acc 1406 
Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn He Gin Lys Glu Ser Thr 
435 440 445 

ctg cac ctg gtg etc cgt ctt aga ggt ggg atg cag ate ttc gtg aag 1454 
Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin He Phe Val Lys 
4 50 " 4 55 4 60 

acc ctg act ggt aag acc ate act etc gaa gtg gag ccg agt gac acc 1502 
Thr Leu Thr Gly Lys Thr He Thr Leu Glu Val Glu Pro Ser Asp Thr 
465 470 475 

att gag aat gtc aag gca aag ate caa gac aag gaa ggc ate cct cct 1550 
He Glu Asn Val Lys Ala Lys He Gin Asp Lys Glu Gly He Pro Pro 
480 485 490 

gac cag cag agg ttg ate ttt get ggg aaa cag ctg gaa gat gga cgc 1598 
Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg 
495 500 ' 505 ~ 510 

acc ctg tct gac tac aac ate cag aaa gag tec acc ctg cac ctg gtg 164 6 

Thr Leu Ser Asp Tyr Asn He Gin Lys Glu Ser Thr Leu His Leu Val 
515 520 525 

etc cgt ctt aga ggt ggg atg cag ate ttc gtg aag acc ctg act ggt 1694 
Leu Arg Leu Arg Gly Gly Met Gin He Phe Val Lys Thr Leu Thr Gly 
530 535 540 

aag acc ate act etc gaa gtg gag ccg agt gac acc att gag aat gtc 1742 
Lys Thr He Thr Leu Glu Val Glu Pro Ser Asp Thr He Glu Asn Val 
545 550 555 

aag gca aag ate caa gac aag gaa ggc ate cct cct gac cag cag agg 1790 
Lys Ala Lys He Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg 
560 565 4 570 

ttg ate ttt get ggg aaa cag ctg gaa gat gga cgc acc ctg tct gac 1838 
Leu He Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp 
575 580 585 "* 590 

tac aac ate cag aaa gag tec acc ctg cac ctg gtg etc cgt etc aga 1886 
Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg 
595 600 605 

ggt ggg atg cag ate ttc gtg aag acc ctg act ggt aag acc ate acc 1934 
Gly Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr He Thr 
610 615 620 

etc gag gtg gag ccc agt gac acc ate gag aat gtc aag gca aag ate 1982 
Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie 
625 630 635 
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caa gat aag gaa ggc ate cct cct gat cag cag agg ttg ate ttt get 2030 
Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe. Ala 
640 "* 645 650 

ggg aaa cag ctg gaa gat gga cgc ace ctg tct gac tac aac ate cag 2078 
Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin 
655 660 665 670 

aaa gag tec act ctg cac ttg gtc ctg cgc ttg agg ggg ggt gtc taa 2126 
Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Val 
675 680 685 

gtttcccctt ttaaggtttc aacaaatttc attgeacttt cctttcaata aagttgttgc 2186 

attccc 2192 

<210> 2 

<211> 685 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin He Phe Val Lys Thr Leu Thr Gly Lys Thr He Thr Leu Glu 
15 10 15 

Val Glu Pro Ser Asp Thr He Glu Asn Val Lys Ala Lys He Gin Asp 
20 25 30 

Lys Glu Gly He Pro Pro Asp Gin Gin Arg Leu He Phe Ala Gly Lys 
35 40 45 

Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn He Gin Lys Glu 
50 55 60 

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin He Phe 
65 70 75 80 

Val Lys Thr Leu Thr Gly Lys Thr He Thr Leu Glu Val Glu Pro Ser 
85 90 95 

Asp Thr He Glu Asn Val Lys Ala Lys He Gin Asp Lys Glu Gly lie 
100 105 * ~* 110 

Pro Pro Asp Gin Gin Arg Leu He Phe Ala Gly Lys Gin Leu Glu Asp 
115 120 125 

Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His 
130 135 140 

Leu Val Leu Arg Leu Arg Gly Gly Met Gin He Phe Val Lys Thr Leu 
145 150 155 160 

Thr Gly Lys Thr He Thr Leu Glu Val Glu Pro Ser Asp Thr He Glu 
165 170 175 
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Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin 
180 ^ 185 190 



Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu 
195 200 205 



Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg 
210 215 220 



Leu Arg Gly Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr 
225 230 235 240 



lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala 
245 250 255 



Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie 
260 265 270 



Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn 
275 " 280 ~ 285 



lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly 
290 295 300 



Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu 
305 310 315 320 



Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp 
325 330 335 



Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys 
340 345 350 



Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu 
355 ^ 360 " 365 



Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie Phe 
370 375 380 



Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro Ser 
385 390 395 400 



Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie 
405 410 415 



Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp 
420 425 430 
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Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His 
435 440 445 



Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie Phe Val Lys Thr Leu 
450 455 460 



Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu 
465 470 475 480 



Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin 
485 490 495 



Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu 
500 505 510 



Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg 
515 ' 520 525 



Leu Arg Gly Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr 
530 535 540 



lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala 
545 550 555 560 



Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie 
565 570 575 



Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn 
580 585 590 



lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly 
595 600 605 



Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu 
610 * 615 " ~ 620 



Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp 
625 630 635 640 



Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys 
645 650 655 



Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu 
660 665 670 



Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Val 
675 680 685 



<210> 3 
<211> 721 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (20) . . (430) 

<400> 3 

tcgagccagc gtcgccgcg atg gtg ttg ttg gag age gag cag ttc ctg acg 52 

Met Val Leu Leu Glu Ser Glu Gin Phe Leu Thr 
15 10 

gag ctg acc aga ctt ttc cag aag tgc egg acg teg ggc age gtc tat 100 
Glu Leu Thr Arg Leu Phe Gin Lys Cys Arg Thr Ser Gly Ser Val Tyr 
15 20 25 

ate acc ttg aag aag tat gac ggt cga acc aaa ccc att cca aag aaa 148 
lie Thr Leu Lys Lys Tyr Asp Gly Arg Thr Lys Pro lie Pro Lys Lys 
30 35 40 

ggt act gtg gag ggc ttt gag ccc gca gac aac aag tgt ctg tta aga 196 
Gly Thr Val Glu Gly Phe Glu Pro Ala Asp Asn Lys Cys Leu Leu Arg 
45 50 55 

get acc gat ggg aag aag aag ate age act gtg gtg age tec aag gaa 244 
Ala Thr Asp Gly Lys Lys Lys lie Ser Thr Val Val Ser Ser Lys Glu 
60 65 70 75 

gtg aat aag ttt cag atg get tat tea aac etc ctt aga get aac atg 292 
Val Asn Lys Phe Gin Met Ala Tyr Ser Asn Leu Leu Arg Ala Asn Met 
80 85 ' 90 

gat ggg ttg aag aag aga gac aaa aag aac aaa act aag aag acc aaa 340 
Asp Gly Leu Lys Lys Arg Asp Lys Lys Asn Lys Thr Lys Lys Thr Lys 
95 ' 100 ^ J 105 

gca gca gca gca gca gca gca gca gca cct gee gca gca gca aca gca 388 
Ala Ala Ala Ala Ala Ala Ala Ala Ala Pro Ala Ala Ala Ala Thr Ala 
110 115 120 

gca aca aca gca gca aca aca gca gca aca gca gca cag taa 430 
Ala Thr Thr Ala Ala Thr Thr Ala Ala Thr Ala Ala Gin 
125 130 135 

agggcataca tttcctgett tcaccaatta accactgaat tgctattttt tccttttggc 490 

cagatagcta ggtttctggt tcccccacag taggtgtttt cacataagat tagggtcctt 550 

ttggaaagaa tagttgcagt gtttatagga tagttgtggt aagaatctag tttattttgc 610 

atttggctaa ttggtctgtg ctgcatggtt atatactcct ggattataga ttaaaagtct 670 

ctgtagacat ctctgtgaag agcaagctat cattaaacat gtctgtttat c 721 



<210> 4 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 4 



Met Val Leu Leu Glu Ser Glu Gin Phe Leu Thr Glu Leu Thr Arg Leu 
15 10 15 
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Phe Gin Lys Cys Arg Thr Ser Gly Ser Val Tyr lie Thr Leu Lys Lys 
20 25 30 

Tyr Asp Gly Arg Thr Lys Pro lie Pro Lys Lys Gly Thr Val Glu Gly 
35 4 0 " 45 

Phe Glu Pro Ala Asp Asn Lys Cys Leu Leu Arg Ala Thr Asp Gly Lys 
50 55 60 

Lys Lys lie Ser Thr Val Val Ser Ser Lys Glu Val Asn Lys Phe Gin 
65 70 75 80 

Met Ala Tyr Ser Asn Leu Leu Arg Ala Asn Met Asp Gly Leu Lys Lys 
8 5 ~ 90 ' " 95 

Arg Asp Lys Lys Asn Lys Thr Lys Lys Thr Lys Ala Ala Ala Ala Ala 
100 " " 105 ~ 110 

Ala Ala Ala Ala Pro Ala Ala Ala Ala Thr Ala Ala Thr Thr Ala Ala 
115 120 125 

Thr Thr Ala Ala Thr Ala Ala Gin 



<210> 5 

<211> 1197 

<212> DNA 

<213> Homo sapiens 

<400> 5 

kttttagcca cctacatgac atgtttttct taaaaacaat gcctccactc caaataaatc 60 

acagtcaaaa taaatgaaga gctcaagatg acatcagtcc catttgtctt aagtcctggt 120 

gttgtgtgga tgacaagcag aagccagtta tgatgacagg tgatagatcc aaaataattg 180 

ccacatttgt taacattttt ccatttctaa accatcctta aagaaaatca tatatggggt 240 

cacaccatcc tcccggtagt ccaatagagc aaccatgcca tctggattca tgttttcacc 300 

aataaagaac tggtagtttt tgaaattagc aaggatgtgc ttgatttgtt ctgcagcccc 360 

tgtcataaaa ggttttactc tttctggtct ctgttcttca agtttccctt tgattgattt 420 

catgtaatta attaattaat taattaatta ttaattaatt aattaattaa ttaattaatt 480 

attaattaat taattaatta attaattaat tattaattaa ttaattaatt aattaattaa 540 

ttattaatta attaattaat taattaatta attattaatt aattaattaa ttaattaatt 600 

aattattaat taattaatta attaattaat taattattaa ttaattaatt aattaattaa 660 

ttaattatta attaattaat taattaatta attaattatt aattaattaa ttaattaatt 720 

aattaattat taattaatta attaattaat taattaatta ttaattaatt aattaattaa 780 

ttaattaatt attaattaat taattaatta attaattaat tattaattaa ttaattaatt 840 
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aattaattaa ttattaatta attaattaat taattaatta attatctaat ctaatctaat 900 

ctaatctaat ctaatctaat ctatctaatc taatctaatc taatctaatc taatctaatc 960 

tatctaatct aatctaatct aatctaatct aatctaatct atctaatcta atctaatcta 1020 

atctaatcta atctaatcta tctaatctaa tctaatctaa tctaatctaa tctaatctat 1080 

ctaatctaat ctaatctaat ctaatctaat ctaatctatc taatctaatc taatctaatc 1140 

taatctaatc taatctatct aatctaatct aatctaatct aatctaatct aatctat 1197 

<210> 6 

<211> 971 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (139) . . (828) 

<400> 6 

cactcgttgc ataaatttgc gctccgccag cccggagcat ttaggggcgg ttggctttgt 60 

tgggtgagct tgtttgtgtc cctgtgggtg gacgtggttg gtgattggca ggatcctggt 120 

atccgctaac aggtcaaa atg cag ate ttc gtg aaa acc ctt acc ggc aag 171 

Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys 
15 10 

acc ate acc ctt gag gtg gag ccc agt gac acc ate gaa aat gtg aag 219 
Thr lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys 
15 20 25 

gec aag ate cag gat aag gaa ggc att ccc ccc gac cag cag agg etc 267 
Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu 
30 35 40 

ate ttt gca ggc aag cag ctg gaa gat ggc cgt act ctt tct gac tac 315 
lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr 
45 50 55 

aac ate cag aag gag teg acc ctg cac ctg gtc ctg cgt ctg aga ggt 363 
Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly 
60 65 70 75 

ggt atg cag ate ttc gtg aag acc ctg acc ggc aag acc ate acc ctg 411 
Gly Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu 
80 85 90 

gaa gtg gag ccc agt gac acc ate gaa aat gtg aag gee aag ate cag 459 
Glu Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin 
95 100 105 

gat aaa gaa ggc ate cct ccc gac cag cag agg etc ate ttt gca ggc 507 
Asp Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly 
110 115 120 

aag cag ctg gaa gat ggc cgc act ctt tct gac tac aac ate cag aag 555 
Lys Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys 
125 130 135 



10 



gag teg acc ctg cac ctg gtc ctg cgt ctg aga ggt ggt atg cag ate 603 
Glu Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie 
140 145 " 150 155 

ttc gtg aag acc ctg acc ggc aag acc ate act ctg gag gtg gag ccc 651 
Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro 
160 165 170 

agt gac acc ate gaa aat gtg aag gee aag ate caa gat aaa gaa ggc 699 
Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly 
175 180 185 

ate ccc ccc gac cag cag agg etc ate ttt gca ggc aag cag ctg gaa 747 
lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu 
190 195 200 

gat ggc cgc act ctt tct gac tac aac ate cag aaa gag teg acc ctg 795 
Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu 
205 " 210 215 

cac ctg gtc ctg cgc ctg agg ggt ggc tgt taa ttcttcagtc atggcattcg 848 
His Leu Val Leu Arg Leu Arg Gly Gly Cys 
22 0 22 5 

cagtgcccag tgatggcatt actctgcact atagecattt gccccaactt aagtttagaa 908 

attacaagtt tcagtaatag ctgaacctgt tcaaaatgtt aataaaggtt tcgttgcatg 968 

gta 971 

<210> 7 

<211> 229 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu 
1 5 10 15 

Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp 
20 25 30 

Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys 
35 40 45 

Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu 
50 55 60 

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie Phe 
65 70 75 80 

Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro Ser 
85 90 95 

Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie 
100 105 110 
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Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp 
115 120 125 

Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His 
130 135 140 

Leu Val Leu Arg Leu Arg Gly Gly Met Gin lie Phe Val Lys Thr Leu 
145 150 155 160 

Thr Gly Lys Thr lie Thr Leu Glu Val Glu Pro Ser Asp Thr lie Glu 
165 170 175 

Asn Val Lys Ala Lys lie Gin Asp Lys Glu Gly lie Pro Pro Asp Gin 
180 185 190 

Gin Arg Leu lie Phe Ala Gly Lys Gin Leu Glu Asp Gly Arg Thr Leu 
195 200 205 

Ser Asp Tyr Asn lie Gin Lys Glu Ser Thr Leu His Leu Val Leu Arg 
210 215 220 

Leu Arg Gly Gly Cys 
225 

<210> 8 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (36) . . (314) 

<400> 8 

cttcctttct gggctcggac ctaggtcgcg gcgac atg gcc aaa cgt acc aag 53 

Met Ala Lys Arg Thr Lys 
1 5 

aaa gtc ggg ate gtc ggt aaa tac ggg acc cgc tat ggg gcc tec etc 101 
Lys Val Gly lie Val Gly Lys Tyr Gly Thr Arg Tyr Gly Ala Ser Leu 
10 15 20 

egg aaa atg gtg aag aaa att gaa ate age cag cac gcc aag tac act 149 
Arg Lys Met Val Lys Lys lie Glu lie Ser Gin His Ala Lys Tyr Thr 
25 30 35 

tgc tct ttc tgt ggc aaa acc aag atg aag aga cga get gtg ggg ate 197 
Cys Ser Phe Cys Gly Lys Thr Lys Met Lys Arg Arg Ala Val Gly lie 
40 45 50 

tgg cac tgt ggt tec tgc atg aag aca gtg get ggc ggt gcc tgg acg 245 
Trp His Cys Gly Ser Cys Met Lys Thr Val Ala Gly Gly Ala Trp Thr 
55 60 65 ' 70 

tac aat acc act tec get gtc acg gta aag tec gcc ate aga aga ctg 293 
Tyr Asn Thr Thr Ser Ala Val Thr Val Lys Ser Ala lie Arg Arg Leu 
75 80 85 
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aag gag ttg aaa gac cag tag acgctcctct actctttgag acatcactgg 344 
Lys Glu Leu Lys Asp Gin 
90 

cctataataa atgggttaat ttatgtaaca aaaaaaaaaa aaaaaaaa 392 

<210> 9 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Ala Lys Arg Thr Lys Lys Val Gly lie Val Gly Lys Tyr Gly Thr 
15 10 15 

Arg Tyr Gly Ala Ser Leu Arg Lys Met Val Lys Lys lie Glu lie Ser 
20 25 30 

Gin His Ala Lys Tyr Thr Cys Ser Phe Cys Gly Lys Thr Lys Met Lys 
35 40 45 

Arg Arg Ala Val Gly lie Trp His Cys Gly Ser Cys Met Lys Thr Val 
50 55 60 

Ala Gly Gly Ala Trp Thr Tyr Asn Thr Thr Ser Ala Val Thr Val Lys 
65 70 75 80 

Ser Ala lie Arg Arg Leu Lys Glu Leu Lys Asp Gin 
8 5 1 90 

<210> 10 

<211> 685 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (411) . . (411) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (524) . . (524) 

<223> n = a or t or g or c 

<220> 

<221> misc__f eature 

<222> (524) . . (524) 

<223> n is a, c, g, or t 

<400> 10 

gagagagaga gaactagtct cgagtttttt ttttttttgg tttttccctc ttgtgctcag 60 
tcgccctgtt cttgaggtct cttttctcta ctccatggtt ctcaatttat ttggggggaa 120 



ataccttgag cagaatacaa tgggaaaaga gtctctaccc ctttctgttc gaagttcatt 180 



13 



tttatccctt 


cctgtctgaa 


caaaaactgt 


atggaatcaa 


caccaccgag 


ctctgtggga 


240 


aaaaagaaaa 


acctgctccc 


ttcgctctgc 


tggaagctgg 


agggtgctag 


gcccctgtgt 


300 


agtagtgcat 


agaattctag 


cttttttcct 


cctttctctg 


tatattgggc 


tcagagagta 


360 


cactgtgtct 


ctatgtgaat 


atggacagtt 


agcatttacc 


aacatgtatc 


ntgctacttt 


420 


ctcttgttaa 


aaaaaaaaaa 


aaaaaactcg 


agggggggcc 


cggtacccaa 


ttcgccctat 


480 


agtgagt cga 


ttacaattca 


ctggccgtcg 


ttttacaacg 


t cgngactgg 


gaaaaccctg 




cgttacccaa 


cttatcgcct 


tgcagcacat 


cccccttcgc 


cagcttgcgg 


aataaccgaa 


600 


aagcccgcac 


cggtcgcctt 


tccaccagtt 


cgcagcctga 


atgcaaatgc 


aaaattgaag 


660 


ccgtatattt 


ggtaaaaatc 


gcggt 








685 


<210> 11 

<211> 944 

<212> DNA 

<213> Homo sapiens 












<400> 11 
actattagcc 


atggtcaacc 


ccaccgtgtt 


cttcgacatg 


ccgtcgacgg 


cgagccctgg 


60 


gccgcgtctc 


cttgagctgt 


tgcagacaag 


gtcccaaaga 


cagcagaaaa 


ttttcgtgct 


120 


ctgagcactg 


gagagaaagg 


attggttata 


agggttcctg 


ctttcacaga 


attattccag 


180 


gtttatgtgt 


cagggtggtg 


acttcacacg 


ccataatggc 


actggtggca 


agtccatcta 


240 


tggggagaaa 


tttgaagatg 


agaacttcat 


cctaaagcat 


acgggtcctg 


gcatcttgtc 


300 


catggcaaat 


gctggaccca 


acacaaatgg 


ttcccagttt 


ttcatctgca 


ctgccaagac 


360 


tgagtggttg 


gatggcaagc 


atgtggtgtt 


ggcaaagtga 


aagaaggcat 


gaatatgtgg 


420 


aggccatgga 


gcgcttgggt 


ccaggaatgg 


caagaccagc 


aagaagatca 


ccatgctgac 


480 


tgtggacaac 


tcgaataagt 


tgacttgtgt 


tttatcttaa 


ccaccagatc 


attccttctg 


540 


tagctcagga 


gagcacccct 


ccaccccatt 


gctcgcagta 


tcctagaatc 


ttgtgctctc 


600 


gctgcagttc 


cccttgggtt 


ccatgttttc 


cttgttccct 


cccatgctag 


ctggattgag 


660 


agttaagttt 


atgattatga 


aataaaaaac 


taaataacaa 


tgttctcgtt 


gagttaagtg 


720 


ttgatgtagg 


ctttatttaa 


agcaggaatg 


ggtgacttct 


ggaacatcac 


ttgttgctta 


780 


atctacacag 


acttgaattt 


tttacttcca 


gtccaggagt 


cagttgtgcg 


tggattcgtc 


840 


atgtgggggc 


ggggtgtggg 


ccgctgggtt 


tcgggggaac 


ccgggggggt 


aacaccgggg 


900 


ggtggggttc 


aaaaatcgcg 


ggggcgcaac 


aggggggggg 


gaca 




944 



<210> 12 

<211> 1466 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (107) . . (367) 

<400> 12 

ggggctgctg ggactcgtcg tcggttggcg actcccggac gttaggtagt ttgttgggcc 60 

gggttctgag gccttgcttc tctttacttt tccactctag gccacg atg ccg cag 115 

Met Pro Gin 
1 

tac cag acc tgg gag gag ttc age cgc get gee gag aag ctt tac etc 163 
Tyr Gin Thr Trp Glu Glu Phe Ser Arg Ala Ala Glu Lys Leu Tyr Leu 
5 10 15 

get gac cct atg aag gca cgt gtg gtt etc aaa tat agg cat tct gat 211 
Ala Asp Pro Met Lys Ala Arg Val Val Leu Lys Tyr Arg His Ser Asp 
20 25 30 35 

ggg aac ttg tgt gtt aaa gta aca gat gat tta gtt tgt ttg gtg tat 259 
Gly Asn Leu Cys Val Lys Val Thr Asp Asp Leu Val Cys Leu Val Tyr 
4 0 4 5 50 

aaa aca gac caa get caa gat gta aag aag att gag aaa ttc cac agt 307 
Lys Thr Asp Gin Ala Gin Asp Val Lys Lys lie Glu Lys Phe His Ser 
55 60 65 

caa eta atg cga ctt atg gta gee aag gaa gee cgc aat gtt acc atg 355 
Gin Leu Met Arg Leu Met Val Ala Lys Glu Ala Arg Asn Val Thr Met 
70 75 80 

gaa act gag tga atggtttgaa atgaagactt tgtcgtgtac ttaggaagta 407 
Glu Thr Glu 
85 



aatatctttt 


gaattagaga 


aaggttggga 


cagaaagtac 


tttatgtaac 


taagtgggct 


467 


gttcagaagc 


ttagaggtca 


ttttttgtaa 


ttttcttttt 


aattacttta 


gagagctagg 


527 


gatgeaaatg 


ttttcagtta 


gaaagccttt 


atttactttt 


ggaaattgaa 


caagaaatgc 


587 


atctgtctta 


gaaactggag 


attatttgat 


gttaggtaaa 


acatgtaatt 


gtttctctgg 


647 


caaatttgta 


tcagtaattt 


gaaaatgaga 


tattaggaaa 


aaccaattct 


tcttaaattt 


707 


agttcatctt 


tctttaaaag 


aacattaaat 


gtaaccattt 


tgtcagatcc 


atgtattttg 


767 


gagcataaaa 


tgtatgctgt 


tgtgaccaat 


aaatataaaa 


tatggtaatt 


ggaattaact 


827 


ccacaccata 


gtatgcattg 


ttatacatac 


tgtgtaccta 


attatgtata 


gcagtgtagt 


887 


ctcaattata 


tctgaaagta 


attgtgacta 


acaagtatgc 


tttgecttat 


ttccacattt 


947 


aaactacctg 


ttaatataag 


ggatttgtag 


tatcagcttg 


ttgagcaatg 


actttgaatc 


1007 


tagttttcag 


tgatcagaag 


cagcagttat 


ttgagtgtat 


gaatggaatg 


atgatcactg 


1067 


tgctataatg 


tactgaaacc 


accatattac 


agaaatattt 


actacatatt 


ttccatctgt 


1127 


agtttctcag 


aagggctatg 


gattagtttg 


aactgtcaaa 


tecttgeata 


cttctgtgac 


1187 


acccctgccc 


attttctgtc 


tttaattaac 


caaggtgtta 


ggtgtgactg 


tcacaactgt 


1247 


tatgttttcc 


agtaaactag 


aagcacgata 


tttgataatt 


atatttgtat 


ttcaccacct 


1307 


aaatgtaatg 


ttgattcctc 


aagaatgaaa 


tgaaggcact 


acattgaaat 


atgttttgta 


1367 
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taaatttgtc atgttgaaca gcattttagc atggtaagtt cccttagcta tatgaatttt 1427 
ggcatgtttc agagagatca gtaaataaaa tattagata 1466 

<210> 13 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Pro Gin Tyr Gin Thr Trp Glu Glu Phe Ser Arg Ala Ala Glu Lys 
15 10 15 

Leu Tyr Leu Ala Asp Pro Met Lys Ala Arg Val Val Leu Lys Tyr Arg 
20 25 30 

His Ser Asp Gly Asn Leu Cys Val Lys Val Thr Asp Asp Leu Val Cys 
35 " 4 0 45 

Leu Val Tyr Lys Thr Asp Gin Ala Gin Asp Val Lys Lys lie Glu Lys 
50 55 60 

Phe His Ser Gin Leu Met Arg Leu Met Val Ala Lys Glu Ala Arg Asn 
65 70 75 80 

Val Thr Met Glu Thr Glu 
85 

<210> 14 

<211> 1867 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (297) . . (1349) 

<400> 14 

tgtggacgct gtgaatcgtg gctggcccgg ttctccgctt ctccccatcc cctactttcc 60 

tccctccctc cctttccctc cctcgtcgac tgtttcttgc tggtcgcaga ctccctgacc 120 

cctccctcac ccctccctaa cctcggtgcc accggattgc ccttcttttc ctgttgccca 180 

gcccagccct agtgtcaggg cgggggcctg gagcagcccg aggcactgca gcagaagaga 240 

gaaaagacaa cgacgaccct cagctcgcca gtccggtcgc tggcttcgcc gccgcc atg 299 

Met 
1 

gca atg aga cag acg ccg etc acc tgc tct ggc cac acg cga ccc gtg 347 
Ala Met Arg Gin Thr Pro Leu Thr Cys Ser Gly His Thr Arg Pro Val 
5 10 " 15 

gtt gat ttg gec ttc agt ggc ate acg cct tat ggg tat ttc tta ate 395 
Val Asp Leu Ala Phe Ser Gly lie Thr Pro Tyr Gly Tyr Phe Leu lie 
20 25 30 
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age get tgc 
Ser Ala Cys 
35 

gac tgg att 
Asp Trp lie 
50 

aca ctg aat 
Thr Leu Asn 



aca gec aaa 
Thr Ala Lys 



get cat aaa 
Ala His Lys 
100 

tat ttg tta 
Tyr Leu Leu 
115 

aac aaa cct 
Asn Lys Pro 
130 

ata aaa aaa 
lie Lys Lys 



gat gac aaa 
Asp Asp Lys 



aaa tct eta 
Lys Ser Leu 
180 

gag gga gag 
Glu Gly Glu 
195 

agt gca gta 
Ser Ala Val 
210 

ate aat tct 
lie Asn Ser 



ggt gaa gat 
Gly Glu Asp 



tta gaa tec 
Leu Glu Ser 
260 

agt cct gat 
Ser Pro Asp 
275 



aaa gat ggt 
Lys Asp Gly 



gga aca ttt 
Gly Thr Phe 
55 

aag gat gee 
Lys Asp Ala 
70 

gtg tgg gat 
Val Trp Asp 
85 

cac att gtc 
His lie Val 



acc ggg gga 
Thr Gly Gly 



gaa gca gaa 
Glu Ala Glu 
135 

get ctg tgg 
Ala Leu Trp 
150 

act gtt cga 
Thr Val Arg 
165 

aat ttt aat 
Asn Phe Asn 



att ttg gtt 
He Leu Val 



agt ttg gac 
Ser Leu Asp 
215 

gca tct ctt 
Ala Ser Leu 
230 

ttt aaa ctt 
Phe Lys Leu 
245 

tac aag gga 
Tyr Lys Gly 



gga gaa etc 
Gly Glu Leu 



aaa cct atg 
Lys Pro Met 
40 

ttg ggt cat 
Leu Gly His 



acc aaa gca 
Thr Lys Ala 



get gtc tea 
Ala Val Ser 
90 

aag act gtg 
Lys Thr Val 
105 

cag gat aaa 
Gin Asp Lys 
120 

cct aag gaa 
Pro Lys Glu 



tgc agt gag 
Cys Ser Glu 



ctt tgg gat 
Leu Trp Asp 
170 

atg tct gtt 
Met Ser Val 
185 

ata act tat 
He Thr Tyr 
200 

cca att aaa 
Pro He Lys 



cat cct gag 
His Pro Glu 



tat aag tat 
Tyr Lys Tyr 
250 

cac ttt ggt 
His Phe Gly 
265 

tat gee agt 
Tyr Ala Ser 
280 



eta cgc cag 
Leu Arg Gin 
45 

aaa ggt get 
Lys Gly Ala 
60 

get aca gca 
Ala Thr Ala 
75 

gga gat gaa 
Gly Asp Glu 



gat ttc acg 
Asp Phe Thr 



ctg tta cgc 
Leu Leu Arg 
125 

att agt ggt 
lie Ser Gly 
140 

gat aaa cag 
Asp Lys Gin 
155 

cat get act 
His Ala Thr 



agt agt atg 
Ser Ser Met 



gga cga tct 
Gly Arg Ser 
205 

tec ttt gaa 
Ser Phe Glu 
220 

aaa gaa ttt 
Lys Glu Phe 
235 

gat tat aat 
Asp Tyr Asn 



cct att cac 
Pro lie His 



ggt tea gaa 
Gly Ser Glu 
2'8 5 



gga gat aca 
Gly Asp Thr 



gtt tgg ggt 
Val Trp Gly 



get gca gat 
Ala Ala Asp 
80 

ttg atg acc 
Leu Met Thr 
95 

cag gat agt 
Gin Asp Ser 
110 

ata tat gac 
He Tyr Asp 



cat act tct 
His Thr Ser 



att ctt tct 
He Leu Ser 
160 

atg aca gaa 
Met Thr Glu 
175 

gaa tat att 
Glu Tyr He 
190 

att get ttt 
He Ala Phe 



get cct gca 
Ala Pro Ala 



ctt gtt gca 
Leu Val Ala 
240 

agt gga gaa 
Ser Gly Glu 
255 

tgt gtg aga 
Cys Val Arg 
270 

gat gga aca 
Asp Gly Thr 



gga 443 
Gly 



gca 491 

Ala 

65 

ttc 539 
Phe 



ctg 587 
Leu 



aat 635 
Asn 



ttg 683 
Leu 



ggt 731 

Gly 

145 

get 779 
Ala 



gtg 827 
Val 



cct 875 
Pro 



cat 923 
His 



acc 971 

Thr 

225 

ggc 1019 
Gly 



gaa 1067 
Glu 



ttt 1115 
Phe 



ttg 1163 
Leu 



17 



aga eta tgg caa act gtg gta gga aaa acg tat ggc ctt tgg aaa tgt 1211 
Arg Leu Trp Gin Thr Val Val Gly Lys Thr Tyr Gly Leu Trp Lys Cys 
290 295 ' 300 305 

gtg ctt cct gaa gaa gat agt ggt gag ctg gca aag cca aag att ggt 1259 
Val Leu Pro Glu Glu Asp Ser Gly Glu Leu Ala Lys Pro Lys lie Gly 
310 315 320 

ttt cca gag aca aca gaa gag gag eta gaa gaa att get tea gag aat 1307 
Phe Pro Glu Thr Thr Glu Glu Glu Leu Glu Glu lie Ala Ser Glu Asn 
325 330 335 

tea gag tgc ate ttt cct tea get cct gat gtt aag gee tga 1349 
Ser Glu Cys lie Phe Pro Ser Ala Pro Asp Val Lys Ala 
340 345 350 



gegtcaatea 


tatgttgcag 


ttagtataca 


actgactaaa 


acaagcaagc 


agagaaaagc 


1409 


atcagccttc 


cagagttact 


gtctgcttaa 


ggcagaaaca 


gcagtaaata 


atgaggaaaa 


1469 


tgaattagct 


ccagtgctgg 


aacaactaac 


taacttggtg 


ttacctgtaa 


gtgaaaactc 


1529 


aagtgtcaga 


tgaagggagg 


tggagttatc 


ctcttatagt 


acagtggcct 


gttatctttt 


1589 


taatgaatat 


atacaageca 


acatccaatt 


tctattatta 


caattagggt 


tcttgtagct 


1649 


gtttatgtta 


atatggagaa 


gaaaactata 


ttggctgatt 


tttttctgat 


cttaaagcag 


1709 


aatgcctttt 


etttttttge 


ttcagttgta 


aagaagaggg 


aatacatgat 


aaagtaactg 


1769 


gtttgatttc 


tcgttcattg 


tacactgcct 


ctgaacatct 


aattgttttt 


agttgtctaa 


1829 


ataaaatgee 


tctaaaacaa 


aaaaaaaaaa 


aaaaaaaa 






1867 



<210> 15 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ala Met Arg Gin Thr Pro Leu Thr Cys Ser Gly His Thr Arg Pro 
15 10 15 



Val Val Asp Leu Ala Phe Ser Gly lie Thr Pro Tyr Gly Tyr Phe Leu 
20 25 " 30 



lie Ser Ala Cys Lys Asp Gly Lys Pro Met Leu Arg Gin Gly Asp Thr 
35 4 0 4 5 



Gly Asp Trp lie Gly Thr Phe Leu Gly His Lys Gly Ala Val Trp Gly 
50 55 60 



Ala Thr Leu Asn Lys Asp Ala Thr Lys Ala Ala Thr Ala Ala Ala Asp 
65 70 75 80 



Phe Thr Ala Lys Val Trp Asp Ala Val Ser Gly Asp Glu Leu Met Thr 
85 90 95 



18 



Leu Ala His Lys His lie Val Lys Thr Val Asp Phe Thr Gin Asp Ser 
100 105 110 



Asn Tyr Leu Leu Thr Gly Gly Gin Asp Lys Leu Leu Arg lie Tyr Asp 
115 120 125 



Leu Asn Lys Pro Glu Ala Glu Pro Lys Glu lie Ser Gly His Thr Ser 
130 " 135 140 



Gly lie Lys Lys Ala Leu Trp Cys Ser Glu Asp Lys Gin lie Leu Ser 
145 150 ~ " 155 160 



Ala Asp Asp Lys Thr Val Arg Leu Trp Asp His Ala Thr Met Thr Glu 
165 170 175 



Val Lys Ser Leu Asn Phe Asn Met Ser Val Ser Ser Met Glu Tyr lie 
180 185 190 



Pro Glu Gly Glu lie Leu Val lie Thr Tyr Gly Arg Ser lie Ala Phe 
195 200 205 



His Ser Ala Val Ser Leu Asp Pro lie Lys Ser Phe Glu Ala Pro Ala 
210 215 220 



Thr lie Asn Ser Ala Ser Leu His Pro Glu Lys Glu Phe Leu Val Ala 
225 230 235 240 



Gly Gly Glu Asp Phe Lys Leu Tyr Lys Tyr Asp Tyr Asn Ser Gly Glu 
245 250 255 



Glu Leu Glu Ser Tyr Lys Gly His Phe Gly Pro lie His Cys Val Arg 
260 265 270 



Phe Ser Pro Asp Gly Glu Leu Tyr Ala Ser Gly Ser Glu Asp Gly Thr 
275 ~ 280 ~ 285 



Leu Arg Leu Trp Gin Thr Val Val Gly Lys Thr Tyr Gly Leu Trp Lys 
290 295 300 



Cys Val Leu Pro Glu Glu Asp Ser Gly Glu Leu Ala Lys Pro Lys lie 
305 310 315 320 



Gly Phe Pro Glu Thr Thr Glu Glu Glu Leu Glu Glu lie Ala Ser Glu 
325 330 335 



Asn Ser Glu Cys lie Phe Pro Ser Ala Pro Asp Val Lys Ala 
340 345 350 



<210> 16 
<211> 595 



19 



<212> DNA 

<213> Homo sapiens 



<400> 16 
tttttttttt 


tttttttttt 


ttttttttgg 


aatgggacac 


aaacatttcc 


tacataatcc 


60 


aacatacaac 


agagaaaggg 


gacatttttt 


tttttcaatt 


tgcatacaag 


ggaaaaacaa 


120 


gtatatatat 


attttacaaa 


gtttaactaa 


taagacacta 


gagcaaattg 


acagtttaag 


180 


tctatggggg 


agaaattatc 


taataaaaat 


aatcaatttt 


ttcagcatta 


gccacttcca 


240 


taaccaaggg 


ttattctgat 


taataaaact 


tgctgccaat 


cagaattctg 


gtatatactc 


300 


ataccattac 


tcaacttgta 


gtactgctcc 


ccaccttagt 


tcttcacaac 


taacatagaa 


360 


aattgttgaa 


aagggggggc 


aagcttttgc 


aaaaacaaac 


aaaaaatccc 


cagcttatta 


420 


taagcatgaa 


tatgtatgag 


ggaaatttct 


tccagcaata 


gacttccaaa 


ccatcaagaa 


480 


atcaccagaa 


ctaaagttgc 


caagttattt 


tggctatgtc 


caacaagaga 


tgcacctata 


540 


tgtccaacag 


aagagctgaa 


aattaaacct 


agtgttagtt 


ttgggggtgg 


gttgg 


595 


<210> 17 

<211> 955 

<212> DNA 

<213> Homo sapiens 












<400> 17 
ggactggcta 


aggacgatca 


gctgaaggtt 


catgggtttt 


aagtgcttgt 


ggctcactga 


60 


agcttaagtg 


aggatttcct 


tgcaatgagt 


agaatttccc 


ttctctccct 


tgttcacagg 


120 


tttaaaaacc 


tcacagcttg 


tataatgtaa 


ccattgtggg 


tccgctttta 


actgtggact 


180 


agtgtaaact 


ccttcatgca 


ataaactgga 


aaagagcaaa 


aaaaaaaaaa 


aacaaaaaac 


240 


aaaaacattt 


tgtggggcgg 


gctcggggcc 


cctggggaaa 


gaggtttttt 


aaaaccccaa 


300 


ttcggtgggg 


ggccggggcg 


ccccatgtgg 


gttacggggc 


accttggggc 


cataacgcgg 


360 


ggtccccaag 


gggaaattcg 


cggccaatgg 


actcagggcg 


gctgggcttc 


tccaccaatt 


420 


aaaaaaacgc 


gccgggcggg 


aaacaccgag 


cgcggcttcg 


tgaaccaact 


gcccaaaggg 


480 


ggtacggcga 


gggccactaa 


ggggacctta 


tcaaaacggg 


gtgccacggg 


gagccgaaat 


540 


aattaaaata 


gcgcgcggcg 


aggggagaga 


acagagaagc 


aagaatgcac 


agaagacagc 


600 


agcagagcaa 


ggcgcaccga 


cgacaccaca 


cgaccaaaca 


acatacacac 


agcagcaacg 


660 


tagtgagacc 


gccacgagca 


cgacagccgc 


acggagtcgc 


ggaacgccgc 


gcagcccagg 


720 


cacgccggcg 


tcgaacaacc 


cagcagaaga 


gccggagagc 


tgagcaccgg 


caaagaaaag 


780 


ccagtaacga 


agaggagcta 


gaccaccccc 


tgcgcacaca 


gccagcacaa 


cgcgcactaa 


840 


cacacgacat 


aagtcacgta 


acgcagcccg 


tacggccaaa 


caaagcccca 


agacgagcac 


900 


acacacacgg 


cacacgtagc 


accaagtagc 


atagagggat 


gcgcactagc 


tgtac 


955 



<210> 18 
<211> 479 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (233) . . (233) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (385) . . (385) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (439) . . (439) 

<223> n is a, c, g, or t 

<400> 18 



acttcaggtt 


tctcttttaa 


taaacaaaac 


catccaaggt 


acagttccaa 


agtacaaaat 


60 


caaccaggtc 


tgaactgatt 


ggtgataaga 


gcacacagat 


cagtccttcc 


ttaaggaaac 


120 


agtttcctcc 


ctgatgccct 


ctttggtcac 


tatgcagatc 


cggagtgcgt 


ccccagtgta 


180 


cacatctctc 


tcagccgcag 


aaatgaagac 


atctttcacc 


agccgcatgg 


tcntgtccaa 


240 


ggacagcgga 


acatgctcca 


cattctgcat 


gttcttaaaa 


ccaacctggt 


gggacattga 


300 


aacttgggtc 


agatgtcatg 


tgacagtgag 


cacaaaggaa 


aggttcaagt 


ttcttccaat 


360 


accctcatgt 


gtacgaggat 


ttgtnatgaa 


aaatactaca 


caaaattaaa 


atggtccttc 


420 


agactggaat 


aaagacccnt 


ccagacctgg 


atgattacac 


acatcagaaa 


tctggacaa 


479 



<210> 19 

<211> 753 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (45) . . (542) 

<400> 19 

gttttgcaga cgccaccgcc gaggaaaacc gtgtactatt agcc atg gtc aac ccc 56 

Met Val Asn Pro 
1 

acc gtg ttc ttc gac att gcc gtc gac ggc gag ccc ttg ggc cgc gtc 104 
Thr Val Phe Phe Asp lie Ala Val Asp Gly Glu Pro Leu Gly Arg Val 
5 10 15 20 

tec ttt gag ctg ttt gca gac aag gtc cca aag aca gca gaa aat ttt 152 
Ser Phe Glu Leu Phe Ala Asp Lys Val Pro Lys Thr Ala Glu Asn Phe 
25 30 35 



cgt get ctg age act gga gag aaa gga ttt ggt tat aag ggt tec tgc 200 
Arg Ala Leu Ser Thr Gly Glu Lys Gly Phe Gly Tyr Lys Gly Ser Cys 
40 45 50 
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ttt cac aga att att cca ggg ttt atg tgt cag ggt ggt gac ttc aca 248 
Phe His Arg He He Pro Gly Phe Met Cys Gin Gly Gly Asp Phe Thr 
55 60 65 

cgc cat aat ggc act ggt ggc aag tec ate tat ggg gag aaa ttt gaa 296 
Arg His Asn Gly Thr Gly Gly Lys Ser He Tyr Gly Glu Lys Phe Glu 
70 75 80 

gat gag aac ttc ate eta aag cat acg ggt cct ggc ate ttg tec atg 344 
Asp Glu Asn Phe He Leu Lys His Thr Gly Pro Gly He Leu Ser Met 
85 90 95 100 

gca aat get gga ccc aac aca aat ggt tec cag ttt ttc ate tgc act 392 
Ala Asn Ala Gly Pro Asn Thr Asn Gly Ser Gin Phe Phe He Cys Thr 
105 110 115 

gee aag act gag tgg ttg gat ggc aag cat gtg gtg ttt ggc aaa gtg 440 
Ala Lys Thr Glu Trp Leu Asp Gly Lys His Val Val Phe Gly Lys Val 
120 125 130 

aaa gaa ggc atg aat att gtg gag gee atg gag cgc ttt ggg tec agg 488 
Lys Glu Gly Met Asn He Val Glu Ala Met Glu Arg Phe Gly Ser Arg 
135 140 145 

aat ggc aag ace age aag aag ate ace att get gac tgt gga caa etc 536 
Asn Gly Lys Thr Ser Lys Lys He Thr He Ala Asp Cys Gly Gin Leu 
150 155 160 

gaa taa gtttgacttg tgttttatct taaccaccag atcattcctt ctgtagctca 592 

Glu 

165 

ggagagcacc cctccacccc atttgetege agtatcctag aatctttgtg ctctcgctgc 652 

agttcccttt gggttccatg ttttccttgt tccctcceat gectagctgg attgeagagt 712 

taagtttatg attatgaaat aaaaactaaa taacaattgt c 753 

<210> 20 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Val Asn Pro Thr Val Phe Phe Asp He Ala Val Asp Gly Glu Pro 
15 10 15 

Leu Gly Arg Val Ser Phe Glu Leu Phe Ala Asp Lys Val Pro Lys Thr 
20 25 30 

Ala Glu Asn Phe Arg Ala Leu Ser Thr Gly Glu Lys Gly Phe Gly Tyr 
35 40 " 45 

Lys Gly Ser Cys Phe His Arg He lie Pro Gly Phe Met Cys Gin Gly 
50 ^ 55 ^ 60 

Gly Asp Phe Thr Arg His Asn Gly Thr Gly Gly Lys Ser He Tyr Gly 
65 " 70 75 " 80 
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Glu Lys Phe Glu Asp Glu Asn Phe lie Leu Lys His Thr Gly Pro Gly 
85 90 95 

lie Leu Ser Met Ala Asn Ala Gly Pro Asn Thr Asn Gly Ser Gin Phe 
100 105 110 

Phe lie Cys Thr Ala Lys Thr Glu Trp Leu Asp Gly Lys His Val Val 
115 120 125 

Phe Gly Lys Val Lys Glu Gly Met Asn lie Val Glu Ala Met Glu Arg 
130 135 140 

Phe Gly Ser Arg Asn Gly Lys Thr Ser Lys Lys lie Thr lie Ala Asp 
145 150 155 160 

Cys Gly Gin Leu Glu 
165 

<210> 21 

<211> 3349 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (495) . . (1985) 

<400> 21 

acttcctgcc gggctgcggg cgcctgagcg ctcttcagcg tttgcgcggc ggctgcgcgt 60 

ctctctcggc tcccgcttcc tttgaccgcc tccccccccc ggcccggcgg cgcccgcctc 120 

ctccacggcc actccgcctc ttccctccct tcgtcccttc ttcctctccc ttttttcctt 180 

cttccttccc ctcctcgccg ccaccgccca ggaccgccgg ccgggggacg agtccggagc 240 

agcagccagc agcagccagg tggagttttg ctcttgtcgc ccaggctgga gtgcagtggc 300 

gtgatctcgg ctcactgcaa cctccacctc ccaggtcagc gattttccca cttcagcctc 360 

ccgataagct gagattacag gagtttatta accacttaac ctctcagaac tgaacaaaga 420 

caacattgtt cctggaacgc cctcttttta aaaaagaaag cataacccct actgtagaac 480 

taaatgcact gtgc atg aaa ctt gga aaa aaa cca atg tat aag cct gtt 530 
Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val 
1 5 10 

gac cct tac tct egg atg cag tec acc tat aac tac aac atg aga gga 578 
Asp Pro Tyr Ser Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly 
15 ~ 20 "* "* 25 

ggt get tat ccc ccg agg tac ttt tac cca ttt cca gtt cca cct tta 626 
Gly Ala Tyr Pro Pro Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu 
30 ' 35 4 0 

ctt tat caa gtg gaa ctt tct gtg gga gga cag caa ttt aat ggc aaa 674 
Leu Tyr Gin Val Glu Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys 
4 5 50 ~ 55 60 
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gga aag aca 
Gly Lys Thr 



agg ate ctg 
Arg lie Leu 



aga gaa tec 
Arg Glu Ser 
95 

ttt gag att 
Phe Glu He 
110 

egg gag agt 
Arg Glu Ser 
125 

gtt ggg gag 
Val Gly Glu 



aag aaa aat 
Lys Lys Asn 



ccc ctg cct 
Pro Leu Pro 
175 

aaa ccc ata 
Lys Pro He 
190 

aat ccg att 
Asn Pro He 
205 

gag cca gag 
Glu Pro Glu 



gag ttt gtg 
Glu Phe Val 



ggc acc aac 
Gly Thr Asn 
255 

gag ate ctt 
Glu He Leu 
270 

etc aag tea 
Leu Lys Ser 
285 

aaa gta acc 
Lys Val Thr 



aga cag get 
Arg Gin Ala 
65 

cag aat gag 
Gin Asn Glu 
80 

gaa gaa gaa 
Glu Glu Glu 



gca ctt aaa 
Ala Leu Lys 



ggc cca ccc 
Gly Pro Pro 
130 

ttt gtg ggg 
Phe Val Gly 
145 

gec gec ata 
Ala Ala He 
160 

gca gtt gaa 
Ala Val Glu 



gtc aag cca 
Val Lys Pro 



age cga ctg 
Ser Arg Leu 
210 

tac acg etc 
Tyr Thr Leu 
225 

atg cag gtg 
Met Gin Val 
240 

aag aag gtg 
Lys Lys Val 



ggt ttc aaa 
Gly Phe Lys 



gag gag aag 
Glu Glu Lys 
290 

ttt ttt gaa 
Phe Phe Glu 
305 



gcg aaa cac 
Ala Lys His 



ccc ctg cca 
Pro Leu Pro 
85 

aat etc aat 
Asn Leu Asn 
100 

egg aac ttg 
Arg Asn Leu 
115 

cac atg aag 
His Met Lys 



gaa ggt gaa 
Glu Gly Glu 



get gtt ctt 
Ala Val Leu 
165 

cga gta aag 
Arg Val Lys 
180 

cag aca age 
Gin Thr Ser 
195 

gec cag ate 
Ala Gin He 



etc aca gag 
Leu Thr Glu 



aag gtt gga 
Lys Val Gly 
245 

gee aag cgc 
Ala Lys Arg 
260 

gtc ccg cag 
Val Pro Gin 
275 

aca ccc ata 
Thr Pro He 



cct ggc tct 
Pro Gly Ser 



gat get get 
Asp Ala Ala 
70 

gag agg ctg 
Glu Arg Leu 



aaa tct gaa 
Lys Ser Glu 



cct gtg aat 
Pro Val Asn 
120 

aac ttt gtg 
Asn Phe Val 
135 

ggg aaa age 
Gly Lys Ser 
150 

gag gag ctg 
Glu Glu Leu 



cct aga ate 
Pro Arg He 



cca gaa tat 
Pro Glu Tyr 
200 

cag cag gca 
Gin Gin Ala 
215 

cga ggc etc 
Arg Gly Leu 
230 

aac cac act 
Asn His Thr 



aat gca gee 
Asn Ala Ala 



egg cag ccc 
Arg Gin Pro 
280 

aag aaa cca 
Lys Lys Pro 
295 

ggg gat gaa 
Gly Asp Glu 
310 



gee aaa gcg 
Ala Lys Ala 
75 

gag gtg aat 
Glu Val Asn 
90 

ata agt caa 
He Ser Gin 
105 

ttc gag gtg 
Phe Glu Val 



acc aag gtt 
Thr Lys Val 



aag aag att 
Lys Lys He 
155 

aag aag tta 
Lys Lys Leu 
170 

aaa aag aaa 
Lys Lys Lys 
185 

ggc cag ggg 
Gly Gin Gly 



aaa aag gag 
Lys Lys Glu 



ccg cgc cgc 
Pro Arg Arg 
235 

gca gaa gga 
Ala Glu Gly 
250 

gag aac atg 
Glu Asn Met 
265 

acc aaa ccc 
Thr Lys Pro 



ggg gat gga 
Gly Asp Gly 



aat ggg act 
Asn Gly Thr 
315 



ttg 722 
Leu 



gga 770 
Gly 



gtg 818 
Val 



gee 866 
Ala 



teg 914 

Ser 

140 

tea 962 
Ser 



ccg 1010 
Pro 



aca 1058 
Thr 



ate 1106 
He 



aag 1154 

Lys 

220 

agg 1202 
Arg 



acg ' 1250 
Thr 



ctg 1298 
Leu 



gca 1346 
Ala 



aga 1394 

Arg 

300 

agt 1442 
Ser 
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aat aaa gag gat gag ttc agg atg cct tat eta agt cat cag cag ctg 1490 
Asn Lys Glu Asp Glu Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu 
320 325 330 

cct get gga att ctt ccc atg gtg ccc gag gtc gec cag get gta gga 1538 
Pro Ala Gly lie Leu Pro Met Val Pro Glu Val Ala Gin Ala Val Gly 
335 340 345 

gtt agt caa gga cat cac ace aaa gat ttt ace agg gca get ccg aat 1586 
Val Ser Gin Gly His His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn 
350 355 " 3 60 

cct gec aag gee acg gta act gee atg ata gee cga gag ttg ttg tat 1634 
Pro Ala Lys Ala Thr Val Thr Ala Met lie Ala Arg Glu Leu Leu Tyr 
365 370 375 380 

ggg 99 c acc tc 9 ccc aca 9 CC 9 a 9 acc a tt tta aag aat aac ate tct 1682 
Gly Gly Thr Ser Pro Thr Ala Glu Thr lie Leu Lys Asn Asn lie Ser 
385 390 395 

tea ggc cac gta ccc cat gga cct etc acg aga ccc tct gag caa ctg 1730 
Ser Gly His Val Pro His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu 
400 405 410 

gac tat ctt tec aga gtc cag gga ttc cag gtt gaa tac aaa gac ttc 1778 
Asp Tyr Leu Ser Arg Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe 
415 420 425 

ccc aaa aac aac aag aac gaa ttt gta tct ctt ate aat tgc tec tct 1826 
Pro Lys Asn Asn Lys Asn Glu Phe Val Ser Leu lie Asn Cys Ser Ser 
430 435 440 

cag cca cct ctg ate age cat ggt ate ggc aag gat gtg gag tec tgc 1874 
Gin Pro Pro Leu lie Ser His Gly lie Gly Lys Asp Val Glu Ser Cys 
445 450 " ~ 455 4 60 

cat gat atg get gcg ctg aac ate tta aag ttg ctg tct gag ttg gac 1922 
His Asp Met Ala Ala Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp 
465 470 475 

caa caa agt aca gag atg cca aga aca gga aac gga cca atg tct gtg 1970 
Gin Gin Ser Thr Glu Met Pro Arg Thr Gly Asn Gly Pro Met Ser Val 
480 485 490 

tgt ggg agg tgc tga accttttctg gccatgaacc attataaaat cccaacatat 2025 
Cys Gly Arg Cys 
495 



atactgaaaa 


tactgaaact 


gctttgaaaa 


tttggaattt 


ctgatacctc 


cagtgggccg 


2085 


agagacaegg 


tgggtaaagg 


atgtgggcag 


cagcagggaa 


gacaacagaa 


acacaaggag 


2145 


gcggctgtgg 


ccggctggac 


tgtgctgggg 


tttgttgtga 


tggccactcg 


gtgacctggc 


2205 


ggtccctacg 


caatagcagc 


tgcctgtggg 


gaagaagggc 


tgcccagcca 


gctggttctc 


2265 


ccgggacacc 


agcagatcca 


caccctgggc 


acctccgtgt 


ttggtctttt 


ttttcccctg 


2325 


tgtgaaagaa 


gaaaeggcac 


gaccccttct 


caagctggct 


cactcagaca 


cattgggaca 


2385 


aaccctggac 


agccatgcca 


gagagaggee 


tttgacegge 


cccagagcta 


aaagcaccag 


2445 


agaaaatcaa 


atgettccta 


ctcagcgtga 


cccaactttt 


ctagtgtgcc 


acggccccac 


2505 


cacctcctgc 


agtacccaca 


ccatcaccac 


tgetttctet 


tccaacagtg 


atctgtattc 


2565 
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ttagtttcat 


tattttcttt 


tgattgatat 


gacactatat 


aaaattttca 


tttgagaatt 


2625 


tctcaattgt 


atctagttaa 


atagcacagt 


ttggaaactt 


gtctgagact 


gactttatca 


2685 


ataatctaac 


cgacaaagat 


catatccatg 


tgtatgtggt 


tagacatttt 


tatttcattg 


2745 


actaacccag 


gacagtttca 


gtgatgcaaa 


ttgtgtgccc 


tctggttcag 


ctgaaacagt 


2805 


cctggacttt 


caaaaacctt 


gaataagtct 


cccacagttg 


tataaattgg 


acaatttagg 


2865 


aattttaaac 


tttagatgat 


catttggttc 


catttttatt 


tcatttttat 


ttttgttaat 


2925 


gcaaacagga 


cttaaatgaa 


ctttgatctc 


tgttttaaag 


attattaaaa 


aacattgtgt 


2985 


atctatacat 


atggctcttg 


aggacttagc 


tttcactaca 


ctacaggata 


tgatctccat 


3045 


gtagtccata 


taaacctgca 


gagtgatttt 


ccagagtgct 


cgatactgtt 


aattacatct 


3105 


ccattagggc 


tgaaaagaat 


gacctacgtt 


tctgtataca 


gctgtgttgc 


ttttgatgtt 


3165 


gtgttactgt 


acacagaagt 


gtgtgcactg 


aggctctgcg 


tgtggtccgt 


atggaaaacc 


3225 


tggtagccct 


gcgagttaag 


tactgcttcc 


attcattgtt 


tacgctggaa 


tttttctccc 


3285 


catggaatgt 


aagtaaaact 


taagtgtttg 


tcatcaataa 


atggtaatac 


taaaaaaaaa 


3345 


aaaa 












3349 



<210> 22 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser 
15 10 15 



Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro 
20 25 30 



Pro Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu Leu Tyr Gin Val 
35 40 45 



Glu Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys Gly Lys Thr Arg 
50 55 60 



Gin Ala Ala Lys His Asp Ala Ala Ala Lys Ala Leu Arg lie Leu Gin 
65 70 " 75 80 



Asn Glu Pro Leu Pro Glu Arg Leu Glu Val Asn Gly Arg Glu Ser Glu 
85 90 95 



Glu Glu Asn Leu Asn Lys Ser Glu lie Ser Gin Val Phe Glu lie Ala 
100 105 110 



Leu Lys Arg Asn Leu Pro Val Asn Phe Glu Val Ala Arg Glu Ser Gly 
115 120 125 
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Pro Pro His Met Lys Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe 
130 135 140 



Val Gly Glu Gly Glu Gly Lys Ser Lys Lys lie Ser Lys Lys Asn Ala 
145 150 155 160 



Ala lie Ala Val Leu Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala 
165 170 175 



Val Glu Arg Val Lys Pro Arg lie Lys Lys Lys Thr Lys Pro lie Val 
180 185 190 



Lys Pro Gin Thr Ser Pro Glu Tyr Gly Gin Gly lie Asn Pro lie Ser 
195 200 205 



Arg Leu Ala Gin lie Gin Gin Ala Lys Lys Glu Lys Glu Pro Glu Tyr 
210 215 220 



Thr Leu Leu Thr Glu Arg Gly Leu Pro Arg Arg Arg Glu Phe Val Met 
225 230 235 240 



Gin Val Lys Val Gly Asn His Thr Ala Glu Gly Thr Gly Thr Asn Lys 
245 250 255 



Lys Val Ala Lys Arg Asn Ala Ala Glu Asn Met Leu Glu lie Leu Gly 
260 265 270 



Phe Lys Val Pro Gin Arg Gin Pro Thr Lys Pro Ala Leu Lys Ser Glu 
275 280 " 285 



Glu Lys Thr Pro lie Lys Lys Pro Gly Asp Gly Arg Lys Val Thr Phe 
290 295 300 



Phe Glu Pro Gly Ser Gly Asp Glu Asn Gly Thr Ser Asn Lys Glu Asp 
305 310 315 320 

Glu Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu Pro Ala Gly lie 
325 330 335 



Leu Pro Met Val Pro Glu Val Ala Gin Ala Val Gly Val Ser Gin Gly 
340 345 350 



His His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn Pro Ala Lys Ala 
355 360 365 



Thr Val Thr Ala Met lie Ala Arg Glu Leu Leu Tyr Gly Gly Thr Ser 
370 375 380 
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Pro Thr Ala Glu Thr lie Leu Lys Asn Asn lie Ser Ser Gly His Val 
385 390 395 400 



Pro His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu Asp Tyr Leu Ser 
405 410 415 



Arg Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe Pro Lys Asn Asn 
420 425 430 



Lys Asn Glu Phe Val Ser Leu lie Asn Cys Ser Ser Gin Pro Pro Leu 
435 440 ' 445 



lie Ser His Gly lie Gly Lys Asp Val Glu Ser Cys His Asp Met Ala 
450 455 460 



Ala Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp Gin Gin Ser Thr 
465 470 475 480 



Glu Met Pro Arg Thr Gly Asn Gly Pro Met Ser Val Cys Gly Arg Cys 
485 " 490 " 495 



<210> 23 

<211> 3349 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (495) . . (1985) 

<400> 23 



acttcctgcc 


gggctgcggg 


cgcctgagcg 


ctcttcagcg 


tttgcgcggc 


ggctgcgcgt 


60 


ctctctcggc 


tcccgcttcc 


tttgaccgcc 


tccccccccc 


ggcccggcgg 


cgcccgcctc 


120 


ctccacggcc 


actccgcctc 


ttccctccct 


tcgtcccttc 


ttcctctccc 


ttttttcctt 


180 


cttccttccc 


ctcctcgccg 


ccaccgccca 


ggaccgccgg 


ccgggggacg 


agtccggagc 


240 


agcagccagc 


agcagccagg 


tggagttttg 


ctcttgtcgc 


ccaggctgga 


gtgcagtggc 


300 


gtgatctcgg 


ctcactgcaa 


cctccacctc 


ccaggtcagc 


gattttccca 


cttcagcctc 


360 


ccgataagct 


gagattacag 


gagtttatta 


accacttaac 


ctctcagaac 


tgaacaaaga 


420 


caacattgtt 


cctggaacgc 


cctcttttta 


aaaaagaaag 


cataacccct 


actgtagaac 


480 


taaatgcact 


gtgc atg aaa ctt gga aaa aaa cca 


atg tat aag cct gtt 


530 



Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val 
1 5 10 

gac cct tac tct egg atg cag tec acc tat aac tac aac atg aga gga 578 
Asp Pro Tyr Ser Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly 
15 20 25 

ggt get tat ccc ccg agg tac ttt tac cca ttt cca gtt cca cct tta 626 
Gly Ala Tyr Pro Pro Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu 
30 35 40 
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ctt tat caa 
Leu Tyr Gin 
45 

gga aag aca 
Gly Lys Thr 



agg ate ctg 
Arg lie Leu 



aga gaa tec 
Arg Glu Ser 
95 

ttt gag att 
Phe Glu He 
110 

egg gag agt 
Arg Glu Ser 
125 

gtt ggg gag 
Val Gly Glu 



aag aaa aat 
Lys Lys Asn 



ccc ctg cct 
Pro Leu Pro 
175 

aaa ccc ata 
Lys Pro He 
190 

aat ccg att 
Asn Pro He 
205 

gag cca gag 
Glu Pro Glu 



gag ttt gtg 
Glu Phe Val 



ggc acc aac 
Gly Thr Asn 
255 

gag ate ctt 
Glu He Leu 
270 

etc aag tea 
Leu Lys Ser 
285 



gtg gaa ctt 
Val Glu Leu 
50 

aga cag get 
Arg Gin Ala 
65 

cag aat gag 
Gin Asn Glu 
80 

gaa gaa gaa 
Glu Glu Glu 



gca ctt aaa 
Ala Leu Lys 



ggc cca ccc 
Gly Pro Pro 
130 

ttt gtg ggg 
Phe Val Gly 
145 

gee gee ata 
Ala Ala He 
160 

gca gtt gaa 
Ala Val Glu 



gtc aag cca 
Val Lys Pro 



age cga ctg 
Ser Arg Leu 
210 

tac acg etc 
Tyr Thr Leu 
225 

atg cag gtg 
Met Gin Val 
240 

aag aag gtg 
Lys Lys Val 



ggt ttc aaa 
Gly Phe Lys 



gag gag aag 
Glu Glu Lys 
290 



tct gtg gga 
Ser Val Gly 



gcg aaa cac 
Ala Lys His 



ccc ctg cca 
Pro Leu Pro 
85 

aat etc aat 
Asn Leu Asn 
100 

egg aac ttg 
Arg Asn Leu 
115 

cac atg aag 
His Met Lys 



gaa ggt gaa 
Glu Gly Glu 



get gtt ctt 
Ala Val Leu 
165 

cga gta aag 
Arg Val Lys 
180 

cag aca age 
Gin Thr Ser 
195 

gee cag ate 
Ala Gin He 



etc aca gag 
Leu Thr Glu 



aag gtt gga 
Lys Val Gly 
245 

gee aag cgc 
Ala Lys Arg 
2 60 

gtc ccg cag 
Val Pro Gin 
275 

aca ccc ata 
Thr Pro He 



gga cag caa 
Gly Gin Gin 
55 

gat get get 
Asp Ala Ala 
70 

gag agg ctg 
Glu Arg Leu 



aaa tct gaa 
Lys Ser Glu 



cct gtg aat 
Pro Val Asn 
120 

aac ttt gtg 
Asn Phe Val 
135 

ggg aaa age 
Gly Lys Ser 
150 

gag gag ctg 
Glu Glu Leu 



cct aga ate 
Pro Arg He 



cca gaa tat 
Pro Glu Tyr 
200 

cag cag gca 
Gin Gin Ala 
215 

cga ggc etc 
Arg Gly Leu 
230 

aac cac act 
Asn His Thr 



aat gca gee 
Asn Ala Ala 



egg cag ccc 
Arg Gin Pro 
280 

aag aaa cca 
Lys Lys Pro 
295 



ttt aat ggc 
Phe Asn Gly 



gee aaa gcg 
Ala Lys Ala 
75 

gag gtg aat 
Glu Val Asn 
90 

ata agt caa 
He Ser Gin 
105 

ttc gag gtg 
Phe Glu Val 



acc aag gtt 
Thr Lys Val 



aag aag att 
Lys Lys He 
155 

aag aag tta 
Lys Lys Leu 
17 0 

aaa aag aaa 
Lys Lys Lys 
185 * 

ggc cag ggg 
Gly Gin Gly 



aaa aag gag 
Lys Lys Glu 



ccg cgc cgc 
Pro Arg Arg 
235 

gca gaa gga 
Ala Glu Gly 
250 

gag aac atg 
Glu Asn Met 
265 

acc aaa ccc 
Thr Lys Pro 



ggg gat gga 
Gly Asp Gly 



aaa 674 

Lys 

60 

ttg 722 
Leu 



gga 770 
Gly 



gtg 818 
Val 



gee 866 
Ala 



teg 914 

Ser 

140 

tea 962 
Ser 



ccg 1010 
Pro 



aca 1058 
Thr 



ate 1106 
He 



aag 1154 

Lys 

220 

agg 1202 
Arg 



acg 1250 
Thr 



ctg 1298 
Leu 



gca 1346 
Ala 



aga 1394 

Arg 

300 
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aaa gta acc ttt ttt gaa cct ggc tct ggg gat gaa aat ggg act agt 1442 
Lys Val Thr Phe Phe Glu Pro Gly Ser Gly Asp Glu Asn Gly Thr Ser 
305 310 315 

aat aaa gag gat gag ttc agg atg cct tat eta agt cat cag cag ctg 1490 
Asn Lys Glu Asp Glu Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu 
320 325 330 

cct get gga att ctt ccc atg gtg ccc gag gtc gec cag get gta gga 1538 
Pro Ala Gly lie Leu Pro Met Val Pro Glu Val Ala Gin Ala Val Gly 
335 340 345 

gtt agt caa gga cat cac acc aaa gat ttt acc agg gca get ccg aat 1586 
Val Ser Gin Gly His His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn 
350 355 360 

cct gec aag gec acg gta act gec atg ata gec cga gag ttg ttg tat 1634 
Pro Ala Lys Ala Thr Val Thr Ala Met lie Ala Arg Glu Leu Leu Tyr 
365 370 375 ' 380 

ggg ggc acc teg ccc aca gec gag acc att tta aag aat aac ate tct 1682 
Gly Gly Thr Ser Pro Thr Ala Glu Thr lie Leu Lys Asn Asn lie Ser 
385 390 395 

tea ggc cac gta ccc cat gga cct etc acg aga ccc tct gag caa ctg 1730 
Ser Gly His Val Pro His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu 
400 405 410 

gac tat ctt tec aga gtc cag gga ttc cag gtt gaa tac aaa gac ttc 1778 
Asp Tyr Leu Ser Arg Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe 
415 420 425 

ccc aaa aac aac aag aac gaa ttt gta tct ctt ate aat tgc tec tct 1826 
Pro Lys Asn Asn Lys Asn Glu Phe Val Ser Leu lie Asn Cys Ser Ser 
430 ~ 435 440 

cag cca cct ctg ate age cat ggt ate ggc aag gat gtg gag tec tgc 1874 
Gin Pro Pro Leu lie Ser His Gly lie Gly Lys Asp Val Glu Ser Cys 
445 450 455 460 

cat gat atg get gcg ctg aac ate tta aag ttg ctg tct gag ttg gac 1922 
His Asp Met Ala Ala Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp 
465 470 475 

caa caa agt aca gag atg cca aga aca gga aac gga cca atg tct gtg 1970 
Gin Gin Ser Thr Glu Met Pro Arg Thr Gly Asn Gly Pro Met Ser Val 
480 485 490 

tgt ggg agg tgc tga accttttctg gccatgaacc attataaaat cccaacatat 2025 
Cys Gly Arg Cys 
495 



atactgaaaa 


tactgaaact 


gctttgaaaa 


tttggaattt 


ctgatacctc 


cagtgggccg 


2085 


agagacaegg 


tgggtaaagg 


atgtgggcag 


cagcagggaa 


gacaacagaa 


acacaaggag 


2145 


gcggctgtgg 


ccggctggac 


tgtgctgggg 


tttgttgtga 


tggccactcg 


gtgacctggc 


2205 


ggtccctacg 


caatagcagc 


tgcctgtggg 


gaagaagggc 


tgcccagcca 


gctggttctc 


2265 


ccgggacacc 


agcagatcca 


caccctgggc 


acctccgtgt 


ttggtctttt 


ttttcccctg 


2325 


tgtgaaagaa 


gaaaeggcac 


gaccccttct 


caagctggct 


cactcagaca 


cattgggaca 


2385 


aaccctggac 


agccatgcca 


gagagaggee 


tttgacegge 


cccagagcta 


aaagcaccag 


2445 
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agaaaatcaa 


atgcttccta 


ctcagcgtga 


cccaactttt 


ctagtgtgcc 


acggccccac 


2505 


cacctcctgc 


agtacccaca 


ccatcaccac 


tgctttctct 


tccaacagtg 


atctgtattc 


2565 


ttagtttcat 


tattttcttt 


tgattgatat 


gacactatat 


aaaattttca 


tttgagaatt 


2625 


tctcaattgt 


atctagttaa 


atagcacagt 


ttggaaactt 


gtctgagact 


gactttatca 


2685 


ataatctaac 


cgacaaagat 


catatccatg 


tgtatgtggt 


tagacatttt 


tatttcattg 


2745 


actaacccag 


gacagtttca 


gtgatgcaaa 


ttgtgtgccc 


tctggttcag 


ctgaaacagt 


2805 


cctggacttt 


caaaaacctt 


gaataagtct 


cccacagttg 


tataaattgg 


acaatttagg 


2865 


aattttaaac 


tttagatgat 


catttggttc 


catttttatt 


tcatttttat 


ttttgttaat 


2925 


gcaaacagga 


cttaaatgaa 


ctttgatctc 


tgttttaaag 


attattaaaa 


aacattgtgt 


2985 


atctatacat 


atggctcttg 


aggacttagc 


tttcactaca 


ctacaggata 


tgatctccat 


3045 


gtagtccata 


taaacctgca 


gagtgatttt 


ccagagtgct 


cgatactgtt 


aattacatct 


3105 


ccattagggc 


tgaaaagaat 


gacctacgtt 


tctgtataca 


gctgtgttgc 


ttttgatgtt 


3165 


gtgttactgt 


acacagaagt 


gtgtgcactg 


aggctctgcg 


tgtggtccgt 


atggaaaacc 


3225 


tggtagccct 


gcgagttaag 


tactgcttcc 


attcattgtt 


tacgctggaa 


tttttctccc 


3285 


catggaatgt 


aagtaaaact 


taagtgtttg 


tcatcaataa 


atggtaatac 


taaaaaaaaa 


3345 


aaaa 












3349 



<210> 24 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser 
15 10 15 

Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro 
20 25 30 



Pro Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu Leu Tyr Gin Val 

35 4 0 4 5 

Glu Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys Gly Lys Thr Arg 
50 55 ^ 60 



Gin Ala Ala Lys His Asp Ala Ala Ala Lys Ala Leu Arg lie Leu Gin 
65 70 75 80 



Asn Glu Pro Leu Pro Glu Arg Leu Glu Val Asn Gly Arg Glu Ser Glu 
8 5 90 " 95 



Glu Glu Asn Leu Asn Lys Ser Glu lie Ser Gin Val Phe Glu lie Ala 
100 105 110 



31 



Leu Lys Arg Asn Leu Pro Val Asn Phe Glu Val Ala Arg Glu Ser Gly 
115 120 125 



Pro Pro His Met Lys Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe 
130 135 140 



Val Gly Glu Gly Glu Gly Lys Ser Lys Lys lie Ser Lys Lys Asn Ala 
145 150 155 160 



Ala lie Ala Val Leu Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala 
165 170 175 



Val Glu Arg Val Lys Pro Arg lie Lys Lys Lys Thr Lys Pro lie Val 
180 185 190 



Lys Pro Gin Thr Ser Pro Glu Tyr Gly Gin Gly lie Asn Pro lie Ser 
195 200 205 



Arg Leu Ala Gin lie Gin Gin Ala Lys Lys Glu Lys Glu Pro Glu Tyr 
210 215 220 



Thr Leu Leu Thr Glu Arg Gly Leu Pro Arg Arg Arg Glu Phe Val Met 
225 230 235 240 



Gin Val Lys Val Gly Asn His Thr Ala Glu Gly Thr Gly Thr Asn Lys 
245 250 255 



Lys Val Ala Lys Arg Asn Ala Ala Glu Asn Met Leu Glu lie Leu Gly 
260 265 270 



Phe Lys Val Pro Gin Arg Gin Pro Thr Lys Pro Ala Leu Lys Ser Glu 
275 280 285 



Glu Lys Thr Pro lie Lys Lys Pro Gly Asp Gly Arg Lys Val Thr Phe 
290 295 300 



Phe Glu Pro Gly Ser Gly Asp Glu Asn Gly Thr Ser Asn Lys Glu Asp 
305 310 ~ 315 320 



Glu Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu Pro Ala Gly lie 
325 330 335 



Leu Pro Met Val Pro Glu Val Ala Gin Ala Val Gly Val Ser Gin Gly 
340 345 350 



His His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn Pro Ala Lys Ala 
355 360 365 
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Thr Val Thr Ala Met lie Ala Arg Glu Leu Leu Tyr Gly Gly Thr Ser 
370 375 380 

Pro Thr Ala Glu Thr lie Leu Lys Asn Asn lie Ser Ser Gly His Val 
385 390 395 400 

Pro His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu Asp Tyr Leu Ser 
4 05 410 415 

Arg Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe Pro Lys Asn Asn 
420 425 430 

Lys Asn Glu Phe Val Ser Leu lie Asn Cys Ser Ser Gin Pro Pro Leu 
4 35 4 40 44 5 

lie Ser His Gly lie Gly Lys Asp Val Glu Ser Cys His Asp Met Ala 
450 " 455 460 

Ala Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp Gin Gin Ser Thr 
465 470 475 480 

Glu Met Pro Arg Thr Gly Asn Gly Pro Met Ser Val Cys Gly Arg Cys 
485 490 495 

<210> 25 

<211> 1389 \ 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38) . . (766) 

<400> 25 

ctgcgctgtc tctccgatgg cgtccgcctc aggggcc atg gcg aag cac gag cag 55 

Met Ala Lys His Glu Gin 
1 5 

ate ctg gtc etc gat ccg ccc aca gac etc aaa ttc aaa ggc ccc ttc 103 
lie Leu Val Leu Asp Pro Pro Thr Asp Leu Lys Phe Lys Gly Pro Phe 
10 15 20 

aca gat gta gtc act aca aat ctt aaa ttg cga aat cca teg gat aga 151 
Thr Asp Val Val Thr Thr Asn Leu Lys Leu Arg Asn Pro Ser Asp Arg 
25 30 35 

aaa gtg tgt ttc aaa gtg aag act aca gca cct cgc egg tac tgt gtg 199 
Lys Val Cys Phe Lys Val Lys Thr Thr Ala Pro Arg Arg Tyr Cys Val 
4 0 ' 4 5 50 

agg ccc aac agt gga att att gac cca ggg tea act gtg act gtt tea 247 
Arg Pro Asn Ser Gly lie lie Asp Pro Gly Ser Thr Val Thr Val Ser 
55 60 65 70 

gta atg eta cag ccc ttt gac tat gat ccg aat gaa aag agt aaa cac 295 
Val Met Leu Gin Pro Phe Asp Tyr Asp Pro Asn Glu Lys Ser Lys His 
75 ^ 80 85 
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aag ttt atg gta cag aca att ttt get cca cca aac act tea gat atg 343 
Lys Phe Met Val Gin Thr lie Phe Ala Pro Pro Asn Thr Ser Asp Met 
90 95 100 

gaa get gtg tgg aaa gag gca aaa cct gat gaa tta atg gat tec aaa 391 
Glu Ala Val Trp Lys Glu Ala Lys Pro Asp Glu Leu Met Asp Ser Lys 
105 " 110 115 

ttg aga tgc gta ttt gaa atg ccc aat gaa aat gat aaa ttg aat gat 439 
Leu Arg Cys Val Phe Glu Met Pro Asn Glu Asn Asp Lys Leu Asn Asp 
120 125 130 

atg gaa cct age aaa get gtt cca ctg aat gca tct aag caa gat gga 487 
Met Glu Pro Ser Lys Ala Val Pro Leu Asn Ala Ser Lys Gin Asp Gly 
135 140 145 150 

cct atg tea aaa cca cac agt gtt tea ctt aat gat ace gaa aca agg 535 
Pro Met Ser Lys Pro His Ser Val Ser Leu Asn Asp Thr Glu Thr Arg 
155 160 165 

aaa eta atg gaa gag tgt aaa aga ctt cag gga gaa atg atg aag eta 583 
Lys Leu Met Glu Glu Cys Lys Arg Leu Gin Gly Glu Met Met Lys Leu 
170 175 180 

tea gaa gaa aat egg cac ctg aga gat gaa ggt tta agg etc aga aag 631 
Ser Glu Glu Asn Arg His Leu Arg Asp Glu Gly Leu Arg Leu Arg Lys 
185 190 * ~ 195 

gta gca cat teg gat aaa cct gga tea acc tea act gca tec ttc aga 679 
Val Ala His Ser Asp Lys Pro Gly Ser Thr Ser Thr Ala Ser Phe Arg 
200 205 210 

gat aat gtc acc agt cct ctt cct tea ctt ctt gtt gta att gca gee 727 
Asp Asn Val Thr Ser Pro Leu Pro Ser Leu Leu Val Val lie Ala Ala 
215 220 225 230 

att ttc att gga ttc ttt eta ggg aaa ttc ate ttg tag agtgaagcat 776 
lie Phe lie Gly Phe Phe Leu Gly Lys Phe lie Leu 





235 




240 








geagagtget 


gtttcttttt 


ttttttttct 


cttgaccaga 


aaaagatttg 


tttacctacc 


836 


atttcattgg 


tagtatggee 


cacggtgacc 


atttttttgt 


gtgtacagcg 


tcatataggc 


896 


tttgecttta 


atgatctctt 


acggttagaa 


aacacaataa 


aaacaaactg 


tteggctact 


956 


ggacaggttg 


tatattacca 


gatcatcact 


agcagatgtc 


agttgcacat 


tgagtccttt 


1016 


atgaaattca 


taaataaaga 


attgttcttt 


ctttgtggtt 


ttaataagag 


ttcaagaatt 


1076 


gttcagagtc 


ttgtaaatgt 


tattttaata 


atccctttaa 


attttatctg 


ttgctgttac 


1136 


ctcttgaaat 


atgatttatt 


tagattgeta 


atcccactca 


ttcaggaaat 


gecaagaggt 


1196 


attccttggg 


gaaatggtgc 


ctcttacagt 


gtaaattttt 


cctcctttac 


etttgetaat 


1256 


atcatggcag 


aatttttctt 


atcccttgtg 


aggcagttgt 


tgactgagtt 


tttcatcctt 


1316 


acaatcctgt 


cccatggtat 


ttaacataaa 


aaaaaataaa 


actgttaaca 


gaaaaaaaaa 


1376 


aaaaaaaaaa 


aaa 










1389 



<210> 26 
<211> 242 
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<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Ala Lys His Glu Gin lie Leu Val Leu Asp Pro Pro Thr Asp Leu 
15 10 15 



Lys Phe Lys Gly Pro Phe Thr Asp Val Val Thr Thr Asn Leu Lys Leu 
20 25 30 



Arg- Asn Pro Ser Asp Arg Lys Val Cys Phe Lys Val Lys Thr Thr Ala 
35 40 45 



Pro Arg Arg Tyr Cys Val Arg Pro Asn Ser Gly lie lie Asp Pro Gly 
50 55 60 



Ser Thr Val Thr Val Ser Val Met Leu Gin Pro Phe Asp Tyr Asp Pro 
65 70 75 ~ ~ 80 



Asn Glu Lys Ser Lys His Lys Phe Met Val Gin Thr lie Phe Ala Pro 
85 90 95 



Pro Asn Thr Ser Asp Met Glu Ala Val Trp Lys Glu Ala Lys Pro Asp 
100 105 110 



Glu Leu Met Asp Ser Lys Leu Arg Cys Val Phe Glu Met Pro Asn Glu 
115 120 125 



Asn Asp Lys Leu Asn Asp Met Glu Pro Ser Lys Ala Val Pro Leu Asn 
130 135 140 



Ala Ser Lys Gin Asp Gly Pro Met Ser Lys Pro His Ser Val Ser Leu 
145 150 155 160 



Asn Asp Thr Glu Thr Arg Lys Leu Met Glu Glu Cys Lys Arg Leu Gin 
165 170 175 



Gly Glu Met Met Lys Leu Ser Glu Glu Asn Arg His Leu Arg Asp Glu 
180 185 190 



Gly Leu Arg Leu Arg Lys Val Ala His Ser Asp Lys Pro Gly Ser Thr 
195 200 205 



Ser Thr Ala Ser Phe Arg Asp Asn Val Thr Ser Pro Leu Pro Ser Leu 
210 215 220 



Leu Val Val lie Ala Ala lie Phe lie Gly Phe Phe Leu Gly Lys Phe 
225 230 235 240 
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lie Leu 



<210> 27 

<211> 1260 

<212> DNA 

<213> Homo sapiens 

<400> 27 



aacaccagga 


cttaagacaa 


atgggactga 


tgtcatcttg 


agctcttcat 


ttattttgac 


60 


tgtgatttat 


ttggagtgga 


ggcattgttt 


ttaagaaaaa 


catgtcatgt 


aggttgtcta 


120 


aaaataaaat 


gcatttaaac 


tccaaaaaaa 


aaaaaaaaaa 


aaacaacaaa 


aaaaaaagct 


180 


gtgttgcggc 


cgcgcccgcg 


cggccgcctt 


cagagagaag 


agctttttct 


agagaaccca 


240 


ttacgcgttg 


tgaggcgcgc 


cgcgggcccc 


cccaggtggc 


gtacaaccgt 


gaaaacccgt 


300 


gtggcccaca 


gagcgtgtgt 


tccgccagag 


gaagaacccc 


gcgggtccag 


gtgaacaaca 


360 


ggcgccggag 


agaattctcc 


ccaccccaac 


attacaaaga 


gacgcccgcg 


gagaggaaac 


420 


acccgggaga 


gcgcgttctt 


gtgaacacaa 


aactccccag 


aagggagaga 


ctatccagag 


480 


gagggccaca 


ctatcacggg 


ggacatcact 


tatccaacaa 


ccgggggaga 


gcccccacag 


540 


ggggcgagag 


cctgccgaaa 


taaatctaca 


aagatattat 


taaagcggcc 


ccaccagggc 


600 


cctcgggggg 


tgaagggcaa 


tgctagatga 


cagaccaaca 


atgaacacag 


aagcaaagag 


660 


aacgaagaaa 


cgaaaaaaac 


acagcgcaac 


tagcagacaa 


cagaccacaa 


gaaccaaaca 


720 


agaacagaca 


agcat aaacc 


aagctgacga 


acagagacaa 


caccaataaa 


cgacaaagcc 


n o r\ 
/ O U 


acaagcaaac 


aataagaaat 


aagaaacaat 


agaaggcggg 


ggacggcagg 


agagcaagag 


840 


ggcagaagag 


ggaggggaga 


gcaaaggaga 


agaaagaggg 


gcgaaggcgg 


agagaagaaa 


900 


agcaggggag 


acagggacag 


acgagcgagg 


agggaggagc 


gagaggagag 


agagagtgga 


960 


agcggaaaaa 


agagaaggag 


aagaagcgaa 


acgacaacag 


ggagacaaca 


caacacgcgc 


1020 


gaagacgcag 


ccagcagcga 


gacaccggac 


caaagaacca 


cgaggcacgg 


aaggcaacag 


1080 


agaaagcaaa 


aacccgaaca 


ggaaagagcg 


gggcgaacaa 


aggagaacgg 


cagggaggca 


1140 


gaggaaggag 


ggaggacgcg 


agggaacgag 


gaggaggaag 


aaaagaggag 


caggggaaga 


1200 


gggaggggga 


gaggagggcg 


ggcggctaac 


agaccacacg 


cagcagcata 


cacggaaaag 


1260 



<210> 28 

<211> 921 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (43) . . (837) 

<400> 28 
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cgcgactccc acttccgccc ttttggctct ctgaccagca cc atg gcg gtt ggc 54 

Met Ala Val Gly 
1 

aag aac aag cgc ctt acg aaa ggc ggc aaa aag gga gcc aag aag aaa 102 
Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly Ala Lys Lys Lys 
5 10 15 20 

gtg gtt gat cca ttt tct aag aaa gat tgg tat gat gtg aaa gca cct 150 
Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp Val Lys Ala Pro 
25 30 35 

get atg ttc aat ata aga aat att gga aag acg etc gtc acc agg acc 198 
Ala Met Phe Asn lie Arg Asn lie Gly Lys Thr Leu Val Thr Arg Thr 
40 45 50 

caa gga acc aaa att gca tct gat ggt etc aag ggt cgt gtg ttt gaa 24 6 

Gin Gly Thr Lys lie Ala Ser Asp Gly Leu Lys Gly Arg Val Phe Glu 
55 60 65 

gtg agt ctt get gat ttg cag aat gat gaa gtt gca ttt aga aaa ttc 294 
Val Ser Leu Ala Asp Leu Gin Asn Asp Glu Val Ala Phe Arg Lys Phe 
70 75 80 

aag ctg att act gaa gat gtt cag ggt aaa aac tgc ctg act aac ttc 342 
Lys Leu lie Thr Glu Asp Val Gin Gly Lys Asn Cys Leu Thr Asn Phe 
85 90 95 100 

cat ggc atg gat ctt acc cgt gac aaa atg tgt tec atg gtc aaa aaa 390 
His Gly Met Asp Leu Thr Arg Asp Lys Met Cys Ser Met Val Lys Lys 
105 110 115 

tgg cag aca atg att gaa get cac gtt gat gtc aag act acc gat ggt 438 
Trp Gin Thr Met lie Glu Ala His Val Asp Val Lys Thr Thr Asp Gly 
120 125 130 

tac ttg ctt cgt ctg ttc tgt gtt ggt ttt act aaa aaa cgc aac aat 486 
Tyr Leu Leu Arg Leu Phe Cys Val Gly Phe Thr Lys Lys Arg Asn Asn 
135 ~ 140 145 

cag ata egg aag acc tct tat get cag cac caa cag gtc cgc caa ate 534 
Gin lie Arg Lys Thr Ser Tyr Ala Gin His Gin Gin Val Arg Gin lie 
150 155 160 

egg aag aag atg atg gaa ate atg acc cga gag gtg cag aca aat gac 582 
Arg Lys Lys Met Met Glu lie Met Thr Arg Glu Val Gin Thr Asn Asp 
165 170 175 180 

ttg aaa gaa gtg gtc aat aaa ttg att cca gac age att gga aaa gac 630 
Leu Lys Glu Val Val Asn Lys Leu lie Pro Asp Ser lie Gly Lys Asp 
185 190 195 

ata gaa aag get tgc caa tct att tat cct etc cat gat gtc ttc gtt 678 
lie Glu Lys Ala Cys Gin Ser lie Tyr Pro Leu His Asp Val Phe Val 
200 205 210 

aga aaa gta aaa atg ctg aag aag ccc aag ttt gaa ttg gga aag etc 726 
Arg Lys Val Lys Met Leu Lys Lys Pro Lys Phe Glu Leu Gly Lys Leu 
215 220 225 

atg gag ctt cat ggt gaa ggc agt agt tct gga aaa gcc act ggg gac 774 
Met Glu Leu His Gly Glu Gly Ser Ser Ser Gly Lys Ala Thr Gly Asp 
230 235 240 
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gag aca ggt get aaa gtt gaa cga get gat gga tat gaa cca cca gtc 822 
Glu Thr Gly Ala Lys Val Glu Arg Ala Asp Gly Tyr Glu Pro Pro Val 
245 250 255 260 

caa gaa tct gtt taa agttcagact tcaaatagtg gcaaataaaa agtgctattt 877 
Gin Glu Ser Val 

gtgatggttt gcttctgaaa aaaaaaaaaa aaaaaaaaaa aaaa 921 

<210> 29 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly 
15 10 15 

Ala Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp 
20 25 30 

Val Lys Ala Pro Ala Met Phe Asn lie Arg Asn lie Gly Lys Thr Leu 
35 4 0 ^ 4 5 

Val Thr Arg Thr Gin Gly Thr Lys lie Ala Ser Asp Gly Leu Lys Gly 
50 55 60 

Arg Val Phe Glu Val Ser Leu Ala Asp Leu Gin Asn Asp Glu Val Ala 
65 70 75 80 

Phe Arg Lys Phe Lys Leu lie Thr Glu Asp Val Gin Gly Lys Asn Cys 
85 90 95 

Leu Thr Asn Phe His Gly Met Asp Leu Thr Arg Asp Lys Met Cys Ser 
100 105 110 

Met Val Lys Lys Trp Gin Thr Met lie Glu Ala His Val Asp Val Lys 
115 120 125 

Thr Thr Asp Gly Tyr Leu Leu Arg Leu Phe Cys Val Gly Phe Thr Lys 
130 135 140 

Lys Arg Asn Asn Gin lie Arg Lys Thr Ser Tyr Ala Gin His Gin Gin 
145 150 ^ " 155 160 

Val Arg Gin lie Arg Lys Lys Met Met Glu lie Met Thr Arg Glu Val 
165 170 175 

Gin Thr Asn Asp Leu Lys Glu Val Val Asn Lys Leu lie Pro Asp Ser 
180 * 185 190 
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lie Gly Lys Asp lie Glu Lys Ala Cys Gin Ser lie Tyr Pro Leu His 
195 200 205 

Asp Val Phe Val Arg Lys Val Lys Met Leu Lys Lys Pro Lys Phe Glu 
210 215 220 

Leu Gly Lys Leu Met Glu Leu His Gly Glu Gly Ser Ser Ser Gly Lys 
225 230 235 240 

Ala Thr Gly Asp Glu Thr Gly Ala Lys Val Glu Arg Ala Asp Gly Tyr 



Glu Pro Pro Val Gin Glu Ser Val 
260 

<210> 30 

<211> 2083 

<212> DNA 

<213> Homo sapiens 

<400> 30 

catcaaaaga atgaagaaca taagaaaagg taactacatc agtaaatata ttgctttttt 60 

cttcttattt aaatgcttta aaagagaatt gattgtttaa ataaaaatat caatgtaggc 120 

tacatgcagt ggctcacacc tataatccca gcactttggg aggctgaggt gggtggatca 180 

cttgaggtca gaatgttcaa gaccagcctg gccaacatgg tgatctttgt gtctattaaa 240 

aaatacaaaa ataagccagg cgtggtggcg ggcacctgta atccagctac tctaaggctg 300 

aggcaagaga tcacttgaat ccaggaggca gaggctgcag tcagccaaaa ttactccact 360 

gccctccagc ctaggcaaca gagtgagaat ctgtctcaaa aataaaaata aaaataaatc 420 

aatgtagtat cagacttata tgtagaaatt aaatatttga caaaataaca tgaaattata 480 

aggagagaaa ttaaaattta ttattttaag gttcttaata tacaaactag tatattatca 540 

gttgaagata gtctgcaata atttaaagct atatactata aacactaaag caaccattaa 600 

tatagcaaaa ttgaaaatat gaagttaata gggcaacaaa ggagataaaa tgtaatttta 660 

agaaatatac aaataattac aaaaagacag cataatagta aaagagaatg aacagataaa 720 

acaattataa aacaaacacc aagctgagag acttaaacct aatcacacga taatcacact 780 

aaatgtaaat ggtccaaata cccccatcaa aaaggagaga ctttcaaata gataatgaaa 840 

attcaagacc taaccacaaa aaaaacacac ttagaatata aagtcacaga tagggtaaaa 900 

gtggaagaat gacaaaagaa gagacattct tcaccaagag tcctcggggt ttcctgcttc 960 

agcagtgctt ggacggaacc cggcacttgt cccccaccca ggccagctgc ccatagccag 1020 

ccctccgtca cgtcttcact gcaccctcag accaccccaa ggcccccacc gccgctccag 1080 

cgccacgcag ccaccgccgc cgcagcctct ccttagtcat tgccatgatg actgcatcca 1140 

actcgcaggt gcgccagaac taccaccagg actcagaggc cgccatcaac cgccagatca 1200 
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acctggagct 


ctacgcctcc 


tactttaacc 


tctccatgtc 


ttactacttt 


gaccgtgatg 


1260 


atgcggcttt 


gaagaacttt 


gccaaatact 


ttcttcacca 


atctcatgag 


gagagggagc 


1320 


atgctgagaa 


actgatgaaa 


ctgcagaacc 


aacaaggtgg 


ctgaattttc 


cttcaggata 


1380 


tcaagaaacc 


agactgatga 


ctgggatagt 


gggctgaatg 


tgatagagtg 


tgcattacat 


1440 


ttggaaaaaa 


atgtgaatca 


gtcactactg 


gaactgcaca 


aactggccac 


tgacaaaaat 


1500 


gacccccatt 


tgtgtgactt 


cattgagaca 


cattacctga 


atgagcaggt 


gaaagccatc 


1560 


aaagaattgg 


gtgaacgtga 


ccaacttgca 


caagatggga 


gcacccgaat 


ctggcttggc 


1620 


agaatatctc 


tttgacaagc 


acaccctggg 


agaaagtgat 


aatgaaagct 


aagcctcagg 


1680 


ctaatttccc 


catagctgtg 


gggtgacttc 


cctggtcacc 


aaggcagtgc 


atgcatgttg 


1740 


gggtttcctt 


taccttttct 


ataagttgta 


ccaaaacatc 


cacttaagtt 


cttttgattt 


1800 


gtaccattcc 


ttcaaataaa 


gaaatctggt 


accccccccc 


aaaaaagaat 


gacaaaagat 


1860 


agcacatgtg 


aatacaaata 


aaaagtaagc 


tactgtggct 


acattcatgt 


cagacaaagt 


1920 


aaatttcaga 


gtagagaata 


ttaccagtaa 


taaatgatta 


tttcatagtg 


ataaaggggt 


1980 


caattcatga 


aaaagacata 


atcctaaacc 


taatacaaca 


gttcaaaata 


aatgcagcaa 


2040 


aaactggaag 


gagaaagaaa 


cagatcctct 


agagtcgacc 


tgc 




2083 


<210> 31 

<211> 599 

<212> DNA 

<213> Homo sapiens 












<400> 31 
ttttttttag 


ttgcagagat 


ctacaattta 


ttattatttt 


cagtgttaga 


gctagagggt 


60 


aattttttca 


aagatggcac 


tcaactccac 


ttatttacct 


gtcaacaaat 


acagaactga 


120 


actgttagcc 


ataagcactt 


tacaaacaga 


ctcaggaaac 


tatgcagtag 


acaatgacat 


180 


agcttaacca 


gactctgaaa 


aagagataca 


tattttgatt 


cacacttgta 


caaagagaac 


240 


agtcatgtct 


gcatgactta 


aggttcccta 


aacacaactg 


ttttatgttt 


tagacccctg 


300 


gagtgtgcca 


gtttaccaca 


tcagggagga 


atcaagggat 


gtgtgtgctc 


cttctaaaga 


360 


accaagggca 


agtggggtgg 


/"T (T f~1 +" /T /T "H ^ 

yggcggctcic 




ctgggcaaaa 


gagcugccic 


H z u 


aggtttttgt 


gggaatgaaa 


attacttgtt 


gcagttaagc 


aattcctagg 


gtttatctag 


480 


tttgaggttc 


aaaacaaagg 


agagaattat 


ttccttcctc 


gagctcttcc 


caaagcaata 


540 


tgcacatctc 


ataatcaaat 


ctcagtagta 


caaagagata 


atcaattatc 


taaaaattt 


599 



<210> 32 

<211> 714 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc feature 



40 



<222> (648) . . (648) 

<223> n is a, c, g, or t 



<400> 32 
ggtatttagt 


ttttatttca 


ttatcataaa 


cttaactctg 


caatccagct 


aggcatggga 


60 


gggaacaagg 


aaaacatgga 


acccaaaggg 


aactgcagcg 


agagcacaaa 


gattctagga 


120 


tactgcgagc 


aaatggggtg 


gaggggtgct 


ctcctgagct 


acagaaggaa 


tgatctggtg 


180 


gttaagataa 


aacacaagtc 


aaacttattc 


gagttgtcca 


cagtcagcaa 


tggtgatctt 


240 


cttgctggtc 


ttgccattcc 


tggacccaaa 


gcgctccatg 


gcctccacaa 


tatttatgcc 


300 


ttctttcact 


ttgccaaaca 


ccacatgctt 


gccatccaac 


cactcagtct 


tggcagtgca 


360 


gatgaaaaac 


tgggaaccat 


ttgtgttggg 


tccagcattt 


gccatggaca 


agatgccagg 


420 


acccgt a t gc 


t t t aggatga 


agtt ct catc 


ttcaaatttc 


t ccccataga 


t ggactt gcc 


4 b U 


accagtgcca 


ttatggcgtg 


tgaagtcacc 


accctgacac 


ataaaccctg 


gaataattct 


540 


gtgaaagcag 


gaacccttat 


aaccaaatcc 


tttctctcca 


gtgctcagag 


cacgaaaatt 


600 


ttctgctgtc 


tttgggacct 


tgtctgcaaa 


cagctcaaag 


gagacgcngc 


ccaagggctc 


660 


gccgtcgacg 


gcaatgtcga 


agaacacggt 


ggggttgacc 


atggctaata 


gtac 


714 


<210> 33 

<211> 823 

<212> DNA 

<213> Homo sapiens 












<220> 

<221> misc feature 
<222> (818) . . (818) 
<223> n is a, c, g, or t 










<400> 33 
tttttttttt 


tttttttttt 


tttttaaatg 


cattttattt 


ttagacaacc 


tacatgacat 


60 


gtttttctta 


aaaacaatgc 


ctccactcca 


aataaatcac 


agtcaaaata 


aatgaagagc 


120 


tcaagatgac 


atcagtccca 


tttgtcttaa 


gtcctggtgt 


tgtgtggatg 


acaagcagaa 


180 


gccagttatg 


atgacaggtg 


atagatccaa 


aataattgcc 


acatttgtta 


acatttttcc 


240 


atttctaaac 


catccttaaa 


gaaaatcata 


tatggggtca 


caccatcctc 


acggtagtcc 


300 


aatagagcaa 


ccatgccatc 


tggattcatg 


ttttcaccaa 


taaagaactg 


gtagtttttg 


360 


aaattagcaa 


ggatgtgctt 


gatttgttct 


gcagcccctg 


tcataaaagg 


ttttactctt 


420 


tctggtctct 


gttcttcaag 


tttccctttg 


attgatttca 


tgtaatcttt 


gatgtacttc 


480 


ttgtaggctt 


cttttgtgaa 


acttgtttcc 


tgcaggtgat 


ggttcatgac 


aatatcgaca 


540 


ccagtgatta 


ctgtgctttc 


ggtaccttcg 


ccctcggggc 


cttcagcgga 


ggcatttcca 


600 


ccaatgagcg 


agtcatcaat 


gttaccttct 


gtcctactga 


ccattttccc 


tccacctcca 


660 


ggcacaaccc 


gtccgcgatc 


tcccggatct 


tgtagatgtc 


ggagaacatc 


tcatcgtggc 


720 


tgatgaggtc 


ccggtagata 


atcatgatgg 


cgactgaaag 


gagacgacga 


ctgcgctagc 


780 



41 



tttacacgag ccctgaactt ggaacgaagc gcgtgcancc gga 823 



<210> 34 

<211> 650 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (446) . . (446) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (525) . . (525) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (604) . . (604) 

<223> n is a, c, g, or t 

<400> 34 



ttcatatcca 


tcagctcgtt 


caactttagc 


acctgtctcg 


tccccagtgg 


cttttccaga 


60 


actactgcct 


tcaccatgaa 


gctccatgag 


ctttcccaat 


tcaaacttgg 


gcttcttcag 


120 


catttttact 


tttctaacga 


agacatcatg 


gagaggataa 


atagattggc 


aagccttttc 


180 


tatgtctttt 


ccaatgctgt 


ctggaatcaa 


tttattgacc 


acttctttca 


agtcatttgt 


240 


ctgcacctct 


cgggtcatga 


tttccatcat 


cttcttccgg 


atttggcgga 


cctgttggtg 


300 


ctgagcataa 


gaggtcttcc 


gtatctgatt 


gttgcgtttt 


ttagtaaaac 


caacacagaa 


360 


cagacgaagc 


aagtaaccat 


cggtagtctt 


gacatcaacg 


tgagcttcaa 


tcattgtctg 


420 


ccatctcttg 


accatggaac 


acattntggc 


acgggtaaga 


tccatgccat 


ggaagttagt 


480 


caggcagctt 


ttaccctgaa 


catcttcagt 


aatcagcttg 


aattntctaa 


atgcatcttc 


540 


atcattctgc 


agatcagcaa 


gactcacttt 


aaacacacga 


ccctggagac 


catcagatgc 


600 


aatnttgttt 


cctgggtcct 


ggtgacgagc 


gtcttcccat 


attcctatat 




650 



<210> 35 

<211> 3066 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (36) . . (1526) 

<400> 35 

gcataacccc tactgtagaa ctaaatgcac tgtgc atg aaa ctt gga aaa aaa 53 

Met Lys Leu Gly Lys Lys 
1 5 



42 



cca atg tat 
Pro Met Tyr 



aac tac aac 
Asn Tyr Asn 
2 5 

ttt cca gtt 
Phe Pro Val 
40 

cag caa ttt 
Gin Gin Phe 
55 

get get gec 
Ala Ala Ala 



agg ctg gag 
Arg Leu Glu 



tct gaa ata 
Ser Glu lie 
105 

gtg aat ttc 
Val Asn Phe 
120 

ttt gtg acc 
Phe Val Thr 
135 

aaa age aag 
Lys Ser Lys 



gag ctg aag 
Glu Leu Lys 



aga ate aaa 
Arg lie Lys 
185 

gaa tat ggc 
Glu Tyr Gly 
2 00 

cag gca aaa 
Gin Ala Lys 
215 

ggc etc ccg 
Gly Leu Pro 



cac act gca 
His Thr Ala 



aag cct gtt 
Lys Pro Val 
10 

atg aga gga 
Met Arg Gly 



cca cct tta 
Pro Pro Leu 



aat ggc aaa 
Asn Gly Lys 
60 

aaa gcg ttg 
Lys Ala Leu 
75 

gtg aat gga 
Val Asn Gly 
90 

agt caa gtg 
Ser Gin Val 



gag gtg gec 
Glu Val Ala 



aag gtt teg 
Lys Val Ser 
140 

aag att tea 
Lys lie Ser 
155 

aag tta ccg 
Lys Leu Pro 
170 

aag aaa aca 
Lys Lys Thr 



cag ggg ate 
Gin Gly lie 



aag gag aag 
Lys Glu Lys 
220 

cgc cgc agg 
Arg Arg Arg 
235 

gaa gga acg 
Glu Gly Thr 
250 



gac cct tac 
Asp Pro Tyr 
15 

ggt get tat 
Gly Ala Tyr 
30 

ctt tat caa 
Leu Tyr Gin 
45 

gga aag aca 
Gly Lys Thr 



agg ate ctg 
Arg lie Leu 



aga gaa tec 
Arg Glu Ser 
95 

ttt gag att 
Phe Glu lie 
110 

egg gag agt 
Arg Glu Ser 
125 

gtt ggg gag 
Val Gly Glu 



aag aaa aat 
Lys Lys Asn 



ccc ctg cct 
Pro Leu Pro 
175 

aaa ccc ata 
Lys Pro lie 
190 . 

aat ccg att 
Asn Pro lie 
205 

gag cca gag 
Glu Pro Glu 



gag ttt gtg 
Glu Phe Val 



ggc acc aac 
Gly Thr Asn 
255 



tct egg atg 
Ser Arg Met 



ccc ccg agg 
Pro Pro Arg 



gtg gaa ctt 
Val Glu Leu 
50 

aga cag get 
Arg Gin Ala 
65 

cag aat gag 
Gin Asn Glu 
80 

gaa gaa gaa 
Glu Glu Glu 



gca ctt aaa 
Ala Leu Lys 



ggc cca ccc 
Gly Pro Pro 
130 

ttt gtg ggg 
Phe Val Gly 
145 

gee gee ata 
Ala Ala lie 
160 

gca gtt gaa 
Ala Val Glu 



gtc aag cca 
Val Lys Pro 



age cga ctg 
Ser Arg Leu 
210 

tac acg etc 
Tyr Thr Leu 
225 

atg cag gtg 
Met Gin Val 
240 

aag aag gtg 
Lys Lys Val 



cag tec acc 
Gin Ser Thr 
20 

tac ttt tac 
Tyr Phe Tyr 
35 

tct gtg gga 
Ser Val Gly 



gcg aaa cac 
Ala Lys His 



ccc ctg cca 
Pro Leu Pro 
85 

aat etc aat 
Asn Leu Asn 
100 

egg aac ttg 
Arg Asn Leu 
115 

cac atg aag 
His Met Lys 



gaa ggt gaa 
Glu Gly Glu 



get gtt ctt 
Ala Val Leu 
165 

cga gta aag 
Arg Val Lys 
180 

cag aca age 
Gin Thr Ser 
195 

gee cag ate 
Ala Gin lie 



etc aca gag 
Leu Thr Glu 



aag gtt gga 
Lys Val Gly 
245 

gee aag cgc 
Ala Lys Arg 
260 



tat 101 
Tyr 



cca 149 
Pro 



gga 197 
Gly 



gat 245 

Asp 

70 

gag 293 
Glu 



aaa 341 
Lys 



cct 389 
Pro 



aac 437 
Asn 



ggg 485 

Gly 

150 

gag 533 
Glu 



cct 581 
Pro 



cca 629 
Pro 



cag 677 
Gin 



cga 725 

Arg 

230 

aac 773 
Asn 



aat 821 
Asn 



43 



gca gcc gag aac atg ctg gag ate ctt ggt ttc aaa gtc ccg cag cgc 869 
Ala Ala Glu Asn Met Leu Glu lie Leu Gly Phe Lys Val Pro Gin Arg 
265 270 ' 275 

age cac caa acc cgc act caa gtc aga gga gaa gac acc cat aaa gaa 917 
Ser His Gin Thr Arg Thr Gin Val Arg Gly Glu Asp Thr His Lys Glu 
280 285 290 

acc agg gga tgg aag aaa agt aac ctt ttt ttg aac ctg get ctg ggg 965 
Thr Arg Gly Trp Lys Lys Ser Asn Leu Phe Leu Asn Leu Ala Leu Gly 
295 300 305 310 

atg gaa aat ggg act agt aat aaa gag gat gag ttc agg atg cct tat 1013 
Met Glu Asn Gly Thr Ser Asn Lys Glu Asp Glu Phe Arg Met Pro Tyr 
315 320 325 

eta agt cat cag cag ctg cct get gga att ctt ccc atg gtg ccc gag 1061 
Leu Ser His Gin Gin Leu Pro Ala Gly lie Leu Pro Met Val Pro Glu 
330 335 340 

gtc gcc cag get gta gga gtt agt caa gga cat cac acc aaa gat ttt 1109 
Val Ala Gin Ala Val Gly Val Ser Gin Gly His His Thr Lys Asp Phe 
345 350 355 

acc agg gca get ccg aat cct gcc aag gcc acg gta act gcc atg ata 1157 
Thr Arg Ala Ala Pro Asn Pro Ala Lys Ala Thr Val Thr Ala Met lie 
360 365 370 

gcc cga gag ttg ttg tat ggg ggc acc teg ccc aca gcc gag acc att 1205 
Ala Arg Glu Leu Leu Tyr Gly Gly Thr Ser Pro Thr Ala Glu Thr lie 
375 380 385 390 

tta aag aat aac ate tct tea ggc cac gta ccc cat gga cct etc acg 1253 
Leu Lys Asn Asn lie Ser Ser Gly His Val Pro His Gly Pro Leu Thr 
395 400 405 

aga ccc tct gag caa ctg gac tat ctt tec aga gtc cag gga ttc cag 1301 
Arg Pro Ser Glu Gin Leu Asp Tyr Leu Ser Arg Val Gin Gly Phe Gin 
410 415 420 

gtt gaa tac aaa gac ttc ccc aaa aac aac aag aac gaa ttt gta tct 1349 
Val Glu Tyr Lys Asp Phe Pro Lys Asn Asn Lys Asn Glu Phe Val Ser 
425 430 435 

ctt ate aat tgc tec tct cag cca cct ctg ate age cat ggt ate ggc 1397 
Leu lie Asn Cys Ser Ser Gin Pro Pro Leu lie Ser His Gly lie Gly 
440 445 450 

aag gat gtg gag tec tgc cat gat atg get gcg ctg aac ate tta aag 1445 
Lys Asp Val Glu Ser Cys His Asp Met Ala Ala Leu Asn lie Leu Lys 
455 460 465 470 

ttg ctg tct gag ttg gac caa caa agt aca gag atg cca aga aca gga 14 93 

Leu Leu Ser Glu Leu Asp Gin Gin Ser Thr Glu Met Pro Arg Thr Gly 
475 480 485 

aac gga cca atg tct gtg tgt ggg agg tgc tga accttttctg gccatgaacc 1546 
Asn Gly Pro Met Ser Val Cys Gly Arg Cys 
490 495 

attataaaat cccaacatat atactgaaaa tactgaaact gctttgaaaa tttggaattt 1606 

ctgatacctc cagtgggccg agagacaegg tgggtaaagg atgtgggcag cagcagggaa 1666 

gacaacagaa acacaaggag gcggctgtgg ccgggctgga ctgtgcgggg gtttgttgtg 1726 



44 



atggccactc 


ggtgacctgg 


cggtccctac 


gcaatagcag 


ctgcctgtgg 


ggaagagggg 


1786 


ctgcccagcc 


agctggttct 


cccgggacac 


cagcagatcc 


acaccctggg 


cacctccgtg 


1846 


tttggtcttt 


tttttcccct 


gtgtgaaaga 


agaaacggca 


cgaccccttc 


tcaagctggc 


1906 


tcactcagac 


acattgggac 


aaacctggac 


agccatgcca 


gagagaggct 


ttgaccggcc 


1966 


ccagagctaa 


aagcaccaga 


gaaaatcaaa 


tgcttcctac 


tcagcgtgac 


ccaacttttc 


2026 


tagtgtgcca 


cggccccacc 


acctcctgca 


gtacccacac 


catcaccact 


gctttctctt 


2086 


ccaacagtga 


tctgtattct 


tagtttcatt 


attttctttt 


gattgatatg 


acactatata 


2146 


aaattttcat 


'ttgagaattt 


ctcaattgta 


tctagttaaa 


tagcacagtt 


tggaaacttg 


2206 


tctgagactg 


actttatcaa 


taatctaacc 


gacaaagatc 


atatccatgt 


gtatgtggtt 


2266 


agacattttt 


atttcattga 


ctaacccagg 


acagtttcag 


tgatgcaaat 


tgtgtgccct 


2326 


ctggttcagc 


tgaaacagtc 


ctggactttc 


aaaaaccttg 


aataagtctc 


ccacagttgt 


2386 


ataaattgga 


caatttagga 


attttaaact 


ttagatgatc 


atttggttcc 


atttttattt 


2446 


catttttatt 


tttgttaatg 


caaacaggac 


ttaaatgaac 


tttgatctct 


gttttaaaga 


2506 


ttattaaaaa 


acattgtgta 


tctatacata 


tggctcttga 


ggacttagct 


ttcactacac 


2566 


tacaggatat 


gatctccatg 


tagtccatat 


aaacctgcag 


agtgattttc 


cagagtgctc 


2626 


gatactgtta 


attacatctc 


cattagggct 


gaaaagaatg 


acctacgttt 


ctgtatacag 


2686 


ctgtgttgct 


tttgatgttg 


tgttactgta 


cacagaagtg 


tgtgcactga 


ggctctgcgt 


2746 


gtggtccgta 


tggaaagcct 


ggtagccctg 


cgagttaagt 


actgcttcca 


ttcattgttt 


2806 


acgctggaat 


ttttctcccc 


atggaatgta 


agtaaaactt 


aagtgtttgt 


catcaataaa 


2866 


-f— /~x fx +■ a a 4~ s +~ 

L.yy LciciuciCL. 


aaa-|-f--t--|-ft-+- 
aaatlLLlLL 


yltaatllal 


4— /—i ^ s-~* ^ ^ ~\ 4— 

ICLCddaLgC 


CdCLdCLyCL 


aggttggtcc 




cctcccaact 


tgcccctatc 


ctttttttat 


ttttaagaaa 


aaactttgta 


atgcttgtga 


2986 


ttccatctgg 


gcaaaagtct 


gaagatctga 


aataacttta 


tatcaaacca 


ttgatcaata 


3046 


aacagctact 


aatgaaaaaa 










3066 



<210> 36 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser 
15 10 15 

Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro 
20 25 30 



Pro Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro 
35 40 



Leu Leu Tyr Gin Val 
45 



45 



Glu Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys Gly Lys Thr Arg 
50 55 60 



Gin Ala Ala Lys His Asp Ala Ala Ala Lys Ala Leu Arg lie Leu Gin 
65 70 75 80 



Asn Glu Pro Leu Pro Glu Arg Leu Glu Val Asn Gly Arg Glu Ser Glu 
85 90 95 



Glu Glu Asn Leu Asn Lys Ser Glu lie Ser Gin Val Phe Glu lie Ala 
100 105 110 



Leu Lys Arg Asn Leu Pro Val Asn Phe Glu Val Ala Arg Glu Ser Gly 
115 120 125 



Pro Pro His Met Lys Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe 
130 135 ' 140 



Val Gly Glu Gly Glu Gly Lys Ser Lys Lys lie Ser Lys Lys Asn Ala 
145 150 * 155 ' ^ 160 



Ala lie Ala Val Leu Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala 
165 170 175 



Val Glu Arg Val Lys Pro Arg lie Lys Lys Lys Thr Lys Pro lie Val 
180 185 190 



Lys Pro Gin Thr Ser Pro Glu Tyr Gly Gin Gly lie Asn Pro lie Ser 
195 200 ~ 205 



Arg Leu Ala Gin lie Gin Gin Ala Lys Lys Glu Lys Glu Pro Glu Tyr 
210 215 220 



Thr Leu Leu Thr Glu Arg Gly Leu Pro Arg Arg Arg Glu Phe Val Met 
225 230 235 240 



Gin Val Lys Val Gly Asn His Thr Ala Glu Gly Thr Gly Thr Asn Lys 
245 250 ~ 255 



Lys Val Ala Lys Arg Asn Ala Ala Glu Asn Met Leu Glu lie Leu Gly 
260 265 270 



Phe Lys Val Pro Gin Arg Ser His Gin Thr Arg Thr Gin Val Arg Gly 

275 280 285 

Glu Asp Thr His Lys Glu Thr Arg Gly Trp Lys Lys Ser Asn Leu Phe 

290 295 300 



Leu Asn Leu Ala Leu Gly Met Glu Asn Gly Thr Ser Asn Lys Glu Asp 
305 310 315 320 



46 



Glu Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu Pro Ala Gly lie 
325 " 330 335 

Leu Pro Met Val Pro Glu Val Ala Gin Ala Val Gly Val Ser Gin Gly 
340 345 350 

His His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn Pro Ala Lys Ala 
355 360 365 

Thr Val Thr Ala Met lie Ala Arg Glu Leu Leu Tyr Gly Gly Thr Ser 
370 375 380 

Pro Thr Ala Glu Thr lie Leu Lys Asn Asn lie Ser Ser Gly His Val 
385 390 395 400 

Pro His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu Asp Tyr Leu Ser 
405 410 415 

Arg Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe Pro Lys Asn Asn 
420 425 430 

Lys Asn Glu Phe Val Ser Leu lie Asn Cys Ser Ser Gin Pro Pro Leu 
435 440 445 

lie Ser His Gly lie Gly Lys Asp Val Glu Ser Cys His Asp Met Ala 
450 455 460 

Ala Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp Gin Gin Ser Thr 
465 470 475 480 

Glu Met Pro Arg Thr Gly Asn Gly Pro Met Ser Val Cys Gly Arg Cys 
485 490 " " 495 

<210> 37 

<211> 594 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (421) . . (421) 

<223> n is a, c, g, or t 

<400> 37 

ttcgctgccg gagtcagttt tattagggaa gaggggctcc ctgcccatcc cctccccaca 60 

ccctccttcc gggaggtctg tcagccccaa ctgtagaagt agattttctg ccaggtgggc 120 

aagtaatcca tgagcggcct tgtgaccagg ccaacgccag ggacgtggtc ggccagcaac 180 

tggagcagga agaggatcct ggcctcggag aagcggtcgt agaaaggaga gcgcacaggt 240 



47 



agtagagcag 


caggatggtc 


cggcgccgca 


gctcccgccg 


ctccctccgg 


gtcaggccct 


300 


ttctgtcact 


caggaggctc 


aggctggtca 


cgttcacaac 


acaagecaag 


agecagggtt 


360 


tccacgacct 


ctgaccccac 


aggcccaggc 


tgagcaagtg 


cagcagcggc 


cgtggcgcgg 


420 


ntcgacgagt 


cacgtactcc 


tggtagcgga 


ggeccaggag 


ccgcagcttc 


tccatcctgc 


480 


cctcggcacc 


gacagaccca 


cagaaggacc 


gtacgacagg 


ctgcggcgcc 


ctgcttcctg 


540 


cggcctcctt 


cctgcttccg 


gtcttaggee 


cgcctcttgg 


ttgettaact 


tccg 


594 


<210> 
<211> 
<212> 
<213> 


38 

626 

DNA 

Homo sapiens 












<220> 
<221> 
<222> 
<223> 


raise feature 
(509) . . (509) 
n is a, c, g, or t 










<220> 
<221> 
<222> 
<223> 


misc feature 
(563) . . (563) 
n is a, c, g, or t 










<220> 
<221> 
<222> 
<223> 


misc feature 
(614) . . (614) 
n is a, c, g, or t 










<400> 38 
tttttttttt 


ttttttttgg 


cattatggaa 


cctttatttt 


tcatgtgatt 


tctgtacata 


60 


aggagtatga 


gagtaaccct 


tttacaaatg 


gaactaattt 


actagaacaa 


tgacaaaact 


120 


gaactggtat 


ttgatgtgaa 


tccacaggag 


tttaagcttc 


aaatccagcc 


aagaaatttg 


180 


ttacaatctc 


tttcagcttt 


gcatctgatt 


gttctgagat 


cttttcatca 


gecctgatag 


240 


tgcccaacaa 


ggcttggtgc 


tggctgacga 


catgagacaa 


gaaagcattc 


tcaaactttg 


300 


taatcttgct 


gggctccagt 


ttatcaagat 


atccccttac 


acccgcatag 


ataacageca 


360 


cttgttcttc 


aatagccatg 


ggagaatact 


gt cct t get t 


cagcaact ca 


gtt agacgea 




cgccacgact 


caaaagttgt 


tgagtggcag 


catcgaggtc 


agaaccgaac 


tgggcaaaag 


480 


caagaaccct 


acgatactgg 


gegcaatanc 


agcgtttatg 


tacctgctac 


ectgegttat 


540 


aggcctggtt 


gtggqaaqcq 


atnccacacg 


agaacaacca 


gaeaaegtta 


ttgegagege 


600 



gatgtccttg tganaacatt atctgt 626 



<210> 39 

<211> 358 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
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<222> (75) . . (287) 
<400> 39 

ggcacgaggc tctagggtga tacgtgggtg agaaaggtcc tggtccgcgc cagagcccag 60 

cgcgcctcgt cgcc atg cct egg aaa att gag gaa ate aag gac ttc ctg 110 
Met Pro Arg Lys lie Glu Glu lie Lys Asp Phe Leu 
15 10 

etc aca gee cga cga aag gat gee aaa tct gtc aag ate aag aaa aat 158 
Leu Thr Ala Arg Arg Lys Asp Ala Lys Ser Val Lys lie Lys Lys Asn 
15 20 25 

aag gac aac gtg aag ttt aaa gtt cga tgc age aga tac ctt tac acc 206 
Lys Asp Asn Val Lys Phe Lys Val Arg Cys Ser Arg Tyr Leu Tyr Thr 
30 35 40 

ctg gtc ate act gac aaa gag aag gca gag aaa ctg aag cag tec ctg 254 
Leu Val lie Thr Asp Lys Glu Lys Ala Glu Lys Leu Lys Gin Ser Leu 
45 50 55 60 

ccc ccc ggt ttg gca gtg aag gaa ctg aaa tga accagacaca ctgattggaa 307 
Pro Pro Gly Leu Ala Val Lys Glu Leu Lys 
65 70 

ctgtattata ttaaaatact aaaaatccaa aaaaaaaaaa aaaaaaaaaa a 358 

<210> 40 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Pro Arg Lys lie Glu Glu lie Lys Asp Phe Leu Leu Thr Ala Arg 
15 10 15 

Arg Lys Asp Ala Lys Ser Val Lys lie Lys Lys Asn Lys Asp Asn Val 
20 25 30 

Lys Phe Lys Val Arg Cys Ser Arg Tyr Leu Tyr Thr Leu Val lie Thr 
35 40 45 

Asp Lys Glu Lys Ala Glu Lys Leu Lys Gin Ser Leu Pro Pro Gly Leu 
50 55 60 

Ala Val Lys Glu Leu Lys 
65 ^ 70 

<210> 41 

<211> 626 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (509) . . (509) 

<223> n is a, c, g, or t 
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<220> 

<221> misc_f eature 

<222> (563) . . (563) 

<223> n is a, c, q, or t 

<220> 

<221> misc_feature 

<222> (614) . . (614) 

<223> n is a, c, g, or t 



<400> 41 
tttttttttt 


ttttttttgg 


cattatggaa 


cctttatttt 


tcatgtgatt 


tctgtacata 


60 


aggagtatga 


gagtaaccct 


tttacaaatg 


gaactaattt 


actagaacaa 


tgacaaaact 


120 


gaactggtat 


ttgatgtgaa 


tccacaggag 


tttaagcttc 


aaatccagcc 


aagaaatttg 


180 


ttacaatctc 


tttcagcttt 


gcatctgatt 


gttctgagat 


cttttcatca 


gccctgatag 


240 


tgcccaacaa 


ggcttggtgc 


tggctgacga 


catgagacaa 


gaaagcattc 


tcaaactttg 


300 


taatcttgct 


gggctccagt 


ttatcaagat 


atccccttac 


acccgcatag 


ataacagcca 


360 


cttgttcttc 


aatagccatg 


ggagaatact 


gtccttgctt 


cagcaactca 


gttagacgca 


420 


cgccacgact 


caaaagttgt 


tgagtggcag 


catcgaggtc 


agaaccgaac 


tgggcaaaag 


480 


caagaaccct 


acgatactgg 


gcgcaatanc 


agcgtttatg 


tacctgctac 


cctgcgttat 


540 


aggcctggtt 


gtgggaagcg 


atnccacacg 


agaacaacca 


gacaacgtta 


ttgcgagcgc 


600 


gatgtccttg 


tganaacatt 


atctgt 








626 


<210> 42 

<211> 928 

<212> DNA 

<213> Homo sapiens 












<400> 42 
agctcctgcc 


ctcctaaagc 


tgaagccaaa 


gcgaaggctc 


caaaggccaa 


gaaggcagtg 


60 


tggaaaggtg 


tccacaggcc 


acgaaaagaa 


gaagatccgc 


acgtcaccca 


ccttccggcg 


120 


gccgaagagc 


cagtgcgact 


ccggagacag 


cccaaatatc 


ctcggccaag 


agcgctccca 


180 


ggagaaacta 


agcttgagcg 


acgtatgcta 


tcatcaagtt 


tccgcgtgac 


cacgtgagtc 


240 


tgccatgaag 


aagatagaga 


gacaacaaca 


cacttgtgtg 


cattgtggat 


gttaaagcca 


300 


acaagcacca 


gattaaagca 


ggctgtgaag 


aagctgtatg 


accattgatg 


tggccaaggt 


360 


caacaccctg 


attcgggctg 


atggagagaa 


gaaggcatat 


gttcggactg 


gctcctgatt 


- 420 


gacgatgctt 


tggatggttg 


ccaacaaaat 


tgggatcatc 


taagactgag 


tccagctgcc 


480 


tgaattctga 


atatatatat 


atatatatct 


tgtgtcacca 


taccaaccaa 


aacaagcgcc 


540 


ccagaaaaaa 


acaaagtgaa 


ccccccggcg 


gcctgtggcc 


gccgggccgc 


aaaacacggg 


600 


taaaagacgg 


acccgcacgt 


gcgtgaaacc 


ccctgtcaac 


gacaaaaccg 


tgtctttcct 


660 


ccaaacagcg 


gtgaggatgg 


gcccagaacg 


tagtccacac 


agagcaaggg 


cgcgacccag 


720 


cgagaacagc 


ggagggaccc 


ccagcaggta 


tagaacagca 


cgcgtgcgac 


gacctgctga 


780 



50 

gcgatctgaa ttgcccagcg cgacgacctg cgccccaggg gcacggacac gcacgcaccg 840 

gaaagcgcaa caagccccca cgcaaacacg gacgtccaac cacgaacaac acagccacat 900 

agaaaccaac ccccgctcga cactgcga 928 

<210> 43 

<211> 3698 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (6) . . (2468) 

<400> 43 

gcaag atg gac gcg gga ttt ttc cgc gga aca agt gca gaa cag gat aat 50 

Met Asp Ala Gly Phe Phe Arg Gly Thr Ser Ala Glu Gin Asp Asn 
15 10 15 

egg ttc age aac aaa cag aag aaa eta ctg aag cag ctg aaa ttt gca 98 
Arg Phe Ser Asn Lys Gin Lys Lys Leu Leu Lys Gin Leu Lys Phe Ala 
2 0 2 5 30 

gaa tgc eta gaa aaa aag gtg gac atg age aaa gta aat ttg gag gtt 14 6 

Glu Cys Leu Glu Lys Lys Val Asp Met Ser Lys Val Asn Leu Glu Val 
35 40 45 

ata aag cct tgg ata aca aaa aga gta acg gaa ate ctt ggg ttt gaa 194 
lie Lys Pro Trp lie Thr Lys Arg Val Thr Glu lie Leu Gly Phe Glu 
50 ' 55 60 

gat gat gtt gtg att gag ttt ata ttc aac cag ctg gaa gtg aag aat 242 
Asp Asp Val Val lie Glu Phe lie Phe Asn Gin Leu Glu Val Lys Asn 
65 70 75 

cca gac tec aaa atg atg caa ate aac ctg act gga ttt ttg aat gga 290 
Pro Asp Ser Lys Met Met Gin lie Asn Leu Thr Gly Phe Leu Asn Gly 
80 85 90 95 

aaa aat get cga gaa ttt atg gga gaa ctg tgg ccc ctg ctg eta agt 338 
Lys Asn Ala Arg Glu Phe Met Gly Glu Leu Trp Pro Leu Leu Leu Ser 
100 105 110 

gca caa gaa aac ate gcg gga ate cct tct get ttc eta gaa ctg aag 386 
Ala Gin Glu Asn lie Ala Gly lie Pro Ser Ala Phe Leu Glu Leu Lys 
115 ~ 120 125 

aaa gaa gaa ata aaa caa aga cag att gaa caa gaa aaa ctg gca tct 434 
Lys Glu Glu lie Lys Gin Arg Gin lie Glu Gin Glu Lys Leu Ala Ser 
130 135 140 

atg aaa aag caa gat gaa gac aaa gat aaa aga gat aag gaa gaa aaa 482 
Met Lys Lys Gin Asp Glu Asp Lys Asp Lys Arg Asp Lys Glu Glu Lys 
145 150 155 

gaa age age aga gaa aaa agg gag egg tct cgt age cca aga aga cgc 530 
Glu Ser Ser Arg Glu Lys Arg Glu Arg Ser Arg Ser Pro Arg Arg Arg 
160 165 170 175 

aaa tec aga tct cct tec cct aga aga cga tct tec cct gtc agg aga 578 
Lys Ser Arg Ser Pro Ser Pro Arg Arg Arg Ser Ser Pro Val Arg Arg 
180 ' " 185 190 
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gag aga aag cgc agt cat tct cga tct ccc cgt cac aga acc aag age 626 

Glu Arg Lys Arg Ser His Ser Arg Ser Pro Arg His Arg Thr Lys Ser 

195 200 205 

egg agt cct tec cct get cca gaa aag aag gaa aaa act cca gag etc 674 

Arg Ser Pro Ser Pro Ala Pro Glu Lys Lys Glu Lys Thr Pro Glu Leu 
210 215 " 220 

cca gaa cct tea gtg aaa gta aaa gaa cct tea gta caa gag get act 722 

Pro Glu Pro Ser Val Lys Val Lys Glu Pro Ser Val Gin Glu Ala Thr 
225 230 235 

tct act agt gac att ctg aaa gtt ccc aaa cct gaa cct ata cca gag 770 

Ser Thr Ser Asp lie Leu Lys Val Pro Lys Pro Glu Pro lie Pro Glu 

240 245 250 255 

cct aaa gaa cct tct ccg gaa aaa aat tec aaa aaa gaa cag gag aag 818 

Pro Lys Glu Pro Ser Pro Glu Lys Asn Ser Lys Lys Glu Gin Glu Lys 

260 ' 265 270 

gag aag acc cga cca cga tct egg tea cgc tec aaa tea aga tec egg 866 

Glu Lys Thr Arg Pro Arg Ser Arg Ser Arg Ser Lys Ser Arg Ser Arg 

275 280 " " 285 

acg egg tec cgc tct cct tct cac act cga cct aga egg cgc cat aga 914 

Thr Arg Ser Arg Ser Pro Ser His Thr Arg Pro Arg Arg Arg His Arg 
290 295 300 

tec gat aag atg tat tea cct aga agg egg cca age cca aga agg egg 962 

Ser Asp Lys Met Tyr Ser Pro Arg Arg Arg Pro Ser Pro Arg Arg Arg 
305 310 315 

cca tct cct cga aga aga act ccg cca aga aga atg cct cct cca cca 1010 

Pro Ser Pro Arg Arg Arg Thr Pro Pro Arg Arg Met Pro Pro Pro Pro 

320 325 330 335 

agg cat aga agg agt aga tct cca gta aga cga aga aga cgt teg tea 1058 

Arg His Arg Arg Ser Arg Ser Pro Val Arg Arg Arg Arg Arg Ser Ser 

340 " 345 " ' 350 

gca tec ttg tct ggg agt age tea tea tec tct tea tct cgt tea egg 1106 

Ala Ser Leu Ser Gly Ser Ser Ser Ser Ser Ser Ser Ser Arg Ser Arg 

355 360 365 

tea cca cca aag aag cct ccc aag agg aca tec age ccc cct egg aaa 1154 

Ser Pro Pro Lys Lys Pro Pro Lys Arg Thr Ser Ser Pro Pro Arg Lys 
370 375 " 380 

act cgt agg tta tct cct tea gca agt cct cca agg cga agg cac agg 1202 

Thr Arg Arg Leu Ser Pro Ser Ala Ser Pro Pro Arg Arg Arg His Arg 
385 390 395 

cca tea cct cct gca aca cca ccc aaa act egg gat tec cct aca ccc 1250 

Pro Ser Pro Pro Ala Thr Pro Pro Lys Thr Arg Asp Ser Pro Thr Pro 

400 405 410 415 

cag cag tea aac cgt aca aga aaa agt cgt gtt tct gtg tct cca ggg 1298 

Gin Gin Ser Asn Arg Thr Arg Lys Ser Arg Val Ser Val Ser Pro Gly 

420 " ~ 425 430 

aga act tea ggt aaa gtg aca aaa cat aaa ggt act gag aaa aga gaa 134 6 

Arg Thr Ser Gly Lys Val Thr Lys His Lys Gly Thr Glu Lys Arg Glu 

435 440 445 
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tec cct tea 
Ser Pro Ser 
450 

gaa gaa gat 
Glu Glu Asp 
465 

aga cgc caa 
Arg Arg Gin 
480 

tec tec tec 
Ser Ser Ser 



aat ggt gag 
Asn Gly Glu 



tct cca tea 
Ser Pro Ser 
530 

egg agg aga 
Arg Arg Arg 
54 5 

tct ccc gec 
Ser Pro Ala 
560 

cga cga agg 
Arg Arg Arg 



aga aga tac 
Arg Arg Tyr 



cca aag aga 
Pro Lys Arg 
610 

tea cca tct 
Ser Pro Ser 
625 

aaa caa aga 
Lys Gin Arg 
64 0 

tec aag cat 
Ser Lys His 



cga tea cca 
Arg Ser Pro 



get cct cag 
Ala Pro Gin 
690 



cca gca ccg 
Pro Ala Pro 



aaa ggt ggc 
Lys Gly Gly 



tac aga cga 
Tyr Arg Arg 
485 

tec tea gaa 
Ser Ser Glu 
500 

gtt ggc agg 
Val Gly Arg 
515 

cca cga aag 
Pro Arg Lys 



agt cca tec 
Ser Pro Ser 



cct cct cct 
Pro Pro Pro 
565 

act cct tct 
Thr Pro Ser 
580 

tct cct cca 
Ser Pro Pro 
595 

aga acg get 
Arg Thr Ala 



cca cca cca 
Pro Pro Pro 



age tec cca 
Ser Ser Pro 
645 

agg aaa ggg 
Arg Lys Gly 
660 

caa cca aac 
Gin Pro Asn 
675 

acc tec tea 
Thr Ser Ser 



aag cct aga 
Lys Pro Arg 
455 

aaa atg get 
Lys Met Ala 
470 

caa aac cag 
Gin Asn Gin 



gat gaa cga 
Asp Glu Arg 



egg egg aga 
Arg Arg Arg 
52 0 

cgc caa aaa 
Arg Gin Lys 
535 

cca cca ccc 
Pro Pro Pro 
550 

cga egg cgc 
Arg Arg Arg 



cct ccc cca 
Pro Pro Pro 



ata cag agg 
lie Gin Arg 
600 

tea cct cct 
Ser Pro Pro 
615 

aag egg egg 
Lys Arg Arg 
630 

gtc acc aag 
Val Thr Lys 



tct tec cca 
Ser Ser Pro 



aaa egg cat 
Lys Arg His 
680 

agt cct cca 
Ser Pro Pro 
695 



aaa gta gag 
Lys Val Glu 



gca gca gat 
Ala Ala Asp 
475 

cag tct tea 
Gin Ser Ser 
490 

ccc aag aga 
Pro Lys Arg 
505 

cat tec cct 
His Ser Pro 



gag act tec 
Glu Thr Ser 



acc aga agg 
Thr Arg Arg 
555 

agg act ccc 
Arg Thr Pro 
570 

cgt egg cgc 
Arg Arg Arg 
585 

aga tac tct 
Arg Tyr Ser 



ccc cct cct 
Pro Pro Pro 



gtc tec cat 
Val Ser His 
635 

aga cgt tea 
Arg Arg Ser 
650 

age cgc tct 
Ser Arg Ser 
665 

teg ccc tea 
Ser Pro Ser 



ccc gtt cga 
Pro Val Arg 



tta tct gaa 
Leu Ser Glu 
460 

tct gtg cag 
Ser Val Gin 



tct gac tct 
Ser Asp Ser 



tec cat gtg 
Ser His Val 
510 

tec egg agt 
Ser Arg Ser 
525 

cct cgt ggt 
Pro Arg Gly 
540 

cga egg tct 
Arg Arg Ser 



aca cca cca 
Thr Pro Pro 



tea cct tct 
Ser Pro Ser 
590 

cct tct cca 
Pro Ser Pro 
605 

aaa cga aga 
Lys Arg Arg 
620 

tct cca cct 
Ser Pro Pro 



cct tea tta 
Pro Ser Leu 



acc egg gag 
Thr Arg Glu 
670 

cca egg cct 
Pro Arg Pro 
685 

aga gga gcg 
Arg Gly Ala 
700 



teg 1394 
Ser 



cag 1442 
Gin 



ggc 1490 

Gly 

495 

aag 1538 
Lys 



get 1586 
Ala 



aga 1634 
Arg 



cct 1682 
Pro 



cca 1730 

Pro 

575 

cct 1778 
Pro 



cct 1826 
Pro 



gca 1874 
Ala 



ccc 1922 
Pro 



tea 1970 

Ser 

655 

gee 2018 
Ala 



cga 2066 
Arg 



teg 2114 
Ser 
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tea tea ccc caa aga agg cag tec ccg tct cca agt act agg ccc att 2162 
Ser Ser Pro Gin Arg Arg Gin Ser Pro Ser Pro Ser Thr Arg Pro lie 
705 710 715 

agg aga gtc tec agg act ccg gaa cct aaa aag ata aaa aag get get 2210 
Arg Arg Val Ser Arg Thr Pro Glu Pro Lys Lys lie Lys Lys Ala Ala 
720 725 730 735 

tec cca age cca cag tct gta aga agg gtc tea tec tec cga tct gtc 2258 
Ser Pro Ser Pro Gin Ser Val Arg Arg Val Ser Ser Ser Arg Ser Val 
740 745 750 

tec ggg tct cct gag cca gca get aaa aag ccc cca gca cct cca tec 2306 
Ser Gly Ser Pro Glu Pro Ala Ala Lys Lys Pro Pro Ala Pro Pro Ser 
755 760 765 

ccc gtc cag tct cag tea ccg tct aca aac tgg tea cca get gta ccg 2354 
Pro Val Gin Ser Gin Ser Pro Ser Thr Asn Trp Ser Pro Ala Val Pro 
770 775 780 

gtc aaa aag gee aaa aag ccc aac acc gag ccc ate ace gee aag aaa 2402 
Val Lys Lys Ala Lys Lys Pro Asn Thr Glu Pro lie Thr Ala Lys Lys 
785 ^ ' 790 795 

ttc aga tea gga agg agg tgg aaa gaa aaa gaa gaa aaa gaa gga caa 2450 
Phe Arg Ser Gly Arg Arg Trp Lys Glu Lys Glu Glu Lys Glu Gly Gin 



800 


805 


810 




815 




gaa aca caa aaa gga taa gaagcacaag aagcacaaaa aacacaagaa 
Glu Thr Gin Lys Gly 
820 


2498 


ggaaaaggct 


gtggctgcag 


ctgctgcagc 


tgctgtgacc 


cctgcagcca 


ttgcagctgc 


2558 


cacaaccaca 


ttagcacagg 


aagagccagt 


ggcagcgcca 


gagecgaaga 


aggagactga 


2618 


aagtgaagct 


gaagataacc 


ttgatgattt 


agaaaagcac 


ctgcgtgaaa 


aggecctgag 


2678 


atcaatgagg 


aaggcccaag 


tgtccccaca 


gtcttagggg 


gaaatgtttg 


ttatgatgta 


2738 


aattttattt 


ggtttgtacg 


cagttcaatt 


teaaaattge 


taaaatgtgt 


ttgagcttta 


2798 


gactataaca 


tttgttgtaa 


taattgetag 


gttgaagttc 


aacatgtaaa 


aaaagggggc 


2858 


atggatttac 


attgeaaaag 


gtgtccacag 


tgtattagtg 


acattctttc 


attgacagct 


2918 


gacataattc 


attgagtgaa 


atattttaag 


ccaaaaaaaa 


attccctttt 


taaaaaaggg 


2978 


ggtttaaata 


ctgttggcat 


ttttatggtt 


cctttaaatg 


ccctagaatt 


cccagagggg 


3038 


ttttttgttt 


gtttttttgg 


ttttgatttt 


ctttttgttt 


ttctttcttc 


ttcttatttt 


3098 


tttcatttga 


gtcttagctc 


ccatttaagt 


tatgettctg 


accttgtatg 


gtctgtaagc 


3158 


ttgcccagaa 


ataagaccac 


tgttttgaac 


taccacaaaa 


gtataaatga 


atattttaat 


3218 


gccacaatct 


ttcctgttgc 


ctgtggagtc 


tetgetgaaa 


tgaatcagga 


ttcgagctct 


3278 


aggatgagac 


agaaaatgaa 


agcatgttgt 


ttgecaggae 


actgtgggtt 


tatattgatg 


3338 


tgtaacaagt 


tgatttggaa 


cactggactc 


tcattctgtt 


attctggctt 


cgcccctttt 


3398 


gttccccctc 


cttcttttgt 


aaaggcaatg 


agctagtccc 


agaaaggatc 


cttcagttac 


3458 


atacaattta 


tttaatgaaa 


tgtcatggct 


ctgttcatat 


ttttgtcttg 


ttcttccaat 


3518 
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tggtatatac aactttcaga gcctcttgta tttggaaggc tggaagggcc cagactttgg 3578 
aatagtgtct tggtttcact gtttttgttt tgattttttt tttgttttga ttttttttaa 3638 
actaaagc.ta tataaagctt gtggattaaa cagaataaat ttctaaattt aaaaaaaaaa 3698 

<210> 44 

<211> 820 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Asp Ala Gly Phe Phe Arg Gly Thr Ser Ala Glu Gin Asp Asn Arg 
1 5 10 15 

Phe Ser Asn Lys Gin Lys Lys Leu Leu Lys Gin Leu Lys Phe Ala Glu 
20 " ' 25 " 30 

Cys Leu Glu Lys Lys Val Asp Met Ser Lys Val Asn Leu Glu Val lie 
35 40 45 

Lys Pro Trp lie Thr Lys Arg Val Thr Glu lie Leu Gly Phe Glu Asp 
50 55 60 

Asp Val Val lie Glu Phe lie Phe Asn Gin Leu Glu Val Lys Asn Pro 
65 70 75 80 

Asp Ser Lys Met Met Gin lie Asn Leu Thr Gly Phe Leu Asn Gly Lys 
8 5 90 "* 95 

Asn Ala Arg Glu Phe Met Gly Glu Leu Trp Pro Leu Leu Leu Ser Ala 
100 105 110 

Gin Glu Asn lie Ala Gly lie Pro Ser Ala Phe Leu Glu Leu Lys Lys 
115 120 125 

Glu Glu lie Lys Gin Arg Gin lie Glu Gin Glu Lys Leu Ala Ser Met 
130 135 140 

Lys Lys Gin Asp Glu Asp Lys Asp Lys Arg Asp Lys Glu Glu Lys Glu 
145 150 155 160 

Ser Ser Arg Glu Lys Arg Glu Arg Ser Arg Ser Pro Arg Arg Arg Lys 
165 170 175 

Ser Arg Ser Pro Ser Pro Arg Arg Arg Ser Ser Pro Val Arg Arg Glu 
180 185 190 



Arg Lys Arg Ser His Ser Arg Ser Pro Arg His Arg Thr Lys Ser Arg 
195 200 205 
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Ser Pro Ser Pro Ala Pro Glu Lys Lys Glu Lys Thr Pro Glu Leu Pro 
210 215 220 



Glu Pro Ser Val Lys Val Lys Glu Pro Ser Val Gin Glu Ala Thr Ser 
225 230 235 240 



Thr Ser Asp lie Leu Lys Val Pro Lys Pro Glu Pro lie Pro Glu Pro 
245 " 250 255 



Lys Glu Pro Ser Pro Glu Lys Asn Ser Lys Lys Glu Gin Glu Lys Glu 
260 265 270 



Lys Thr Arg Pro Arg Ser Arg Ser Arg Ser Lys Ser Arg Ser Arg Thr 
275 280. 285 



Arg Ser Arg Ser Pro Ser His Thr Arg Pro Arg Arg Arg His Arg Ser 
2 90 2 95 " ~ 300 



Asp Lys Met Tyr Ser Pro Arg Arg Arg Pro Ser Pro Arg Arg Arg Pro 
305 J 310 " " 315 ' ' 320 



Ser Pro Arg Arg Arg Thr Pro Pro Arg Arg Met Pro Pro Pro Pro Arg 
325 330 335 



His Arg Arg Ser Arg Ser Pro Val Arg Arg Arg Arg Arg Ser Ser Ala 
34 0 ~ 34 5 " ~ 350 



Ser Leu Ser Gly Ser Ser Ser Ser Ser Ser Ser Ser Arg Ser Arg Ser 
355 360 365 



Pro Pro Lys Lys Pro Pro Lys Arg Thr Ser Ser Pro Pro Arg Lys Thr 
370 375 380 



Arg Arg Leu Ser Pro Ser Ala Ser Pro Pro Arg Arg Arg His Arg Pro 
385 390 395 ~ " 400 



Ser Pro Pro Ala Thr Pro Pro Lys Thr Arg Asp Ser Pro Thr Pro Gin 
405 410 415 



Gin Ser Asn Arg Thr Arg Lys Ser Arg Val Ser Val Ser Pro Gly Arg 
420 425 430 



Thr Ser Gly Lys Val Thr Lys His Lys Gly Thr Glu Lys Arg Glu Ser 
4 35 440 445 



Pro Ser Pro Ala Pro Lys Pro Arg Lys Val Glu Leu Ser Glu Ser Glu 
450 ' 455 " " 460 



Glu Asp Lys Gly Gly Lys Met Ala Ala Ala Asp Ser Val Gin Gin Arg 
465 470 475 480 



56 



Arg Gin Tyr Arg Arg Gin Asn Gin Gin Ser Ser Ser Asp Ser Gly Ser 
485 490 495 



Ser Ser Ser Ser Glu Asp Glu Arg Pro Lys Arg Ser His Val Lys Asn 
500 505 510 



Gly Glu Val Gly Arg Arg Arg Arg His Ser Pro Ser Arg Ser Ala Ser 
515 520 525 



Pro Ser Pro Arg Lys Arg Gin Lys Glu Thr Ser Pro Arg Gly Arg Arg 
530 535 540 



Arg Arg Ser Pro Ser Pro Pro Pro Thr Arg Arg Arg Arg Ser Pro Ser 
545 550 555 560 



Pro Ala Pro Pro Pro Arg Arg Arg Arg Thr Pro Thr Pro Pro Pro Arg 
565 570 575 



Arg Arg Thr Pro Ser Pro Pro Pro Arg Arg Arg Ser Pro Ser Pro Arg 
580 585 590 



Arg Tyr Ser Pro Pro lie Gin Arg Arg Tyr Ser Pro Ser Pro Pro Pro 
595 600 605 



Lys Arg Arg Thr Ala Ser Pro Pro Pro Pro Pro Lys Arg Arg Ala Ser 
610 615 620 



Pro Ser Pro Pro Pro Lys Arg Arg Val Ser His Ser Pro Pro Pro Lys 
625 630 635 640 



Gin Arg Ser Ser Pro Val Thr Lys Arg Arg Ser Pro Ser Leu Ser Ser 
645 650 655 



Lys His Arg Lys Gly Ser Ser Pro Ser Arg Ser Thr Arg Glu Ala Arg 
660 665 670 



Ser Pro Gin Pro Asn Lys Arg His Ser Pro Ser Pro Arg Pro Arg Ala 
675 680 685 



Pro Gin Thr Ser Ser Ser Pro Pro Pro Val Arg Arg Gly Ala Ser Ser 
690 695 700 



Ser Pro Gin Arg Arg Gin Ser Pro Ser Pro Ser Thr Arg Pro lie Arg 
705 710 715 720 



Arg Val Ser Arg Thr Pro Glu Pro Lys Lys lie Lys Lys Ala Ala Ser 
725 730 ~ 735 
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Pro Ser Pro Gin Ser Val Arg Arg Val Ser Ser Ser Arg Ser Val Ser 
740 745 750 

Gly Ser Pro Glu Pro Ala Ala Lys Lys Pro Pro Ala Pro Pro Ser Pro 
7 55 7 60 7 65 

Val Gin Ser Gin Ser Pro Ser Thr Asn Trp Ser Pro Ala Val Pro Val 
770 775 780 

Lys Lys Ala Lys Lys Pro Asn Thr Glu Pro lie Thr Ala Lys Lys Phe 
785 J ^ 790 795 800 

Arg Ser Gly Arg Arg Trp Lys Glu Lys Glu Glu Lys Glu Gly Gin Glu 
805 810 815 

Thr Gin Lys Gly 
820 

<210> 45 

<211> 826 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (20) . . (508) 

<400> 45 

gcggcacagc tacagcgaa atg gcg gag acc gtg get gac acc egg egg ctg 52 

Met Ala Glu Thr Val Ala Asp Thr Arg Arg Leu 
15 10 

ate acc aag ccg cag aac ctg aat gac gee tac gga ccc ccc age aac 100 
lie Thr Lys Pro Gin Asn Leu Asn Asp Ala Tyr Gly Pro Pro Ser Asn 
15 20 25 

ttc etc gag ate gat gtg age aac ccg caa acg gtg ggg gtc ggc egg 148 
Phe Leu Glu lie Asp Val Ser Asn Pro Gin Thr Val Gly Val Gly Arg 
30 35 40 

ggc cgc ttc acc act tac gaa ate agg gtc aag aca aat ctt cct att 196 
Gly Arg Phe Thr Thr Tyr Glu lie Arg Val Lys Thr Asn Leu Pro lie 
45 50 55 

ttc aag ctg aaa gaa tct act gtt aga aga aga tac agt gac ttt gaa 244 
Phe Lys Leu Lys Glu Ser Thr Val Arg Arg Arg Tyr Ser Asp Phe Glu 
60 65 70 75 

tgg ctg cga agt gaa tta gaa aga gag age aag gtc gta gtt ccc ccg 292 
Trp Leu Arg Ser Glu Leu Glu Arg Glu Ser Lys Val Val Val Pro Pro 
80 85 90 

etc cct ggg aaa gcg ttt ttg cgt cac ttc cct ttt aga gga gat gat 340 
Leu Pro Gly Lys Ala Phe Leu Arg His Phe Pro Phe Arg Gly Asp Asp 
95 100 105 

gga ata ttt gat gac aat ttt att gag gaa aga aaa caa ggg ctg gag 388 
Gly lie Phe Asp Asp Asn Phe He Glu Glu Arg Lys Gin Gly Leu Glu 
110 115 120 
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cag ttt ata aac aag gtc get ggt cat cct ctg gca cag aac gaa cgt 436 
Gin Phe lie Asn Lys Val Ala Gly His Pro Leu Ala Gin Asn Glu Arg 
125 130 135 

tgt ctt cac atg ttt tta caa gat gaa ata ata gat aaa age tat act 484 
Cys Leu His Met Phe Leu Gin Asp Glu lie lie Asp Lys Ser Tyr Thr 
140 145 150 155 

cca tct aaa ata aga cat gee tga aatttggcaa gaaggggcaa aaaccgtgac 538 
Pro Ser Lys lie Arg His Ala 
160 



tattaatgat 


tgataagcac 


cagtgaagaa 


gttctaactt 


ttagcatget 


gcacagaaac 


598 


tggtataaca 


tgccttcagt 


atactaacac 


tecatatget 


cagttttgtt 


ttgttttggc 


658 


agttgacaag 


aagttaattt 


gctttagtaa 


aaatccctca 


ttccagcctt 


tctatataaa 


718 


tagctccttc 


ctgctgtttt 


aatgtgggtg 


cacactatag 


cctcacaacc 


tggttaatcc 


778 


agtgtaatct 


gcagtgtcgt 


aactaaagta 


ctggcttggt 


cctaattg 




826 



<210> 46 

<211> 162 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Ala Glu Thr Val Ala Asp Thr Arg Arg Leu lie Thr Lys Pro Gin 
1 5 10 15 



Asn Leu Asn Asp Ala Tyr Gly Pro Pro Ser Asn Phe Leu Glu lie Asp 
20 " " 25 30 



Val Ser Asn Pro Gin Thr Val Gly Val Gly Arg Gly Arg Phe Thr Thr 
35 40 45 



Tyr Glu lie Arg Val Lys Thr Asn Leu Pro lie Phe Lys Leu Lys Glu 
50 , 55 60 



Ser Thr Val Arg Arg Arg Tyr Ser Asp Phe Glu Trp Leu Arg Ser Glu 
65 70 75 80 



Leu Glu Arg Glu Ser Lys Val Val Val Pro Pro Leu Pro Gly Lys Ala 
85 90 " 95 



Phe Leu Arg His Phe Pro Phe Arg Gly Asp Asp Gly lie Phe Asp Asp 
100 105 110 



Asn Phe lie Glu Glu Arg Lys Gin Gly Leu Glu Gin Phe lie Asn Lys 
115 120 125 



Val Ala Gly His Pro Leu Ala Gin Asn Glu Arg Cys Leu His Met Phe 
130 135 140 
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Leu Gin Asp Glu lie lie Asp Lys Ser Tyr Thr Pro Ser Lys lie Arg 
145 150 155 160 



His Ala 



<210> 47 

<211> 1448 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (102) . . (593) 

<400> 47 

tcgacgctgt agtggcttcg tcttcggttt ttctcttcct tcgctaacgc ctcccggctc 60 

tcgtcagcct cccgccggcc gtctccttaa caccgaacac c atg cct tea att aag 116 

Met Pro Ser lie Lys 
1 5 

ttg cag agt tct gat gga gag ata ttt gaa gtt gat gtg gaa att gec 164 
Leu Gin Ser Ser Asp Gly Glu lie Phe Glu Val Asp Val Glu lie Ala 
10 15 20 

aaa caa tct gtg act att aag acc atg ttg gaa gat ttg gga atg gat 212 
Lys Gin Ser Val Thr lie Lys Thr Met Leu Glu Asp Leu Gly Met Asp 
25 30 35 

gat gaa gga gat gat gac cca gtt cct eta cca aat gtg aat gca gca 260 
Asp Glu Gly Asp Asp Asp Pro Val Pro Leu Pro Asn Val Asn Ala Ala 
40 45 50 

ata tta aaa aag gtc att cag tgg tgc acc cac cac aag gat gac cct 308 
lie Leu Lys Lys Val lie Gin Trp Cys Thr His His Lys Asp Asp Pro 
55 60 65 

cct cct cct gaa gat gat gag aac aaa gaa aag cga aca gat gat ate 356 
Pro Pro Pro Glu Asp Asp Glu Asn Lys Glu Lys Arg Thr Asp Asp lie 
70 75 80 ' 85 

cct gtt tgg gac caa gaa ttc ctg aaa gtt gac caa gga aca ctt ttt 404 
Pro Val Trp Asp Gin Glu Phe Leu Lys Val Asp Gin Gly Thr Leu Phe 
90 95 " 100 

gaa etc att ctg get gca aac tac tta gac ate aaa ggt ttg ctt gat 452 
Glu Leu lie Leu Ala Ala Asn Tyr Leu Asp lie Lys Gly Leu Leu Asp 
105 110 * 115 

gtt aca tgc aag act gtt gee aat atg ate aag ggg aaa act cct gag 500 
Val Thr Cys Lys Thr Val Ala Asn Met lie Lys Gly Lys Thr Pro Glu 
120 125 130 

gag att cgc aag acc ttc aat ate aaa aat gac ttt act gaa gag gag 548 
Glu lie Arg Lys Thr Phe Asn lie Lys Asn Asp Phe Thr Glu Glu Glu 
135 140 145 

gaa gee cag gta cgc aaa gag aac cag tgg tgt gaa gag aag tga 593 
Glu Ala Gin Val Arg Lys Glu Asn Gin Trp Cys Glu Glu Lys 
150 155 160 
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aatgttgtgc ctgacactgt aacactgtaa ggattgttcc aaatactagt tgcactgctc 653 

tgtttataat tgttaatatt agacaaacag tagacaaatg cagcagcaag tcaattgtat 713 

tagcagaata ttgtcctcat tgcatgtgta gttgtagctc gagtcccaaa ccttacggcc 773 

aagtttcttc tagtatgatg gaaagtttct tttttctttg ctctgaataa aactgaactg 833 

tgggttctct ataagtggca ttttgggctt tcctcccttt tttgtaaagc aatgtctgcc 893 

tagtttattg tccaagttaa ctttaggtga ccttttaaaa gttggcattg aaaataaaac 953 

aacttgcaaa aaagttttct ggaatagaat taacaaaata ttatctttat catgagttgg 1013 

aaactggaaa aaggcttctt gaagtaaatg ttctgagtgg agctactagg atgtcttcca 1073 

gcctcctgca gtcaaggagt accactgtat tgattagcct gtatgtagca gggctccctt 1133 

cattgcatct gaggacttgt tttctttttc tttattttta atcctcttag ttttaaatat 1193 

attgcctaga gactcagtta ctacccagtt tgtggttttt tgggagaaat gtaactggac 1253 

agttagcttt tcaattaaaa agacacttaa cccatgtggg atgtcatctt tttataatta 1313 

gtgttcccat gtggagaaaa ttattcacac tacttgcatg taaagaataa tttaactttt 1373 

aacattaaaa tatgtggtaa aacccagaaa gcatccatca tgaatgcaag atactttcaa 1433 

taaagtaagt tatat 1448 

<210> 48 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Pro Ser lie Lys Leu Gin Ser Ser Asp Gly Glu lie Phe Glu Val 



Asp Val Glu lie Ala Lys Gin Ser Val Thr lie Lys Thr Met Leu Glu 

20 25 30 

Asp Leu Gly Met Asp Asp Glu Gly Asp Asp Asp Pro Val Pro Leu Pro 

35 40 45 

Asn Val Asn Ala Ala lie Leu Lys Lys Val He Gin Trp Cys Thr His 

50 55 60 

His Lys Asp Asp Pro Pro Pro Pro Glu Asp Asp Glu Asn Lys Glu Lys 
65 70 75 80 

Arg Thr Asp Asp He Pro Val Trp Asp Gin Glu Phe Leu Lys Val Asp 



Gin Gly Thr Leu Phe Glu Leu He Leu Ala Ala Asn Tyr Leu Asp He 
100 105 110 
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Lys Gly Leu Leu Asp Val Thr Cys Lys Thr Val Ala Asn Met lie Lys 
115 120 125 

Gly Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Asn Asp 
130 135 140 

Phe Thr Glu Glu Glu Glu Ala Gin Val Arg Lys Glu Asn Gin Trp Cys 
145 150 155 160 

Glu Glu Lys 



<210> 49 

<211> 6732 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1698) . . (2015) 
<400> 49 

gggattgtga atgaagaaag tgaagttttc ctcccacaca ggttcattgg ttttgtatcg 60 

aatcttgctc tcctgggcct tgtgcccaac tgacatctgg acaacaggat ttgggttgct 120 

gcttattttc ttccctgact ttaaagctct ctgaactgca gtcttcttca agacatcggg 180 

gttaaattct aatgggttac tcggaaggtt ccttgctgaa tccaagtaca agatcagcaa 240 

tgcagaggaa agaccatcgt tggcttggtc tttgtcagct ttgatgtctg ttagcacctt 300 

gtcgaggttt gacgcatttg gcattaacgt gagccactcc agtctcaagt gtagcttccc 360 

cttgggaacc tcgtccagag tgaaccattc atctaaaagg cgctcctttt caacttcaat 420 

gaggtcaatc ataagacttc ctaaaaagtc atccttgtct gggtcttcat caaagagctc 480 

aatctctaat tcttgtccag gatgttcata cactaaagcc tcatagactt cattccactt 540 

tggactgagg ttctccttga tgactctgct ttggaagatt tggttgccaa ctctaatgat 600 

tccatagggg tctgactttc ccttgacaag tcccttaagg taagtgtctt tcccctgaag 660 

atcctgagct tcaataaaat gtatccttag aacacccttt ggtacaggaa accgcaactg 720 

agctatttga acttcactga caagtggaac ggtgattcga ttgggaagca ccagatagtt 780 

tgatattata tccaaaatga tagtatctga taaaccattc aatccaggga catccagaag 840 

attcgtcagt cctgtccagt taatttctaa aagtggtttc ctaaggaaga agatagacaa 900 

agctccaact aagggcatat ctccaatcaa cggttccagg atcacccgca tggtaccatg 960 

aatctggata cttttcacac cagctctaca aaaatatcgt ttgatctcca aatcaatctc 1020 

acaatttcct acaaaactaa tctgaaggtc caaaataatt tgccttttgt ctacattttc 1080 

agtgtatacc ttaacaccat tgatcctgag gggctgctgg cccacgtcga ccttcgtgaa 1140 

actaaaggtg ctaaggtggg tgtttgctcc ccgcacggct ggttctatag tttctcgaaa 1200 



62 



caacttctct 


ataaattggc 


aaatgaaagg 


ccacatgtgt 


tttacagtct 


tatttagcca 


1260 


ttctgctctt 


tcagtgtctg 


gaaaatgaac 


ccaggcgggc 


aggtcgcagg 


cgcgcacccc 


1320 


caggcgcacg 


acgcgctcct 


cgtcttccag 


cagcgccagc 


gcgcggcaca 


ggcgcagggc 


1380 


cttgaggccg 


cggctgcggc 


gacaccaggc 


gagcagcgcg 


agcgcgagga 


gaacccagct 


1440 


gaagctgagc 


cccaggtagc 


ccagcgcgta 


cacgggcagc 


agcagcgcga 


agctccgcgc 


1500 


cagctgcgcc 


agcagcccgg 


gcagctccac 


gctcagcacg 


cccccggggt 


tctcaggcgc 


1560 


cgcgcggccc 


ccagccccgc 


cggcgcccgc 


ctccgggccc 


tcgccccggg 


cgccgctcat 


1620 


cgccccgcag 


tgccgcgctg 


ccctcccggc 


cgaggcgggc 


tgggtgctcg 


cgctttcaca 


1680 


gaattattcc 


agggttt atg 
Met 
1 


tgt cag ggt ggt gac • 
Cys Gin Gly Gly Asp : 
5 


ttc aca cgc 
Phe Thr Arg 


cat aat 
His Asn 
10 


1730 



ggc act ggt ggc aag tec ate tat ggg gag aaa ttt gaa gat gag aac 1778 
Gly Thr Gly Gly Lys Ser lie Tyr Gly Glu Lys Phe Glu Asp Glu Asn 
15 20 25 

ttc ate eta aag cat acg ggt cct ggc ate ttg tec atg gca aat get 1826 
Phe lie Leu Lys His Thr Gly Pro Gly lie Leu Ser Met Ala Asn Ala 
30 35 40 

gga ccc aac aca aat ggt tec cag ttt ttc ate tgc act gee aag act 1874 
Gly Pro Asn Thr Asn Gly Ser Gin Phe Phe lie Cys Thr Ala Lys Thr 
45 50 55 

gag tgg ttg gat ggc aag cat gtg gtg ttt ggc aaa gtg aaa gaa ggc 1922 
Glu Trp Leu Asp Gly Lys His Val Val Phe Gly Lys Val Lys Glu Gly 
60 65 70 75 

atg aat att gtg gag gee atg gag cgc ttt ggg tec agg aat ggc aag 1970 
Met Asn lie Val Glu Ala Met Glu Arg Phe Gly Ser Arg Asn Gly Lys 
80 85 " 90 

ace age aag aag ate ace att get gac tgt gga caa etc gaa taa 2015 
Thr Ser Lys Lys lie Thr lie Ala Asp Cys Gly Gin Leu Glu 
95 100 105 



gtttgacttg 


tgttttatct 


taaccaccag 


atcattcctt 


ctgtagctca 


ggagagcacc 


2075 


cctccacccc 


atttgetege 


agtatcctag 


aatctttgtg 


ctctcgctgc 


agttcccttt 


2135 


gggttccatg 


ttttccttgt 


tccctcccat 


gectagctgg 


attgeagagt 


taagtttatg 


2195 


attatgaaat 


aaaaactaaa 


taccaaaaaa 


aaaaaaaaaa 


aaaaaaaaag 


ggattgtgaa 


2255 


tgaagaaagt 


gaagttttcc 


tcccacacag 


gttcattggt 


tttgtatcga 


atettgetet 


2315 


cctgggcctt 


gtgcccaact 


gacatctgga 


caacaggatt 


tgggttgctg 


cttattttct 


2375 


tccctgactt 


taaagctctc 


tgaactgcag 


tcttcttcaa 


gaeategggg 


ttaaattcta 


2435 


atgggttact 


eggaaggtte 


ettgetgaat 


ccaagtacaa 


gatcagcaat 


gcagaggaaa 


2495 


gaecategtt 


ggcttggtct 


ttgtcagctt 


tgatgtctgt 


tagcaccttg 


tcgaggtttg 


2555 


aegcatttgg 


cattaaegtg 


agccactcca 


gtctcaagtg 


tagcttcccc 


ttgggaacct 


2615 


cgtccagagt 


gaaccattca 


tctaaaaggc 


gctccttttc 


aacttcaatg 


aggtcaatca 


2675 



63 



taagacttcc 


taaaaagtca 


tccttgtctg 


ggtcttcatc 


aaagagctca 


atctctaatt 


2735 


cttgtccagg 


atgttcatac 


actaaagcct 


catagacttc 


attccacttt 


ggactgaggt 


2795 


tctccttgat 


gactctgctt 


tggaagattt 


ggttgccaac 


tctaatgatt 


ccataggggt 


2855 


ctgactttcc 


cttgacaagt 


cccttaaggt 


aagtgtcttt 


cccctgaaga 


tcctgagctt 


2915 


caataaaatg 


tatccttaga 


acaccctttg 


gtacaggaaa 


ccgcaactga 


gctatttgaa 


2975 


cttcactgac 


aagtggaacg 


gtgattcgat 


tgggaagcac 


cagatagttt 


gatattatat 


3035 


ccaaaatgat 


agtatctgat 


aaaccattca 


atccagggac 


atccagaaga 


ttcgtcagtc 


3095 


ctgtccagtt 


aatttctaaa 


agtggtttcc 


taaggaagaa 


gatagacaaa 


gctccaacta 


3155 


agggcatatc 


tccaatcaac 


ggttccagga 


tcacccgcat 


ggtaccatga 


atctggatac 


3215 


ttttcacacc 


agctctacaa 


aaatatcgtt 


tgatctccaa 


atcaatctca 


caatttccta 


3275 


caaaactaat 


ctgaaggtcc 


aaaataattt 


gccttttgtc 


tacattttca 


gtgtatacct 


3335 


taacaccatt 


gatcctgagg 


ggctgctggc 


ccacgtcgac 


cttcgtgaaa 


ctaaaggtgc 


3395 


taaggtgggt 


gtttgctccc 


cgcacggctg 


gttctatagt 


ttctcgaaac 


aacttctcta 


3455 


taaattggca 


aatgaaaggc 


cacatgtgtt 


ttacagtctt 


atttagccat 


tctgctcttt 


3515 


cagtgtctgg 


aaaatgaacc 


caggcgggca 


ggtcgcaggc 


gcgcaccccc 


aggcgcacga 


3575 


cgcgctcctc 


gtcttccagc 


agcgccagcg 


cgcggcacag 


gcgcagggcc 


ttgaggccgc 


3635 


ggctgcggcg 


acaccaggcg 


agcagcgcga 


gcgcgaggag 


aacccagctg 


aagctgagcc 


3695 


ccaggtagcc 


cagcgcgtac 


acgggcagca 


gcagcgcgaa 


gctccgcgcc 


agctgcgcca 


3755 


gcagcccggg 


cagctccacg 


ctcagcacgc 


ccccggggtt 


ctcaggcgcc 


gcgcggcccc 


3815 


cagccccgcc 


ggcgcccgcc 


tccgggccct 


cgccccgggc 


gccgctcatc 


gccccgcagt 


3875 


gccgcgctgc 


cctcccggcc 


gaggcgggct 


gggtgctcgc 


gctttcacag 


aattattcca 


3935 


gggtttatgt 


gtcagggtgg 


tgacttcaca 


cgccataatg 


gcactggtgg 


caagtccatc 


3995 


tatggggaga 


aatttgaaga 


tgagaacttc 


atcctaaagc 


atacgggtcc 


tggcatcttg 


4055 


tccatggcaa 


atgctggacc 


caacacaaat 


ggttcccagt 


ttttcatctg 


cactgccaag 


4115 


actgagtggt 


tggatggcaa 


gcatgtggtg 


tttggcaaag 


tgaaagaagg 


catgaatatt 


4175 


gtggaggcca 


tggagcgctt 


tgggtccagg 


aatggcaaga 


ccagcaagaa 


gatcaccatt 


4235 


gctgactgtg 


gacaactcga 


ataagtttga 


cttgtgtttt 


atcttaacca 


ccagatcatt 


4295 


ccttctgtag 


ctcaggagag 


cacccctcca 


ccccatttgc 


tcgcagtatc 


ctagaatctt 


4355 


tgtgctctcg 


ctgcagttcc 


ctttgggttc 


catgttttcc 


ttgttccctc 


ccatgcctag 


4415 


ctggattgca 


gagttaagtt 


tatgattatg 


aaataaaaac 


taaataccaa 


aaaaaaaaaa 


4475 


aaaaaaaaaa 


aaagggattg 


tgaatgaaga 


aagtgaagtt 


ttcctcccac 


acaggttcat 


4535 


tggttttgta 


tcgaatcttg 


ctctcctggg 


ccttgtgccc 


aactgacatc 


tggacaacag 


4595 


gatttgggtt 


gctgcttatt 


ttcttccctg 


actttaaagc 


tctctgaact 


gcagtcttct 


4655 



64 



tcaagacatc 


ggggttaaat 


tctaatgggt 


tactcggaag 


gttccttgct 


gaatccaagt 


4715 


acaagatcag 


caatgcagag 


gaaagaccat 


cgttggcttg 


gtctttgtca 


gctttgatgt 


4775 


ctgttagcac 


cttgtcgagg 


tttgacgcat 


ttggcattaa 


cgtgagccac 


tccagtctca 


4835 


agtgtagctt 


ccccttggga 


acctcgtcca 


gagtgaacca 


ttcatctaaa 


aggcgctcct 


4895 


tttcaacttc 


aatgaggtca 


atcataagac 


ttcctaaaaa 


gtcatccttg 


tctgggtctt 


4955 


catcaaagag 


ctcaatctct 


aattcttgtc 


caggatgttc 


atacactaaa 


gcctcataga 


5015 


cttcattcca 


ctttggactg 


aggttctcct 


tgatgactct 


gctttggaag 


atttggttgc 


5075 


caactctaat 


gattccatag 


gggtctgact 


ttcccttgac 


aagtccctta 


aggtaagtgt 


5135 


ctttcccctg 


aagatcctga 


gcttcaataa 


aatgtatcct 


tagaacaccc 


tttggtacag 


5195 


gaaaccgcaa 


ctgagctatt 


tgaacttcac 


tgacaagtgg 


aacggtgatt 


cgattgggaa 


5255 


gcaccagata 


gtttgatatt 


atatccaaaa 


tgatagtatc 


tgataaacca 


ttcaatccag 


5315 


ggacatccag 


aagattcgtc 


agtcctgtcc 


agttaatttc 


taaaagtggt 


ttcctaagga 


5375 


agaagataga 


caaagctcca 


actaagggca 


tatctccaat 


caacggttcc 


aggatcaccc 


5435 


gcatggtacc 


atgaatctgg 


atacttttca 


caccagctct 


acaaaaatat 


cgtttgatct 


5495 


ccaaatcaat 


ctcacaattt 


cctacaaaac 


taatctgaag 


gtccaaaata 


atttgccttt 


5555 


tgtctacatt 


ttcagtgtat 


accttaacac 


cattgatcct 


gaggggctgc 


tggcccacgt 


5615 


cgaccttcgt 


gaaactaaag 


gtgctaaggt 


gggtgtttgc 


tccccgcacg 


gctggttcta 


5675 


tagtttctcg 


aaacaacttc 


tctataaatt 


ggcaaatgaa 


aggccacatg 


tgttttacag 


5735 


tcttatttag 


ccattctgct 


ctttcagtgt 


ctggaaaatg 


aacccaggcg 


ggcaggtcgc 


5795 


aggcgcgcac 


ccccaggcgc 


acgacgcgct 


cctcgtcttc 


cagcagcgcc 


agcgcgcggc 


5855 


acaggcgcag 


ggccttgagg 


ccgcggctgc 


ggcgacacca 


ggcgagcagc 


gcgagcgcga 


5915 


ggagaaccca 


gctgaagctg 


agccccaggt 


agcccagcgc 


gtacacgggc 


agcagcagcg 


5975 


cgaagctccg 


cgccagctgc 


gccagcagcc 


cgggcagctc 


cacgctcagc 


acgcccccgg 


6035 


ggttctcagg 


cgccgcgcgg 


cccccagccc 


cgccggcgcc 


cgcctccggg 


ccctcgcccc 


6095 


gggcgccgct 


catcgccccg 


cagtgccgcg 


ctgccctccc 


ggccgaggcg 


ggctgggtgc 


6155 


tcgcgctttc 


acagaattat 


tccagggttt 


atgtgtcagg 


gtggtgactt 


cacacgccat 


6215 


aatggcactg 


gtggcaagtc 


catctatggg 


gagaaatttg 


aagatgagaa 


cttcatccta 


6275 


aagcatacgg 


gtcctggcat 


cttgtccatg 


gcaaatgctg 


gacccaacac 


aaatggttcc 


6335 


cagtttttca 


tctgcactgc 


caagactgag 


tggttggatg 


gcaagcatgt 


ggtgtttggc 


6395 


aaagtgaaag 


aaggcatgaa 


tattgtggag 


gccatggagc 


gctttgggtc 


caggaatggc 


6455 


aagaccagca 


agaagatcac 


cattgctgac 


tgtggacaac 


tcgaataagt 


ttgacttgtg 


6515 


ttttatctta 


accaccagat 


cattccttct 


gtagctcagg 


agagcacccc 


tccaccccat 


6575 


ttgctcgcag 


tatcctagaa 


tctttgtgct 


ctcgctgcag 


ttccctttgg 


gttccatgtt 


6635 
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ttccttgttc cctcccatgc ctagctggat tgcagagtta agtttatgat tatgaaataa 6695 
aaactaaata ccaaaaaaaa aaaaaaaaaa aaaaaaa 6732 

<210> 50 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Met Cys Gin Gly Gly Asp Phe Thr Arg His Asn Gly Thr Gly Gly Lys 
1 5 10 15 

Ser lie Tyr Gly Glu Lys Phe Glu Asp Glu Asn Phe lie Leu Lys His 
20 25 30 

Thr Gly Pro Gly lie Leu Ser Met Ala Asn Ala Gly Pro Asn Thr Asn 
35 4 0 4 5 

Gly Ser Gin Phe Phe lie Cys Thr Ala Lys Thr Glu Trp Leu Asp Gly 
50 55 60 

Lys His Val Val Phe Gly Lys Val Lys Glu Gly Met Asn He Val Glu 
65 70 75 80 

Ala Met Glu Arg Phe Gly Ser Arg Asn Gly Lys Thr Ser Lys Lys He 
85 90 95 

Thr He Ala Asp Cys Gly Gin Leu Glu 
100 105 

<210> 51 

<211> 1307 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (68) . . (1234) 

<400> 51 

cccgctccag cccggcccga cccgaccgca cccggcgcct gccctcgctc ggcgtccccg 60 

gccagcc atg ggc cct tgg age cgc age etc teg gcg ctg ctg ctg ctg 109 
Met Gly Pro Trp Ser Arg Ser Leu Ser Ala Leu Leu Leu Leu 
15 10 

ctg cag gtc tec tct tgg etc tgc cag gag ccg gag ccc tgc cac cct 157 
Leu Gin Val Ser Ser Trp Leu Cys Gin Glu Pro Glu Pro Cys His Pro 
15 20 25 30 



ggc ttt gac gee gag age tac acg ttc acg gtg ccc egg cgc cac ctg 205 
Gly Phe Asp Ala Glu Ser Tyr Thr Phe Thr Val Pro Arg Arg His Leu 
35 " 4 0 4 5 
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gag aga ggc 
Glu Arg Gly 



cga caa agg 
Arg Gin Arg 
65 

aca gat ggt 
Thr Asp Gly 
80 

cag ate cat 
Gin lie His 
95 

tec acc aaa 
Ser Thr Lys 



ccc cat cag 
Pro His Gin 



ccc aac tec 
Pro Asn Ser 
145 

cct ccc ate 
Pro Pro lie 
160 

ctg gtt cag 
Leu Val Gin 
175 

age ate act 
Ser lie Thr 



att gaa aga 
lie Glu Arg 



gaa cgc att 
Glu Arg lie 
225 

aag gaa get 
Lys Glu Ala 
240 

aag gee aag 
Lys Ala Lys 
255 

aag ate cgc 
Lys lie Arg 



egg aga cag 
Arg Arg Gin 



cgc gtc ctg 
Arg Val Leu 
50 

aca gee tat 
Thr Ala Tyr 



gtg att aca 
Val lie Thr 



ttc ttg gtc 
Phe Leu Val 
100 

gtc acg ctg 
Val Thr Leu 
115 

gee tec gtt 
Ala Ser Val 
130 

tct cct ggc 
Ser Pro Gly 



age tgc cca 
Ser Cys Pro 



ate aaa tec 
lie Lys Ser 
180 

ggc caa gga 
Gly Gin Gly 
195 

gaa aca gga 
Glu Thr Gly 
210 

gee aca tac 
Ala Thr Tyr 



cct gee cct 
Pro Ala Pro 



aag gca gtg 
Lys Ala Val 
260 

acg tea ccc 
Thr Ser Pro 
275 

ccc aaa tat 
Pro Lys Tyr 
290 



ggc aga gtg 
Gly Arg Val 
55 

ttt tec etc 
Phe Ser Leu 
70 

gtc aaa agg 
Val Lys Arg 
85 

tac gee tgg 
Tyr Ala Trp 



aat aca gtg 
Asn Thr Val 



tct gga ate 
Ser Gly lie 
135 

etc aga aga 
Leu Arg Arg 
150 

gaa aat gaa 
Glu Asn Glu 
165 

aac aaa gac 
Asn Lys Asp 



get gac aca 
Ala Asp Thr 



tgg ctg aag 
Trp Leu Lys 
215 

act etc ttc 
Thr Leu Phe 
230 

cct aaa get 
Pro Lys Ala 
245 

ttg aaa ggt 
Leu Lys Gly 



acc ttc egg 
Thr Phe Arg 



cct egg aag 
Pro Arg Lys 
295 



aat ttt gaa 
Asn Phe Glu 



gac acc cga 
Asp Thr Arg 



cct eta egg 
Pro Leu Arg 
90 

gac tec acc 
Asp Ser Thr 
105 

ggg cac cac 
Gly His His 
120 

caa gca gaa 
Gin Ala Glu 



cag aag aga 
Gin Lys Arg 



aaa ggc cca 
Lys Gly Pro 
170 

aaa gaa ggc 
Lys Glu Gly 
185 

ccc cct gtt 
Pro Pro Val 
200 

gtg aca gag 
Val Thr Glu 



tct cac get 
Ser His Ala 



gaa gee aaa 
Glu Ala Lys 
250 

gtc cac age 
Val His Ser 
265 

egg ccg aag 
Arg Pro Lys 
280 

age get ccc 
Ser Ala Pro 



gat tgc acc 
Asp Cys Thr 
60 

ttc aaa gtg 
Phe Lys Val 
75 

ttt cat aac 
Phe His Asn 



tac aga aag 
Tyr Arg Lys 



cac cgc ccc 
His Arg Pro 
125 

ttg etc aca 
Leu Leu Thr 
140 

gac tgg gtt 
Asp Trp Val 
155 

ttt cct aaa 
Phe Pro Lys 



aag gtt ttc 
Lys Val Phe 



ggt gtc ttt 
Gly Val Phe 
205 

cct ctg gat 
Pro Leu Asp 
220 

gtg tea teg 
Val Ser Ser 
235 

gcg aag get 
Ala Lys Ala 



cac aaa aag 
His Lys Lys 



aca ctg cga 
Thr Leu Arg 
285 

agg aga aac 
Arg Arg Asn 
300 



ggt 253 
Gly 



ggc 301 
Gly 



cca 349 
Pro 



ttt 397 

Phe 

110 

ccg 445 
Pro 



ttt 493 
Phe 



att 541 
He 



aac 589 
Asn 



tac 637 

Tyr 

190 

att 685 
He 



aga 733 
Arg 



aag 781 
Lys 



tta 829 
Leu 



aag 877 

Lys 

270 

etc 925 
Leu 



aag 973 
Lys 
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ctt gac cac tat get ate ate aag ttt ccg ctg ace act gag tct gee 1021 
Leu Asp His Tyr Ala lie lie Lys Phe Pro Leu Thr Thr Glu Ser Ala 
305 310 315 

atg aag aag ata gaa gac aac aac aca ctt gtg ttc att gtg gat gtt 1069 
Met Lys Lys lie Glu Asp Asn Asn Thr Leu Val Phe lie Val Asp Val 
320 325 330 

aaa gec aac aag cac cag att aaa cag get gtg aag aag ctg tat gac 1117 
Lys Ala Asn Lys His Gin lie Lys Gin Ala Val Lys Lys Leu Tyr Asp 
335 340 345 350 

att gat gtg gee aag gtc aac acc ctg att egg cct gat gga gag aag 1165 
lie Asp Val Ala Lys Val Asn Thr Leu lie Arg Pro Asp Gly Glu Lys 
355 360 365 

aag gca tat gtt cga ctg get cct gat tac gat get ttg gat gtt gee 1213 
Lys Ala Tyr Val Arg Leu Ala Pro Asp Tyr Asp Ala Leu Asp Val Ala 
370 375 380 

aac aaa att ggg ate ate taa actgagtcca getgectaat tctgaatata 1264 
Asn Lys lie Gly lie lie 
385 

tatatatata tatcttttca ccataaaaaa aaaaaaaaaa aaa 1307 

<210> 52 

<211> 388 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Met Gly Pro Trp Ser Arg Ser Leu Ser Ala Leu Leu Leu Leu Leu Gin 
15 10 15 

Val Ser Ser Trp Leu Cys Gin Glu Pro Glu Pro Cys His Pro Gly Phe 
20 25 30 

Asp Ala Glu Ser Tyr Thr Phe Thr Val Pro Arg Arg His Leu Glu Arg 
35 40 45 

Gly Arg Val Leu Gly Arg Val Asn Phe Glu Asp Cys Thr Gly Arg Gin 
50 55 " 60 

Arg Thr Ala Tyr Phe Ser Leu Asp Thr Arg Phe Lys Val Gly Thr Asp 
65 70 75 ~ * 80 

Gly Val lie Thr Val Lys Arg Pro Leu Arg Phe His Asn Pro Gin lie 
85 90 95 

His Phe Leu Val Tyr Ala Trp Asp Ser Thr Tyr Arg Lys Phe Ser Thr 
100 105 " * 110 



Lys Val Thr Leu Asn Thr Val Gly His His His Arg Pro Pro Pro His 
115 120 125 
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Gin Ala Ser Val Ser Gly lie Gin Ala Glu Leu Leu Thr Phe Pro Asn 
130 ' 135 140 



Ser Ser Pro Gly Leu Arg Arg Gin Lys Arg Asp Trp Val lie Pro Pro 
145 150 155 160 



lie Ser Cys Pro Glu Asn Glu Lys Gly Pro Phe Pro Lys Asn Leu Val 
165 170 175 



Gin lie Lys Ser Asn Lys Asp Lys Glu Gly Lys Val Phe Tyr Ser lie 
180 185 190 



Thr Gly Gin Gly Ala Asp Thr Pro Pro Val Gly Val Phe lie lie Glu 
195 200 205 



Arg Glu Thr Gly Trp Leu Lys Val Thr Glu Pro Leu Asp Arg Glu Arg 
210 215 220 



lie Ala Thr Tyr Thr Leu Phe Ser His Ala Val Ser Ser Lys Lys Glu 
225 ' 230 235 * " 240 



Ala Pro Ala Pro Pro Lys Ala Glu Ala Lys Ala Lys Ala Leu Lys Ala 
245 250 255 



Lys Lys Ala Val Leu Lys Gly Val His Ser His Lys Lys Lys Lys lie 
260 " " 265 " 270 



Arg Thr Ser Pro Thr Phe Arg Arg Pro Lys Thr Leu Arg Leu Arg Arg 
275 280 285 



Gin Pro Lys Tyr Pro Arg Lys Ser Ala Pro Arg Arg Asn Lys Leu Asp 
290 295 * 300 



His Tyr Ala lie lie Lys Phe Pro Leu Thr Thr Glu Ser Ala Met Lys 
305 310 315 320 



Lys lie Glu Asp Asn Asn Thr Leu Val Phe lie Val Asp Val Lys Ala 
325 330 335 



Asn Lys His Gin lie Lys Gin Ala Val Lys Lys Leu Tyr Asp lie Asp 
340 345 350 



Val Ala Lys Val Asn Thr Leu lie Arg Pro Asp Gly Glu Lys Lys Ala 
355 360 365 



Tyr Val Arg Leu Ala Pro Asp Tyr Asp Ala Leu Asp Val Ala Asn Lys 
370 375 380 



lie Gly He He 
385 
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<210> 53 

<211> 794 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc feature 
<222> (780) . . (780) 
<223> n is a, c, g, or t 










<400> 53 
ttttttttca 


ttttaatcat 


gaagtttatt 


taaacaacaa 


gacgctggac 


ttgaagggaa 


60 


aactatctag 


gattcttttt 


tgttttagag 


taatttatcc 


ctacttaaag 


acagattgcc 


120 


ctacatgtaa 


cagctacgta 


caaaaaagtt 


ataaaattgt 


ccttggtttt 


acaatgataa 


180 


atgaaaaaca 


ttaaaattct 


ccaattgaac 


aaggtatgca 


aggattttta 


tgttgttgtt 


240 


tttttttttt 


gttaaaacag 


tgagagcaaa 


ataacttact 


ggaatataaa 


gataagagct 


300 


gaatgagcat 


gccactaatg 


gagaaagggg 


gtattttcac 


agaatcagta 


tttttcccca 


360 


tcccgtctcc 


acttgatgtc 


aatcaaaaca 


taccattggc 


tgtttagtta 


aaaaaaaaaa 


420 


aaaatgcaat 


atgcttgtgc 


acatatacca 


gttactttat 


gtacaataaa 


ggaatgggga 


480 


agggggaaat 


gaaagaatag 


agaaaactat 


acggtagtag 


tcaggatgtg 


gcggaaccaa 


540 


attgcagcct 


tctaattgag 


aatgtaatct 


tggtctttaa 


agaacagagt 


tctggagtag 


600 


agaagcaggt 


tcccttgtca 


gtagacacct 


accgtctgct 


gtcgaaacac 


atgaattgta 


660 


tcttcatgct 


ccatctccaa 


ctgcgcaggt 


gtgtctgatg 


cattgattgg 


ttgccctgca 


720 


catcgggatc 


tgatcttgct 


cattgacaat 


cgcttgccgt 


tacaaatagg 


ctttattagn 


780 


ttcactaggg 


aggc 
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<210> 54 

<211> 1490 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (107) . . (589) 

<400> 54 

ggagagaaaa agcggagtcg ccaccggaga gaagtcgact ccctagcagc agccgccgcc 60 

agagaggccc gcccaccagt tcgcccgtcc ccctgccccg ttcaca atg cag cct 115 

Met Gin Pro 
1 

get tct gca aag tgg tac gat cga agg gac tat gtc ttc att gaa ttt 163 
Ala Ser Ala Lys Trp Tyr Asp Arg Arg Asp Tyr Val Phe lie Glu Phe 
5 10 15 
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tgt gtt gaa gac agt aag gat gtt aat gta aat ttt gaa aaa tec aaa 211 
Cys Val Glu Asp Ser Lys Asp Val Asn Val Asn Phe Glu Lys Ser Lys 
20' 25 30 35 

ctt aca ttc agt tgt etc gga gga agt gat aat ttt aag cat tta aat 259 
Leu Thr Phe Ser Cys Leu Gly Gly Ser Asp Asn Phe Lys His Leu Asn 
40 45 50 

gaa att gat ctt ttt cac tgt att gat cca aat gat tec aag cat aaa 307 
Glu lie Asp Leu Phe His Cys lie Asp Pro Asn Asp Ser Lys His Lys 
55 60 65 

aga acg gac aga tea att tta tgt tgt tta cga aaa gga gaa tct ggc 355 
Arg Thr Asp Arg Ser lie Leu Cys Cys Leu Arg Lys Gly Glu Ser Gly 
70 75 80 

cag tea tgg cca agg tta aca aaa gaa agg gca aag ctt aat tgg ctt 403 
Gin Ser Trp Pro Arg Leu Thr Lys Glu Arg Ala Lys Leu Asn Trp Leu 
8 5 ~ 90 95 

agt gtc gac ttc aat aat tgg aaa gac tgg gaa gat gat tea gat gaa 451 
Ser Val Asp Phe Asn Asn Trp Lys Asp Trp Glu Asp Asp Ser Asp Glu 
100 ~ 105 110 115 

gac atg' tct aat ttt gat cgt ttc tct gag atg atg aac aac atg ggt 499 
Asp Met Ser Asn Phe Asp Arg Phe Ser Glu Met Met Asn Asn Met Gly 
120 125 130 

ggt gat gag gat gta gat tta cca gaa gta gat gga gca gat gat gat 547 
Gly Asp Glu Asp Val Asp Leu Pro Glu Val Asp Gly Ala Asp Asp Asp 
135 140 145 



tea caa gac 
Ser Gin Asp 
150 


: agt gat gat gaa aaa atg cca gat 
» Ser Asp Asp Glu Lys Met Pro Asp 
155 


ctg gag taa 
Leu Glu 
160 


589 


ggaatattgt 


catcacctgg 


attttgagaa 


agaaaaataa 


cttctctgca 


agatttcata 


649 


attgagagaa 


ttcctgagtt 


gatagctcta 


aaggcagata 


tgctgtattt 


gectacttta 


709 


acccattttt 


caacctgttt 


gttttttaaa 


aggcttcact 


aagggttgat 


atgtaccatt 


769 


gtatggggca 


attttaagtc 


agctaaggca 


ataaccttat 


gcatgaacat 


ttcccagact 


829 


ttcatgaagc 


tgttgaggtc 


ctaggcaatt 


aatgcagcag 


ttgcgataaa 


taaaaacatc 


889 


tcacctaagt 


ctccttttct 


tcataacata 


gatactgaca 


tgataggaag 


ctctcagctt 


949 


agggaaagag 


aataaatttt 


agattataga 


acatggattc 


aaaagtgact 


ggaacaaatt 


1009 


ggctgacacc 


ttactggtaa 


cctgctattc 


ttctggtgtt 


atccttcagg 


attgttccac 


1069 


taaaatttat 


ttttcaaaaa 


atttacttca 


cattattcta 


tgtaagtgat 


gacttgtcag 


1129 


tgttccaggt 


gtatcttagc 


taaaactaga 


gaatgeccta 


acttagatgg 


tttttgaagc 


1189 


ctatacaatt 


ggtattgttt 


gacccttaag 


cttttacatc 


tcttagcatg 


gaggacgaag 


1249 


aaagctgtac 


attgttgctt 


gagagtctgt 


acatttagtc 


cagatttgta 


tttgcactgt 


1309 


cagtatggca 


aatgagtgaa 


aaatgtttaa 


tacactattg 


gattttttat 


ttcctttttt 


1369 


tgattcagct 


tatacceggg 


ctgaaaacct 


caatttatgt 


tcatgacagt 


ggggattttt 


1429 


ttaaatgtct 


acattctttc 


taataaactg 


ttggaagact 


taaaaaaaaa 


aaaaaaaaaa 


1489 
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a 1490 

<210> 55 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Gin Pro Ala Ser Ala Lys Trp Tyr Asp Arg Arg Asp Tyr Val Phe 
15 10 15 

lie Glu Phe Cys Val Glu Asp Ser Lys Asp Val Asn Val Asn Phe Glu 
20 25 * 30 

Lys Ser Lys Leu Thr Phe Ser Cys Leu Gly Gly Ser Asp Asn Phe Lys 
35 4 0 * 4 5 

His Leu Asn Glu lie Asp Leu Phe His Cys lie Asp Pro Asn Asp Ser 
50 55 " 60 

Lys His Lys Arg Thr Asp Arg Ser lie Leu Cys Cys Leu Arg Lys Gly 
65 70 75 80 

Glu Ser Gly Gin Ser Trp Pro Arg Leu Thr Lys Glu Arg Ala Lys Leu 
85 * 90 95 

Asn Trp Leu Ser Val Asp Phe Asn Asn Trp Lys Asp Trp Glu Asp Asp 
100 105 ~ 110 

Ser Asp Glu Asp Met Ser Asn Phe Asp Arg Phe Ser Glu Met Met Asn 
115 120 125 

Asn Met Gly Gly Asp Glu Asp Val Asp Leu Pro Glu Val Asp Gly Ala 
130 135 140 

Asp Asp Asp Ser Gin Asp Ser Asp Asp Glu Lys Met Pro Asp Leu Glu 
145 150 155 160 

<210> 56 

<211> 943 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (833) . . (833) 

<223> n is a, c, g, or t 

<400> 56 

gcggcggcgg cgcggagaga cgcagcggag gttttcctgg tttcggaccc cagcggccgg 60 



atggtgaaat cctccctgca gcggatcctc aatagccact gcttcgccag agagaaggaa 120 
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ggggataaac 


ccagcgccac 


catccacgcc 


agccgcacca 


tgccgctcct 


aagcctgcac 


180 


agccgcggcg 


gcagcagcag 


tgagagttcc 


agggtctccc 


tccactgctg 


tagtaacccg 


240 


ggtccggggc 


ctcggtggtg 


ctcctgatgc 


ccctcaccca 


cccctgaaga 


tcccaggtgg 


300 


gcgagggaat 


agtcagaggg 


atcacaatct 


ttcagctaac 


ttattctact 


ccgatgatcg 


360 


gctgaatgta 


acagaggaac 


taacgtccaa 


cgacaagacg 


aggattctca 


acgtccagtc 


420 


caggctcaca 


gacgccaaac 


gcattaactg 


gcgaacagtg 


ctgagtggcg 


gcagcctcta 


480 


catcgagatc 


ccgggcggcg 


cgctgcccga 


ggggagcaag 


gacagctttg 


cagttctcct 


540 


ggagttcgct 


gaggagcagc 


tgcgagccga 


ccatgtcttc 


atttgcttcc 


acaagaaccg 


600 


cgaggacaga 


gccgccttgc 


tccgaacctt 


cagctttttg 


ggctttgaga 


ttgtgagacc 


660 


ggggcatccc 


cttgtcccca 


agagacccga 


cgcttgcttc 


atggcctaca 


cgttcgagag 


720 


a y d y LLL l, L^y 


yyctyciyyctyy 


ci y y ci y Lay y y 




/T /"> "H /~r /-v /~r (~* a +~ /"i 

yuuy yyua ll 


cyy l. y y 


7 RO 


ggccacccct 


tgtcagccgg 


gtgggtagga 


accgtagact 


cgctcatctc 


gcntgggttt 


840 


gtccgcatgt 


tgtaatcgtg 


caaataaacg 


ctcactccga 


attagcggtg 


tatttcttga 


900 


agtttaatat 


tgtgtttgtg 


atactgaagt 


atttgcttta 


att 




943 



<210> 57 

<211> 1330 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (49) . . (1134) 

<400> 57 

gcaacctttc caagggagtg gttgtgtgat cgccatctta gggaaaag atg ttc teg 57 

Met Phe Ser 
1 

tec gtg gcg cac ctg gcg egg gcg aac ccc ttc aac acg cca cat ctg 105 
Ser Val Ala His Leu Ala Arg Ala Asn Pro Phe Asn Thr Pro His Leu 
5 10 15 

cag ctg gtg cac gat ggt etc ggg gac etc cgc age age tec cca ggg 153 
Gin Leu Val His Asp Gly Leu Gly Asp Leu Arg Ser Ser Ser Pro Gly 
20 25 30 35 

ccc acg ggc cag ccc cgc cgc cct cgc aac ctg gca gee gee gee gtg 201 
Pro Thr Gly Gin Pro Arg Arg Pro Arg Asn Leu Ala Ala Ala Ala Val 
40 45 50 

gaa gag tac agt tgt gaa ttt ggc tec gcg aag tat tat gca ctg tgt 249 
Glu Glu Tyr Ser Cys Glu Phe Gly Ser Ala Lys Tyr Tyr Ala Leu Cys 
55 60 65 

ggc ttt ggt ggg gtc tta agt tgt ggt ctg aca cac act get gtg gtt 297 
Gly Phe Gly Gly Val Leu Ser Cys Gly Leu Thr His Thr Ala Val Val 
70 75 80 
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ccc ctg gat 
Pro Leu Asp 
8 5 

aag ggc ata 
Lys Gly lie 
100 

cgt ggt ttg 
Arg Gly Leu 



cag gga etc 
Gin Gly Leu 



age aat atg 
Ser Asn Met 
150 

tat ttg get 
Tyr Leu Ala 
165 

get cct atg 
Ala Pro Met 
180 

gee aac act 
Ala Asn Thr 



eta aaa gca 
Leu Lys Ala 



cca tac acc 
Pro Tyr Thr 
230 

ctg tac aag 
Leu Tyr Lys 
245 

gag cag ctg 
Glu Gin Leu 
260 

tgt gca att 
Cys Ala lie 



aaa gaa aaa 
Lys Glu Lys 



aaa ggt gta 
Lys Gly Val 
310 

ctg act gca 
Leu Thr Ala 
325 



tta gtg aaa 
Leu Val Lys 



ttt aac gga 
Phe Asn Gly 
105 

get aaa gga 
Ala Lys Gly 
120 

tgc aag ttt 
Cys Lys Phe 
135 

ctt gga gag 
Leu Gly Glu 



gee tct gee 
Ala Ser Ala 



gaa get get 
Glu Ala Ala 
185 

ttg agg gat 
Leu Arg Asp 
200 

ttc tac aag 
Phe Tyr Lys 
215 

atg atg aag 
Met Met Lys 



ttt gtg gtt 
Phe Val Val 



gtt gta aca 
Val Val Thr 
265 

gtt tct cac 
Val Ser His 
280 

ggt age agt 
Gly Ser Ser 
295 

tgg aag gga 
Trp Lys Gly 



eta cag tgg 
Leu Gin Trp 



tgc cgt atg 
Cys Arg Met 
90 

ttc tea gtt 
Phe Ser Val 



tgg get ccg 
Trp Ala Pro 



ggc ttt tat 
Gly Phe Tyr 
140 

gag aat act 
Glu Asn Thr 
155 

agt get gaa 
Ser Ala Glu 
170 

aag gtt cga 
Lys Val Arg 



gca get ccc 
Ala Ala Pro 



ggg gtt get 
Gly Val Ala 
220 

ttc gee tgc 
Phe Ala Cys 
235 

cct aag ccc 
Pro Lys Pro 
250 

ttt gta gca 
Phe Val Ala 



cct get gat 
Pro Ala Asp 



get tct ctg 
Ala Ser Leu 
300 

ctg ttt gee 
Leu Phe Ala 
315 

ttt ate tat 
Phe lie Tyr 
330 



cag gtg gac 
Gin Val Asp 
95 

aca ctt aaa 
Thr Leu Lys 
110 

act ttc ctt 
Thr Phe Leu 
125 

gaa gtc ttt 
Glu Val Phe 



tat etc tgg 
Tyr Leu Trp 



ttc ttt get 
Phe Phe Ala 
175 

att caa acc 
lie Gin Thr 
190 

aaa atg tat 
Lys Met Tyr 
205 

cct etc tgg 
Pro Leu Trp 



ttt gaa cgt 
Phe Glu Arg 



cgc agt gaa 
Arg Ser Glu 
255 

ggt tac ata 
Gly Tyr lie 
270 

tct gtg gta 
Ser Val Val 
285 

gtc etc aag 
Val Leu Lys 



cgt ate ate 
Arg lie lie 



gac tec gtg 
Asp Ser Val 
335 



ccc caa aag 
Pro Gin Lys 



gag gat ggt 
Glu Asp Gly 



ggc tac tec 
Gly Tyr Ser 
130 

aaa gtc ttg 
Lys Val Leu 
145 

cgc aca tea 
Arg Thr Ser 
160 

gac att gee 
Asp lie Ala 



cag cca ggt 
Gin Pro Gly 



aag gaa gaa 
Lys Glu Glu 
210 

atg aga cag 
Met Arg Gin 
225 

act gtt gaa 
Thr Val Glu 
240 

tgt tea aag 
Cys Ser Lys 



get gga gtc 
Ala Gly Val 



tct gtg ttg 
Ser Val Leu 
290 

aga ctt gga 
Arg Leu Gly 
305 

atg att ggt 
Met lie Gly 
320 

aag gtc tac 
Lys Val Tyr 



tac 345 
Tyr 



gtt 393 

Val 

115 

atg 441 
Met 



tat 489 
Tyr 



eta 537 
Leu 



ctg 585 
Leu 



tat 633 

Tyr 

195 

ggc 681 
Gly 



ata 729 
He 



gca 777 
Ala 



cca 825 
Pro 



ttt 873 

Phe 

275 

aat 921 
Asn 



ttt 969 
Phe 



acc 1017 
Thr 



ttc 1065 
Phe 
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aga ctt cct cgc cct ccc cca cct gag atg cca gag tct ctg aag aaa 1113 
Arg Leu Pro Arg Pro Pro Pro Pro Glu Met Pro Glu Ser Leu Lys Lys 
340 345 350 355 

aag ctt ggg tta act cag tag ttagatcaaa gcaaatgtgg actgaatctg 1164 
Lys Leu Gly Leu Thr Gin 
360 

cttgttgatc agtgtttgaa gaaagtgcaa aaggaacttt tatatatttg acagtgtagg 1224 

aaattgtcta ttcctgatat aattactgta gtactcttgc ttaaggcaag agtttcagat 1284 

ttactgttga aataaaccca actgttcatg aaaaaaaaaa aaaaaa 1330 

<210> 58 

<211> 361 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Met Phe Ser Ser Val Ala His Leu Ala Arg Ala Asn Pro Phe Asn Thr 
15 10 15 

Pro His Leu Gin Leu Val His Asp Gly Leu Gly Asp Leu Arg Ser Ser 
20 25 30 

Ser Pro Gly Pro Thr Gly Gin Pro Arg Arg Pro Arg Asn Leu Ala Ala 
35 " 40 45 

Ala Ala Val Glu Glu Tyr Ser Cys Glu Phe Gly Ser Ala Lys Tyr Tyr 
50 55 60 

Ala Leu Cys Gly Phe Gly Gly Val Leu Ser Cys Gly Leu Thr His Thr 
65 70 75 80 

Ala Val Val Pro Leu Asp Leu Val Lys Cys Arg Met Gin Val Asp Pro 
85 90 95 

Gin Lys Tyr Lys Gly lie Phe Asn Gly Phe Ser Val Thr Leu Lys Glu 
100 105 110 

Asp Gly Val Arg Gly Leu Ala Lys Gly Trp Ala Pro Thr Phe Leu Gly 
115 120 * 125 

Tyr Ser Met Gin Gly Leu Cys Lys Phe Gly Phe Tyr Glu Val Phe Lys 
130 135 140 

Val Leu Tyr Ser Asn Met Leu Gly Glu Glu Asn Thr Tyr Leu Trp Arg 
145 150 155 160 

Thr Ser Leu Tyr Leu Ala Ala Ser Ala Ser Ala Glu Phe Phe Ala Asp 
165 170 175 
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lie Ala Leu Ala Pro Met Glu Ala Ala Lys Val Arg lie Gin Thr Gin 
180 185 190 



Pro Gly Tyr Ala Asn Thr Leu Arg Asp Ala Ala Pro Lys Met Tyr Lys 
195 200 205 



Glu Glu Gly Leu Lys Ala Phe Tyr Lys Gly Val Ala Pro Leu Trp Met 
210 " 215 " 220 



Arg Gin lie Pro Tyr Thr Met Met Lys Phe Ala Cys Phe Glu Arg Thr 
225 230 235 240 



Val Glu Ala Leu Tyr Lys Phe Val Val Pro Lys Pro Arg Ser Glu Cys 
245 250 255 



Ser Lys Pro Glu Gin Leu Val Val Thr Phe Val Ala Gly Tyr He Ala 
260 265 270 



Gly Val Phe Cys Ala He Val Ser His Pro Ala Asp Ser Val Val Ser 
275 280 285 



Val Leu Asn Lys Glu Lys Gly Ser Ser Ala Ser Leu Val Leu Lys Arg 
290 295 300 



Leu Gly Phe Lys Gly Val Trp Lys Gly Leu Phe Ala Arg He He Met 
305 310 ~ 315 320 



He Gly Thr Leu Thr Ala Leu Gin Trp Phe He Tyr Asp Ser Val Lys 
325 330 335 



Val Tyr Phe Arg Leu Pro Arg Pro Pro Pro Pro Glu Met Pro Glu Ser 
340 345 350 



Leu Lys Lys Lys Leu Gly Leu Thr Gin 
355 360 



<210> 59 

<211> 550 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (398) . . (398) 

<223> n is a, c, g, or t 

<220> 

<221> mis cofeature 

<222> (414) . . (414) 

<223> n is a, c, g, or t 

<220> 

<221> misc feature 
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<222> (423) . . (423) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (451) . . (451) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (516) . . (516) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (523) . . (523) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (531) . . (531) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (542) . . (542) 

<223> n is a, c, g, or t 

<400> 59 

tttttttttt tttttttttt tttctcttta ccgtttacag tttagtgagg tggtctgcat 60 

tctcgcaaac gacttacaaa gtacaagaaa tgttgcgtgt gagtattagg catagaatat 120 

ttcattttct tacggaagga gcagcagggg acaggaaacc tagtggacgc cccgccacca 180 

cctttcccga agatgcacac ccccaggaac ggcagtgcaa agcctggcag caagcaaccc 240 

ttacaattct ttttggttgt ttaaaataca agcgctttct gacatctcac cctagcgtgt 300 

gagccccact caacctgggc aggatacaac ccacgtcctc gtttagtttt ccccttggga 360 

attatttaca ggatgcctga cagatacggt acaaactngt atgaaattaa tganagtttg 420 

cgnttccaga aacggccccc gtggttaaat ntaccacgcc aattccaaag aatggttcaa 480 

agttaagggt gactcagaag cattggcatc cacagncggc agnaacaggg ntcctcgctg 540 

antgggggtg 550 



<210> 60 

<211> 2106 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (621) . . (1817) 

<400> 60 

gtatacgaaa tcataaaatc tcatagatgt atcctgagta gggcggggcc cgtgaaaccc 60 

tctgaatctg cggccaccac ccggtaaggc taaatactaa tcagacaccg atagtgaact 120 

agtaccgtga gggaaaggtg aaaagaaccc gagaggggag tgaaatagat tctgaaacca 180 
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tttacttaca 


agtggtccat 


ttacttacaa 


gtgtcagagc 


acgttaaagt 


gtgatggcgt 


240 


acatcttgca 


gtatgggccg 


gcgagttatg 


ttaatatgea 


aggttaagca 


gaaaaaagcg 


300 


gagccgtagg 


gaaaccgagt 


ctgaataggg 


cgactttagt 


atattggcat 


atacccgaaa 


360 


tcaggtgatc 


tatccatgag 


caggttgaag 


cttaggtaaa 


actaagtgga 


ggaccgaacc 


420 


gtagtacgct 


aaaaagtgcc 


cggatggact 


tgtggatagt 


ggtgaaattc 


caatcgaacc 


480 


tggagatagc 


tggttctctt 


cgaaatagct 


ttagggctag 


cgtatagtat 


tgtttaatgg 


540 


gggtagagca 


ctgaatgtgg 


aatggcggca 


tctagctgta 


ctgactataa 


tcaaactccg 


600 


aataccatta 


aaattaagct 


atg cag teg gaa cgt ggt ate acc . 
Met Gin Ser Glu Arg Gly He Thr 
1 5 


att gat ate 
He Asp He 
10 


653 



tec ttg tgg aaa ttt gag acc age aag tac tat gtg act ate att gat 701 

Ser Leu Trp Lys Phe Glu Thr Ser Lys Tyr Tyr Val Thr He lie Asp 

15 20 25 

gee cca gga cac aga gac ttt ate caa aac atg att aca ggg acc tct 749 

Ala Pro Gly His Arg Asp Phe He Gin Asn Met He Thr Gly Thr Ser 

30 35 40 

cag get gac tgt get gtc ctg att gtt get get ggt gtt ggt gaa ttt 797 

Gin Ala Asp Cys Ala Val Leu He Val Ala Ala Gly Val Gly Glu Phe 

45 50 55 

gaa get ggt ate tec aag aat ggg cag acc cga gag cat gee ctt ctg 845 

Glu Ala Gly He Ser Lys Asn Gly Gin Thr Arg Glu His Ala Leu Leu 

60 65 70 75 

get tac aca ctg ggt gtg aaa caa eta att gtc ggt gtt aac aaa atg 893 

Ala Tyr Thr Leu Gly Val Lys Gin Leu lie Val Gly Val Asn Lys Met 

80 85 90 

gat tec act gag cca ccc tac age cag aag aga tat gag gaa att gtt 941 

Asp Ser Thr Glu Pro Pro Tyr Ser Gin Lys Arg Tyr Glu Glu He Val 

95 100 105 

aag gaa gtc age act tac att aag aaa att ggc tac aac ccc gac aca 989 

Lys Glu Val Ser Thr Tyr lie Lys Lys lie Gly Tyr Asn Pro Asp Thr 

110 115 120 

gta gca ttt gtg cca att tct ggt tgg aat ggt gac aac atg ctg gag 1037 

Val Ala Phe Val Pro lie Ser Gly Trp Asn Gly Asp Asn Met Leu Glu 

125 130 135 

cca agt get aac atg cct tgg ttc aag gga tgg aaa gtc acc cgt aag 1085 

Pro Ser Ala Asn Met Pro Trp Phe Lys Gly Trp Lys Val Thr Arg Lys 

140 145 150 ^ 155 

gat ggc aat gee agt gga acc acg ctg ctt gag get ctg gac tgc ate 1133 

Asp Gly Asn Ala Ser Gly Thr Thr Leu Leu Glu Ala Leu Asp Cys He 

160 165 170 

eta cca cca act cgt cca act gac aag ccc ttg ggc ctg cct etc cag 1181 

Leu Pro Pro Thr Arg Pro Thr Asp Lys Pro Leu Gly Leu Pro Leu Gin 

175 180 185 

gat gtc tac aaa att ggt ggt att ggt act gtt cct gtt ggc cga gtg 1229 

Asp Val Tyr Lys lie Gly Gly lie Gly Thr Val Pro Val Gly Arg Val 

190 195 200 
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gag act ggt gtt etc aaa ccc ggt atg gtg gtc ace ttt ggt eea gtc 1277 

Glu Thr Gly Val Leu Lys Pro Gly Met Val Val Thr Phe Gly Pro Val 
205 210 215 

aac gtt aca acg gaa gta aaa tct gtc gaa atg cac cat gaa get ttg 1325 

Asn Val Thr Thr Glu Val Lys Ser Val Glu Met His His Glu Ala Leu 

220 225 230 235 

ggt gaa get ctt cct ggg gac aat gtg ggc ttc aat gtc aag aat gtg 1373 

Gly Glu Ala Leu Pro Gly Asp Asn Val Gly Phe Asn Val Lys Asn Val 
240 245 250 

tct gtc aag gat gtt cgt cgt ggc aac gtt get ggt gac age aaa aat 1421 

Ser Val Lys Asp Val Arg Arg Gly Asn Val Ala Gly Asp Ser Lys Asn 
255 260 265 

gac cca cca atg gaa gca get ggc ttc cct get cag gtg att ate ctg 1469 

Asp Pro Pro Met Glu Ala Ala Gly Phe Pro Ala Gin Val lie lie Leu 
270 275 280 

aac cat cca ggc caa ata age gee ggc tat gee cct gta ttg gat tge 1517 

Asn His Pro Gly Gin lie Ser Ala Gly Tyr Ala Pro Val Leu Asp Cys 
285 290 295 

cac acg get cac att gca tge aag ttt get gag ctg aag gaa aag att 1565 

His Thr Ala His lie Ala Cys Lys Phe Ala Glu Leu Lys Glu Lys lie 

300 305 310 315 

gat cgc cgt tct ggt aaa aag ctg gaa gat ggc cct aaa ttc ttg aag 1613 

Asp Arg Arg Ser Gly Lys Lys Leu Glu Asp Gly Pro Lys Phe Leu Lys 
320 325 330 

tct ggt gat get gee att gtt gat atg gtt cct ggc aag ccc atg tgt 1661 

Ser Gly Asp Ala Ala lie Val Asp Met Val Pro Gly Lys Pro Met Cys 
335 340 34 5 

gtt gag age ttc tea gac tat cca cct ttg ggc tge ttt get gtt cgt 1709 

Val Glu Ser Phe Ser Asp Tyr Pro Pro Leu Gly Cys Phe Ala Val Arg 
350 355 360 

gat atg aga cag aca gtt gcg gtg ggt gtc ate aaa gca gtg gac aag 1757 

Asp Met Arg Gin Thr Val Ala Val Gly Val lie Lys Ala Val Asp Lys 
365 370 375 

aag get get gga get ggc aag gtc ace aag tct gee cag aaa get cag 1805 

Lys Ala Ala Gly Ala Gly Lys Val Thr Lys Ser Ala Gin Lys Ala Gin 

380 385 390 395 

aag get aaa tga atattatccc taatcctccc accccactct taatcagtgg 1857 
Lys Ala Lys 



tggaagaccg 


gtctcagaac 


tgtttgtttc 


aattgecatt 


taagtttagt 


agtaaaagac 


1917 


tggttaatga 


taacaatgea 


tegtaaaace 


tttcagaagg 


aaaggagaat 


gttttgtgga 


1977 


cacgttggtt 


ttcttttttg 


cgtgtggcag 


ttttagttat 


tagtttttaa 


aatcagtact 


2037 


ttttaatgga 


aacaacttga 


cccccaaatt 


tgtcacagaa 


ttttgggacc 


cattaaaagg 


2097 


ttaactggg 












2106 



<210> 
<211> 



61 
398 
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<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Gin Ser Glu Arg Gly lie Thr lie Asp lie Ser Leu Trp Lys Phe 
15 10 15 



Glu Thr Ser Lys Tyr Tyr Val Thr lie lie Asp Ala Pro Gly His Arg 
20 25 30 



Asp Phe lie Gin Asn Met lie Thr Gly Thr Ser Gin Ala Asp Cys Ala 
35 40 45 



Val Leu lie Val Ala Ala Gly Val Gly Glu Phe Glu Ala Gly He Ser 
50 55 60 



Lys Asn Gly Gin Thr Arg Glu His Ala Leu Leu Ala Tyr Thr Leu Gly 
65 70 75 80 



Val Lys Gin Leu He Val Gly Val Asn Lys Met Asp Ser Thr Glu Pro 
85 90 95 



Pro Tyr Ser Gin Lys Arg Tyr Glu Glu He Val Lys Glu Val Ser Thr 
100 105 110 



Tyr He Lys Lys He Gly Tyr Asn Pro Asp Thr Val Ala Phe Val Pro 
115 120 ' 125 



He Ser Gly Trp Asn Gly Asp Asn Met Leu Glu Pro Ser Ala Asn Met 
130 135 140 



Pro Trp Phe Lys Gly Trp Lys Val Thr Arg Lys Asp Gly Asn Ala Ser 

145 150 155 160 

Gly Thr Thr Leu Leu Glu Ala Leu Asp Cys He Leu Pro Pro Thr Arg 

165 ^ 170 175 



Pro Thr Asp Lys Pro Leu Gly Leu Pro Leu Gin Asp Val Tyr Lys He 

180 185 190 

Gly Gly He Gly Thr Val Pro Val Gly Arg Val Glu Thr Gly Val Leu 

195 200 205 



Lys Pro Gly Met Val Val Thr Phe Gly Pro Val Asn Val Thr Thr Glu 
210 215 220 



Val Lys Ser Val Glu Met His His Glu Ala Leu Gly Glu Ala Leu Pro 
225 230 235 240 
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Gly Asp Asn Val Gly Phe Asn Val Lys Asn Val Ser Val Lys Asp Val 
245 250 255 

Arg Arg Gly Asn Val Ala Gly Asp Ser Lys Asn Asp Pro Pro Met Glu 
260 " 265 270 

Ala Ala Gly Phe Pro Ala Gin Val lie lie Leu Asn His Pro Gly Gin 
275 280 285 

lie Ser Ala Gly Tyr Ala Pro Val Leu Asp Cys His Thr Ala His lie 
290 295 300 

Ala Cys Lys Phe Ala Glu Leu Lys Glu Lys lie Asp Arg Arg Ser Gly 
305 310 * 315 320 

Lys Lys Leu Glu Asp Gly Pro Lys Phe Leu Lys Ser Gly Asp Ala Ala 
325 "* ~ 330 ^ ~ ^ 335 

lie Val Asp Met Val Pro Gly Lys Pro Met Cys Val Glu Ser Phe Ser 
340 345 350 

Asp Tyr Pro Pro Leu Gly Cys Phe Ala Val Arg Asp Met Arg Gin Thr 
355 * 360 365 

Val Ala Val Gly Val lie Lys Ala Val Asp Lys Lys Ala Ala Gly Ala 
370 375 380 

Gly Lys Val Thr Lys Ser Ala Gin Lys Ala Gin Lys Ala Lys 
385 390 395 

<210> 62 

<211> 605 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56) . . (331) 

<400> 62 

tggagaagga cgtgccgtgc cgctgggttc tgagccggag tggtcggtgg gtggg atg 58 

Met 
1 

gag gcg acc ttg gag cag cac ttg gaa gac aca atg aag aat ccc tec 106 
Glu Ala Thr Leu Glu Gin His Leu Glu Asp Thr Met Lys Asn Pro Ser 
5 10 15 

att gtt gga gtc ctg tgc aca gat tea caa gga ctt aat ctg ggt tgc 154 
lie Val Gly Val Leu Cys Thr Asp Ser Gin Gly Leu Asn Leu Gly Cys 
20 25 30 

cgc ggg acc ctg tea gat gag cat get gga gtg ata tct gtt eta gee 202 
Arg Gly Thr Leu Ser Asp Glu His Ala Gly Val lie Ser Val Leu Ala 
35 40 45 
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cag caa gca get aag eta acc tct gac ccc act gat att cct gtg gtg 250 
Gin Gin Ala Ala Lys Leu Thr Ser Asp Pro Thr Asp lie Pro Val Val 
50 55 60 65 

tgt eta gaa tea gat aat ggg aac att atg ate cag aaa cac gat ggc 298 
Cys Leu Glu Ser Asp Asn Gly Asn lie Met lie Gin Lys His Asp Gly 
70 75 80 

ate acg gtg gca gtg cac aaa atg gec tct tga tgetcatate tgttcttcag 351 
He Thr Val Ala Val His Lys Met Ala Ser 
85 90 



cagcctgtca 


taggaactgg 


atcctaccta 


tgttaattac 


cttatagaac 


tactaaagtt 


411 


ccagtagtta 


ggecattcat 


ttaatgtgca 


ttaggcactt 


ttctgtttat 


ttaagagtca 


471 


attgettcta 


atgctctatg 


gaccgctatc 


aagatattag 


taagaaagga 


tcatgttttg 


531 


aagcagcagg 


tccaggtcac 


tttgtaatat 


agaattttgc 


tgtattcaat 


aaatctgttt 


591 


ggaggaaaaa 


aaaa 










605 



<210> 63 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Met Glu Ala Thr Leu Glu Gin His Leu Glu Asp Thr Met Lys Asn Pro 
15 10 ^ 15 



Ser He Val Gly Val Leu Cys Thr Asp Ser Gin Gly Leu Asn Leu Gly 
20 25 30 



Cys Arg Gly Thr Leu Ser Asp Glu His Ala Gly Val He Ser Val Leu 
35 40 45 



Ala Gin Gin Ala Ala Lys Leu Thr Ser Asp Pro Thr Asp He Pro Val 
50 55 60 



Val Cys Leu Glu Ser Asp Asn Gly Asn He Met He Gin Lys His Asp 
65 70 75 80 



Gly He Thr Val Ala Val His Lys Met Ala Ser 
85 90 



<210> 64 

<211> 1128 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (69) . . (518) 



<400> 64 
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agtccgagtg gagagagcga gctgagtggt tgtgtggtcg cgtctcggaa accggtagcg 60 

cttgcagc atg get gac caa ctg act gaa gag cag att gca gaa ttc aaa 110 
Met Ala Asp Gin Leu Thr Glu Glu Gin lie Ala Glu Phe Lys 
15 10 

gaa get ttt tea eta ttt gac aaa gat ggt gat gga act ata aca aca 158 

Glu Ala Phe Ser Leu Phe Asp Lys Asp Gly Asp Gly Thr lie Thr Thr 

15 20 25 30 

aag gaa ttg gga act gta atg aga tct ctt ggg cag aat ccc aca gaa 206 

Lys Glu Leu Gly Thr Val Met Arg Ser Leu Gly Gin Asn Pro Thr Glu 

35 4 0 4 5 

gca gag tta cag gac atg att aat gaa gta gat get gat ggt aat ggc 254 

Ala Glu Leu Gin Asp Met lie Asn Glu Val Asp Ala Asp Gly Asn Gly 

50 55 60 

aca att gac ttc cct gaa ttt ctg aca atg atg gca aga aaa atg aaa 302 

Thr lie Asp Phe Pro Glu Phe Leu Thr Met Met Ala Arg Lys Met Lys 
65 70 75 

gac aca gac agt gaa gaa gaa att aga gaa gca ttc cgt gtg ttt gat 350 

Asp Thr Asp Ser Glu Glu Glu lie Arg Glu Ala Phe Arg Val Phe Asp 
80 85 " 90 

aag gat ggc aat ggc tat att agt get gca gaa ctt cgc cat gtg atg 398 

Lys Asp Gly Asn Gly Tyr lie Ser Ala Ala Glu Leu Arg His Val Met 

95 100 105 110 

aca aac ctt gga gag aag tta aca gat gaa gaa gtt gat gaa atg ate 44 6 

Thr Asn Leu Gly Glu Lys Leu Thr Asp Glu Glu Val Asp Glu Met lie 

115 ~ ^ 120 " 125 

agg gaa gca gat att gat ggt gat ggt caa gta aac tat gaa gag ttt 494 

Arg Glu Ala Asp lie Asp Gly Asp Gly Gin Val Asn Tyr Glu Glu Phe 

130 135 140 

gta caa atg atg aca gca aag tga agaccttgta cagaatgtgt taaatttctt 548 
Val Gin Met Met Thr Ala Lys 
145 



gtacaaaatt 


gtttatttgc 


cttttctttg 


tttgtaactt 


atctgtaaaa 


ggtttctccc 


608 


tactgtcaaa 


aaaatatgea 


tgtatagtaa 


ttaggacttc 


attcctccat 


gttttcttcc 


668 


cttatcttac 


tgtcattgtc 


ctaaaacctt 


attttagaaa 


attgatcaag 


taacatgttg 


728 


catgtggctt 


actctggata 


tatctaagee 


cttctgcaca 


tctaaactta 


gatggagttg 


788 


gtcaaatgag 


ggaacatctg 


ggttatgcct 


tttttaaagt 


agttttcttt 


aggaactgtc 


848 


agcatgttgt 


tgttgaagtg 


tggagttgta 


actctgegtg 


gactatggac 


agtcaacaat 


908 


atgtacttaa 


aagttgcact 


attgeaaaac 


gggtgtatta 


tccaggtact 


cgtacactat 


968 


ttttttgtac 


tgctggtcct 


gtaccagaaa 


cattttcttt 


tattgttact 


tgctttttaa 


1028 


actttgttta 


gecacttaaa 


atetgettat 


ggcacaattt 


gectcaaaat 


ccattccaag 


1088 


ttgtatattt 


gttttccaat 


aaaaaaatta 


caatttaccc 






1128 



<210> 65 
<211> 149 
<212> PRT 
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<213> Homo sapiens 
<400> 65 

Met Ala Asp Gin Leu Thr Glu Glu Gin lie Ala Glu Phe Lys Glu Ala 
15 10 15 



Phe Ser Leu Phe Asp Lys Asp Gly Asp Gly Thr lie Thr Thr Lys Glu 
20 25 30 



Leu Gly Thr Val Met Arg Ser Leu Gly Gin Asn Pro Thr Glu Ala Glu 
35 40 45 

Leu Gin Asp Met lie Asn Glu Val Asp Ala Asp Gly Asn Gly Thr lie 
50 55 60 



Asp Phe Pro Glu Phe Leu Thr Met Met Ala Arg Lys Met Lys Asp Thr 
65 70 75 80 



Asp Ser Glu Glu Glu lie Arg Glu Ala Phe Arg Val Phe Asp Lys Asp 
85 90 95 



Gly Asn Gly Tyr lie Ser Ala Ala Glu Leu Arg His Val Met Thr Asn 
100 105 110 



Leu Gly Glu Lys Leu Thr Asp Glu Glu Val Asp Glu Met lie Arg Glu 
115 120 125 



Ala Asp lie Asp Gly Asp Gly Gin Val Asn Tyr Glu Glu Phe Val Gin 
130 135 140 



Met Met Thr Ala Lys 
145 



<210> 66 

<211> 140152 

<212> DNA 

<213> Homo sapiens 

<400> 66 



gatctctgct 


cactgcatcc 


tccgcttcct 


gggttcaagc 


aactctcctg 


cctcagcctc 


60 


ctgagtagct 


gggactgcag 


gagcatgcca 


ccagcacgcc 


tggctaattt 


tttatatttt 


120 


tagtagagac 


gtggcttcac 


agtgttagcc 


aggatggtct 


cgatctcctg 


accttgtgat 


180 


ccgcccacct 


tggcctccca 


gggtgctggg 


attacaggcg 


tgagccactg 


cgccaggacc 


240 


ccaaggtgct 


gggattacag 


gcgtgagcca 


ctgcgcctgg 


cccccaagat 


gcttttacat 


300 


ttccactgga 


cccttgcggg 


aggcgttggc 


tgggccgccc 


tccaggacac 


tttgttccct 


360 


ctgctcaggg 


cattctcaag 


gcctcagcga 


cactcgggcc 


agccttccct 


tccccaggac 


420 


acctgcccgt 


tcccatccct 


ggatgtccca 


ggccccagga 


acccctgtgc 


cagccatcct 


480 
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ggcagcccac 


ctgcccacct 


gacaccctcc 


ccacaccagc 


ctgggatcca 


cggaaaggcg 


540 


cggatgtgtc 


acccttggga 


gccaaggctg 


cactgacacc 


agggcctgtt 


gtgacctcag 


600 


tttaagggca 


gcaaagctgt 


gagccaggtg 


aggcttcttg 


gccagctgga 


ggctctcctg 


660 


ggacacggtg 


gggagttatt 


ggggagggcc 


cagcatcccc 


ttgaaataga 


gtgttgggac 


720 


ctgaagcaag 


agtcaaggat 


accggccgtc 


ctggctgatg 


gccctgaggc 


tggtctgagt 


780 


gctgccctga 


ggggctggat 


gatccctgca 


gcctcctccc 


ctctcggggc 


ctccgttagg 


840 


agagggccag 


gaaggtcctt 


ccagcctcgg 


catccgtgtc 


tgcctgtgga 


cagaggcagg 


900 


cctcgcccct 


ggcccgcctt 


ccttgtaacc 


ttgaccccac 


gagagacgct 


gggtcggggc 


960 


gttggtggat 


ggtgccctgc 


cctgcatcgc 


cccagggcgt 


tggtgccctg 


ccctgcatca 


1020 


ccagcagcag 


cactctcctt 


gattaagcag 


caaggcaagg 


tgggtgctga 


ctcggagtca 


1080 


ctcacagacc 


ggaaggcgaa 


ttgcagagcc 


gcaccctgta 


atttagtcaa 


aatgaaaagg 


1140 


gcaggaagga 


aaggtcaata 


ctgttttaaa 


ttagtctaac 


tgctccttta 


tgtagaggac 


1200 


actgttgctc 


caaaggactg 


gcgatttagc 


agttggggag 


aaaaggtcaa 


gcttcttggt 


1260 


cctagggcag 


gtgataaaag 


ccagttaaat 


ttttggaaat 


catacctgca 


ggttgtcaat 


1320 


tctggcaaat 


tctgtacaaa 


ttagtctact 


caaaggcttg 


aagagaaggc 


gttgcaaacc 


1380 


tcactggcaa 


gccaggtgga 


ctggggtggg 


atcacccata 


caggcatggg 


gaggggaagg 


1440 


cctggggctg 


gggtggggga 


gacggtcagg 


ccctggcccg 


ctccatccag 


tttcctgcag 


1500 


accggatccc 


aggccctcct 


cacagagcac 


cccacagaag 


ggctgccccg 


cagggaggcg 


1560 


ctgcagaggg 


caccccaggt 


gtccccttgc 


acttggggtg 


tgcaaatctg 


atccttgtct 


1620 


gcatgagcgg 


acagagacgg 


tgccggaacg 


accctgttca 


atgtgtagca 


ccaactcccg 


1680 


gccacccaca 


ccagacaccc 


tcacccccag 


tctggggttt 


ctggagaagg 


ggaccagggg 


1740 


cggctccctt 


ctccccgcag 


gcttgcaggg 


ctgctcctga 


cctgtgctgc 


agctcctggc 


1800 


tcctgtgggg 


cccaggttcc 


cggggctgcg 


tgggagacac 


agaagtgggg 


gcacctctgc 


1860 


agcacccaca 


tcctgccgac 


gccatgcacg 


tgagtgtgca 


tgtggggtgg 


gggtgcgcca 


1920 


ggaaggcaaa 


aatcccaaat 


gtcagcgccc 


ggtgatttga 


ggagttcaga 


caaagccttc 


1980 


cctggggctg 


tcctcggccc 


acttccccat 


catcccaatg 


tccctgcagc 


ccttgaaatg 


2040 


gctcggatgt 


ggggcaggag 


ggctgggcgg 


atgctgatct 


gaggccgagg 


ttgatggatt 


2100 


ccggctcccc 


cagtgccgat 


ccggctgctg 


ccccacgtgg 


ggctttgagg 


ctgcggcaac 


2160 


agagccggtg 


ggacacgctc 


ctgatgccag 


acccaggggt 


aagagctgcc 


cctgctccac 


2220 


ggtctgcgcc 


acgatggctg 


ccagagcgaa 


aat gggaggg 


agagaagcgc 


tgtcagggcc 


ZZo 0 


tcccagggag 


ggtgtgtggc 


gtgtggcttg 


ctaagcaccc 


tcttttctga 


tcccgccctg 


2340 


agcagctccc 


tgggactttt 


gttggtcaaa 


gcttcagctg 


tggtcagagg 


atccaacgct 


2400 


gccgtcaaca 


ggcagctgct 


gccgtatggc 


tgcagatgtg 


gtttctggaa 


cagacgggcc 


2460 
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cagccctgca 


aggtgggctg 


gctctttggc 


tctcgagagc 


accatggcac 


agtgctgatc 


2520 


tgggtccaca 


cggcccagcc 


acccggtcag 


ctcgcctggt 


tcttacattt 


ccactccaca 


2580 


aacagaaccc 


agacccagat 


ctgcttcctc 


cgcctcccgc 


cctcctcgcc 


ccgcaccgtt 


2640 


tcttgtccca 


cagaagctgt 


catgggtgct 


gtgtacccca 


cagggcggga 


gagaaaggtg 


2700 


tgtccaggag 


caatctcggg 


aaacaggggg 


cagaggatgc 


ggtgcagagc 


cgagctccgg 


2760 


agccaccttc 


ctgaccgcca 


gagcctgact 


gcatccgtat 


ggcatgaggt 


cggtatctag 


2820 


gaggccatac 


tctttaccta 


acatccagga 


cacaggaaaa 


ggacggaaac 


agaaaaaaat 


2880 


acataaataa 


attcaagatg 


cattttaaag 


aacatgaaaa 


actttaaaag 


gacgggtaat 


2940 


tgtctaacat 


tttgttaatt 


caatcaggct 


tgcaatttaa 


aaatagcttt 


gccttttact 


3000 


gaaaaagaaa 


ttaattataa 


tttcttactg 


aatccaggga 


gagaattcgg 


gactaggggg 


3060 


ttccctgaga 


aggtcttctt 


acacgttacc 


ctccaatgtc 


ctgtggccaa 


gggagcttca 


3120 


accccctctt 


tacgagggtt 


ctggtggctg 


gagaactcag 


agacggctct 


aaaaaaattg 


3180 


caagctggcc 


aggcacggtg 


gctcaccccc 


gtattcccag 


cactttagga 


ggctgaggca 


3240 


ggcagatcac 


ctgaggtcag 


gagtttgaga 


ccatcctggc 


caacacggtg 


aatccccgtc 


3300 


tctactaaaa 


atacaaaaat 


tagctggacg 


tggtggcgca 


cgcctgtaat 


cccagctact 


3360 


cagggggctg 


aggcaggaga 


atcacttgaa 


cttgggaggt 


ggaggtcgca 


gtgagccaag 


3420 


atggtgccat 


tgcaccccag 


cctgggcgac 


agagcaagac 


ttcatctcaa 


aaaaataaaa 


3480 


aaatgtaaac 


atcgcaagct 


gcacccaggt 


gtgaatctgg 


agggcgcctc 


cttggaaaac 


3540 


ttggctggtg 


accgcaccct 


cagttcaagc 


tcaccggccg 


cccttccctg 


tgcacacacg 


3600 


tgagctctcc 


agtatgtttg 


gaatatccca 


gagccgctgt 


ctcctggctg 


cccggcctct 


3660 


gtgagccgca 


ctccagcctg 


aaggccaaga 


cggctgctct 


ggagaaagaa 


cttcccctgg 


3720 


tgctgaagtc 


ccgaaggaga 


gccccatggg 


catggggagg 


ggagggtgcc 


tcgcccccaa 


3780 


ggctgcgctg 


ctccgcggcc 


tggccgggac 


caccacacag 


aggcttctct 


aggaaacaag 


3840 


ccacactcag 


tgtggcagca 


gtgaagtgct 


tttctcagct 


tcctgctttc 


ctccagagag 


3900 


taaaccagtg 


cctgaccgtc 


cggttctccc 


tgaatcaaca 


ctcaccgaaa 


ggagctggtg 


3960 


gaggggcccg 


tgggcgacaa 


acagccacaa 


accagacccc 


ggggtctccg 


gagctggggg 


4020 


ctctgggtgg 


cccaggggtc 


gttaatgggc 


acggtttcca 


gtccagtcca 


ggccagctgt 


4080 


ggtggggctc 


agacccgtcc 


agacactggg 


agccagtcac 


ccccagaata 


acgagctggg 


4140 


cctcgagttc 


caagtcatct 


ttgagcagcc 


gtgtgtcagc 


accgctgtcc 


ctgaccaccc 


4200 


cgt gccggt c 


tgcct ccgt c 


tcctccttct 


cgctgtaccc 


caggt cggga 


gctaaagggc 


A o g. n 


aattcagagc 


ctgctgcctg 


caggcaaaac 


gtctccccag 


caccgcaagt 


ctgcgcaatt 


4320 


tgaggcccag 


aaaccccctg 


gacgtagctt 


ctgcttttca 


aaaactgttc 


attcgtttag 


4380 


ccccagggga 


cctcatccct 


gtatgtccac 


actgggcatc 


ccaaggaagc 


tgggggggaa 


4440 
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ccgcacctgc 


atccctccaa 


ctcagaaacc 


cccttctgca 


ccggcagctc 


cgggcccgca 


4500 


ctaagtgtgc 


agcgtggcca 


tcctgcggct 


gagacacagg 


gtgtccggca 


gcgtttggat 


4560 


ggattctaca 


atatttggga 


cagacttaca 


ctaaaaaatc 


agtcactget 


tctccaaact 


4620 


tcctgttgag 


ctgggcaccc 


tgtgtttttg 


tttgctgcgt 


ttttgtttgt 


tgtatctggg 


4680 


taccctaaga 


atgatcccaa 


attacaaagt 


caggccctgc 


agactcatgg 


gaggcagaat 


4740 


gggggcccct 


aaacatgccc 


acctcccggt 


geaeggaaac 


tgtggacaca 


tgaggctgee 


4800 


agtcagccgc 


ctgacacgga 


ggggtgaccc 


tggattatcc 


ggggggaccc 


agtagaatct 


4860 


cgggcccttc 


aacatagagg 


eggagggcag 


agcaggtctc 


agtgacgaga 


caccactggc 


4920 


tctgaagacg 


gaggatggga 


ctgagggccg 


aggggttctc 


ccctggagcc 


tctagaagga 


4980 


accagccctc 


ccaagacctg 


atgttagccc 


agggagacca 


tttcagacgt 


ctaacctgca 


5040 


gaaatggaaa 


gtgtaagtgt 


tcttttttaa 


aaaattgtca 


tgagtacata 


cagggtgttg 


5100 


ctatttatgg 


ggtccatgag 


atattttgat 


acaggcatcc 


aatgtgtaat 


aatcacaaca 


5160 


ggggaaacgg 


ggtgaagccg 


ctatgtttgt 


gataattttt 


tagagcagee 


ataaaaatat 


5220 


atgtaaatag 


gacctagtta 


gataacatat 


atttttggct 


tetgetctgt 


agaaactcac 


5280 


acatgatttg 


gggagttgtg 


aaggectgat 


ttgattttgt 


ttgtttgttt 


gettgettge 


5340 


ttgcttttga 


gcctggtgtg 


ccgggcgggc 


aggtgtttca 


ttgaacctgg 


ccccttgctt 


5400 


gttcaagtgt 


tgagtgaggg 


cagtctccag 


gttcegggag 


cttccgagtg 


agcctcacgc 


5460 


ct cacggctg 


caggtcagaa 


agtgatttgt 


ggeccagaga 


cccccggacg 


tagcttctgc 


5520 


ttttcagaat 


ctgttcattc 


atttagcccc 


aggggacctc 


atccctgaat 


gtccacaccg 


5580 


ggcatcagac 


ctggttgcag 


agtgggtggt 


tccaggaggc 


agcagtgtag 


accagtgaag 


5640 


gagcagccag 


ggcctgagtg 


aagctggggc 


agcagaagca 


gctttcgata 


ttttttttct 


5700 


gctgagtctt 


gccagctttt 


agtttagaag 


ttccttcctg 


gggaagaaag 


tggcegctta 


5760 


aatggcataa 


aaaataatgc 


accaggcagg 


ggacccttga 


gaccctgggg 


ctgggctctg 


5820 


gctgggggcc 


tcacacggag 


gaggagggat 


gagactctca 


aggaggecaa 


ggtcccaggt 


5880 


cctgggctat 


cggaggctcc 


ttggggcctc 


tgccttcccc 


aggagcaagc 


aaggaaggaa 


5940 


tgtacagcag 


cagggcgtgg 


gcacagggca 


gccccaggaa 


caatggggat 


agtcacgtgg 


6000 


ccccagcctc 


cacctcgctg 


gcactcctct 


tgtcccagga 


caagcccagc 


ctgctgcccg 


6060 


ctgcctgctt 


ctcctgcatt 


ggagggctcc 


aggeccagaa 


tagctgeteg 


gagecagcat 


6120 


ttgcatccac 


gtctcctcca 


cacgttagaa 


aacctggact 


ttgttttgta 


actgctggtt 


6180 




del Lay da L L y 


tdCCLaaCtg 


uggaggggee 


ct acacagt g 


gcccggcccg 




ggagacccac 


gagggectea 


ggagcatggc 


ttctcccgtc 


tgcctcctgg 


tttctgtctc 


6300 


tgaccatgta 


tctccaagcc 


agtcagtcct 


gagtggccac 


agtggggatg 


gggctgcacc 


6360 


aggggcctgc 


cctgctgtgc 


tggcctctgc 


cagggctggg 


ccctgcctgt 


gaaggagece 


6420 
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tgggttgggc 


tcttttgtgc 


ccactctcag 


gtggggttgc 


gggaggcctg 


cttggcccca 


6480 


tggggatcag 


tgtgatgagc 


atgactggag 


gatgtgcggg 


cttaggatga 


gcagagggac 


6540 


cctacagagc 


cacgacccca 


ggcccagggc 


ccctgttggc 


cccaaagcga 


gtgtggtggc 


6600 


cgtcgttggg 


accccaacag 


ggggtggcac 


tggcgtgagg 


tctgacactt 


gccaaattcc 


6660 


tgcgagctga 


cccctcgatg 


gggcttgcac 


tctaattctg 


ccccagggaa 


gcccaaggtc 


6720 


aggattagca 


tcccccctgc 


ttaagggaca 


gctgaggcca 


gggtggggct 


ggggtggaat 


6780 


ggcgggctgc 


atgcaggaag 


cccatggagc 


ccagatctgc 


tccaggtcac 


aaccctgtac 


6840 


ctggcttggg 


gtccacactc 


cccagacaca 


gatggtggca 


tgttcccctc 


ggactgtcca 


6900 


cctgttgttc 


ggccaagccc 


tgaccctcac 


agcaggctgc 


tgagttcaag 


gatgcccctg 


6960 


ggcagccagg 


ctgggaccct 


tgcccactcc 


ctggacgcac 


atccgcccgc 


cgctgggttc 


7020 


acaggggagg 


gattagaaac 


ctctcaacgg 


aacgtcgacg 


aggcgagtgg 


ggtggggatg 


7080 


ggggtgggaa 


ggggacaggc 


cctcccccac 


acgtggggag 


atgcatggct 


gtgaggtgct 


7140 


gcctccgcct 


ctgaggctgg 


cgataggctg 


gattcagaca 


cagctcgagc 


cgctcaccct 


7200 


ccacgtcctg 


cttaggagga 


gtgcggggcc 


ggctaaatcc 


ccaatgccca 


gggcccaggg 


7260 


gcatcccatc 


catagcctca 


aggtccctgg 


cttcccctgg 


ggatggggct 


gtcgcacctg 


7320 


tgtcctccca 


gttccgaggt 


accattgata 


cacacacagg 


ggtccctggg 


ggagtttcct 


7380 


aactcctctt 


cctctgaagg 


ccaggcctgg 


gagaatgaat 


tctccaagca 


cccaccctca 


7440 


ctgtaccacg 


gcaggttaga 


gaatgcggac 


agagctgctt 


ggctgcacac 


cttggggggg 


7500 


cgtcaccctc 


tttttagcct 


cagtttcccc 


atctgtgcag 


tgggtaccag 


agaggacttt 


7560 


acacagaggc 


tgtgcattcc 


ctttttttta 


attttttttt 


tttgagtcag 


agtctcgctc 


7620 


tgtcgcccaa 


gttggagtgc 


agtggcgcga 


tctcggctca 


ctacaacctc 


cgcctcctgg 


7680 


gttccagcga 


ttctcctgcc 


tcagcctcct 


gagtagctgg 


gattacaggc 


gcacatcacc 


7740 


atgcccggct 


aattttttgt 


atttttagta 


gagacagggt 


ttccccatgt 


tggccaggct 


7800 


ggtctcgaac 


tcctgacttc 


atgatccacc 


tgccttggcc 


tcccagagtg 


ctgggattac 


7860 


aggcatgagc 


gaccgtgccc 


tgactgaggc 


tgtgcattcc 


ctaacagagg 


gggacgtctg 


7920 


gctgccccca 


caaaacagca 


gctctgagca 


tgtctaaggt 


cagcccctcc 


ctgctttcct 


7980 


tttctccctg 


atcaaattca 


tgtggcttcc 


actcagcccc 


ttcttccggc 


tcttacttag 


8040 


gaatgcagat 


ctaccccaaa 


ccccaacaca 


cactggaacc 


ctcaaggtcc 


catcctactg 


8100 


aaagccaggt 


agccggtgca 


gtgagcaatg 


gacagatgga 


tggatgatgg 


atggtggatg 


8160 


gatgatgggt 


agatggagga 


atgcatgatg 


gatgaatgaa 


tgaatagatt 


aatggatgaa 


8220 


ttgagtagat 


agatgaattg 


atggatggat 


gatggatgga 


taaatgaatg 


gatgatggat 


8280 


gaatagatta 


atagatgaat 


gaatgagtgg 


atggatggat 


agatgggtga 


atgcatggat 


8340 


ggatcatgga 


tgatggatgg 


atgacagatg 


catggaagga 


tagatgaatg 


aaagaatggg 


8400 
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tgaatggatt 


aatagatgaa 


tgaatgagtg 


ggtggatgga 


tagatgggtg 


aatgcatgga 


8460 


tggaacatgg 


atgatggatg 


gatgacagat 


gcatggaagg 


atagatgaat 


gaaagaatgg 


8520 


gtgaatggat 


taatagatga 


atgaatgagt 


gggtggatgg 


atagatgggt 


gaatgcatgg 


8580 


atggatcatg 


gatgatggat 


ggatgacaga 


tgcatggaag 


gatagatgaa 


tgaatgaatg 


8640 


ggtgaatgaa 


ttaatggatg 


gatgaatgga 


tgacaggctc 


tccatgagcc 


gctctgctct 


8700 


cctccatggc 


ctcctgctca 


ctggccccta 


tatctcacat 


cctacttcca 


gtttaatgga 


8760 


gacaagagtg 


tcctccccaa 


cccaagttct 


cacccccatc 


ccttcctccc 


tcagacccac 


8820 


ctggaagagc 


tgcttctctt 


ctcttgtaga 


agtctcccat 


cccaaggagg 


tgcctggtct 


8880 


ttcccctcag 


gaaggcacct 


ggtccttctt 


cctcccttcc 


ctcctgggag 


acatctggcc 


8940 


cttcacctcc 


ccctgcccct 


tcacctccta 


tcaaggcagc 


tccctcagta 


ttttctgcag 


9000 


accttgtttg 


tctcctgtga 


cgttcatacc 


ctcccgttcc 


cacagacatt 


cttccatgtc 


9060 


cagcccagac 


agaaggaggt 


ccccccctgc 


cggatggatg 


attgaggctg 


cctgtgtgta 


9120 


cacgtatgac 


tgagcaatgg 


acggaggtgt 


ctgtgtgcag 


caggcatgtg 


gcacgacctc 


9180 


ggaagaggga 


acaagacaag 


atgtccccca 


aggtgcccat 


gaggaccctc 


cctgggcagc 


9240 


tggactccag 


cccaccttgg 


gctgcagtgt 


gcattggggg 


tggggccaaa 


gacccctcca 


9300 


catagagaag 


gcagccaaag 


ggaggaggga 


gtggtcagaa 


aaggttgtct 


cagccaggga 


9360 


gcggctccac 


cctctcctga 


ggacgcctga 


cctcagacgt 


cagctcccgt 


tagagacccc 


9420 


cgtatacccc 


ctgcctagag 


ccaaactctg 


agagtctctg 


gatggactga 


ggggtgggac 


9480 


aaggaaaaaa 


aggaaggagg 


gagggagaga 


agcagcaagg 


aggggtcgcc 


tggcccggct 


9540 


cccccagtga 


ggaaaggggc 


tgtggcacag 


agattccatc 


tgcagggctg 


ggggcagccg 


9600 


agaatggcac 


ctccaacgcc 


cacggcaggg 


gcccacccgc 


ctgcctcctc 


cgggaccacc 


9660 


gggcctggct 


cctctcacag 


actctttgag 


agcgtatttg 


tgaaacgtag 


catattgtgg 


9720 


gtgattagat 


ttaaatttca 


atacactttg 


ttaaaaatag 


agttggctct 


cgccaagagg 


9780 


aggccgcagg 


aaggggctct 


caacggctcg 


tctttggaat 


attaatagta 


tggaaatgtt 


9840 


attagaataa 


ttttt'catca 


tgaataataa 


attaatggaa 


taattcggca 


gcgccacgtg 


9900 


acataccctg 


ctaagagggg 


ctttgtttta 


acagaatggg 


gagggtgggt 


ttggggtgtg 


9960 


ggggagggca 


gagctggggg 


agggtccgcc 


cagggcaggc 


ggggttgggt 


ggaagtgagt 


10020 


gaggtgcctg 


aagagatgaa 


ggctccggag 


gcatttgggg 


aggaggacag 


agacctggga 


10080 


ccaagtcctc 


aggcactttt 


agcttcatgt 


ctcagccagg 


gttctggccc 


tggccggctc 


10140 


C* \~ ~i~ r~* r~* r~* ~i rr 
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aagagatctt 


ggt aggtgt c 


cggccccaca 


caccat cct g 


lUzUU 


ctgggggtgg 


ctgggttgga 


cttcaccatc 


cccacagccc 


tgcagcctcc 


cctcctgcat 


10260 


ctttctcctt 


ggtaaatgcc 


aggaacctca 


aaagcaccca 


gaggcccaga 


gaaattgagc 


10320 


acacaggggt 


ggggaattca 


agagcaggag 


ctgtttctag 


ggccccaggg 


gcagggccag 


10380 
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ggtctcctgg 
gcctgagggg 
ctcagcttgg 
agcgtctctt 
tcctgctgct 
gcggcaccac 
ggggctgggg 
tttgcagggc 
gcctgaaggg 
gagactcggg 
gccctgctgt 
ccctctctgt 
agaggcacat 
tctctccctc 
cctctctccc 
ctctctctcc 
acatttgcac 
tgtgtacgtc 
agcctgagtg 
agtctgggct 
gccgcgcccg 
ttctcccctc 
cggaggagac 
cggaaatggt 
cgaatcccgt 
gccgcgccgc 
gaggaaggcc 
gacgcctgaa 
gctccgcacc 
agcccccgac 
tccccagggc 
agagtccgcg 
gagcgccgtg 



tcatttctgt 
gccacacgga 
tccagggtgt 
catgtggtca 
gcctgcacgg 
aaccctccca 
gccctggcag 
gctgaagcca 
ttccgctcct 
gagaaagcac 
actgatgggc 
ccctgcattg 
tctctctctc 
tctctccctc 
ccctccctct 
ctctctctcc 
atcctgcagt 
cgggtgcgtg 
tcccctgcgt 
gctgctccgc 
ggagctgcgc 
tcttttctac 
gttacagcaa 
ttctatcaaa 
tttccgcgat 
gcgactgtgc 
cgcggcgtgc 
ccgaggtcac 
tcaaggccgg 
acgcgggccg 
ggggcttccg 
tttctaacca 
ggctggggcc 



gctcgggacc 
gctgatgggg 
ccactggggg 
gcgccccctc 
tgagaacaga 
ggccaaccca 
cagtggcaca 
gtgggggccc 
cccacccagg 
acaggctgtc 
aggcgctggg 
ggccaaccag 
tctctctctc 
tctctccctc 
ccctccctct 
ctctctctcc 
gtgaatggag 
tgtgcgtgtg 
gggttagtgt 
gggctctgga 
aatcggctgc 
agtcttaccc 
cgtgtcagct 
atgaaagtgt 
gctgcagcgc 
ctcggtctct 
cgaggtcagc 
cgaggccacg 
ccaggaagaa 
agcgcccaga 
actcgggcgc 
gcccccgggt 
ggcctgggct 



cctgctgcac 
acaagcatgc 
acggggaggg 
cttctcccca 
gatgagatgg 
gctcctgaca 
cggagtgtgc 
ccagggaggt 
gaaccgccat 
gggaaaggtg 
tgggtggaag 
gtgtgtcagg 
tccctctctc 
tctctccctc 
ccccctctcc 
ccctctctct 
tatgaatgtg 
tacatgtgag 
gtgcgcccgc 
gccggcgctc 
taagacgccg 
gcagctgaca 
gaaatgatgg 
ttagagattt 
gcgggtttta 
gcgcccggct 
ggcgcggagc 
gggccgggag 
acagcagcag 
gcggcccagg 
ccgtgagccc 
gggcggtggc 
ttcagggcga 



ctgagctcac 
agggtgggca 
agatggagca 
ctccctcctt 
cccctgcccg 
gagagggagg 
acatggatcc 
tttgggggag 
gccactagtg 
ggtcgcaggc 
gcaaagccat 
aggatatttg 
tctctccctc 
tccctctctc 
ctctccctct 
ccctcctctc 
tgtggtaggc 
cgtgtgtgca 
ccggtgccct 
cccacgagcc 
gcgccaccgg 
gggttcgaaa 
gcgtagacgc 
tcctcaagtt 
accgcagggt 
ctccctccgg 
caccaggcga 
gccctcagca 
gagcccaggg 
ccctcgcgag 
cggaggcggc 
ccgcgcggca 
gggctttccg 



tgtggaaact 
cccttgtggg 
ccagggaaga 
ttgcctccct 
ggagcagtca 
gaggcagcct 
tagtcagcct 
tgttgagggg 
ggctgtcctg 
gggcagggca 
caggtcatcc 
accattcctg 
tctctctccc 
tctccctctc 
ctccccctcc 
tctgtcacac 
gacagctgtg 
cgtgagttag 
ccgtcttggg 
cggactctcc 
ctgggccctg 
gagcatgaaa 
acgtcagcgg 
tcaaatgagg 
cacgcggaac 
tccgcaagag 
gacggtcacg 
gagcccgggg 
cgccccgggg 
gagaccggcc 
gcgaaggggc 
cggtgggcgc 
cgccggcccc 



10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
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agcccacccg 


gccccgctgc 


gcgcccctca 


cgctgcagcc 


tgggaacctg 


ggccgggagc 


12420 


tgcgggccgc 


tccggggaag 


cgggcctgac 


ctcccctccc 


caccgccgcc 


cctgcggtga 


12480 


gatcctgcct 


gccggggcgc 


aggggcccgc 


ggttgggctc 


cgggagacgg 


aagaggcccc 


12540 


acagctcggg 


ccccacgcag 


tggacgctgc 


cacttaattt 


tggcgtaatt 


gatgtcaagg 


12600 


cgggtgcccg 


ggcccccagt 


gaaatgcctc 


atgaactcgc 


tgcgaggaac 


ggcgctccac 


12660 


gcggtgcacg 


gtggccaatc 


agagctgccg 


cttctgatgg 


aggctgagcc 


ggctggggag 


12720 


gcgtcttggc 


caagaaccag 


ccccagcctc 


gctcagggcc 


ccaacccgca 


gaccatgtaa 


12780 


ttaagctgcg 


ttctgcagcc 


agggcaaggt 


gcggaggggc 


ctgtttctag 


cattggggag 


12840 


gaggaagtgg 


ggaggaggga 


gcggggagga 


aggagtgggg 


aggagggagc 


ggggaggaag 


12900 


gaggagtggg 


gaggagggag 


cggggaggag 


ggagcgggga 


ggaaggagtg 


gggaggaggg 


12960 


agcggggagg 


aaggaggagt 


ggggaggagg 


gagcggggag 


gaaggaggaa 


ggagcgggga 


13020 


gcagaggagc 


agagcgggag 


ggaggatcgt 


cgtgcagggg 


gcctttgtgg 


atgaggctgg 


13080 


gatgtccctg 


cccctccgtt 


ccctccagag 


tctcagctct 


gaacatcttc 


ccgcacctct 


13140 


gaggagccag 


gcctggaaac 


cctctaaaat 


agatttttct 


gcctcaagac 


agaagatggg 


13200 


cgttccaggc 


agagaagagc 


tgcccagtca 


cgtgctctgc 


tccacctggt 


cagagaccct 


13260 


tgacctttag 


aagactggac 


ctgagggcgt 


ggctggtgga 


cctgagggcg 


tggatggtgg 


13320 


acctggccac 


ccagctgtag 


ctttttgggt 


tcctgtggtc 


ccatttcttg 


ggtcaatctc 


13380 


acacctggca 


gctcccagga 


agacaccccc 


aggcccctca 


cactcctggg 


ggcagctgga 


13440 


attggct.tca 


gggcgggacc 


aggggcccca 


tgggtgtttg 


gaatccctga 


tctgggtcag 


13500 


gcaccggcag 


caggattcca 


gcctggcctg 


gactctggtg 


tgtcccgttt 


gaagaaaccc 


13560 


cgccctgtga 


aagttcaagt 


ttagcatcca 


atgacccatt 


taagaggttt 


gctgagccac 


13620 


gtcacaggag 


ggtctgggtg 


caaacggagg 


tggcaacaca 


cagagcgagc 


cttgagcacc 


13680 


caggttaccc 


ccaggacctc 


cagtctggct 


tgggggctcc 


tgctgtcctg 


tggagcagcc 


13740 


ccctgggatc 


agggacgggg 


ctgagctgga 


gagtgtgcag 


gattgattaa 


tgatgtctgc 


13800 


cacggtcagg 


ccaactgctg 


tgtttctggg 


gcccacaagc 


taaaaatggt 


tggaaaaaaa 


13860 


tcaaaacatt 


aatatttgtg 


acatatgaga 


atgctatgaa 


agtcaacttt 


gctatccata 


13920 


aataaagttt 


tattgacata 


gccatgctca 


ctctttctca 


tattgtccat 


ggctgctcgt 


13980 


gtgtccaggc 


acataccagg 


aggctacaga 


cggagctgga 


ttctttccgg 


ccctttgctg 


14040 


gaggcattgc 


tgacccctgc 


tctgaggctc 


cccatggctc 


tcaggatcca 


gaccccaggc 


14100 
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cccctgcccc 


cccaggagcc 


ctcaccatgt 


gccactcact 


gcccacgcaa 


tctgacctgt 


14220 


gaagggcaga 


cagaggagca 


agcctgcctg 


aaaaggagga 


ctctgacttt 


gccactccgc 


14280 


tgccctgcct 


ggccccactg 


tggtgttacc 


aggaaaggcc 


atggcagagg 


gacatgccca 


14340 
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cgagctgccc 


tgggggagag 


cggctggggc 


agggagggca 


gcactgccct 


cagaaagccc 


14400 


cgcggtggtg 


cccctacctc 


ccctgggttc 


caggagtgtg 


gacagaccct 


gctgggagca 


14460 


gatggcactt 


ctgcagctga 


ggcctgctgg 


acgctgggcc 


atgccgggga 


cttgagcctg 


14520 


gggccacacg 


ctcctcctgg 


ccgatgtcac 


cactcctctt 


ccaacagtct 


tggccccggg 


14580 


gtgggcctgc 


tccccgccca 


ctctctgtgt 


ggacggatca 


ttgctgccgc 


cctctgttcc 


14640 


tccctcccag 


gactcagaag 


aggggcctgg 


tgtgaacagg 


aggcaaccgc 


tgacccctgg 


14700 


cctgtgccca 


cgcagaggcc 


acctcccagt 


ctggtctctc 


tgggccagcc 


cctggagtgt 


14760 


gcaaaattga 


aaaatagaaa 


ttcctgggaa 


gtgctgactc 


tcctgcagtg 


ctcagaggtt 


14820 


cgccaggcct 


gtgcctgtct 


tggccgggcc 


cacggctctc 


aatgtggtgg 


ccgccatccc 


14880 


gccagccttg 


gccgctcggg 


gactgtgggc 


tgtgtgcctc 


tgatgttgca 


tgggagctca 


14940 


gatcccccat 


ctgtggactg 


aggcctctca 


gcctggtggc 


cgctagaccc 


aaataacacg 


15000 


tggacccggc 


ccggccgggt 


cagaccccat 


cgaacacttg 


ggggttcctg 


tcaatcacag 


15060 


gccctatgcc 


ttgcccggtg 


cctcaacgcc 


cacggggtca 


gcctgttcca 


cttcctgaca 


15120 


ccctcctctg 


cactgggcca 


gcctggcaac 


cccacctccg 


ccacaacata 


accccggatc 


15180 


tgccccaccc 


ccaccctccc 


acagaacgcc 


actgcgctcc 


cgcccaagtc 


agtgtttcag 


15240 


gaggagcaca 


gcagaaggtg 


caggaagccg 


agtctggcca 


acaccctcca 


gaaactcatt 


15300 


cctgcatccc 


cctgggagac 


ctggactggg 


acatgggcac 


agggaggacc 


tctatgctct 


15360 


ggggcgtggg 


ggtgggtaga 


gtcaggaggg 


gatgtggcag 


gaaacatgcc 


cagccgctct 


15420 


ccgaatctgc 


aggaggcacc 


tgccatgcag 


ctcggacctc 


cctgggcttc 


cgggcttggt 


15480 


gaccacaagg 


ctgggctgag 


ggtgggggca 


gctggcccag 


taggggcggc 


gcaggtgacc 


15540 


cagaacaggg 


gctgtgggag 


gttaagggct 


tgctggagcc 


aggctccggg 


gctcctggag 


15600 


gaggggagac 


cacaggaaga 


cctggtcctg 


gagggtcctg 


gccccgtggg 


cactccgtct 


15660 


ttcttcctaa 


ggaacaacca 


cacctctcct 


gcagcccgag 


cttttcttag 


agaccaagga 


15720 


ggccgaacaa 


gaagcatatt 


ttccacataa 


cctttgcttt 


cccatgggaa 


gggacgatgg 


15780 


cctgcacttg 


ctggcagttt 


tggaggcatg 


cccagaagtt 


tgtgtatctg 


tggatgctgg 


15840 


gccaggcatg 


ggcgggaccg 


tgttgggagg 


ggcctcgttg 


ctggtgtcga 


gggaatgagc 


15900 


tcctcacagg 


cctctggaca 


gtggccccag 


ggcgcccagc 


cccttcttat 


cctaatcgag 


15960 


atccctagag 


gacaccctgt 


gtcccctgag 


ttctccaggg 


ctgaggctat 


ctctgcccca 


16020 


tgtctcaagc 


ctcaagaggc 


tcccctcttt 


cttacccgaa 


gaaactgtgg 


ttggcaggac 


16080 


aacaacagt c 


ccccaaacgt 


gt ccacgccc 


caat cccagg 


accccgt gac 


cctgt cccca 
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agtggtacag 


gaactctgca 


gatgggactg 


agttaaagac 


cccgtgactc 


tgcccccacg 


16200 


tggcacaggg 


accctgcagg 


tgggactgag 


ttaaggatct 


tgagccagga 


ggtcatccct 


16260 


gtataattct 


attctatgcc 


ataatctctt 


tacatataaa 


ataaacctaa 


ttgtatgtaa 


16320 
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tctgtattta 


tatattttat 


ttatgttcct 


tcctccttat 


aggagcgagg 


caggaagtga 


16380 


ggccatggga 


gcagaggtca 


gcgagctgca 


gtgtgaggat 


ggaggagggg 


ccacaagcca 


16440 


agggatgcgg 


gcggctccag 


agggtggggt 


ggcaggaagc 


aggttctcta 


egggaggetc 


16500 


tggaaggagc 


cagccctgca 


gacagcaaga 


ttttagccca 


gtgagacccg 


ctctgacctc 


16560 


caggacagga 


agacgacacg 


tcgtactgtt 


ttaagggctc 


attttgtggt 


ttgtggaggc 


16620 


agccactggt 


tctgacacca 


atcgaccctg 


attcctccag 


tgagtccaag 


agcacagaac 


16680 


agactcccac 


tctggctgag 


gacacggtga 


gggaactgtg 


gtgaccccag 


ttccgttcat 


16740 


gtggctgtca 


ctccaggagg 


atggctctag 


agcagggagg 


ggccaaagaa 


ggegaaagea 


16800 


gacaacgggt 


agcccatgct 


gggaggggtt 


gcatgtgtgg 


cagccacctc 


tgagcggggg 


16860 


acacctgagc 


tgggacctgt 


gcggtcatct 


gggagctgag 


gactccaaag 


accatgtcag 


16920 


gttgaagcca 


tccagcagga 


gtgacctcag 


acccagaagg 


cagcagtgag 


gctggactgg 


16980 


ggacagctgg 


agagatggag 


acacaggggc 


cagcagtgat 


ggggacagga 


tgctgtgtga 


17040 


gacatccctg 


gtgatgcctg 


gcaaggtttc 


cagcagggga 


tgggtagggt 


ttgctttgtg 


17100 


ctttcagaga 


agctctccag 


tggctggaag 


ggtaggggta 


gcccagcttc 


agtgccaggt 


17160 


gctggggtca 


gacaatgcgg 


ctccctccac 


tccaggtggg 


gaagggttac 


cccatggacc 


17220 


ctcctcgatt 


ctctggccca 


gaagggtcat 


gtcaggagga 


tgggcgtggg 


agetgeatet 


17280 


ccctggagtc 


cctactttcc 


tctttctcag 


actgatactc 


tccaggggag 


cagagctget 


17340 


ggtggctcat 


taattgtgat 


caactgtgaa 


ccctgaggga 


attgttttac 


ttgagggaag 


17400 


gtggggcaga 


gaactgagga 


gggagggagg 


cttctggtga 


gaaccccatt 


tcccagatga 


17460 


cccctgacag 


cacccctgac 


cccaggacat 


ggagaccact 


gcccacaaag 


ggagcctccc 


17520 


tgcagctgga 


ggggctgctc 


cctgctccgg 


tcccctcagg 


ttggactgag 


gctcggcttc 


17580 


aaaagggccc 


ttgggcggga 


gccaccttcc 


aggcagtcac 


ccccgccccc 


aatggtggga 


17640 


cccagagggc 


aagaaataga 


cacgtctctt 


tccctggatt 


gcagggacct 


ctagccaagc 


17700 


aactccactc 


atttcagcat 


aattccttat 


tcataatgtg 


tgagtgaggt 


ggcaagggee 


17760 


ataaaatcag 


ccaataatac 


aaaatcttgt 


agtcttgttt 


tgcagttctt 


tcccagggct 


17820 


atagcccgaa 


tgtttatgtg 


tcccccaaat 


tcctatgttg 


aaattagaac 


acccaaggca 


17880 


atggtattca 


gaggtgcggc 


ctttaggagg 


ggactaggcc 


atgggggtgg 


ggccctcctg 


17940 


aatgggatta 


gtgcccttcg 


aaaaggaacc 


ccagactgac 


ctctcacctc 


ctgcactatg 


18000 


tggggacaca 


cagaggaggc 


accatggatg 


aaccaggaag 


ctggccctca 


ccagacacag 


18060 
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gcaccattcc 


caccagcaag 


gcgcaagagt 


tctaactgct 


ctgcagcctc 


accaacacgt 


18180 


gttattttcc 


atgaccttta 


ttatgaccat 


cctagtggat 


ttgaagttgt 


atttctttgt 


18240 


aattttgatc 


tccattttcc 


taatgactaa 


agatgttgaa 


catcttctca 


caggcttatt 


18300 
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ggccatttgt 


atatcttctt 


tggagaaagg 


tctattcaag 


tcctttgctc 


atttatagtt 


18360 


gggttgtctg 


tctttttgtt 


gttgagttat 


aagaattatt 


taaacattct 


agacctgagt 


18420 


ctcttatcaa 


atatgtgatt 


gacaaatatt 


ttctccaatt 


ctatagattg 


tctttttact 


18480 


ttcttgataa 


taccccttga 


tgcacaaaag 


tttttaattt 


tgatgaaact 


gaattttttt 


18540 


tcttgtcttg 


ttcgtgcttt 


tggtgtctta 


tctaagagtt 


cattaccaca 


tccaaggtca 


18600 


taaagattta 


cctctaacat 


tttactctga 


gttttatagt 


tttagctctt 


acattaagat 


18660 


atttgacaca 


ttttgagttt 


atttttgtat 


attgtgtgag 


gtaaatgatt 


tttttttgct 


18720 


tgtgaatata 


tagttgtctc 


agcaccattt 


gttgaggaga 


ttattctttc 


tctattgaat 


18780 


tgtcttggca 


catttgttga 


aaatcagttg 


gccatagata 


tataggcttt 


ctctgaaata 


18840 


gattctatgc 


tattggtcta 


tatgtctatc 


ttgatgaccg 


catcatacta 


ttttgactac 


18900 


tgtggctttg 


ttctaagttt 


tgaaattaga 


aaatatcagt 


cctccatttt 


tttctcctct 


18960 


ttcaagattg 


ttttggccac 


ttgaatctcc 


ttgaaatttc 


atataaattt 


gaggattggg 


19020 


ttttcatttt 


ctgcaaatga 


tccttggaat 


tttgatagag 


gttgcattga 


gtctgtagat 


19080 


cattacggat 


aatattgcca 


tcttaatatt 


aaggccccca 


atccatgaac 


atgagatatc 


19140 


tttccacttc 


attcctaggt 


attttattct 


tttgggtgag 


attataaatg 


aaattgcttc 


19200 


ctaccttctt 


ttcaggttgt 


tcatggatgg 


tgtatagaaa 


cacaactgat 


ttgtgtgtgc 


19260 


tgatcttgca 


ccctgcaaat 


ttgttgaatt 


cattcatttg 


ctctaaaggg 


tttttttttt 


19320 


ttttgtaaat 


attttggaga 


tttctgtata 


taggataatg 


tcatctgcaa 


atagagattt 


19380 


ttttttcttt 


tttccccagt 


ttgaatgcct 


tttatttctt 


tttcttgcct 


catttttctg 


19440 


gctagaactt 


ctagtatgat 


gttgaatatt 


agtggtgaaa 


gtgggcatcc 


ttgccttgtt 


19500 


cctggtcttg 


gcggaaagct 


ttcagtcttt 


caccactgga 


tataatgtta 


gatgtgggtt 


19560 


ttccataaat 


gccctttatc 


attgtattag 


gccattcttg 


cattgccata 


aagaaatgcc 


19620 


tgagactggg 


taatttataa 


agaaaaggcg 


tttaattggc 


tcatggtttt 


gcaggctgta 


19680 


taggaagtgt 


ggtgctggca 


tctgctcagc 


ttctgaggag 


gcctcgggaa 


gcttcgaatc 


19740 


acggcagaag 


atgaaggagg 


agcaggcagg 


tcacatgata 


aaagcaggaa 


caagaggggg 


19800 


tggggagatg 


ccgcactttt 


aaacaactag 


atctcacgag 


aactcactca 


ccatctcgag 


19860 


gacagcacca 


agccatgaga 


gatccaccct 


cacaactcaa 


acacctccca 


ccaggcccca 


19920 


ccttcaacac 


tggggatcac 


agttcaacag 


gagatttggg 


cagggatata 


tattcaaacc 


19980 


agatcaatcg 


tattgaggaa 


atgcccttgt 


attcctagtt 


ttccaagtat 


tttgtcatgt 


20040 
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aLgctttttc 


tgcctcagtt 


gagat gacca 


tatggatttc 




tcaactttgt 


tttattaatg 


tggcctattt 


tggtgcttga 


gttttatacg 


tggaatcgtc 


20160 


cttgcattcc 


tgggataaat 


caaacttagt 


caggatgtat 


aatctttctc 


atatgctcct 


20220 


gggagggtgt 


ggaggctcag 


ttccccacta 


ggccctgctg 


accccatccc 


ataagagatt 


20280 
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gggtcaccac 
gacaccactg 
tggagtggcc 
agggggctct 
cttctcctgg 
cctgtctatg 
tgagtctgga 
cttttgggtt 
aagtctccaa 
tcagaggcaa 
cacacatgtc 
tgatgggcga 
tttattattt 
agttctcata 
aaaggactat 
tattggctag 
gtgcaataat 
tgccttgtat 
attttcttgc 
ttaaaacaaa 
ttatatatgg 
aatattatac 
acagatattt 
ggtgtgcgtg 
taactgattt 
ttatttattt 
tttttaaaat 
taaaaatctg 
gcatgcgtgc 
agcaggcaaa 
acacagacat 
tgccagggag 
aaggactctc 



ctatttccac 
agtgaggaca 
tctctgaaac 
gttgtttgac 
agagttttac 
atgtgtggga 
ggctcccagg 
ttagtgggaa 
ttcaccccct 
atctgaggag 
cacatgacca 
ctcttcatat 
ttatagggat 
gtttagctgc 
ttgtctctcc 
gacctctaat 
atttccaaag 
ccctagcttg 
ctctgttgag 
gtgtttctga 
atggacttga 
tagacttaca 
actattccta 
tgtgagatag 
gttcacttct 
tatcagtatt 
ctgtactgtg 
ttcccacctg 
agtaagtatg 
gcagctgttg 
aggtgggaat 
tgctctcaca 
cctgtgccag 



catgcagggg 
tcagagaact 
cacattggtg 
caccctctcc 
tctgtcagtg 
ggcaataagg 
cggtggcctt 
gatccaggaa 
tttgagtatc 
tgctggcacc 
ggccatcctc 
ctttcttccc 
gataatgatt 
atatttctct 
ctcaattcct 
acaaactaaa 
ttctattatt 
ctgagaattt 
gtgatcacat 
gattgagcca 
ttttctagtg 
cattacttgg 
gaaagtttgg 
agggagagag 
tttgtatttt 
ttccaattta 
tctacaaaca 
catgtgtctc 
taatcctggt 
atccaggagc 
ggtgggttag 
ggtgccccat 
ctttgaccaa 



ataaatgatc 
gccacctgcc 
tctggctaga 
tcatgctttg 
atgactgcag 
aaacccaggg 
ctaggctcct 
gattgggccg 
ctttgaggtt 
tgcatgctgc 
agtggccttc 
cattgcaaag 
tttgtacatg 
gagcttctgt 
agtccttgtc 
tataagtgtg 
aaatgttatg 
atctgattaa 
ggctgttctc 
gctttgcatt 
tttctttagt 
gtagtttcct 
tgaaacttgc 
gttcagttac 
tgagtcaatt 
ctaacataaa 
cacaatattc 
acatgcacac 
gactgcacag 
ttttgatgca 
ggctgtgctg 
ggccacctct 
cactgccttg 



cactctctgc 
tctgcagggt 
gtagggatga 
gctgggagga 
gttgaaggcc 
cactcagcac 
tggttgtgtt 
ctccattttg 
ttgatgggaa 
atgtcttcct 
acaaagatca 
ggaattactt 
aagcctatac 
gcaattatat 
ttttttgttt 
ataatgggcc 
atgtttgctg 
cgctgcaatt 
cttccagtgg 
cctcttcatg 
ccttgtcctg 
tacatgaaaa 
ctataaaacc 
cattttgatt 
ttaccatagt 
gtgcttggtg 
tatttttctc 
acacagcact 
accccgtggt 
aggttcatct 
tacctggcca 
gttgccccca 
gctgtgaacc 



tcagccggtc 
gggggtgagg 
caatgcctaa 
aagctccagg 
actgcagtgt 
cacgtcatcc 
atgtgcagga 
gtggaaacag 
cgtgatgact 
acatccacgg 
catgtgtcct 
ttaattgttc 
tttgctgatt 
tctatacgag 
tgtcttgtga 
tttttgactt 
tatttttttt 
tgtggactgc 
ttcatgtggt 
acatactgtt 
ttttgatatc 
acttttaaag 
tggatccaga 
tgttcagtgg 
ttttgtaaaa 
tgatttacag 
tatcctaatt 
gatggaaaca 
ggaggagaac 
tgggatctag 
ctctggacca 
cagcccaagg 
aaactggaca 



20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
22260 
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gaaacagtgt 
tccctgatgc 
gggaggggtg 
ggccccccac 
tggaatgtgg 
ggtgtcggat 
ggccatgcaa 
tgacactgtg 
gcacggctag 
aagaactcgg 
gacctcacag 
cttcggtgac 
acccagatgc 
cgggagctca 
gtcaggagtt 
aaaattagcc 
caagaatcgc 
tccagtctgg 
aagaaaaaaa 
atgcaatgta 
ccacatctat 
aagatgtcat 
aataatgata 
agcactcaga 
agtaaccctg 
gggatggccg 
ctgtcaccat 
cacactggag 
ggaaggaagg 
ttcggggagc 
catgtttttg 
agaggctctg 
tggctggagc 



ctttgccaca 
aaggatggtg 
gggccacaga 
ttggacttta 
cctgctgatc 
gcactagaat 
ggaaggaggc 
cctcaggtgc 
aatcaggcag 
acaggccagg 
actctccgca 
cttggcaagg 
ctgccaccaa 
tgcctgtaat 
cgagaccagc 
aggcatggtg 
ttgaacccag 
gtgacagagt 
agaaagtaaa 
gatttgggaa 
ttccagggga 
gatcatcttt 
cttgggaaca 
gaggccaaga 
ggcccacaca 
ggtgctgggg 
gctcagaatt 
ggcaacttgt 
gagtgtggcc 
caggacagcc 
ccctgatacc 
ggcaggtggg 
tgacggcacc 



agttcacgcc 
cagggcatgg 
aggagaggcc 
ctcacttctc 
cattttccag 
tcagacttca 
ctcgtctgaa 
tgtgagtcca 
agtgatgggg 
gctgtaccag 
caattgccca 
ccccttcccc 
tgtttcacag 
cccagaattt 
caggccaaca 
gtgtgcacct 
gagatggata 
aaaactctct 
actgctgttt 
tttaatgcaa 
attttaattt 
gagaaatgtt 
taaaattgct 
gtgcatcttt 
ctggctgctg 
tttccaggtg 
gacacctgag 
ttgtgtaggg 
gataaaggtt 
cgtgcgcctc 
cccagcgcgt 
gttccgctgg 
tgctccttag 



tggtgaggga 
acagcaggaa 
cgagaggcat 
atgggcactc 
atggagggac 
actcctgtcc 
ttgcccttcc 
ggcgagttca 
cccaggacgt 
agttcctatc 
aatctctgcc 
agaatcactc 
atggtttgaa 
tgggaggcca 
tggtgaaacc 
gtaatcccag 
ttgcagtgag 
caaaaaaaaa 
aagagtctat 
tcaatgagtt 
tcttggtctt 
tgtttagggc 
tctgaataaa 
atgaatgagc 
ccaaaagctc 
cttggattct 
acctgcactt 
ggtgatctta 
gcagcaggat 
aactttcccg 
catgggttaa 
gctgggtgag 
atttaaacca 



gagaactgag 
ggtaccttga 
ttgtggccaa 
cacggcgggt 
tgaggctgag 
tgttcaaccc 
caggggagcc 
gctcagtgta 
cctgccagcc 
agactggggg 
tccctctgca 
tctttatctc 
agtaaaatta 
aggcaggtgg 
ctgtctttac 
ctactcagga 
ccaagattgt 
aaagaaaaag 
tttaaaaaaa 
ggcaatttca 
tcttttatag 
atccagggcc 
cgtctggctc 
atggggaacg 
cgtcttcagg 
gctcctgcca 
tggtttgggt 
ggaaatccgg 
cggctgtggc 
ccggaggggc 
ggctgctcca 
gtggcgaggc 
gccgtgacat 



acacgtggag 
agggaaggct 
gagtaacaag 
cctcaggccc 
ggccaggtgg 
ctcctcttcg 
aggctcaagg 
agggccccta 
ttgcttcctg 
cttgtgagga 
tgcaaatggc 
attttgtgca 
gctgagcaca 
atcacatgag 
caaaaataca 
ggctgaggca 
gccattgcac 
aaaaagaaaa 
aagtaattgc 
gggtgcactt 
caggtaaagc 
tttaagtggg 
ataaggcagc 
aaacaggctg 
gagccgcgtg 
gggagccagg 
cccccagaga 
tagggtgtgg 
tgcagggatg 
aagggagccg 
ggcctcaggc 
ctgagggaag 
ttccaatatt 



22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
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cgtggttttc 
ctcctttctc 
gacactccca 
tttgcggtca 
ctaatgtttg 
aataatctgt 
tgcctaagag 
catcactgac 
accacaaaca 
ttgcatgcat 
acagatacac 
acacaccaca 
ggagggagtg 
aaaccagctc 
ctcctgcccc 
gggcagcctg 
gctgcagccc 
cagttggtag 
gacatcctcg 
tgccagaggt 
gaaactatgg 
cccgctcctg 
aagcctcacc 
ggagaccttc 
tccctggcac 
cctctttgtg 
gtctctcccc 
tatcccccat 
ttacccatac 
tggaaaaaaa 
tgagcacagc 
gtcccggtga 
gttcagaacc 



aaggcacttt 
agtaaatact 
gatccctgcc 
cactccagga 
cataagtgtg 
tttggttttg 
tccagggtaa 
agcaccagat 
cacacacaca 
gcaaacctgc 
acagacgcac 
catacggaca 
tgtggttggg 
tgaggcctcc 
accacctccc 
atggggagga 
acctaggtgt 
ggaggtaccc 
ccgggacaag 
gctgcttaga 
aagaggtggg 
ctgtctctga 
aagtacctcc 
actccctggc 
ccacactagg 
gctcttaagt 
ctagactgtg 
ggagaccaga 
atctctcatg 
taattttcaa 
tgcagggagc 
ccggtgactg 
tcggacagcg 



ctcatttgta 
tgctgagctt 
tcttgcagat 
tgtttgtcat 
acttttctga 
tacattctgg 
agctacgggt 
ggaaagagcc 
cacacacaca 
atgtgcacac 
actcaccata 
cacacatgtg 
ggcttacggg 
ttaagactcg 
aaggaggtga 
gatgtgatga 
actttggatg 
ctctggcacg 
gcaaaggccc 
agcagagtcc 
aggaccacag 
ttacttgaat 
aaccaatctt 
acccacactc 
ccagtgcccc 
cagatgtgac 
ctccatgggg 
gctaggcaca 
tcattaagaa 
agttccctgg 
tgcgcggggg 
ccgaggctct 
ccgcggccca 



aacgtggtca 
ctggggagtg 
gctggtctct 
ggggctctga 
atgcgttggc 
taaattctgc 
gacaatgcca 
cccgcccctt 
cacacaccat 
acagacacac 
catcccacac 
cacacagtct 
gtagggaaac 
gttttctcat 
tggaacttca 
gtgggtgccg 
agcagagttg 
ggaagggctc 
tctccacccc 
agaggcagca 
agatcctctt 
cagtgctgga 
ccatcttcgg 
cctggcaccc 
ggttttatgc 
cacacgccca 
tggacccagg 
gagtacagca 
caatgaaact 
agttcgttgc 
gagccgcaga 
ggcaggcgga 
tccggccagc 



ccaaaagagg 
ctggcagttg 
tctgtctggc 
ggagcgggga 
agagacgggg 
aagcgagact 
ggtagcaacg 
ccatacacgg 
agaaacgtag 
acgtaccaca 
ataggcacac 
gtgtctgtgg 
ctggtttggt 
gtgtcgcatg 
aacatggtga 
tgagctgcgg 
aggcagtcag 
acttgaggct 
aggtccagcc 
gccaggggct 
ctcaggtgag 
caaaggacca 
ctcaaatgcc 
acactccctg 
cattataaag 
gtccggcaac 
ccttgtgctg 
gcaccccaac 
atagcacaca 
agtggaatcc 
gctgggcact 
gggcggggtg 
cagaagctgg 



acagaggccc 
gtggccacca 
acgcatgacc 
gtcgacggct 
gtgagaagca 
cccaaacagc 
tctcattcag 
atgctcatgc 
acatgcaaat 
caccacacac 
acatacacac 
ttactgacca 
ctccctgctc 
ttggtgaagg 
cagatggaga 
acggcaccgt 
taggttgggg 
ggatgcatga 
ttcacagagc 
ggccagactg 
ggctgcctcc 
tctcatggaa 
ccctgctcat 
gcacccacac 
caacacattt 
cgcacgggag 
tttttactta 
tttcagccgg 
cacattccag 
atggcccagg 
tgcgaattaa 
cggagatgcc 
gtttcatctg 



24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
24840 
24900 
24960 
25020 
25080 
25140 
25200 
^25260 
25320 
25380 
25440 
25500 
25560 
25620 
25680 
25740 
25800 
25860 
25920 
25980 
26040 
26100 
26160 
26220 
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ttttcttggg 


gactccagga 


ttacggagta 


ttgccatgat 


aggggccaga 


gtgctttatc 


26280 


ccccaaagca 


ccccccaaaa 


cgcggcacgg 


gtgcaggctc 


cggcctcaac 


acctgctgcc 


26340 


ttgccgtgtg 


atctggggtg 


gagcttcctc 


acgtctctgg 


ggctgtttcc 


cacaggagga 


26400 


agaggtttag 


ttcagcctgg 


aaggagggca 


tcccatctga 


gccgagacct 


ctttgagggt 


26460 


ccttgtatgt 


cacctgctgt 


ctgtcgctgg 


ttcgccttct 


ggcatctttg 


atacctcccc 


26520 


agtcagagac 


ctctgtttgt 


gccaagaagt 


catctgctgt 


gtcttcaaac 


aagaccgtag 


26580 


gaggcagagc 


ctctggtgct 


ggcacatcgc 


agaagctaat 


acctcgtcac 


caacggagtg 


26640 


aagagaccac 


ggctttcccc 


tttccttcct 


gtattccagc 


ttgcatggat 


gccagcagaa 


26700 


ttcaatctaa 


agtggaaaga 


gaaaagtaaa 


caaacctgag 


aactttctgg 


atctctgcag 


26760 


agctgggcac 


tttgccagta 


caggttttat 


tggagggaag 


tggtgggttg 


cttcctcgtg 


26820 


ttcccatcgc 


acaggctgga 


gtaaactagc 


tccgtaagca 


ggcttgcctt 


tggccgacag 


26880 


atgacaacgt 


gtctgcatgt 


agacatagac 


tttacaaagg 


gctagagatg 


gctggtggtt 


26940 


ctcatgggga 


gatggccctg 


aggctgatca 


gtgtcattcc 


agtcaaaggg 


ctgcctctta 


27000 


ggggcacgtg 


acatccccca 


gcacccgacc 


tgcccggaca 


accagccacc 


aggcagacag 


27060 


gagtgagggg 


gtgaacgaag 


tatggactga 


atccacagcc 


tacctggaca 


acctcaccac 


27120 


gaagacagga 


gtgaggaggt 


gaacgcagtg 


tggactgaat 


ccacagcctg 


cctggacaac 


27180 


ctcaccacga 


agacaggagc 


gagggggtga 


acacagtgtg 


gaccaaatcc 


acagtctgtc 


27240 


tggacgacca 


gccaccacgc 


agacaggagc 


gagggggtta 


acgcagtgtg 


gaccgaatcc 


27300 


acagtctgtc 


tggatgacca 


gccaccacgc 


agacaggagc 


gagggggtga 


acgcggtgtg 


27360 


gaccgaatcc 


acagtctgtc 


tggacgacca 


gccaccacgc 


agacaggagc 


aagggggtta 


27420 


acgcggtgtg 


gaccgctgtc 


atggctcaca 


gcagcctcaa 


cctcctgggc 


tccagtgatc 


27480 


ctcctgcctc 


agcctcccaa 


agcactgaga 


cgaacataga 


cgcaggcaca 


catgcacaca 


27540 


ggctgtgaaa 


tgtatgtctc 


caagtggctg 


cgggcccctg 


aagggctgct 


gcagccctgg 


27600 


ggctttgctc 


ttcagagcca 


tgtcgaggga 


gcagtagcgg 


gagccacatg 


tgacccccag 


27660 


atccagacag 


agaccacttc 


cagcccccag 


gaggcccaca 


ctcccctcca 


ctccacagcg 


27720 


cccccaaagg 


tgcccacgtc 


tctgaccccc 


accctgggtg 


agtaggagca 


cgtagcaggt 


27780 


gcccctcacg 


tgcagctctc 


tcatccacac 


atactcacac 


atgctcacac 


aggaaagcac 


27840 


atgcccgctg 


tgtcctgctg 


cattgctggg 


cagtgt ccac 


tgcacgtcgc 


tcgctgcatt 


27900 


gctgggcagt 


gtccgcggca 


tgtcgctctc 


tgcattgctg 


ggcagtgtct 


actgcacgcc 


27960 


/T /~~* 4- 4™ ^ /~Y ^ 

ycLugcLyCd 




gLgiCLdCLg 


cacgccgctc 


gctgcattgc 


tggggagtgt 


Z O U c. u 


ccgctgcatg 


tcgctcgctg 


cattgctggg 


cagtgtccgc 


tgcacgccgc 


tcgttgcatt 


28080 


gctgggcagt 


gtctactgca 


cggtggacgc 


tcctgcactc 


atggatgctc 


aggctgcttc 


28140 


ccgttggacg 


cgattgtgag 


tgacgctgct 


gtgagcctcc 


aggtaccggc 


cttggagcca 


28200 
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gcaaatgctt 


tcatttctcc 


catgcaacat 


ctggggctgg 


aatttctggg 


tcatatggtg 


28260 


ggtgtatatt 


tgactgtact 


agaaagtgtc 


aagcggttct 


gaagtggccg 


caccatgcac 


28320 


agccccagac 


agtgtgagcg 


tccgctgcct 


gcagcccccc 


agcactgccc 


agccagtctt 


28380 


tccggtttgg 


gccattctgg 


tgggggtgag 


gcagcactgc 


acagggtctt 


atttccattt 


28440 


cccgaagccc 


atatgttttc 


tctctggagg 


acgggggact 


caaggcaccc 


tccccgcccc 


28500 


ctcctgcctt 


ctccataaat 


ctctccctct 


gaaaaacaca 


atcaataagc 


cacagagccc 


28560 


aacatgcgac 


cgcaaagccg 


ctccattatt 


aagtctgtaa 


ttgctgagaa 


ttaatttgct 


28620 


aattgcacgc 


aactaatctg 


cgtcctttct 


gttttatatc 


aattaacaga 


gtaattaaaa 


28680 


aaagcaatct 


tcgtgtcagc 


tcctccctgg 


cagacttagc 


ctgccagagc 


taatgagaca 


28740 


ggccaccctt 


cagccaacct 


cattagtgac 


gaccgtgcgg 


ccaggaagtc 


cttgatgtgc 


28800 


gatgtgcagt 


agctaacaag 


ggcccccctg 


ccgcgaagca 


acaacttgct 


gggcatggag 


28860 


cagggaccca 


cgggtcccca 


tcattgcctc 


cgggctggtg 


ggacccacaa 


ctgtgccaac 


28920 


acaggggctt 


tgctgggctg 


gcaagtgcag 


ggggccccag 


ccaggcagtt 


tcagaagagc 


28980 


aggcacgacg 


ccaaggccta 


ggaaggaggc 


cacagaggcc 


cgagtatccc 


agggggtctt 


29040 


tgctgggatc 


tggcattggg 


tgcctctccc 


gctacgcagg 


gatggagaga 


aaagacaccg 


29100 


agagtcctgg 


ggctgatgaa 


gagcttgagc 


tcggagcctg 


accacccaca 


gacagcagag 


29160 


tgatagacgc 


ctccatgaca 


cagaacgcag 


ccctccctgc 


ctccagccca 


caaagcctcc 


29220 


tcctccacag 


cccgacaagg 


gccagtgctg 


ggccagctgc 


tggaggacag 


acagccacgc 


29280 


caggggacac 


cacagctccc 


agctccctcc 


tgcgcctccc 


cggccaccat 


gaggatggaa 


29340 


gacagcacca 


aggacgaaga 


agagagcctg 


agcagaggcc 


aggacctggg 


ccaactcagg 


29400 


gaccaggcaa 


gcacaccttg 


ccatcttgcc 


tgtcccctct 


gctgagcagg 


actattgctg 


29460 


ggactggccc 


cctccacagc 


acccaagcca 


gccttgggca 


aaaggtgctg 


tcatcccagc 


29520 


tgacccctgg 


tgccagcccg 


gtacacacca 


gtgaggggat 


caccagggag 


gcctggtgcc 


29580 


agcctggtgt 


gcgccagtga 


ggggattgcc 


agggaggcct 


ccacacagac 


tgacctcttt 


29640 


tggtgctggg 


ggaggggctg 


ccactgtaga 


tgctctcagc 


tggggaacct 


tccccagagc 


29700 


aagctgctgg 


atgtgcaggg 


gccccgggca 


tgctgtccag 


caggtcctcc 


caggctccca 


29760 


gctgccccca 


tccatggcct 


tccgacacag 


ccgccagccg 


ctgaccgaca 


tcaggtgcct 


29820 


gtgcattgct 


gggcccaccc 


tccagcactg 


tcacgttcat 


cttagcaatg 


gctcatgagg 


29880 


ttggatggct 


cctgtccatg 


ctcagccaag 


gatccactca 


gagcagttca 


gtggccttcc 


29940 
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gctcctggcc 


accgctcagc 


ctgcccctgc 


tgccaacacg 


gtccgaatga 


ccactgtgtg 


30060 


tcccatgcgc 


ctccacgggc 


ccagaggctt 


gtgtgtgcca 


ggctcagcac 


ctcaggaccc 


30120 


tcggtctgat 


cgctcgatgc 


ccaggaagcc 


caggaagtgc 


ctgtgtcccc 


ctcatcccct 


30180 
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gcacagt cac 
tttctcctgt 
ctcacccaac 
tgctcccacc 
aagtcctcgc 
ccccgccttc 
cctctggcct 
ccttgggtat 
ccaggtgctc 
gaggggatgt 
tggagcccac 
cacgtgtgta 
gagtgtgcac 
tatgtgtgtg 
acggtcaccc 
ttgctcccct 
cacagcctgc 
agcagaaaaa 
aactcgtgta 
gatacagaaa 
agaatgggct 
actatccagt 
caaaaaatgt 
caggcagggc 
aggggcagcg 
gcactaccca 
ccgcagctcc 
gtgcatcaag 
atgtcatcgg 
gcaagcaggg 
atggcaccat 
ttccactgta 
ctttccacct 



cccaacacga 
accctccagg 
gaaagcctgg 
ctcctgtcaa 
ctcccgggcc 
catctcccct 
gcctggcccc 
ccagccctgg 
aggaaagcag 
gtggagctgg 
acgcacagag 
tatgagtgtg 
ctgtggctgc 
cattgggagg 
gccctgaaac 
cagggtcact 
agcatctcag 
aaaaaaaggc 
cgacacggaa 
ggtgacgaaa 
tgggcagacc 
gtcactatta 
atgaaactat 
caaagcttct 
agctcacggc 
gggctggatg 
tgagaacgca 
gtcctgttgc 
acggcccagc 
ctgatgccgt 
cctcacatcc 
aggaccctgt 
cagggcgtct 



gtccctgcac 
tcctggcccc 
ccctgccctg 
ggcgactcca 
caggctctgc 
tgcccaccag 
cccacatgca 
ggaagagcca 
ggagcaggaa 
cagcattctg 
cccggggcgt 
gagtgtgcac 
ggtgcccagg 
caggaaccat 
gaaagggacc 
taagagtcag 
ggcctgtctt 
accaaactgc 
gagacaaaag 
catcacagat 
actcacagaa 
aagaaatgca 
gaagctcgat 
gaccctggcc 
caggcagcgc 
cgtaacgggc 
tccggaggca 
tctgcaacaa 
ggtcagaagt 
agcttttccg 
tctgaatcca 
gatgacactg 
gacttaagcc 



cccccttcct 
tcccctcccc 
aggcccccgt 
ttcctgggcc 
cacctgcctg 
agggtggggc 
cacagggtga 
ggccagggtg 
actcctggaa 
ccaagtgctc 
ggcactcata 
acgcatgctt 
tgcatgtatg 
gacgactgca 
cccaggtcac 
gcgagtccac 
ccaccccagc 
accaagcgtg 
cgttgccggc 
cagtgggaaa 
gaaatcccaa 
gatttaaata 
gcgtgtgatc 
cccagggagg 
cacagcactg 
cccccggcca 
aggccaaagt 
ctcaccacaa 
ccaacgccat 
gcttctggaa 
cattctcctc 
caccctcaga 
tgcctggagg 



gacctccctc 
cagaatgagc 
caaggggcag 
attctccatc 
gctcagcctc 
cccagacatg 
ggcggggcag 
aggctgaggg 
ttgggaatta 
ccccagagag 
cacacgctcg 
gtgtgtgctt 
tatgctcccg 
cagcccagca 
ccaggctgga 
aagacctgct 
ccattgtcat 
caacagatgc 
aacttgtttg 
acaactaaac 
aagccaataa 
aagtttgact 
atcagcagag 
aacccagagg 
gcgaccctca 
caccccaccg 
cagccatggc 
acagaggggt 
ctccctgggc 
gctgccacag 
tgaatctccc 
ccctggtaac 
gtccctgtgg 



accctgcacc 
ccttcaattt 
gggcaggggc 
ctcctcccca 
cagcccagcc 
ggctcttgtc 
ggaagctggg 
tgctcagctg 
agtgcaagga 
ccagctgcac 
tgtctgcctt 
gagcacattt 
tgcaagcaca 
cggcgccccc 
gggtttccag 
actgcaaaat 
tctgcataaa 
agctcaaaca 
ggacacacgt 
tgcaaactga 
atgacttgaa 
ttcaaactag 
gccgacgctg 
ccagtcaggg 
gggagaacag 
cccatcagag 
acaaacattt 
ggaaacctcc 
tgatgtctgt 
cccctggctc 
gcctccctct 
ccagggtcat 
tcacattcat 



30240 
30300 
30360 
30420 
30480 
30540 
30600 
30660 
30720 
30780 
30840 
30900 
30960 
31020 
31080 
31140 
31200 
31260 
31320 
31380 
31440 
31500 
31560 
31620 
31680 
31740 
31800 
31860 
31920 
31980 
32040 
32100 
32160 
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gggttccagg 
tggccctgtg 
taaacgtgtg 
tcgctgtgct 
caacgtccag 
gcccacagag 
taggggctgg 
aatttttgca 
gttttcccag 
gaggacccct 
tgggtgacag 
ccatggtggc 
tgttgtctgg 
tcacggcaac 
gccagagcca 
aaagcccaca 
cgcagagtcc 
atggtcacac 
caacctcgcc 
ttccaacgtc 
aaaaaacagg 
tgtgtgtgtt 
cgggagtgca 
tttcctgctt 
atttttgttt 
acctcaggtg 
tgaaattctt 
ctcggggtgg 
caggacctcc 
tgtggcaggt 
gagcctgggg 
agggccagca 
gctggatgag 



gttcagacac 
tgtgttttca 
aatggtggtc 
ttccacttgt 
ttgtggaagg 
cagccaggac 
tgctgctgtg 
tatggtgtga 
tgccatttgt 
tgagcccagg 
ccaaacctat 
ccttgtccct 
agcctttcta 
aagcgtattg 
gagccagatg 
cgtggtgatg 
tggggccatc 
cgaggcagag 
gggcttggaa 
tcatcagccc 
tgcccagtta 
ttgttttgtt 
gtgattccat 
cagcctccca 
tagtagagat 
atccacccag 
ttttcatata 
ggccggcgtc 
cagctcctcc 
ggctgtcctc 
atgaatcaca 
ggcctacgtc 
tcctccctga 



ggccactttg 
gggggcattt 
acgtaggaga 
tattttctaa 
agatgggacg 
tgaacttggc 
gctccatggt 
ggtaagggtc 
ttgggactat 
aagctgcagt 
ctgcataagg 
cagcctgcag 
gacacccgtg 
tgggaaggga 
ctggagagtc 
ggagggcgac 
acggcagccc 
aaaactgaag 
ttaaccccgg 
cagggctcct 
aatttgaatt 
ttttgttttt 
cttggctcac 
agtagctggg 
ggggtttcac 
cactttggaa 
accacatctc 
ctattctcca 
tccctcccag 
agcccaaggt 
ggccagatta 
aacgtaataa 
gtcacccaga 



tgggatcatt 
gcgcttatat 
gggcatctgt 
agggtggata 
agggttggat 
ctggatctac 
ttcaagttaa 
cagcttcatt 
attttaatta 
gaaccaaggt 
tggtccctga 
tggacacagt 
acccatggac 
gggccgagat 
tcatgggtcc 
ctggaccaca 
cgcaagggct 
cgtggaccac 
gtagatggcg 
tgctgttagg 
ccagaaaaac 
ttgagaagga 
tgcaaccact 
actataagcg 
catattggcc 
tcccaggtgt 
acacctgcac 
gcgtctctgc 
gtatgtttag 
cacgtcatga 
gcagcccctc 
acgtaaaccc 
acatctacta 



actctgccta 
gcaaataata 
atggggccac 
tgatcttaca 
ttacttggaa 
cctgagcctg 
tttttgatcc 
cttttttatg 
actatttttt 
catgccactg 
gcacagccgt 
ggatgttgtc 
cagcccagag 
gacgccggct 
caaggtgccc 
cacgtgaact 
ctcaaggtcc 
tgtggcccga 
gcacgggctt 
gt ct ccaggt 
aagaaattct 
gcctcactct 
gcctcctgag 
tgcgtcacca 
aggctggtct 
gagccaccgt 
agggcatcct 
cccaagtcga 
cttgtcattc 
atattctggt 
aaccctctcg 
cttctctgcc 
gtcacagcca 



ccacaccatg 
catatatgaa 
acctgtatct 
gaggatagct 
acacaatggt 
ctcagtgcag 
atttcaagtt 
tagatgtgca 
tttgagacag 
cact ccagcc 
ggtttctgca 
cccaagctcc 
acctcaaggg 
gcagagactg 
acagggcaga 
gacgctcagc 
tggtttccca 
ggccagaccc 
agctgacctt 
ttagcaaatg 
tttttttgta 
gtcgcccagg 
ttcaagtgat 
cgcccggcta 
caagctcctg 
gcccgaccca 
tcatgcaaac 
gtggatgaga 
cacacttact 
ttgggcgtgg 
caccaaatca 
aaaaaagaag 
gttattaact 



32220 
32280 
32340 
32400 
32460 
32520 
32580 
32640 
32700 
32760 
32820 
32880 
32940 
33000 
33060 
33120 
33180 
33240 
33300 
33360 
33420 
33480 
33540 
33600 
33660 
33720 
33780 
33840 
33900 
33960 
34020 
34080 
34140 
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cccttcccgg 


gagccaccgc 


tgcaggaaca 


tggcagcagg 


gcagacatgg 


atggggctgg 


34200 


ggccttggtc 


cccctcccgg 


ctcaggccac 


tgcacagccg 


tcctgcccca 


aggccctctc 


34260 


tacatgcttg 


atgggcgcca 


ccgggcactg 


gggggcagga 


ggcagaggag 


ggaatggagg 


34320 


tgagccacac 


aggggggccg 


gactccagag 


cccaaggaag 


ctcgcctctg 


gaggctttgt 


34380 


tacccacatg 


ttcctgaggg 


gccctgccag 


gaggaccgtc 


ccctgaaggg 


agaggaggcc 


34440 


tcagacaggc 


cggggatgcc 


caacacagct 


gtggagccat 


ggaaattaca 


caactcagta 


34500 


aatcagaaca 


aaacccaagg 


agagagacga 


gcaaaagtga 


gaaaggccag 


gggagaggcc 


34560 


agcggcggcc 


actgagggct 


gtcaggatga 


acgcaggcca 


caggctgcag 


tgtggagaat 


34620 


ggagagaggc 


cagggaggtc 


accgagagtg 


aagtatttgg 


ggagatagcg 


ggaggcacgt 


34680 


cccaccctgg 


agccatctcg 


ccgggcctct 


gagagcgaag 


tgtttgggga 


gacagcagga 


34740 


ggcacgtccc 


accccggagc 


tgtctcgcct 


ccttcaggac 


tgtgggtgtc 


tgattctcca 


34800 


cggctcttta 


aacaaactga 


acctagaaat 


ggcaccagca 


ccaacagact 


tggctatgtt 


34860 


tcgtgcagta 


aagagcgggc 


aggtgggcct 


tggcatgggg 


ctcccagcag 


gagggaggca 


34920 


gcaccccctc 


tgcccttctg 


ctctgctgga 


cagggagtgg 


gcaggctccg 


tctgcatctg 


34980 


gtcctcctca 


caccctggga 


gctggttctg 


tgatcatctc 


ctccttgcag 


gcaggaagtg 


35040 


gggctcaggg 


aagccaaatt 


atctaagacc 


acatggttgt 


gggggccggg 


ctggggccga 


35100 


ggtgatgggt 


ctggtgggct 


ctgctcctgg 


gactgtctct 


ctcagcctgg 


ccctcagagc 


35160 


tcccctgagg 


ccttgtctcg 


gtccagggac 


agccagaggt 


ggccaagaag 


aagggttccc 


35220 


tccactccat 


cagcctcgta 


aaaagagcct 


cagatgactg 


tctctgtgtt 


tatagatgcg 


35280 


ttgccccagg 


atgagagatg 


caattctctg 


aaaggaagca 


aatgcgatca 


ttatcctctt 


35340 


cacccaggcc 


tctttgctgg 


tgggaggtta 


gttttgcgtt 


taatgaacat 


gggctgagtc 


35400 


tctctaatga 


ggaagagatg 


ggtgcacagt 


gattagaaac 


ttggcagaga 


aagaagccat 


35460 


cacagcttct 


gtggggagga 


gccgctgggt 


ttgccgtatc 


tgcagactgg 


caggagggct 


35520 


cacagcaggc 


aggctgcaca 


ctgatctctg 


agacccccgc 


aagcctgaat 


cccctcgcct 


35580 


gctgccccag 


gctctcagga 


ggacaagtcc 


ctgggtttgt 


gggcgacctt 


tggttgaagc 


35640 


tggggggcat 


ccacaaaaat 


aaagcaggtc 


agaaaccgtc 


ctgagggctc 


ccgcagcctc 


35700 


agcaacccag 


gactcttccg 


ccccacggga 


ctcttgtccc 


acagacaggt 


gaggcagatg 


35760 


caggtagcca 


cccacccaag 


caccctcagc 


cagcagagac 


gcaggaaaat 


gtttctgctc 


35820 


cacatactcc 


gttgaaatgg 


gccccactgg 


gagagaactt 


gcacttgacc 


tgggaaccac 


35880 


agagcct gga 


at t ggcagt g 


agctt ggt gg 


tgcacggtgc 


t gtgaacggg 


ggcctggcag 


■o c o a r\ 

od y 4 U 


cagcaggtag 


ggctggcgca 


ttcctgccaa 


ccctccgggg 


ggaaaaggcc 


caggaacaat 


36000 


ggaatatgac 


tcagcactaa 


aaaggaacga 


ctttcgagcc 


acaggaaggc 


gtggagaaac 


36060 


acatgcatgt 


cactaagcga 


cagaagccag 


tgtggaaagg 


ctgaggggaa 


tgtatgagtc 


36120 



102 



cagctatagg 


acattctaga 


aaaggtgaat 


ccctggagac 


agtggagaga 


ccaggagtgg 


36180 


ccgaggttgg 


gggagcagat 


aatttttagg 


gcagtgaaac 


tgttctgtat 


gatacagcaa 


36240 


tggtggatac 


ctgaccttac 


acattgtcca 


aagccacaga 


atgcacaagg 


ccaagcgtgc 


36300 


gctcaggtgc 


actctggact 


ttggtgaata 


gagatgtctc 


ccctgtgaca 


acgtcccaca 


36360 


ccaacacaag 


aggccaatca 


cgggggaagc 


cgtgtgcagg 


ggagtgggga 


acaggaaact 


36420 


ctctgtgctt 


tctgcttaat 


ttatgtgtaa 


acctaaagcc 


acaccaaaaa 


atcaagccta 


36480 


ttcgtttttc 


aaaggtgtag 


gcgacaaagc 


ataaatgaag 


aaactctgtc 


aggcagaatg 


36540 


ctcatgccag 


gtgccctccc 


gatggagctg 


ggcatctgtg 


cagtggtgac 


agagacctgc 


36600 


ccctgagaat 


ggagctggag 


ggtccacggg 


tcagtgtcct 


cacctgcctg 


ccagtgggcc 


36660 


cgcggatcag 


tctcctcacc 


tgcctgccag 


tggcactcat 


ctctgaacat 


aaccataaaa 


36720 


atcacattcc 


ccaaggcaaa 


cagcaaagcc 


tcggccccat 


acgctaccgt 


ttcccctgaa 


36780 


aaatattttg 


tcaagtgaaa 


catttgagaa 


attagcaaat 


tttccacttc 


caagatcttg 


36840 


ctgcaaagtg 


atgatgcttc 


attctgccca 


gagagctcca 


caatcacctc 


cctctgaaag 


36900 


cccccctcct 


tggagcctcc 


tggctcccac 


acagaggcac 


cgtgtgccag 


ggactgggcc 


36960 


ccatccggag 


gcagcttgga 


ctccacgttt 


gctcattctg 


ccaaaaagaa 


ttcgtggcaa 


37020 


ataacgttca 


cacaagcaca 


gccagcggtg 


ggcagaggtg 


ggtgcctgtt 


ggcttgtttt 


37080 


aattttttac 


catttttatc 


atggaatatc 


atatcacagg 


agaaagtgca 


aaagtgcgtg 


37140 


tgtctaagtg 


actatgaatc 


agaggccaaa 


tgttgtcagc 


cctctagggg 


ccctctgcgt 


37200 


ccctccctcc 


agagaggaac 


gccatccatg 


tctttcctat 


cattgttcct 


gactttattt 


37260 


ttttcctcag 


ttttttaatt 


gtgataaaat 


atacgtaaca 


taacgtatat 


gaccattcat 


37320 


agctgaccat 


tcttgccact 


cataagcacc 


cagttcagga 


gcatcaagga 


cattcccatg 


37380 


gctgtgcagc 


cgtcgccacc 


atccatttcc 


agaacttttc 


caccttccca 


aactacagct 


37440 


ctgtccccat 


tcaacaccga 


ctccccatcc 


cctcccctca 


agcccgggag 


acgcctgtct 


37500 


atcttctctg 


tgaatttgat 


gactctcgtg 


tttcttatca 


ttggaattcc 


agttccagtg 


37560 


gaatatgcat 


tccattggta 


cttgtccttt 


tgtgacgctc 


atttcattta 


gcataacgtc 


37620 


ctcgagcttc 


atccgtgctg 


tcaagggcga 


caggctcccc 


ttcctcttta 


aggctgaatc 


37680 


attttccgct 


ggatggacgg 


acacattcgc 


ttctccgtcc 


atctgtcgac 


ggacacgcag 


37740 


gtggcctcca 


ccctctagcc 


cctgtgaaca 


caggtgtgcc 


agtatttttt 


catgttcctg 


37800 


cttccaattc 


tctggagatt 


gacccaaaag 


gggggtttct 


ggatctctgc 


tttcttttac 


37860 


ctctttatat 


gcct cctaga 


t accat agt c 


t gcagcttt g 


cctgtt cgtg 


aactctct gt 


o / U 


aaaaggacta 


ttctcagtgt 


gttcttctga 


tttgctgctt 


tcctgccatc 


tcagttctaa 


37980 


actccgtcct 


cactgcacgt 


gtgactcttg 


tccacgcacg 


tttgtggctg 


tgtcgcgttc 


38040 


ccggcgtggc 


cacgccgcca 


cgtattgatc 


tgcccgctgc 


agacacctgg 


cctattttcc 


38100 
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aggactctgc 


aggcaggggc 


acccttcgcc 


agagtgtgtg 


cagggccttt 


ctgtagtgcc 


38160 


ctcccccaga 


agcacatggg 


cccgtcggcc 


cccgcgtcct 


cggacacgca 


atgctgtcgg 


38220 


tcgttctaac 


cgggctgtcc 


tgacgggcgc 


gcagcggcat 


cccacggcag 


tgttcacgag 


38280 


tgttgccccg 


tgtgtgggga 


ggcgcctgtt 


cagctgtgcc 


acccgttttt 


ctaaggagtc 


38340 


ctctttttct 


tgctgattca 


gagtccttca 


tattctggtt 


ttgagttcct 


gtgagtttta 


38400 


tgaatgaccg 


caccttcacc 


ctctcccgtg 


tcttctgaga 


aacaaagtca 


tgtgtgctga 


38460 


tgttacccgc 


ttccgctgca 


gcaaaggctc 


ttgggggcct 


tgtctgtgag 


gtcatcagga 


38520 


tggggctctg 


ggtcaaaagt 


gctgccctct 


gggcatccac 


ctggggggat 


ctgaatgccg 


38580 


tgggagtcta 


ctttcctttt 


ttcccacgtg 


ggcacctgac 


tttcctggca 


ccagaacaag 


38640 


agtccaacct 


tcccccaata 


acctgcaacg 


ccactccctt 


catcacacat 


ccgcgtgcgt 


38700 


gggcacgagc 


acaggccccc 


ctcggtgccc 


aggcggtgtc 


ctacctcgtg 


ggtcagcggc 


38760 


caagcccccc 


gccagcagct 


cctcgtgctc 


tgggcaactg 


cggccccata 


acacgtccca 


38820 


cttgccatcc 


gctgttgcac 


cgtccacctg 


ctcctcagga 


gggtctgggc 


tgctcccagc 


38880 


ctttctgtac 


ttctctgtac 


attttagaat 


tggcttctaa 


aatcaatctc 


tctctctcac 


38940 


tctcccccac 


tggactttgc 


tggcactgat 


gtgcatctac 


agacagaccc 


agggaaaatg 


39000 


gtcaccttcc 


taacagcaat 


ctttccaatc 


catggaaggg 


atgtctcagg 


tcttcttcag 


39060 


tgtctccaga 


tttgtgggtt 


tgccataaat 


gtgtcacatt 


tctttgctgt 


ttactctggt 


39120 


gtggttcata 


gtttgatgtt 


attagaaatg 


acgtttccta 


catttatttt 


ctcccttttt 


39180 


gtggttaatg 


ccctgatttt 


cttacactgt 


ctttaaccta 


gaagcgtcaa 


ctctctcgcc 


39240 


aatgcccaca 


gtgcaggtca 


ctggggaccc 


ctgagcacag 


ccaccatccc 


ccgggacagc 


39300 


gttattcccc 


atccccaccc 


ccgggccccc 


actttctcgc 


cctccctaac 


cctgccctgc 


39360 


tcctggggtg 


tggggtgcac 


cctcgttgcc 


tcccatcatg 


tgaagcctcc 


ttcgtcttcc 


39420 


aggtgcactg 


tgaggctttc 


taaatgtcct 


aagtggaagt 


ctaatttatg 


gagctctttt 


39480 


ctgcacccat 


gaagagaatg 


agactttccc 


cctccaggtg 


ctgctgtggt 


gtcaccgtga 


39540 


tgggttctat 


cccctcaagg 


tcctgctgcc 


atcggggcca 


cacctgacca 


tttgctcccg 


39600 


acttggggca 


gattccttgg 


ggctggagtg 


caggagcctc 


accgccaggg 


gctgccaccc 


39660 


ccaccccgga 


gggctcactc 


tagggctctg 


ggtctcaatc 


cccagagaag 


ggtgcgtggg 


39720 


actcctcctc 


actcacccac 


tcacctttcc 


aaccaaagcc 


gtggacaggc 


tcagatcact 


39780 


gtccacaccc 


aacaccgcgc 


ttcccgtgta 


ctctgcccgt 


gtggtcagca 


ggggccgctc 


39840 


cctcccctcc 


cccactcgcc 


ctcctcccct 


cct ct cct cc 


ccccgccccc 


t cat caccca 


jyyuu 


cccgcccgcc 


accacacaat 


acggttcctt 


tcattgtctt 


gtgttaaggc 


tctcgggtgg 


39960 


gggggtggtt 


attactgtcc 


cactgtgtga 


catcataata 


ggctgctgtc 


ccagaaaaca 


40020 


aaggctttcg 


aagatggcga 


ggagacacgt 


cctatttacg 


tcgtcactgc 


ctagacagac 


40080 
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gtggaagtgc 


gggagcagaa 


taaacatctg 


tatccggaga 


gtaacaatag 


cgctggctgc 


40140 


cctgttattt 


ccgaagcctg 


cctaaattat 


gccctgcgca 


gcacagaaag 


ggattttttg 


40200 


tgtatgtgca 


ggtggattaa 


taaaaaacca 


ttgaaatgca 


aagtgagggc 


tcctccctca 


40260 


caccccctcc 


ccgagagaag 


ggaatcgtca 


cccaagaact 


cgcagatcct 


cttggggaca 


40320 


cataggccgg 


ggtcgaccgt 


ccgcaagcac 


gagacccagg 


gctgcagggg 


gaggttccgg 


40380 


ctgctgctgt 


taccgtcttg 


acccccaaaa 


gaccaaaaaa 


gggccacgtg 


caaatcgtaa 


40440 


aaatcagatg 


tgaatgaacc 


acacggctcg 


caagggtggg 


aggttcatgc 


cccagcccag 


40500 


gggtctccca 


acacctttac 


cattggcacc 


cctgttttgg 


aaaaataaca 


cagacgttgt 


40560 


tccactacgt 


gggaaataca 


ccccgtggct 


gaactccatg 


gcttcacccg 


cctccatcgt 


40620 


tgggctggca 


agtgtggatt 


ggatcacaat 


gcccacctga 


gaggaggcct 


gtcgggtccc 


40680 


caagctgccc 


ctgggccggg 


ccacccacac 


agcaaggggc 


aggggccgcc 


tgaaagcacc 


40740 


ctgtgctccg 


gcgcggccca 


gatgcatgct 


ctgttcaggt 


ggcgtagagt 


ccttctgcct 


40800 


cggtgtggcc 


ccagggtggg 


tgcagctcag 


ggaggaggcg 


cagtgagtcc 


ttccctccct 


40860 


cggccgagca 


gggctttctg 


ccgaagaagg 


tgtttcccgt 


cagcgatgaa 


gaagtaagtt 


40920 


cgatgctgtg 


gaaatggatt 


ctctgattaa 


aaccaaaaag 


caaatccagc 


ccacccggcc 


40980 


atgtgcaggg 


ctgtctccca 


cataacctgg 


tacttggtgg 


tggacggagg 


agcggcctca 


41040 


ccagagcaca 


gggtgggtgc 


agcacttgct 


gctggagacg 


ctgccccgtg 


tgacacgggg 


41100 


tgcacggaag 


ccccaccgtg 


gaagtcacgg 


ctagttcctg 


ccagcagcga 


gtagcagcca 


41160 


gcatttaaag 


acacgcctgg 


gggttgagcc 


caatttattg 


tctttattaa 


aaaggatatt 


41220 


gtagtagcct 


gttttcacac 


tgctataaag 


acatacccga 


gactgggtaa 


tttataaaga 


41280 


aaagagactt 


aattgactca 


cagttccaca 


tggctgagga 


ggcctcagga 


aacttacaat 


41340 


cacgatggaa 


gggaaagaga 


caggtcttac 


acggtggcag 


gcgagagaga 


agagtgtgtg 


41400 


agagtgcagg 


gacaactacc 


atttataaaa 


ccatcagatc 


tcatgagaat 


tcactcatta 


41460 


tcgtgagaac 


agcatgggag 


aaactgcccc 


cgtaatccaa 


tcatttccca 


ccaggtctct 


41520 


cccttaacac 


ctggggatta 


caattcaaga 


tgagatttgg 


gtggggacac 


aaagcctaac 


41580 


catacaggta 


tcaagtgttc 


catgctgccc 


tttgttgaaa 


actgactttt 


atggccctgc 


41640 


catgtgacca 


tgggtgacaa 


atgctattcc 


ctcccagctt 


ggggccacgg 


tttctccagc 


41700 


ctgtacatta 


aagcctcatc 


tgttcttcct 


ccccaggcct 


ggagggctca 


ccggcccgtg 


41760 


agccctgtga 


cattacttcc 


cctgggcaga 


ctcagggcac 


catgaagctt 


cccaccgggt 


41820 


aggcactcac 


Latgtctgtt 


acgccgggcg 


ccggcccgag 


tcctaaagat 


aggcagccct 
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gagggcagag 


gcactcactg 


gagctcgtgc 


acacacgtgc 


acacacgcaa 


acagccgggc 


41940 


atgtgcacag 


gaacacaagc 


acacatccac 


acgtaactgt 


gtgcacacac 


atacacacat 


42000 


gcacaatccc 


cactgtgcac 


ctgagcatca 


ttgtacacat 


gggaaataca 


tccacaaaca 


42060 
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cacacaccca 


taaccaggca 


catgacccgg 


ggctgccagt 


gccagagtga 


tgccagctgc 


42120 


gtaggccaca 


cctcagtctg 


acatatacct 


tcctggttca 


tcagccccat 


gaggacccca 


42180 


actccaggat 


gtacagcaga 


aaggagtctt 


cacctgcttc 


acagattagg 


acaccgaggc 


42240 


tcagagaggg 


ttgagtggct 


gcctgaggtc 


acacagcagg 


caaggcaggg 


aacggcactg 


42300 


ctgcccctca 


ttttctgctg 


aggaaaaggt 


ggacggggtg 


ccagccgcag 


tgaagcccac 


42360 


aggcccccag 


gtgccaccta 


tcttcatagc 


ctggcttatc 


gtcaccccag 


gaggaggaag 


42420 


ggccttaact 


atggcttcca 


catcagatgc 


cagcccaccc 


tgggttaagc 


atctgcatgg 


42480 


agcccagcga 


tggggacgcg 


atgaccacgg 


gcctcagaag 


cacccacagc 


ctcgaagggg 


42540 


ccaggactgg 


ctgcacacag 


cgccagtgac 


gacaactgct 


gctggcgggg 


accggacgct 


42600 


caagccccag 


atacactgta 


gcacgtcccc 


agagaagctg 


gactcagagc 


tcacacttcc 


42660 


ctagagacgc 


tcacgtccaa 


ggcaggatgc 


aggtgtgcag 


tgcagagccg 


ctcagagcac 


42720 


ctgagctggt 


ggaactggcc 


gggggtccag 


ggtccactca 


aggacgttct 


ccatgtgcag 


42780 


ctgccagtga 


ctcctggggg 


ctgccgggcc 


tgatccagtg 


agagggtggc 


ctcccccaag 


42840 


actagtgcag 


tagacaaggc 


cctttcccgt 


cagccaccgg 


agcgagctca 


ctgagcacag 


42900 


gccatctcca 


gggcggtttc 


agaccttccg 


gcccctttca 


gggacagcca 


ggcctttgtg 


42960 


cccaggaccg 


ctgccctcca 


gacagctccc 


tgtcatgttc 


acgtccagcg 


ctggctctgc 


43020 


agacactggg 


ggccgccttc 


actcctgggg 


acccccttcc 


ctgcctcccg 


cctctctcca 


43080 


ggcacctgtc 


ccttagtaca 


ggagctcaca 


gctcaccatg 


ctgcccagca 


cccaggctgt 


43140 


accgcccaca 


gctgtgcagg 


cactcacagc 


caagtacgga 


gccttgcgga 


aattccccca 


43200 


gatcctggcc 


cttcacccac 


acagatcgga 


ccctcagggg 


acatcggcca 


ccaataaagg 


43260 


agccagccta 


gatgtcattg 


cagctgagcc 


cccatggcca 


gctcctcggg 


tcacggcagc 


43320 


tccatagcaa 


gggctcctct 


catcccaatc 


cactggggcc 


actgccaaga 


ggaggacaca 


43380 


gccttggcca 


tcgaggggga 


tgctcaggta 


ccaggaccca 


ggatgcggac 


agactccagg 


43440 


gtctccaagg 


ttcctgctca 


gaggttggca 


gggtgcttgt 


ctccagaatg 


atgcccacct 


43500 


ggcgataagt 


ctcagcagag 


ccccctgcag 


agtggccctg 


gggctgggtt 


cggccccaga 


43560 


cgacctgagg 


aagctgccag 


gtaacaaagc 


tgtcggcatc 


cccagagccc 


agcgggcaaa 


43620 


gatagccaag 


aatctaccac 


caactggcag 


ccaagattgc 


ctgtgggtca 


tgcagcaggt 


43680 


tcacgtccct 


gttttaactt 


ttaagaaacc 


accttagtaa 


aggttgtact 


gataaaccga 


43740 


gcaaagactg 


ggcccgtgcc 


cctgccccag 


cggactacag 


cctgaaggag 


gggccctgga 


43800 
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agctccgggc 


actt gaccat 


cgcccaccag 


gt t tgt cccc 


4 JooU 


tcggctcctt 


ccttccgtgc 


ctcacggtcg 


gccttcgcct 


tgacgtgcat 


gccaggatgc 


43920 


atgaccactg 


ggcaggcaag 


tgcacccctg 


ggtgcggcag 


gaagaaatgg 


ccccttgtaa 


43980 


atcccacagg 


cgaggaggcc 


acactcgtgc 


gggggtgggg 


cccacagagg 


gaagcagggc 


44040 
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catagaggag 
gaggcggggc 
gcccagaaag 
gaggaggcgg 
cgggtcccgg 
cacaggggag 
gaggcgggtc 
ggcccagagg 
agagaaggcg 
cggggcccgg 
tgaggggagg 
agacagggcc 
ggcccagaaa 
agaggaggcg 
cggggcccgg 
cagaggggag 
ggaggcaggg 
ggcccagagg 

aggggaggcg 

ttgggggcct 
cgctgttccc 
gggctccagc 
ccgtaggacc 
gatgaaaagc 
gcagtggcgt 
cctcagcctc 
tatttttagt 
agtgatccac 
cgaccctaat 
agtgaattaa 
ctggattagc 
ttagtggctg 
aaacaacagc 



gcggggccac 
cccaggggag 
aaggcagggc 
ggccacaggg 
aggggaggcg 
gcagggccca 
ccggagggga 
ggaggcaggg 
gggccacagg 
aggggtggca 
aggggcctgg 
cggagaggtg 
gaaggcaggg 
gggccacagg 
aggggtggca 
gcggggccca 
ccacagggga 
ggaggcgggg 
gggcccagag 
ctcttgctgc 
accacttggc 
tgcccaccct 
agatgccaaa 
ctaatcaaga 
gatctcagct 
ccgagtagct 
agagacaagg 
tcacct cggc 
caagactttt 
aagactgctg 
ctaattgatc 
gctgtgttgt 
cagaccctgg 



aggggaggca 
gcggggcctt 
cacaggggag 
gaggcggggc 
ggtcccggag 
gagaggaggc 
ggcagggcca 
ccacagggga 
ggaggcgggg 
gggcccagag 
atggggaggc 
gcagggcccg 
ccacagggga 
ggaggcgggg 
gggcccagag 
gaggggaggc 
ggcagggccc 
cccggagggg 
gggaggcggg 
caagcaggag 
aacgcctcag 
ctggccctgg 
aggtaactgt 
catttttttg 
cactgcaacc 
gggagtatcg 
tttcaccatg 
ctcccaaagt 
taaaaacatg 
actttggaaa 
tgaacttgtt 
gtccagattg 
gcagccggcc 



gggcctgagg 
agaggagaca 
gcggggccca 
ccagagggga 
gggaggcggg 
ggggccacag 
caggggaggc 
ggcggggccc 
cccagagggg 
aggaggcggg 
ggggccccag 
gagaggtggc 
ggcggggccc 
cccagagggg 
aggaggcggg 
gggtcccgga 
agagagaagg 
tggcagggcc 
gcccagaggg 
gcctgggctg 
agggcaacac 
gtaggggagg 
cccctaaaga 
agacggaggc 
tctgcctccc 
gagcctgcca 
ttggccaggt 
gctgggatta 
aatcaaaaag 
aatcgttttc 
ggtttgggat 
atgttcccag 
ccggcgaaga 



ggaggagggg 
cggcccggag 

ggcggggccc 
tcccggaggg 
gggaggcggg 
agggcctaga 
ggaggggtgg 
aggcggggcc 
gccacagggg 
gggaggcagg 
agggcccaga 
agaggggagg 
aggcggggcc 
gccacagggg 
ggggaggcgg 
cggggccaca 
cagagaggag 
ggcggtagcc 
gctgctctgt 
ggccctgccc 
atgaaggtgg 
gcagtgaggg 
tctgtcgccc 
aggttcaagt 
ccacacccgg 
tagtctcaaa 
taggcgtgag 
acacacttta 
tgagttcaag 
tcaagggcaa 
gtggggggca 
ggggtccaag 



cctggatggg 
aggtggcagg 
agggcccaga 
agaggggagg 
gaggcagggc 
tcccggaggg 
ggggaggcgg 
cagggcccag 
acaggggagg 
aggcagggcc 
gccttagagg 
gaggaggcag 
cagggcccag 
acaggggagg 
aggcggggcc 
gtcccggagg 
ggggaggcgg 
gcggggccat 
ccgccaagtc 
ctctggaatg 
agtggggaga 
cctggcttcc 
cctacttgct 
aggctggagt 
gattctcgtg 
gtaatttttg 
ctcctgacct 
acaccacgcc 
attaataggc 
atcggtgacg 
gtttggttcc 
ggagccctgg 
ccctgtctca 



44100 
44160 
44220 
44280 
44340 
44400 
44460 
44520 
44580 
44640 
44700 
44760 
44820 
44880 
44940 
45000 
45060 
45120 
45180 
45240 
45300 
45360 
45420 
45480 
45540 
45600 
45660 
45720 
45780 
45840 
45900 
45960 
46020 
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tgtctccctt 
tcaggctgga 
caggaggccc 
aaagaggtaa 
ccccaattta 
tggggtttgg 
tgaatattaa 
taaagagaag 
agtccaacaa 
tcaaaacatt 
agaaatcagg 
tgcgctcaga 
taccagtcgc 
gtgcaaccat 
ccccattagc 
tctgtttcct 
aatatatgtt 
gtgtggtagc 
agaggagcca 
cttgactatc 
gttttcattt 
atgtttaacc 
tccccaccag 
taaattgttt 
atctcccttg 
cagacacaca 
aaggtgactt 
cacccaaccc 
agctcttgga 
gtgctgctga 
gcaggttcaa 
tcctttgtac 
ggcaacattc 



ggggtacatt 
tatgagcaat 
ggcggtgtcc 
acagtacaaa 
ttttaagtta 
ccaggctgag 
gatgaatgga 
atggggaaaa 
ctggttcttt 
cggcctcact 
gcaggaaaga 
cacaggttca 
ccatctacag 
caccacggtc 
agtcactccc 
gtctctcctg 
gttttgtgtc 
atacatctgt 
cattttgcca 
atgaataatg 
ctcttgggta 
attttgagaa 
caatgcatag 
aaagaaggga 
gcgtgtgtct 
gggccacaga 
tgcctggctg 
tcaccatgca 
gaggtggccc 
cgggtgacca 
tatggacagc 
caagcagaaa 
ccgtccaaca 



tgaggcctgg 
gacactgaga 
caaaaactgg 
tctcactcga 
catgaccaag 
ctcagggaaa 
atgaatacag 
gtcaaagctg 
ggaaagttgt 
ggtggcctga 
gcatgggcag 
atatgtaaaa 
cacacaactc 
aattttagaa 
cactgccccc 
gtttgcctgt 
tagcttcttt 
gcctcattct 
gcccgttcat 
ttgctatgaa 
catacctaga 
acttccaaac 
attctgaact 
aaaaacagct 
atgagttgat 
agggacactg 
tggactcagc 
gagacagaga 
tggcacctgt 
gagttctctc 
tcctccagcc 
caagggcatg 
ccccggacta 



acaccccaac 
agactcaggg 
ccatctgtta 
tcaaaattaa 
aaataagtac 
ggtacgtggc 
tcgcccaagt 
atgaattagg 
aagaagtgag 
gaaatcgctt 
agagggaggg 
cagtgttatt 
gatggtctga 
cattttcatc 
accacacccc 
tacagacatt 
catttaacaa 
ttttgatggc 
cagtagacgg 
cattcatggg 
attggaattg 
tgctttccaa 
tctctttcca 
ctccataata 
ttacagtgtg 
ccatgctggc 
gaagctggga 
ccagcacact 
gaaaatgtaa 
gcggctgcac 
cctgcaggta 
gaaaagggag 
tatcttcaaa 



cccgggaggt 
gcctcgccag 
gacaaaccaa 
taaaaataga 
cccatgccta 
cttgaacttc 
cattcaagaa 
gagaaaagct 
tgttccaatc 
aaatgtcatc 
gagccccagg 
gagctgtcgc 
gtgtgttcct 
acctcaaaaa 
caacccctgg 
tcccatcagt 
aatgttttca 
ggcataatat 
gcagtgcctt 
aaggttttat 
ttagataaca 
agcagctgca 
caaacttttg 
aaacacactg 
ggtgcaagtc 
ccactaccac 
caccctcaga 
tggtctcctc 
atggctgt eg 
gttttcccat 
acccagcccg 
gggtgttttc 
cagatctgtc 



ggggagtggg 
acactagccc 
aagaaactca 
aataaaaatt 
ggagagtggg 
atattccaga 
aagtaacaaa 
aeggaatttg 
attttcctgg 
agagtagaac 
gcgtctccgg 
tcacatggta 
tcacagagtt 
gaaaccctgt 
caactgeaaa 
ggaatcacac 
cggctcaccc 
tccattgcac 
gtttccactt 
gtgaaggtat 
tggtaattcc 
ccatttcata 
ttattaaaaa 
ctcttctgaa 
cacaagccag 
gttcacaccg 
ggcgactgtc 
cacccagata 
gectttgacg 
gagegecgag 
agctcccact 
acatctgaat 
tgagaagaca 



46080 
46140 
46200 
46260 
46320 
46380 
46440 
46500 
46560 
46620 
46680 
46740 
46800 
46860 
46920 
46980 
47040 
47100 
47160 
47220 
47280 
47340 
47400 
47460 
47520 
47580 
47640 
47700 
47760 
47820 
47880 
47940 
48000 



108 



gtgattgcat 


tgagcccagc 


gtgctgtcag 


ctgcttgaag 


ecagtttegg 


cacaegggta 


48060 


ttaggttata 


gaagaaacct 


tgttgtaagg 


atcgtcaggg 


aggaagtcac 


tgtatttact 


48120 


tgaagtttgc 


acagcttcat 


cagtttcagt 


ggaaataact 


aaaaatagtt 


aaagacatta 


48180 


gttaaaatta 


aagaaaaggg 


gacgagaaaa 


caagctacag 


cctgagagaa 


aacatttaca 


48240 


aaccacatgc 


ccgacaaaag 


actcacagaa 


tatattcctt 


aaactctcaa 


aactcaacag 


48300 


taaaaacaaa 


caatcaatcc 


agtgagaaaa 


tgggcagaag 


agacatttca 


ccagagaggc 


48360 


tgtacacagg 


gaaataaaca 


caggcaaaga 


catctaatgt 


cctctgccag 


ggggaactgc 


48420 


acatttgact 


cacgatgaaa 


tgtcactacg 


cacccatcag 


catggcggaa 


ataaaaaata 


48480 


acggcaacat 


taaatgctaa 


cgaggtcatg 


aagaaacgag 


atcactcata 


cactgttggc 


48540 


gggaatctaa 


aacggggcag 


ccacggtgga 


gacggtgtag 


cagtgttttg 


caaaaccaag 


48600 


cacgtgctca 


cctacaaccc 


gcaactgcat 


tcctgggcat 


gcatcccaga 


gaaaggaaga 


48660 


ctttcattca 


cacaaaaccc 


tatcacgatt 


actcatagca 


actttatttg 


taaccacgaa 


48720 


gaaccagaaa 


caaccacatg 


cccaacaata 


gatgaatggc 


tatacacget 


ggggtgctgc 


48780 


acaccctggg 


actccactca 


gctgcagaga 


aagaaccggt 


gaagcacaca 


acagctctgg 


48840 


cgggtctttg 


gggaaagacc 


accgtctacc 


gccacgcgag 


ggaaagaagc 


cggtctccaa 


48900 


aggtcacacc 


ctgcgtgatt 


tcatttctgt 


gacattctca 


aaatgacgaa 


tttggaggag 


48960 


gttggagtgg 


ggaaagagct 


ggaggctgtg 


actaaaaagg 


atagcaggag 


gaagatcttt 


49020 


gcagccgcag 


aggggcccta 


tatcttgact 


atagtggtca 


cgcgtgtgat 


aaatggcaaa 


49080 


gagcagagac 


gttgtcggag 


gcacgtcctg 


gttgcgaggc 


egtect ctag 


tggagggatc 


49140 


tgggtgaagg 


atgcatgggc 


tgtctctgta 


ctactgtgtc 


tgtctttgea 


acttcctgta 


49200 


catctacaat 


cattgcaaca 


gctgcagtgg 


gctccggtgg 


gcctgtactc 


cagcctacga 


49260 


cagagagaga 


ctctgtctct 


taaaaactac 


tttattttta 


aaatggcagc 


aggegttget 


49320 


ttgcctcagg 


agagttggac 


gccgagccct 


tttgcgggta 


ctcaccagag 


gcatttgtgc 


49380 


tgcttggggt 


ctgggcaccc 


tcttgttgtg 


gtgactgtga 


ttcccatatc 


attttatctc 


49440 


acaacgttat 


gaaaaaagcc 


tcattgccgt 


aacagcacag 


caagacagca 


ageaactgeg 


49500 


atcgccttgg 


cagagaagga 


gaagcaagga 


aaggagacca 


gagcageget 


cgtacctctg 


49560 


aagtcctctc 


ccgcaatgcg 


acgtattagc 


ccaaagtaga 


ccgtggctat 


ggccggggcg 


49620 


gggcagctct 


gtttgtgagc 


acggaatcga 


ggctgggagc 


tgcacactca 


ectgagegtt 


49680 


cacaaactca 


tcgtggaggg 


tgtcaaatgc 


actcacggct 


gcgtgcacgt 


gtctgctgcc 


4 9740 
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acactgtggg 


aactatgttg 


gtgctgattt 


tttttttttt 


tttgataegg 


agtctcactc 


49860 


tgttgcccag 


gctggagtgc 


agtggtgtga 


tctcggctca 


ctgccacctc 


tgcctcccag 


49920 


gttcaagtga 


ttcccctgcc 


tcagcctccc 


gagtagctgg 


gactacaggc 


gaacgccacc 


49980 
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acgcccagct 
ggccttgaac 
acaggggtga 
tcggctggag 
gtaacaagtg 
acaatttgca 
gagcccatgg 
gagttcccac 
ctcctccaaa 
atcatttatc 
tcccacaaag 
caggtggcac 
cagacaggtg 
ccgaggagct 
caggcacccc 
agaacatgag 
acataccctg 
agctggggtt 
tttccctcaa 
ggccgctcat 
aaactgaggc 
ctgccaaggt 
agatggaccg 
cagtttattt 
gaatctctca 
aatacacaga 
caacacccca 
gcccagccgc 
ggagtagctt 
tgggtctggc 
tggttctcgc 
cgtttccatt 
aagctgctgt 



aatttttgta 
tcctgacctc 
gccaccgcgc 
ccatcattat 
gaatgtaatt 
gtgagtttgt 
gaccacagcc 
cggctgctcc 
cacccacctg 
ccagtgtttt 
ctctgcactc 
caccttgctg 
cctgagccgg 
tgcacaccca 
acgcgtgttg 
gcctgctcgg 
ccactgccat 
gcagagggtg 
gctttggtgg 
cagcgtgaat 
acaaatacat 
ggggcataat 
gacggaccgg 
tcacatcttt 
aaaccatgta 
cttggagggc 
ctcaaaatac 
cacctaaccc 
tgcctattct 
ttctctcact 
cttgttcttg 
caccatcaga 
gaacatccac 



tattttagta 
aggtgatcca 
ccagccagta 
cttgctgaag 
agcactcctt 
gtgtggctgt 
cgggctgtga 
cgtgcgcggg 
gtgtccacca 
ccaagcaccc 
ctgggttccc 
ggctcacgtg 
gtgggaggtg 
ggaggctccc 
acagccaagc 
gggctgagag 
gggatcccgg 
cggtggcttc 
ctggagaatg 
ccccctgcgt 
tcagtgcctt 
gcacttggct 
agcccgaggt 
cccggaggcc 
ataaaatact 
acaatcctat 
gcaacacttc 
ccaacaaacc 
agaacctcaa 
caacatgatg 
ctgagtagta 
gaacacggag 
gtacaagtct 



gagatggggt 
cccacctcgg 
ctgattttta 
cagctgttgg 
gttccagtga 
aattaacttc 
cctgcaggct 
tgcccctctc 
ttctggccct 
aggatgcacc 
cagtaccccc 
gggaaaggat 
ggaacggagc 
tggaagagga 
gtgacttctt 
gagagaggtg 
cactgcagcc 
acaccccgga 
acagt cgatg 
ggtcagggcc 
tagtgagtgt 
tcccagcctg 
ccccagcgtg 
cagattcagc 
ccatctgcat 
ggccttttac 
atcaccctgg 
aggcaatgac 
gtaaaggtga 
tctgagagac 
ttccactgga 
cttccttccc 
ttttgtgggt 



ttcatcatgt 
cctcccaaag 
aatctatctg 
aatattaaca 
atttgcagtt 
gcaagcacac 
gatccctctg 
tcagcctggc 
gccagcagct 
aggctgggac 
caggaagact 
gagagagccg 
ccaggaccac 
aggtttcaag 
gtcaagggca 
ccagggcagg 
tcctggtgag 
ttgaactcac 
gccagtgcct 
acctcccctt 
cacgcccaga 
cagatgctgg 
agacccattg 
ggttcttaga 
agattaattt 
aaatgtttac 
aaagttccct 
gttctgattt 
ttacgtagcg 
gcctgttctg 
cggacgtggc 
gattgaggat 
atgtttttat 



tggctaggct 
tgctggggtt 
ttcaatcatt 
agaggcagtg 
ctaactggga 
aggcagcaca 
agtcgcccct 
atgtgactgc 
ccttcattcc 
ttgcccccag 
ccatgccaca 
cccacctggg 
acagggggtg 
cagctgccct 
tcgttaaagg 
cgccccccgc 
gcccatgtcc 
caccctcctc 
ggtttgcaga 
tattgatgag 
gggtgaccac 
actctcacac 
ttgttcttgg 
cttaacctaa 
acttgcaatg 
agccatgtga 
catgcccctt 
ttatggtcag 
tgcacttctt 
gggtgagacg 
acaatggtgg 
accacaaata 
tgctgttgca 



50040 
50100 
50160 
50220 
50280 
50340 
50400 
50460 
50520 
50580 
50640 
50700 
50760 
50820 
50880 
50940 
51000 
51060 
51120 
51180 
51240 
51300 
51360 
51420 
51480 
51540 
51600 
51660 
51720 
51780 
51840 
51900 
51960 



110 



tgaacaccta 


ggaatggaat 


cgctggatcc 


taagggaggt 


gtttgtttta 


ttttatgaga 


52020 


acgaccaact 


atctttcaaa 


gtgatcaaag 


tgccttacac 


tctcaacagc 


aatggattag 


52080 


atttccactt 


gacggcaggc 


aggatggcca 


ggcatgtccg 


cctgggtcat 


tctcacaggc 


52140 


acgcatggcc 


ccttgctgtc 


gttctaattt 


gcatttccct 


ggtgactaat 


cgaaaggagc 


52200 


ttttcatgtt 


tgtctctttg 


ttatgtctta 


cagaacctac 


ttctgtattc 


tgcatataag 


52260 


ttatttgcca 


ggcatctgaa 


gggacttcaa 


aaagttcacg 


gaaaaataaa 


attagaagat 


52320 


aaaaataaaa 


atataaactt 


tatttctcaa 


cataagctcc 


accaaggtca 


agacactttt 


52380 


gtaagtgatg 


ataccagcca 


tttagtccat 


ccctaaggca 


ctgagggtcc 


tgggaattta 


52440 


accatctcaa 


tgcagtcttt 


ttacattact 


aactgaagaa 


aaatgactgt 


tctttaaaaa 


52500 


taatttttaa 


gattaggaag 


aaaaaagcca 


gacggagcca 


aatcaaaact 


gtaaggtggg 


52560 


tgccagatgc 


ctccagcatc 


cccaaaactt 


gccataacct 


tggctcttga 


ccagtccact 


52620 


tttgctgtga 


cttgagcacc 


tccgcctctc 


catagccttt 


gctttgattg 


ggcctttccg 


52680 


cctctctgta 


gccgttgctg 


tgacttgagc 


acctcactct 


ctccgtagcc 


gttgctgtga 


52740 


cttgagcacc 


tcagtctctc 


cgtagccgtt 


gctttgattg 


ggctttgtct 


tcagcatggt 


52800 


actgggaaag 


ccaagtctcc 


tgttacaatt 


cttcaaggaa 


atgcttcagg 


atcttgatcc 


52860 


cacttgttta 


aaatttccac 


ggaaagctct 


gctcttgtct 


ccagctgatc 


tgggcacaac 


52920 


agttttggca 


cccatcgagt 


ggaaaatttg 


cccaacttta 


atgtttcagt 


aagaat.tgtg 


52980 


ccagctgaac 


caactgagat 


gtctatggtg 


ttggctattt 


tttctgctgt 


taatcgctgg 


53040 


tcctcttcaa 


tgagggcatg 


aacaagatta 


attttttcct 


caaaaactga 


tatggatagt 


53100 


ctgccactga 


aggcttcatc 


ttcaatattg 


tcttgtctct 


tcttaaaaca 


ggttatccac 


53160 


ttgtaaactg 


ctgatctcat 


tgggacattg 


tccccataaa 


ctttttgtaa 


agtatcaatg 


53220 


atttcacatt 


ctttcacgaa 


gcttcttcat 


taatttggtg 


tttcttcttt 


cttgcttcaa 


53280 


ttttagcaga 


attcatgttg 


ctccaatagg 


agctcttttc 


aaacagattt 


cttttttttt 


53340 


tttttttttt 


tttttttttc 


tgagatggag 


tttcactctt 


gttgcctagg 


ctggagagca 


53400 


gtggtgcaat 


cttggctcac 


tgcaacctct 


acctcccagg 


ttcaagcact 


tctcctgcct 


53460 


cagcctcctg 


agtagctagg 


actacaggca 


tgcgccacta 


cacccagcta 


atttttgtac 


53520 


ctttagtaga 


gacggggtta 


tatcatgttg 


cccaggctgg 


tctcaaactc 


ctgacttcag 


53580 


gcaatccacc 


cacctcggcc 


tcccaaagtg 


ctgggattac 


aggcttgagc 


cgctgcgcct 


53640 


ggcccaaact 


gatgtcttat 


ccttcttagt 


gcctcacacc 


agatcctgtt 


cagacatgtt 


53700 


acaacaaaut 


agtatgagtt 
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caatttttga 


catctatgca 


tagt ttttca 


c n a ri 


caatacacat 


tttccttaaa 


gggtttgagg 


acccttttgt 


gtgactgcag 


acgcttctac 


53820 


agtctgtgac 


ttgtcttctc 


cttttcctaa 


aggtggcttt 


gatggtcttt 


taaaattttg 


53880 


attgaagaac 


aacttaccaa 


tttaccagtt 


tgggttaatt 


ttgggttaac 


gctttttgta 


53940 
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ccttttctag 
atgttagagg 
ggtaccagtc 
ctttacgtta 
ttctagagat 
gacttgttaa 
cctgagatgg 
ataatacagt 
tagggatggt 
caaatactgt 
ggctcctgaa 
ttaaaatatt 
tggagttaca 
tggacatagc 
ttgttcataa 
tctggtatca 
ggccaactgt 
gccatggtgc 
ccagaaagct 
catttttctt 
gtgtttgaca 
ctggttgtta 
cagtttttgt 
attggcataa 
cctgatgtag 
caactttatt 
attttctgcc 
aagtagagtt 
actgatttta 
ggagcactgc 
ctagaaatat 
tgcattgctt 
aattcttttg 



ggaatctttg 
gaagctgcag 
gaattgaaat 
atatggtaaa 
aaatattcct 
tacatttggc 
aaagtattca 
ataacaacta 
ttaaagtata 
gccattttat 
accattcccc 
tttactttac 
tctggatgaa 
cctatcgtaa 
ggaatatttg 
ggattatgct 
gtgcatctct 
aagtatgtac 
aattgttaaa 
catcctctat 
gaattcacca 
ggaattcagt 
tagttgtgtt 
agttgttcat 
aaaatgtgtg 
tatgttttca 
tcattgcttt 
gagtttaatt 
gacattcaga 
tttagctgta 
ttcttggctt 
aatttccaaa 
taataataga 



cctatgtcaa 
gatttctgtc 
tttcggtctg 
aataaaatca 
cggtcataat 
cctccatatc 
aaagtaagat 
tttacacagc 
tgggtggata 
atgagtgact 
cgcatgtgca 
catggtatga 
cccaccgtaa 
gttgaggagc 
ctctgtaatg 
ggccttggta 
ccccacctca 
atcactggaa 
tatttaccag 
tttctgagtt 
gtgaagccag 
ttatttaaca 
tttctaggga 
aatactctct 
ttttatcttt 
aagagctaac 
cttttcttac 
tgctcttatt 
cctttctgct 
tcccacaaat 
ccattatggt 
tattgagggc 
atatactctt 



gatcaaaagc 
catgcccttc 
catctgttta 
ctgatttttg 
gcataatcct 
tacaggtttc 
aaataaaaaa 
atttacattc 
tgggtatact 
tgagcatcat 
tgtcaaggga 
aagcgatacc 
gtcaaaaatc 
acctgtattt 
tcatttactt 
tgcaggagcc 
cacaccagtg 
ttggcaaaca 
tgaaccattg 
tgtgtgagat 
ctgtgcctgg 
gatgtgggtc 
tttttctatt 
tattacccat 
tgttcttgat 
ttttggctgt 
cattgttttt 
ttcctatctt 
tttctaatat 
tctgatatgt 
cttttcttga 
tttcctaaat 
aaagattcca 



atgtcttggc 
gtgacacgga 
gatgatcata 
aatattgaac 
tgtgttatat 
tcattcacag 
tgaagataca 
tattaggtat 
atgcaaatac 
tggattttgg 
ctgtaaagat 
ggtaagtgct 
ctataagttg 
tgttaagggt 
ggaatgtctt 
aactcaccat 
tcacgttggt 
ctgcaaatca 
gctggcctca 
ttataatatc 
agtcttcctt 
tattctcttt 
ttatccacat 
ctaatcttta 
cactcttgct 
gttttctcta 
ctcttccttc 
cttagatgga 
aaacatttaa 
tatattttta 
ccccatggga 
atcaaataaa 
aacttttgaa 



ctagttcata 
ggtagatcca 
tagatttctc 
caatcttgca 
tgctggattt 
attcagccaa 
accataaaaa 
ataaataatc 
atactatgtg 
tacccacagg 
ggtctctgac 
caacttatga 
aaggcttagc 
ttctatgtct 
catcatcaac 
ggcccccagg 
agtgacgtca 
tacgtttccc 
taaaacaaat 
tcttccttaa 
gtgctaatgt 
cttctcatgt 
tatctaatct 
gaatactatt 
aagggtttat 
ttgtttgcct 
tacttgtttt 
aacttaaata 
agctttcttg 
tttcatttca 
tattcagaag 
tttcttagtt 
atgtattgag 



54000 
54060 
54120 
54180 
54240 
54300 
54360 
54420 
54480 
54540 
54600 
54660 
54720 
54780 
54840 
54900 
54960 
55020 
55080 
55140 
55200 
55260 
55320 
55380 
55440 
55500 
55560 
55620 
556.80 
55740 
55800 
55860 
55920 
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gcttatgtta 


aagtataaca 


tatgatccgt 


cttagtgaat 


tctccaaata 


tttgaaaaaa 


55980 


agtggatatt 


ctgcagcatt 


tggtgtaggg 


ttctattaat 


gccaattagg 


tcaagttcat 


56040 


tggtggtgtt 


atctatatct 


tattactaat 


gttttgtcta 


cttgttctat 


caaagactga 


56100 


gaaaagggtg 


ttaaaatctc 


caactatgat 


tgtgagtttg 


tctatttctc 


tctttaatta 


56160 


tgtcagtttt 


gtgtatggtc 


acatattttt 


aaattctctt 


attatgtgct 


acatattttt 


56220 


aaattctgtt 


attatgtgct 


acatatttat 


gactgatgtc 


ctgatgaaat 


gggccttttt 


56280 


tcattgtgaa 


atatacctcc 


ttatctctgt 


tgatgctact 


tgtcttagac 


cccaccctgt 


56340 


ctggtatgga 


tgcagccacc 


ttggctttcc 


tgtgctcact 


ctttgtgtca 


cacgcacctg 


56400 


tccatctttg 


taccttctac 


caccctgggt 


cttccaagtg 


tgtctcctgg 


gcacagcatg 


56460 


ctgtcgggtc 


ttgcttcttt 


gatccagtgt 


gaccatttct 


gcctctgaac 


ttgagggtat 


56520 


aatccatcta 


catttgatac 


aattaggata 


cgtatggttc 


agtttaagtc 


taccatcttg 


56580 


ctatttgttt 


tctttttgtt 


ccacatggtt 


tttgatccta 


tgttctactc 


ctatcttctt 


56640 


ttgggtaaat 


aaaatgtttt 


ttagtatttt 


attttatctc 


ctctattgac 


ttattataaa 


56700 


taaaactttt 


tagtcgttgc 


tgtaggagtt 


acaacagcat 


ttttataaca 


gaccctttta 


56760 


caattattaa 


tcctgaacca 


ctttatatac 


aacttaagtt 


tatagcagta 


taatttcaga 


56820 


ggccacttaa 


aattaatcct 


gaatcacttt 


atatacaact 


taagtttata 


gcaatgtaat 


56880 


ttcatttact 


caccccttgt 


ttttggtgct 


attgttgaca 


aatacactta 


cttccacata 


56940 


tgttataaat 


ttgacaatac 


ttatggactc 


aaaatgttta 


cctttttcaa 


tgcttttcat 


57000 


tccctcctat 


ggatattaaa 


ttacatctgg 


tttcatttca 


ctgcagcctg 


gagaacttta 


57060 


tttaatattt 


ctggtagttt 


atgtctcctg 


gcaatagatt 


ttcttggctt 


taaaaaaact 


57120 


caaaatgtct 


ttatttaacc 


ctcatttatg 


aaggatagct 


tttattgaat 


atgttgcttg 


57180 


acaagctttt 


tttccaaact 


aagcactttt 


aaggtattat 


tccattgtct 


tcaggaatcc 


57240 


attgtttaaa 


acgaatatca 


gctgtttccc 


tgtgcctagg 


tgtccttttt 


ctctgactgc 


57300 


ttttaagatt 


ttctccttct 


tttcagtttg 


tggcagttta 


ccatgatatg 


cctctgtttg 


57360 


gttttcttcg 


tatttgtcct 


gtttcttaca 


cctgtgcatt 


aatatttttc 


accaaatttg 


57420 


ggaaatattt 


ggttattagt 


ttttcaaatt 


ttttgctacc 


tttttctctc 


tctcctcttt 


57480 


ttgggattat 


aattacatat 


atattaggcc 


actttatatg 


ttagttccat 


atattaacat 


57540 


ataacatata 


ttatccccac 


aggtcactaa 


gactttattc 


tttttatcta 


ttcttccaac 


57600 


tggataattt 


caattgatct 


ctcctcaaat 


ttactgatat 


tttcttctgc 


tgttaagcca 


57660 


cacagtgaat 


tcccatctgt 


tcactcacat 


cctcaaaaat 


atttagaatg 


cat t ccaaag 


c i ~i o n 


ttcctgtctg 


caaatgtcaa 


catctgtacc 


gttgcaagtt 


ctatttctat 


cttctgcatt 


57780 


ttttctttct 


ttttttgtat 


ttcaacatgt 


gtatgtttca 


tgtgtaactg 


ctgtactgag 


57840 


atataactta 


cgtaccacgc 


agttcgctca 


cttaataaaa 


gcatcattca 


atggtgcgtg 


57900 
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gtatactcag 


agctgcgaaa 


ctatcctcac 


agtcaattta 


agaacatttt 


catcatcccc 


57960 


atcctcatgc 


ccggcagcac 


tccctcatcc 


cctcccaggc 


cctggcagcc 


gagaatccac 


58020 


tctgtgtctc 


tgtggatttg 


cctgctccat 


gcatcctcta 


tcaatggagt 


catcggtctt 


58080 


ttgtgtgtgg 


cttctttcgt 


gttatatcat 


cttttcaagg 


ctaattcgca 


ttgtagcatg 


58140 


tgtctgaaca 


ccactcgttt 


ttaaggtgaa 


taatactcca 


tggtgcaaac 


agacttcgtg 


58200 


tgcccatccg 


ttcctctgct 


gatgagcatt 


tgggttgctg 


ggaccatctg 


ggccatctga 


58260 


aaccccctgg 


agcctgtgct 


gctgattctg 


acatcagtgg 


tcccgagcac 


acacttggca 


58320 


atcctgaagt 


ctctgataga 


acagcggctg 


gcatcacccg 


ggcacctgcc 


acgtgccaag 


58380 


catgcagcta 


aatgtcactc 


acgtggcccc 


gcctgacctc 


acacagatgg 


gctgggccgc 


58440 


tgatggcccc 


gtttgtcaga 


tgaggagact 


ggaggcagct 


ccaggt caca 


gagctgcgag 


58500 


ataacaggca 


ggagccccca 


gcgagtccag 


agctcaccct 


cccaggcccc 


acctcccatg 


58560 


gcctgcatct 


tcaatttcca 


ggtcccaagc 


agctcaggac 


taggctgctt 


ctggcttctg 


58620 


ggtcctcccg 


ggaagtcaca 


gcctggcact 


gagaccacca 


gtcccagcat 


ctgttttccc 


58680 


agcagccccg 


tgctggtgtt 


ttctgcagct 


gcatttgtgt 


tctgttggca 


aaagaggaac 


58740 


ctgctctgca 


tggtcccaag 


caacggacgg 


gaatgtttaa 


cttgtgtatt 


gatctggcag 


58800 


ctctccagtg 


acttgggatt 


tgccacaata 


attcactttc 


cacctgggtt 


tgtttgtttg 


58860 


tttttgagag 


agggtctcgc 


tctgctgcct 


aggctagagt 


acagtggcac 


aatcacggct 


58920 


cactgcagcc 


tccacctcct 


gggctcaaat 


gatcttccca 


cttcagcctc 


ctgagtagct 


58980 


gggactacag 


gcgtgtgccg 


ccacacccag 


ctaattcata 


ttttgttttt 


tgtagagaca 


59040 


gggcctcact 


atgctgccca 


ggctggtctt 


aaactccctc 


ctggcctcca 


gcaat cctcc 


59100 


tgcctagggc 


ttacaaagca 


ctggacctac 


aggcgtgagc 


caccacacca 


gcctgtctgg 


59160 


gcattttgac 


atcatgcaga 


cgcagcacag 


aactgacctg 


agggatccaa 


cagctcaccc 


59220 


gccctgaggt 


ttctgggtct 


gcagctgggc 


ccaggcctgc 


agtgcacaca 


gctgttccca 


59280 


gcacgtgcct 


gtcccttcga 


ctcagtgcac 


acaagaaacc 


agatgagccc 


acgactgctg 


59340 


ggaccgaggc 


tgcctcgagt 


cccccacaac 


cgaaatgtcc 


cctccagaca 


gaggcctgga 


59400 


acaaacaagg 


ctcaactaaa 


aatagactta 


agcatgagag 


attcagagga 


aggcagctat 


59460 


ttttggtttg 


gtgtgttttt 


gcaaggaaag 


atgagaaaaa 


gaggctccct 


cgaggctgga 


59520 


gagggaagtg 


tgtaagaggg 


gcacagggga 


cttggggaga 


agccacagct 


ccttttgtct 


59580 


gtcctgggct 


gactcgtctg 


cctgaaatgt 


tgaaatcccg 


acccccagga 


ctgctagggg 


59640 
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ttggggggac 


ctcaaattca 


gtaactgtcc 


ttataagaag 


tgggagatac 


ggagacacag 


59760 


gtagaagcca 


cgtgagatgg 


ggtgacagtg 


atgcggccac 


cagccaacgg 


cagcagattt 


59820 


ctctggtcgt 


ttctctggct 


agagaaataa 


cacctccccg 


agctgcatgt 


ggtgcagcgg 


59880 
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gacccacacg 


gtgaccccgg 


ctgtgcgtct 


gggagggcgg 


tgggtgctgg 


acccctcccc 


59940 


accaggagat 


gaaacacgtg 


caatgacagc 


aacccaggca 


agtccccggg 


gagactcaga 


60000 


gccccgggcg 


gggaagggtg 


gggaagggct 


gtcccaggag 


gaggcacttg 


ccaaagaggc 


60060 


agtcgccatg 


ctgttggctg 


caggtcgggg 


ggagactgag 


acccacccag 


gtcagcaggg 


60120 


gctgggagcg 


cgggtcagca 


gaacgcccca 


gggaaaccgg 


gtgggtgcag 


catctgggag 


60180 


gggatttgcc 


ctgcgaggct 


cctcgtgggg 


ccctttaagc 


caccaggtct 


cccagtggga 


60240 


tcagagcagg 


atcccatggc 


ctgaggtggg 


gctgcgtctg 


gctccagccc 


ccacccctca 


60300 


tctgtgccca 


cgtgcacccc 


agcccagacc 


acgcccagct 


gatcacaggc 


cgggcgagct 


60360 


tgaaggtgct 


tggagaggtc 


agagtccagc 


caggctgggt 


ctcagagcga 


cccccgtctc 


60420 


tagcctcaga 


caaggtgccc 


ctctccagcc 


ctcagacact 


ggcctggcct 


gatgagaggg 


60480 


acatggctgg 


cagaggtttc 


ttcccaggtt 


tgatcagagc 


cagagcaggg 


gaaagtttcc 


60540 


ctgttggggg 


tgtcgatact 


ttgggaaaat 


gggttcctgg 


tcccaaggtt 


gacgtccccc 


60600 


tggcagagtg 


ggccgcaccg 


aggtcaggac 


acgaagggtc 


ttctcctggg 


tctgctggag 


60660 


tcgggggcaa 


cctgcagcct 


taggggtggg 


gggtgcgggt 


gtcatggacg 


tcagccccac 


60720 


ctcctctcct 


gcagccacct 


gaggcccacc 


cacctcctca 


tccctgtgcc 


caaacccgca 


60780 


ccctggtgcc 


cagcacttgg 


gggcgcccac 


agatgtgtcc 


gtgaccacct 


tgggaagtgg 


60840 


ctatgcgtgt 


gccgcagccc 


caccggggtg 


gctgggaggt 


gccctcggaa 


tgattcatgc 


60900 


agtgacttcc 


ctgtggcctg 


gcccatggca 


agtgctctgg 


ggacgtgatg 


gtggtgcagg 


60960 


gaacatcgcc 


ccgggcctgc 


agctcccgcc 


cacgagctgt 


gcccaaacct 


cccctcaggc 


61020 


ctgcagctcc 


cgcccacgag 


ctgtgcccaa 


acttccgcta 


aggccttggg 


cccagctgga 


61080 


tgcagggagc 


agggggtgcg 


ctgggcagag 


aggggtctcc 


aggcagggac 


cttaaaaaag 


61140 


gatcccttcc 


gtgctgccgg 


tcaggcccct 


ccaagtactc 


tctggaaaag 


gatttcaaag 


61200 


tccagccccg 


tgccgtccac 


ccaggcttcc 


ctgagagcca 


cgccccaggg 


ccctgtttct 


61260 


tgagaaaatc 


ccagcatgaa 


aaacagttgg 


gaggaaaaca 


gtttgctggg 


tctccaaggc 


61320 


ccctcggaga 


gcaccctccc 


gaggaggcct 


ctgagccacc 


tggtgccacc 


ggaacagctg 


61380 


cagccgcctg 


gagagccaga 


gggagccggg 


tggggcccgg 


gggtggcgct 


ggcatcgcgg 


61440 


aacacccccg 


cccgcgttcc 


aaacgaaagc 


acatcacccc 


caagcgacgc 


gacctagggg 


61500 


cgagttttaa 


aaggagcact 


tacttatttt 


tagagtgtgc 


ttttcactca 


ggatcacacg 


61560 


acggagctaa 


attgcaataa 


aaatagtgca 


atcccgccag 


caagaagccc 


attcggcaac 


61620 




y L. LUadaa La 


day LLj Laada 


L.ydLL.LCLCy 


caataacacc 


agcaaccggc 


olboU 


ttcaaaggcc 


agctgggttg 


gctcaggata 


aatgactaag 


cgtacgccga 


gccctgcgga 


61740 


ggaagctcag 


ccggccgggg 


ctttgctcca 


gagcttcctt 


ttccaaaaca 


gatgcttggg 


61800 


accaagatgg 


agccagggaa 


gccgggttgg 


gtgacggcgt 


ccgggttcct 


aggctggcag 


61860 



115 



gctcggaggc 


cagagggcag 


gcgtcccttc 


gggtactgac 


tcctggggca 


ggcaacagat 


61920 


tcctcctggg 


aggcccaggc 


ggaggcagca 


cagcatctct 


ctgttttcct 


gcaggccgac 


61980 


ggggatcctc 


agtgtggtcc 


gctaggaaga 


tgagtgagcc 


ccagagctga 


gtgtgtttgg 


62040 


gctgtggatt 


gtgatgcagc 


tggaaaaaca 


caaccaggac 


cacccagcag 


gaagcacagg 


62100 


aagactaagg 


cacagagagg 


gtcaagaact 


ggccaaggtc 


acacagcagg 


tgtgtgggga 


62160 


gctgggattt 


gaacccagct 


ccagagtgtg 


tgccttgacc 


cctcactgcc 


gtccacaagg 


62220 


ggaccaatga 


gggtcccttc 


ccccagcaag 


tgccagacga 


gtcctacttt 


actgctcctt 


62280 


gcggtgctcc 


cccctcggca 


cacctgagcc 


gcctggagcc 


actcgggcaa 


acctcaggcg 


62340 


ttccactccg 


ataagggtgt 


cagggaagag 


cgagggactg 


tgcttcaggg 


ggagagctca 


62400 


ggctgagaga 


ggagagccag 


gcccgggggt 


agggtggcga 


ggggccaccc 


aagggggcca 


62460 


caccacctcc 


ctgcttgcca 


ctgcgggctg 


gacccgctct 


gcccgcctat 


ctcctccacc 


62520 


gcctgggaga 


agacccatcc 


tgggggccca 


gagggtgggg 


cagggtggaa 


gtggcctcgg 


62580 


tcctctgctc 


ccgagagtcc 


tgcctgtgcc 


cagtgtggct 


gaagtgaccc 


agagcccggg 


62640 


aggacgtgga 


ggacaaggct 


ggcccagtgc 


ctctcgagtc 


ctgggctttg 


gcttctccag 


62700 


aagcagcccc 


tccacagagg 


aggcctctga 


cgtgtccaag 


gcctcagcta 


tgtcccagga 


62760 


aagcgggttt 


ctgggtgagc 


tattcctcct 


ctggggagaa 


tggaagccag 


cctgccctat 


62820 


ggggctgagg 


tggctgagcc 


agacccacac 


cctgagctgt 


cccgtctggg 


acgtgagcag 


62880 


gactcttgga 


gaaacaaccc 


ttgcagatgc 


tctgtggatg 


acagtgaggg 


gtcatggcac 


62940 


acactctgga 


gccaggtggc 


cagactcaaa 


ccccagctcc 


ctacacatgt 


gctgtgtgac 


63000 


cctggacctg 


ttctttagcc 


tttctgtgcc 


ttagtcaccg 


cacctgcaaa 


acgaggctgc 


63060 


agcagcttac 


tcagagagga 


ataaaggctg 


aggacctggg 


tctttacctg 


ctggctctcc 


63120 


tggccccccc 


cggggctctg 


agacacaaag 


tcgcacaggg 


gtgggtccca 


ctggaggagg 


63180 


ggtcagtgta 


gaggtcccat 


tttgctaatg 


gataaaactt 


tttctcattt 


tgattaataa 


63240 


tgactaaaaa 


ctgtgtttat 


tattcctttg 


ttttctgtcc 


tgctgggact 


tcagtcaaaa 


63300 


aatgattctc 


atagactctg 


agtcaaggtg 


ccggagggac 


agggtctttc 


taaacggcat 


63360 


ttcgcaaggc 


ccgccggagg 


aggtgcagtg 


ccaagatgca 


aaacagaacc 


agcaataatt 


63420 


caactctgaa 


tattttgcct 


ttaattacaa 


taaactaata 


aagatttcag 


atgctctcat 


63480 


tttaatagaa 


tgaggagtta 


taattggtga 


cctattttag 


gcaatttaat 


ttccaatgac 


63540 


ctgttttcca 


aattaacata 


gtaatcaagg 


ccagggtgcc 


gttcagggag 


tcagaccctc 


63600 


caagggtccc 


acacctgcac 


cgcgtacagg 


cgcat ct ctt 


act aacgt gc 


t catagaagg 


63660 


aggtgctaaa 


ttatggaaag 


gttcctttct 


acagcatcta 


atgagcctgg 


atttttaaat 


63720 


caaagcataa 


tcaaagaaaa 


tgagcaagga 


catcttgagc 


atctgtaaaa 


tcactgttga 


63780 


agccacaacc 


ctcaatgact 


tcgaagctct 


tctcaggact 


ggagtgtatg 


tcctccccga 


63840 
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ggtagagatc 
cacacctcgg 
agaacaggca 
aaggagggag 
gatgtcatca 
ggatcaggcc 
tccttctccc 
ccctccctcc 
cctccctctt 
cctcccccct 
tctccctctt 
tccctcctcc 
aagggcctgt 
ttccaaaaca 
ccctccctcc 
aagccccctg 
tttttctccc 
cccaggctgg 
agcagggagc 
ggttctcaca 
gaggggcccc 
gtacaggggt 
tcaggacggc 
ggtctacgga 
tggggcccat 
cccctggaca 
actggcttca 
gctcctctct 
cattcaataa 
gcagtggcca 
ccctatttac 
tgagcacctt 
aaagatgaag 



get ctcagag 
. cctcaggtgc 
ggggggaggg 
aggaaagaga 
caccagccct 
tgatctcccc 
tcctcccttc 
tccctcttcc 
cctccctcct 
ttcccaccct 
ctcatccctt 
ctcctcccca 
ctcagctaca 
catgtacaag 
tgttcacatt 
ctcagcagag 
caccctagac 
aggctggcag 
agggecagtt 
ggtcccgccc 
ttggaggcag 
gcaggttaac 
ttcagctcca 
ccctgcaggc 
gagccccacc 
cagtacagca 
ggtgaagata 
tctcaccccg 
aatctctccc 
ggagcctgcg 
aggagaaaca 
tgtctaaagg 
ctcctggctc 



gctccttcaa 
cctcccgctg 
ggagcaaggt 
agagggagat 
ccagcggctg 
tagtctcctc 
ctcctccctc 
tccctcctcc 
cctcccctct 
cctccccctt 
cctcctcctc 
cactgtccat 
aagttctgct 
gcagaaattg 
agaggctgea 
ctggtttccc 
cccaaacatc 
ggcagctgga 
ctcctacatg 
ttggtgccag 
ctccatccag 
cctgccccag 
tggctgccct 
ctcagaggag 
tacttcccac 
cagggeggag 
gtggccctgg 
ccacttctct 
gcaagccagc 
ggagaaggtg 
atgctctgtg 
gatgccctcc 
gtgtgtgctg 



aaacccccag 
cctcccaggg 
ggggaaggtg 
ggactggcct 
aaagagccag 
ctgcaatgcc 
ctcttccctc 
tccttcctgc 
cctctttcct 
tccctccctc 
cctcctccct 
ttgcaggctg 
etctgetttt 
ctcttgaaac 
ggcaacccca 
atggatagag 
cttggggttg 
ataegggagt 
ccttcttccg 
tgatgtctct 
gcctggctga 
agtctctgtc 
gggtggaagt 
gaagttctgt 
cagcagcatc 
tgagggctgg 
ctgaccccaa 
gggectttte 
cccctgggcc 
gcatctcttc 
gctcccagcc 
ttaattctgt 
ctatttgtgg 



gcaggaggga 
accaccgtgc 
gggcagaaga 
cagccacccc 
tgagaggcag 
cagattcttg 
cctcctgctt 
ttcctccctc 
cctccctctc 
ct cccgact c 
tcctcctcct 
cctggtccta 
aaatgaggac 
agcagacaag 
gttgtctcag 
ctgttggctt 
tgtaagaagg 
gggaggggag 
gcctcttctt 
tctgcacctg 
gatgtccaag 
caggagcagc 
caggctggat 
tttgggagcc 
ttccccttgc 
gagggecttt 
gcctgatccc 
caagccaaac 
tccacccgcc 
ccttccgtaa 
agccctgtct 
gctgagctgg 
tggcgaggtc 



gggtgagtcg 
agggccacca 
gagaagcagg 
ggagtacagg 
gtgggggtgt 
cccccgtcct 
cctccctctg 
tgccctccct 
ccttcctcct 
cctctcccct 
ccctccttcc 
gcccatatcc 
acaaggtggt 
caagacacag 
aaatgggaac 
tctggaaacc 
aaggggatgt 
ggaggaggcg 
ccccactcgg 
ctaaagggca 
aggcagcagg 
aggagcaggc 
acagaggeca 
cactggttcc 
cccactgcag 
gtggagtccc 
cagtgggcct 
tctgctccct 
catggcctcc 
aatctccccg 
cccctgacct 
attaattttt 
aggcagagtg 



63900 
63960 
64020 
64080 
64140 
64200 
64260 
64320 
64380 
64440 
64500 
64560 
64620 
64680 
64740 
64800 
64860 
64920 
64980 
65040 
65100 
65160 
65220 
65280 
65340 
65400 
65460 
65520 
65580 
65640 
65700 
65760 
65820 
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ccggcccggg 


gagcaggagg 


tattagcggg 


cactaattcc 


ctggggacag 


caggccggga 


65880 


ttatcgctgt 


gtgcccagcc 


cttgccagcc 


ctgctggctg 


ccagctgctg 


gcaggggcct 


65940 


cactgtgcca 


ggctggtggc 


agcccacagt 


gcactggcca 


catggagcgc 


actgggtcac 


66000 


ggagctctgg 


attcaggtgg 


gattatgccc 


cccaccgcca 


aagccatcct 


tcctggcagc 


66060 


aaaggcctgt 


gggctgtggc 


tgcacctctt 


tcctgggtcc 


agtttccccc 


cagggattca 


66120 


aagttcctgg 


cccttttgtg 


gctagggtga 


ccacagatga 


ctcacttggg 


gcgctagctg 


66180 


gggaggctaa 


ggagtcctcc 


atcagccccc 


cagcgcttcc 


tgcagagccc 


attgggcgtc 


66240 


ctatgacgga 


gggccctgca 


atgatgccag 


gtttcaaggt 


gtgcaagggg 


aggctcctgc 


66300 


cttgggcagg 


tttgtctgtc 


tagagaaata 


acacctccct 


gtgccaacaa 


cagggaaact 


66360 


gacggggtga 


gatgcacgtt 


acagcagcga 


gggaaactga 


cggggtgaga 


tgcacgttac 


66420 


agcagcgagg 


gaaactgacg 


gggtgagatg 


cacgttacag 


cagcgaggga 


aactgacggg 


66480 


gtgagatgca 


cgttacagca 


gcgagggaaa 


ctgacggggt 


gagatgcacg 


ttacagcagc 


66540 


gagggaaact 


gacggggtga 


gatgcacgtt 


acagcagcga 


gggaaactga 


cqqqgtqaqa 


66600 


tgcacgttac 


agcagcgagg 


gaaactgacg 


gggtgagatg 


cacgttacag 


cagcgaggga 


66660 


aactgacggg 


gtgagatgca 


cgttacagca 


gcgagggaaa 


ctgacggggt 


gagatgcacg 


66720 


ttacagcagc 


gagggaaact 


gacggggtga 


gatgcacgtt 


acagcaggga 


gggaaactga 


66780 


cggggtgaga 


tgcacgttac 


agcagggagg 


gaaactgacg 


gggtgagatg 


cacgttacag 


66840 


cagcgagggc 


tggaagagtg 


cagcgcaggc 


gcctggtccc 


tgggcttctc 


caaaacagtg 


66900 


tagtgtcagc 


ctctcccagg 


agctcctcag 


aaacagaatc 


ctaggcct ca 


cctcagaccc 


66960 


tcttcatcca 


agtccacatt 


ttcacaagac 


ctccaggcaa 


ctcaaacaca 


catttatgtt 


67020 


tgagaagtgc 


tgctgccctg 


ttaggctcct 


gggggaggtc 


agtcctagag 


gtgggggcct 


67080 


tgcagatggg 


cagagccacg 


tgggaagcag 


tgtgtggtcc 


ctgagccaga 


gggtcatcag 


67140 


ggcctgaagc 


tcccccaagc 


acaagagggc 


gccggtgcag 


ccatcgcccc 


atcacactcc 


67200 


tcctttagaa 


agcaaaagag 


gccgggcgcg 


gtggctcaca 


cctgtaatcc 


gagcactttg 


67260 


ggaggccgag 


gcaggcagat 


cacgaggtca 


ggagttcgag 


accagcctgg 


ccaatatggt 


67320 


gaaaccccgt 


ttctactaaa 


aatacaaaaa 


tttgccaggc 


gtggtggcac 


atgcttgtaa 


67380 


tcccagctac 


tctggaggct 


gaggtaggag 


aatcgtttga 


acccaggagg 


cggcgcttgc 


67440 


agtaagccga 


gatcatgcca 


ttgcactcca 


gcctgggtga 


cagggtgaga 


ctccgtctca 


67500 


aaaaaaaaaa 


gcaaaagagc 


tcccaggaag 


gtgctcacgc 


tcctgaacga 


gggtgggaag 


67560 


n 4™ /T *T 

yLgcccdcgc 


tcctgaacga 


gggtgggaag 


gtgcccacgc 


tcctgagtga 


gggtgggaag 


u / D^U 


gtgcccacac 


tcctgagtga 


gcgtgcacat 


gcttacaact 


gcgtttcccc 


tgctcaagat 


67680 


cctcacagca 


cttagaggac 


aggagggttg 


tcagcgctga 


gtcctgatca 


cacaggctta 


67740 


gtgttcagca 


ggtggttggg 


gaacacgtgg 


atggataggt 


gaatgactgg 


gtgggtgggt 


67800 
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ggaaggatga 


atgaatagaa 


ggacggatgg 


gtaggaggat 


aattcagggg 


atggatggat 


67860 


ggatggatgg 


atggatggat 


ggatggatgg 


tggatagggg 


gtgggtgggt 


tgtggatggg 


67920 


gatggatggg 


gatgggtgac 


tggatggtga 


atggtggatg 


gatggtgggt 


ggggtgtgga 


67980 


tggatggtgg 


ctgggtggat 


gagtaggtgg 


gtgaatggtg 


gatgggggat 


gggtgaatag 


68040 


atggtgggtg 


ggttgtggat 


ggtggatggg 


tggtggatgg 


tggatggatt 


gtgggtgggt 


68100 


tgtggttggt 


ggatggatgg 


tggatggatg 


gtgggtgggc 


tgtggatggt 


ggatggatgg 


68160 


tagctaggtg 


ggtggataga 


tggtggattg 


gtggtggatt 


gatggtggat 


gagtggatgg 


68220 


tggatggagg 


attaggtggg 


tgaatggatg 


actttagtct 


ccagagagta 


agaaaagcaa 


68280 


gacgaactct 


agtacgccac 


tggtgggaat 


gtgaaatgtc 


ataggtactt 


tgggaaatag 


68340 


tctggcagtt 


cctcaaaacc 


tctggggtag 


gctgtgaggt 


ccctcccagg 


gctcagccgt 


68400 


ggggccccat 


gtactcaggt 


ggtgctcacc 


cagccctggg 


gggcattctt 


ttggggtaaa 


68460 


cacagttacc 


tcgtgaccca 


gcaattctgc 


tcctaggcat 


gtagcaagga 


aaaatgaaaa 


68520 


cacgcagcca 


tacaaaagca 


cgtgcaccca 


cgttcacagc 


agccatacaa 


aagcacgtgc 


68580 


acccacgttc 


acagcagcca 


tacaaaagca 


cgtgcaccca 


cgttcacagc 


agccatacaa 


68640 


aaacacgtgc 


acccacgttc 


acagcagttt 


cattcatgac 


gagccgaaac 


gtggagacaa 


68700 


cccagatgtc 


tatcctgatg 


aacagatcag 


gaaaacgggg 


cacacccaga 


caaagggatg 


68760 


tgatagggtc 


acaaaaggac 


tgatgtgcag 


attcatgcta 


caacgtcagg 


gagcctcgca 


68820 


aacgtcgtgc 


tcagtgaata 


aacagacaca 


cacgacagca 


tgtatcgtgt 


ggttctgtgt 


68880 


gtatgacaca 


tccagaatag 


gcaaatcctt 


ccaaagagac 


agaaggtaga 


ggcgcggtcg 


68940 


ctgggacaga 


tgtggggacg 


ggcaaggtaa 


agcagcacag 


accttccttt 


gggggataaa 


69000 


aatgttctaa 


agcggatcag 


gggtgatggc 


tgcacgggcc 


tgtgactatg 


ctggccgggg 


69060 


gccggggcgg 


gtggctcacg 


cctgtaatcc 


cagcactgtg 


ggaggccgag 


gcaggcggat 


69120 


cacgaggtca 


ggagttcgag 


accagcctgg 


ccaacacggt 


gaaaccctgt 


ctctattaaa 


69180 


aatacaaaaa 


ttagctggat 


gtggtggcgc 


acgcctgtaa 


tcccagctac 


tggggaggct 


69240 


gaggcagaag 


atttgcttga 


acctgggagg 


cggaggttgc 


agtgagccga 


gattacacta 


69300 


ctgcactcca 


gcctggcgac 


agaacgaaac 


tctgtctcaa 


aaaaaaaaaa 


acattaaaaa 


69360 


aaagtgaccg 


tgctaagaat 


tattgaattg 


tgcggtttga 


aagagtgaag 


tggggcatgt 


69420 


gggttgtatc 


tcagtaaagc 


tattagttac 


ccaagaaaag 


cacagaaagc 


gagatggtca 


69480 


ggcccatcac 


cctgcttcct 


cccaggggcc 


tgtgggtgag 


gctcaactca 


ggagctgggg 


69540 


aacaaggaca 


aggccct ggg 


ccgggcgtct 


gtggggccac 


cttgcaccat 


gctgccagcc 


by bUU 


ccagcctgct 


ccgctcctca 


cctctgggcc 


tggccctgca 


cagactgggt 


caccctcttt 


69660 


tcacaaggca 


ggacagcact 


gtgcttcctg 


ttcagcccag 


gctgtccatt 


tcccaccaga 


69720 


gggaggggag 


cagtgagccc 


ccccccaggg 


gctcatcaga 


ttgggggatc 


ccatgtgccc 


69780 
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agggaggcaa 


tctctgagcc 


ccgcagccct 


ggcctgtgga 


agcagcctga 


tggccatgca 


69840 


tttcagaaac 


acccactagg 


agctgggcca 


cacctctcgt 


taaaagctgg 


acagccaagg 


69900 


ccccagggct 


ggccctgggc 


aagtctcctg 


tcagctatgg 


gatccactgg 


tagggtctac 


69960 


aggctgatgg 


agccaggagc 


gggcaaacat 


cccactttgg 


tcccagaggg 


cactgtgcag 


70020 


cttctgccgt 


cacaggggac 


attcccaagt 


gaccagaggg 


gacatccacc 


ctgagcagct 


70080 


ccactgttgg 


gggcctcagg 


ctatgtggct 


gggctgagct 


gccagctccc 


aaacaggacg 


70140 


ttggcctctt 


ctgacatcca 


agctctggca 


ggggcatgtg 


tcctgctgga 


tgggactgga 


70200 


caatcctcac 


gggctagggg 


aagtatagcc 


cagggcagcc 


aggggaggct 


cctctccatg 


70260 


gagggaggac 


cccaaggcca 


gggtgctttc 


ctgagcactc 


aggactgcca 


tgggaaaagc 


70320 


aggcccctgt 


cagccgtgtg 


cacagcccct 


cccacacctg 


cctgggaaaa 


gtgaggcctt 


70380 


agagcccggg 


aggcaaatct 


gctccaaccc 


tggaggtgca 


gagaccaaag 


ccaggggagg 


70440 


cttgctgagg 


acacctgccg 


aggggccttg 


ggatctgggc 


cagaactgca 


gcatggctgg 


70500 


gagcccctgg 


gcccatctgg 


aggaggctga 


gtggtaacag 


gcgccctagc 


ttcacactag 


70560 


ccacccactg 


ccccccactc 


agtcacctcc 


tctgctgccc 


atactgagac 


ccggtggctc 


70620 


aaccaagact 


ttggaaggac 


aaaccggtgg 


tcatgggtca 


cgtgcccacc 


gttcaaggcc 


70680 


ccaagaagcc 


ccctccattg 


ctgctctgtc 


ccggaggttc 


ctgcaaggaa 


cacacctttt 


70740 


gcttccatgg 


tgacatttgc 


ggtgctgttt 


taggcttttc 


cgcctctttc 


cttcacaggg 


70800 


tcctggggca 


ccacaccagg 


gaggcctggc 


cgggcacaca 


cagaggacag 


tgggaagtaa 


70860 


gcaccagggc 


ccggcctcct 


gcctgagggg 


tcagccagcc 


gctgaccacg 


tcctgtagct 


70920 


cctaacgtaa 


gctttgcacc 


caagaacaag 


gggcccttcc 


agcccctgac 


tccccagtta 


70980 


acccccaaac 


actacagagt 


gttggccaca 


gtcacacaca 


tccagcccca 


ggagggcctc 


71040 


tgcctcctcc 


cttgacctcc 


aagtcccctt 


cctgccattc 


cctgccctgg 


gtgcccccac 


71100 


tcccgccttt 


gactcacccc 


atggccattt 


gcagacgtgg 


agcccctggc 


aaggttcacc 


71160 


tgcgccagga 


tcccaccacc 


tcctccgcct 


ccagtggcca 


tgcaggcccg 


ctgaccacat 


71220 


ccctactggg 


cacatgttgg 


accccaaatt 


tcctgtccac 


cagaccctca 


gactatgagc 


71280 


ttatctggaa 


taagggtctt 


tgcagacata 


acgaagggaa 


agatactgaa 


atgaggccac 


71340 


catgcatgag 


ggtgggtccc 


aaatccagtg 


agacagagaa 


gcagagatgg 


acacaaattc 


71400 


ggagaagaac 


accacgtgaa 


gaggggagcc 


gaggctggag 


cgaggcagcc 


acaagccaag 


71460 


ggacgcttgg 


ggccattgaa 


agtttgaaga 


ggcaggaagg 


acatccccca 


ccaacagagc 


71520 


uccuggagga 


agcaggccct 


gtccacacct 


tgatttcaga 


t cct tgat ct 


ccagaacatg 
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agggaagaat 


tttctgttgt 


tttctggctc 


cctccacagc 


tcttagcgct 


gtggggctgc 


71640 


agactggtct 


cctggctaac 


cagagagccc 


gtgctgatag 


agccactgct 


cagccctgcc 


71700 


tgcacccagc 


atccagcgtg 


gggcctggac 


cgtcattgtg 


tcctggtaga 


tattggtcaa 


71760 
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atatggaatg 


aaagagcctt 


ggagtcagac 


acagggctga 


acgagtcctt 


ttcaggccat 


71820 


ggtctaagct 


ccacacggca 


cctggagcac 


cgccgtggca 


cccgctgggg 


tccacaaaca 


71880 


cctcccggcc 


tgaaaagggg 


aatcccagcc 


tttccatgat 


ctctggagat 


ttgggacact 


71940 


tgtgaatcat 


gcatcggctt 


tacaggacgc 


tctggggctt 


agggagttga 


caggtcaaca 


72000 


gtcggataga 


ccgtccaggg 


aagct cccag 


gaagtggagc 


aagctcgggc 


gggcagatgc 


72060 


cgggtgtctc 


ctgggacctg 


ctgcaaatgc 


cctccccacc 


tgcccaaccc 


caccccctac 


72120 


cccagacaga 


gagcatagcc 


cctgcctgcc 


aggaagggtg 


agcgcccagc 


acaaacagat 


72180 


tcagggcctc 


ccgctgcccc 


agaggacctc 


tacattcatc 


aacccttgac 


gtggttttca 


72240 


attagcgtgg 


aggaaccagg 


gtttatcgct 


cttctccgtc 


actccattta 


tatttaatgc 


72300 


atttattgcc 


cacattctat 


atcaggaaca 


actgcctaga 


ggctgcccat 


ccccagggag 


72360 


cagggtttta 


ttttcctttc 


ctcgcaatcg 


atcagagatt 


aagttgctgt 


gtagcttttt 


72420 


attggagaca 


cacatttgct 


gtgtttaaca 


ggaaaccaga 


gaaggaagct 


cagcgtgggc 


72480 


cataaatgat 


tttgcttcca 


ttgatcaaag 


aaaagactgc 


ccacatcagt 


catcatcacc 


72540 


caatgcactc 


tctgagggca 


ccctatatat 


gctcaggcac 


acacatgcac 


acgggcacac 


72600 


actatccaag 


aggagagaga 


gccttgagat 


ggactcaatg 


gctcctggac 


actaccctcg 


72660 


gctcccccac 


agcctcctag 


tggcttcacc 


aggggtggac 


atccagactt 


tgtcacagct 


72720 


gaaagcccca 


cctggcctgt 


gagggagcat 


ctgcagcccc 


ggacagctgc 


cctgaagttg 


72780 


gccctgtgca 


gaatggtaga 


ccctttggac 


ccacattggt 


ccatggaatg 


gcagaagcct 


72840 


gttgtccttc 


cgctggctgg 


ggcctgagca 


tcaaagtcat 


ctttgcttca 


gaatcaagga 


72900 


acctgggagg 


gctgaaagcc 


aaccctccat 


cccaccatgc 


tgatggcggc 


cacggctccc 


72960 


cagtgactca 


ggtttgggga 


tcctggttgg 


tgataatgaa 


gtgagcagca 


caggatgccc 


73020 


tgccagggcc 


aggggtctat 


gcccccatgt 


cccctacccc 


tgagcaggtg 


agctggtacc 


73080 


gagacaggca 


gcaggtgcac 


tcccaagtct 


ttgagacgct 


gctggcagga 


agtgttccct 


73140 


tccggatctg 


tcctctcacg 


cacatgagtg 


cgcacacaca 


cacacaggca 


cttgccatgg 


73200 


cacagagaca 


tgttccacca 


gaagcctgtg 


gactactcgc 


ttgggcttta 


ggggaggaaa 


73260 


agggaaaagg 


gaggaattgc 


taggcaacca 


gccaggggtt 


gctatggcat 


tttcaagaga 


73320 


gcggctgggc 


caatcaaggc 


tgactgcagg 


caggcggagg 


cgggagccac 


catgtcacag 


73380 


cagctcagac 


agaggggagc 


acactgctgc 


acaggcctgg 


ggagggctgg 


cgcctcatga 


73440 


atatgcatca 


ggctgattga 


ggcaaagt ca 


attaacgact 


tgacggcttg 


atttcccctg 


73500 
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tggccccgga 


gttttctaac 


aggtccaatt 


tgctttccta 


atcctgacct 


ggcccagggg 


73620 


tcctggcatt 


gcttggtgct 


gtttctactg 


aaatcttctg 


ccacctatgc 


aggcagecag 


73680 


gtcgctggtc 


ccacagtggg 


tcccttggtg 


ccctggcaag 


gcctgaattc 


ctacctggga 


73740 



121 



ccaggcacag 


tgcagcagct 


cctgcaggag 


atggtccagt 


tacccccctt 


ggacagttac 


73800 


caactagcga 


ccacaggcct 


ggccgacaca 


catctgggca 


atgacctcac 


aacccctggg 


73860 


agcatctagg 


cacaaccagt 


tttgtgggtg 


gcggttggag 


aaagctgggg 


gccagcccag 


73920 


ggcaggatct 


ccttcctggg 


ctctgcagca 


gtttctcatc 


tactgcagtg 


gggttctggc 


73980 


cagagcagtc 


agaaagcatg 


aaggaggcac 


tgctcgcttc 


ctccacgtga 


ctcctggggt 


74040 


gcaagctggg 


gcagggaccc 


cggctctgcc 


agaaccccca 


gggggctagc 


agggtctttg 


74100 


ctggattata 


tttctccttc 


atttcattgt 


tctccccagt 


gaattctggg 


gattctgaga 


74160 


attccatttt 


gccctgaatc 


atacgcagct 


cttttgacag 


cttcagaagt 


ggacgtcctg 


74220 


ttgtgtgcag 


cggggagaat 


gtcaacccta 


tgattaacgc 


cccacatggt 


ggtgggaaga 


74280 


ggctgggatg 


cctcaagtcc 


caggcccaga 


ggatggtggg 


cctcacaaaa 


cttgggtgca 


74340 


gggtgttgca 


gaggtccgtg 


caagaaggga 


ccccgaagct 


ggaagctaac 


cgccactggc 


74400 


ttctcaggaa 


gtccccttga 


ccagaaccca 


gtcccagaca 


tatgaatcag 


tagccaaaga 


74460 


gggccacaaa 


ctctgggtgc 


tggccccgtg 


cctggctctg 


ggggcagaga 


cacacgggcc 


74520 


cttagggctg 


agaactcagg 


tggaggggtc 


tggggtggga 


gggttagtgg 


caaggaatgc 


74580 


acgggaagaa 


cacagtcagc 


ggccatggac 


ctggatcctg 


ttcacgcacc 


tcaggcccac 


74640 


acggtgggca 


ggacgggtta 


gagccgccac 


ctgggtccaa 


tcggccgggt 


qgqgqcaqcc 


74700 


caggaaggtg 


ttcccaggag 


cagaccccag 


gttccctgtt 


gcagcccatc 


ccgtggcccg 


74760 


caggctgcct 


aatctccctg 


ctgcagctcc 


catttgcttg 


gcctgcagaa 


ggttttcaac 


74820 


cacagccgag 


caaggtcctt 


aggcaccttc 


aaggctgaga 


cattcgcccc 


tgatccactg 


74880 


actgtgggct 


ctcgggagag 


cggccacacc 


cctctcacca 


tcaacagtca 


cctgggcctg 


74940 


gccctcatgg 


gagacagact 


cggccagcac 


ctcccactgc 


cccctagttg 


ggaggaaccc 


75000 


cactctcacc 


tggggctccc 


gtctgcaagc 


tccaggtggt 


aggaccgacc 


tgggtcactc 


75060 


tcgaacccca 


cactcagctt 


gtggccccca 


cacatgctca 


cccacccatc 


gccgcaaccg 


75120 


tttaaagagc 


aagggcccac 


accgcacact 


cagagcagag 


gcggccttcc 


gaagagaggg 


75180 


cgggcacaca 


tggaagccac 


tctcttcagc 


actgaactga 


aagacccggg 


ctgccctgag 


75240 


cttgggatgc 


gggaggcacc 


tggacaagca 


gggagggcag 


agccactcac 


agagctcagg 


75300 


gccaagctca 


tggccaggga 


caacttctct 


gggtcctgct 


gccccgaatc 


ctccattagg 


75360 


cctacaatgg 


acaagggagg 


cat caccctt 


gaacccagct 


tttgagagag 


ccccactcaa 


75420 


ggaaggatga 


gagcgagcac 


ctcctgtccc 


tccccggccc 


caaagccctc 


gagctgcccc 


75480 


ttctgcccaa 


cacctgtggt 


gcccctgcac 


t cagt aggt g 


cttcatgtat 


gctccatgga 




cagggaagtg 


aacacctggg 


catccgcaca 


aggaggtggc 


acgcacttat 


attgggatga 


75600 


gggacgtgta 


cttccaccag 


aggccggggc 


tgcccatcgg 


ccagcatttc 


ccaaagtgta 


75660 


tcctgggtcg 


cacctcgaag 


ttgctctgaa 


gaaagaccag 


ggcctcctcc 


tggaagccgg 


75720 
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tggctcctgg 


gtcttcactg 


ctattgttcc 


ctccacatgg 


gagggtgggg 


gctgccacca 


75780 


tgtcatgcac 


agggtgcacc 


ctcagacagc 


atgcacccca 


gggcacacgg 


caaacggcag 


75840 


agctggcctc 


caccagggct 


gtgcggggct 


gcactagatc 


cagctttccg 


gggctccagg 


75900 


gggttcctca 


ccagctcctc 


tgaacacgct 


acaggcccag 


ttgactgtca 


ctttcactgt 


75960 


tagggagcat 


gaggcgttag 


aatcaatcct 


gtgacaccac 


tgtgttgtca 


ggaacgggcc 


76020 


gtgccaaggg 


gcaccactag 


gtcaggcctc 


aaggtctcag 


ctccaggatg 


cctcacccag 


76080 


agcaagaccc 


aggctgtctg 


caggacaaag 


acgtcggaag 


gaagaagagg 


gagaagccag 


76140 


gaaggtggag 


gtctctgaga 


agatgtggtg 


acaccagggc 


ccaagggctc 


cccagcttat 


76200 


ggtggagggc 


actgcctgtc 


ttggtgtcca 


tgaaactttg 


gatgaggaac 


agcaggagga 


76260 


caggacccag 


gcaggagctt 


ccagctcagg 


gaacgacacg 


ccaggtggaa 


agaacggagc 


76320 


cccggacgcc 


gaggacggga 


acaggatcac 


gggcacctgg 


atgcaccagg 


agggcgagag 


76380 


aatcaggagg 


ggaaaggagg 


aagaaggcct 


tcagttcagg 


aggagaaggg 


ccttgcaatg 


76440 


cagagacctc 


gcagacgcgc 


cgtcggcctg 


tggccaaggt 


caacacaaat 


gtgcacggcc 


76500 


tgggctgtgg 


catggaggcc 


ttcatctctc 


tgctcttctc 


ccagagacaa 


attcgctaca 


76560 


ggacatccaa 


cagggcaccc 


ggccactccc 


ctggaggccc 


aggtcaccat 


gcacagggcc 


76620 


ggtgagacca 


cggggacagc 


ctcccggtct 


ttcctgcagg 


ggaagactgg 


gaatcggctg 


76680 


ctcctgcagc 


cccagtctca 


tcatctgtga 


aacaaagaca 


aggaaacccg 


ttttatagcc 


76740 


acagctcagt 


ctttgactaa 


gtcacatcct 


cattgctcct 


gtttccacag 


agcagacacc 


76800 


gacgtccaga 


catccagact 


ggctgccacc 


agctcactgg 


aatggccagc 


ccgtcccgcc 


76860 


gaggccagtg 


gacatgccaa 


atccctcccg 


caacaagttg 


ctatccatcc 


cctcgactaa 


76920 


tacttaccaa 


attaattcca 


gatttggagt 


cactcatggt 


tcccaccagc 


actcagcccc 


76980 


atctcagccc 


ccatctcagc 


ccccaccgca 


gcctcacctc 


agtgcccacc 


tcagccccct 


77040 


cctcagcccc 


cacctcagcc 


cccacctccg 


cccccacctc 


agcccctcct 


cagcccccac 


77100 


ctccgccccc 


acctcagacc 


ctcctcagcc 


cctcctcatc 


ccctcctcag 


cagctgctgg 


77160 


aatgggctac 


cctcaggagt 


tggcacccca 


caggctcctt 


cccttcccac 


ctccgccaca 


77220 


ccctgacgag 


ggaaaaatgg 


ggagctgctg 


ggagggaact 


tgcaccctgt 


tgggcgcctt 


77280 


gtatccccag 


cctcctctca 


caccacaggc 


tgctggggcc 


ccgtcagcgg 


agcacggctg 


77340 


cagcgaatgt 


tgaaaccacc 


agttcccatt 


cctagcaggg 


ctgaaagaag 


gaggacacct 


77400 


ggaacctgct 


ttcttgctgc 


tgcccttggg 


ggtggcccac 


tctggcagct 


gcagcctcga 


77460 
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tgtgggggaa 


ctggggggtc 


cctggggtcg 


gtcctaggag 


/ / DZ u 


gaaaaggtgg 


cagttgtcca 


tgctttctgg 


ggacgcccag 


ggaaactccg 


ccctgtggag 


77580 


accggagctt 


ggctcagccc 


ctccctcctg 


ccctacctct 


gtcctttcca 


gccagtggca 


77640 


acaaagccca 


ggtgtgaggc 


gcccctggca 


ggcgtctggg 


cctggctctg 


aggggccagc 


77700 
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gggcatggga 


ggggctggca 


gggcggccct 


tgtgttctct 


gctttggaag 


gagatagaac 


77760 


agtggtgcca 


gcccacccgc 


agatacggcg 


gcacgcagag 


gcctcatctg 


ccccttctga 


77820 


ggcaaagcct 


ctggaggagc 


cccacaccgg 


gccccccagg 


cagcagcacc 


tcctggtcct 


77880 


atcatgtgag 


acacacagcc 


cgagaggacg 


cctgaggtcc 


ggeggggaca 


gcaggaagca 


77940 


ttcagggaag 


gcgctcccca 


agatggacca 


tggtgaggct 


cccgccccgg 


gtcctcaggt 


78000 


gcagctggct 


cagggaaggc 


gctccccaag 


atggaccatg 


gcgaggctcc 


cgccccaggt 


78060 


cctcaggtgc 


agctggcacc 


ctcatttcct 


gggatgtgag 


acccacgccc 


tggatgacgt 


78120 


ccctctgtcc 


tcttcacggt 


ggctcctgcc 


ctgtgagacc 


ccagaatctt 


ccagagagac 


78180 


tccacagcct 


gcagcgagcc 


tgtttgctga 


get cctgggg 


caggacagcc 


agaccccgac 


78240 


caccctgatg 


gtaccactgc 


agctttgcga 


atggcatgtc 


ccctccaaaa 


cctgctgccc 


78300 


agaggggagg 


agaagggatg 


caaggcaggt 


tecaggtget 


tctgttttga 


attaaaccaa 


78360 


attatgaaca 


aaacagcccc 


ataggaaggg 


ccttgggatg 


gcaccagcca 


ccacccaggc 


78420 


ctcggcaggc 


cccagccagg 


gacccgggga 


ccccacgtgc 


cagccctggg 


gcagtagcat 


78480 


ggcacagaca 


cagcagtgag 


cgcctccgtg 


gctgccccac 


ccagcctgga 


gcttggcgcc 


78540 


ctgcaggcat 


ggttccaggt 


ccctcttcag 


agctgggaat 


gataagcaga 


ctgctgggac 


78600 


cccatcctca 


cccacacctg 


cgtggcggga 


ctgctggctg 


ccttgatcta 


cccctacagg 


78660 


ggctgatatc 


ctgtggcacc 


ccaagccccc 


cgatgaccct 


cagccagcca 


gcacacagga 


78720 


gagtccccaa 


ggctcggtgt 


aggggccctg 


caggcagtgg 


tgagatgcag 


ggtctgcgtt 


78780 


tcccaggccg 


ggcagtgcaa 


agccaggagc 


aaaggcaccc 


ctcaccatgt 


ggcacctcct 


78840 


gcccctgctg 


gcagagccca 


cagatcccag 


gcacaggatg 


gggagggcag 


tgtggctccc 


78900 


tcccaggcct 


cagggagtac 


agggacatct 


gggcagaggg 


tgggcaggat 


ttcaggcatc 


78960 


ctaccccctg 


ctaagggagg 


cccccggaaa 


tcaggaattg 


gggcctaggg 


agctgagcaa 


79020 


gcctggtcca 


ttctctagaa 


gtttctcctc 


ctgeaggget 


ggaaagatag 


gttgetctte 


79080 


tggtctgttc 


tctgtaaatg 


ctcccccaac 


atccctgggt 


ggggtttcct 


cttcccaaag 


79140 


cctgcagggc 


ctgaagggtg 


agcccctcac 


ttggtctctg 


cagcctccat 


cgtcaaccct 


79200 


cagggctcct 


gtcctcctct 


ccctgcaccc 


tccctcagca 


ttaggtgggg 


gttcctgtaa 


79260 


agctctgggg 


tcagggtctg 


gccctcaaga 


tccctgtgaa 


tttggcgact 


gcatcactct 


79320 


taccactgcc 


accttccctg 


ttctgctcag 


ggccaggttg 


ctccactctg 


ccctagtctc 


79380 


ctggggcagc 


tctgagcttc 


tgcacagtca 


ectteggaat 


gcaggcacct 


cccagtcccc 


79440 
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cccatccctg 


cctctcgccc 


cacccctgcc 


tggcatcctc 


aacagcctca 


ctggtccccc 


79560 


accagaaggc 


tcttcccttc 


catcaacctg 


cacagagact 


gttgctggcg 


ggggaaccag 


79620 


ggtgaaggtg 


cctctctggg 


ctcccagagt 


ttcttgccct 


ggtctgaggg 


gcaggaagtc 


79680 
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ctgccattga 


tgccttccct 


cccagtaaag 


acaactggca 


aagaaacaga 


tggtgccctt 


79740 


gagctgagga 


ttgcaggagg 


gtttaacaag 


tgacacgggc 


agttgtgggg 


aaacccaggg 


79800 


acagaacggc 


atcctggggc 


tggagaggtt 


gaggctgcca 


cccctccaga 


ccagagggat 


79860 


gtggtgagta 


gtcctgcaag 


gggcttgggg 


gctgacactc 


cctcccctcc 


tttccctcac 


79920 


atcctcccct 


ccctcagcca 


aagccagagg 


ctcagagccc 


atggtgcagc 


acaggtggcc 


79980 


accagagcca 


aggggaggag 


gggatctctg 


tgcactggct 


gggatgcagc 


acatcttcac 


80040 


agtcagtcat 


tcacacatta 


gtgagaattt 


gtgtctaagc 


cacttccaag 


ggaagatata 


80100 


gggagaaaga 


aggcttggaa 


agacagtggg 


aaacagagct 


gcacaaagtg 


gtcctgggga 


80160 


tggccaaggg 


atgagaccat 


ggtgcacctc 


caagggccca 


gttcatcctt 


tgcctctgct 


80220 


cctccccagc 


agacacattc 


agctgcctct 


cctgagaatg 


caggcccaca 


ctcccttgtc 


80280 


cagcctgaga 


agcccccagt 


gacaaggaga 


gtgccccaga 


tagccccagg 


gtcagcccac 


80340 


cccaatctga 


tgccaactcc 


aggcacaact 


cccatcaggc 


gagcgtggga 


ggaaaatagc 


80400 


agattttcaa 


aagtcacaaa 


ttagagcatg 


aaatccaatg 


cttgacataa 


gccttctgtg 


80460 


cagaaaccgt 


gaggccctcc 


agaagcatgg 


aagcccctgt 


ggcgactgag 


cccctttcct 


80520 


gacagaagat 


ctcccttcta 


tccactcttt 


cgtttaagta 


actgtgtttt 


aaagacagct 


80580 


ttctatttcc 


gctattagtg 


gaaaatcact 


atcacttgcc 


ctaaataaac 


aataccctaa 


80640 


atgaacacaa 


ctgcacttaa 


acaggctcac 


ctgcccctac 


ccacgtcgca 


cagccactga 


80700 


aggctctgag 


cccagcgcct 


gccctcattg 


tcaaaacaag 


gacattctgg 


agtgtctgag 


80760 


actcgaagac 


aaaccagcac 


taacaggtcc 


tttctctgca 


ccctacaggt 


gcgccatcct 


80820 


tagcccccac 


cccaggatac 


cgccctgtta 


ggtccaccct 


gcctgctttc 


ccagagctgc 


80880 


cccaggcaga 


gggccagccc 


caggcaggca 


gctgggcaca 


aggagcaggc 


tgtgtgtcct 


80940 


tccctgcagc 


aagacccagg 


acagcacaga 


gacccatgcc 


tctctgcgac 


ccggggaaat 


81000 


cccagggctc 


tcatgccccc 


tccctggagg 


gtctgcactg 


gtcagacagg 


aggggtgcat 


81060 


tctgcctggt 


gggctgctgt 


tctgctcagc 


cccaggaatc 


cctcccattt 


cttaagccca 


81120 


tccttccttg 


ggcttgtcct 


ctcctcccct 


gcccctagat 


gcctggcccc 


agttacacag 


81180 


ggaggtaggc 


ggccctaggg 


caatggcctg 


gggtggacgc 


tccagtttct 


tcccagcatg 


81240 


gcacactcct 


gtggcatttg 


acttagcggt 


ggagggggca 


tcccccaaga 


gtgaggtaag 


81300 


agaataccca 


tgtccctaaa 


agcagacagc 


agcctgagaa 


gtccctttga 


tggccctcct 


81360 


ttcttgctgg 


agtcattcct 


gagaggtaaa 


tggaaagaga 


tggagatgag 


caagaggaag 


81420 
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tagacctatg 


ggagagacat 


tcagagatga 


ggagaatcat 


agaggccaga 


aggagagatg 


81540 


cagagacagg 


ggagacacag 


agaccgggga 


gagacagaga 


cagagaccag 


ggaagagaca 


81600 


gcgaccaggg 


gagagacaga 


gaccagggaa 


gagacagtga 


ccaggggaga 


gacagagacc 


81660 
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aggggagaga 
gagagagaca 
gacacagaga 
accagggaga 
caggagagag 
gagagacaga 
acagagacca 
gagaccaggg 
gaccagggga 
ccaggggcag 
tgtcctggag 
caggccatcc 
aagccacttc 
caagcgcctc 
cataggggga 
ggacacctga 
agaggtcagg 
caaagagccc 
ggggacccag 
ctgaggccca 
ggccccaaag 
gccttctcga 
gggcaagctg 
ggggccagca 
taggcttgga 
gggccagccc 
attccccagc 
tgaaatattg 
cccctcgctc 
tctattctgc 
tgggacggtc 
aggccgggag 
gtgctatccc 



cagagaccgg 
gagaccaggg 
ccaggaaaga 
gagacacaga 
aaagagacga 
gaccggggag 
ggggagagac 
ggagagacac 
gagactcaga 
gtgctgagag 
ggagggacag 
agcagctgtc 
tgagggagct 
tgtggtggag 
ggggcattga 
gggcctgagg 
ctgtaactga 
tcaccctgtg 
ggctgggaga 
ggttcaaaag 
ccaagcagga 
agctcctgct 
ctcacccctc 
ggggccagcc 
ggcaatggga 
tgggcaaggg 
aacagtgcat 
gcccctgggg 
cacactggct 
ccagctctca 
agtccaaggt 
cagagagaaa 
caccctattg 



ggagagacac 
gaaagacaca 
gacagagacg 
gacacaggag 
ggggagagac 
agacagagac 
acagaaacca 
agagacacgg 
gacaggaaag 
agtgatgggg 
aacaagggcc 
agcccagcca 
ccacctttgg 
ctccctctgg 
gccaagtccc 
aaggagaggg 
ggaggccaca 
gccacgctgg 
gaccctgccc 
gaaagtgccc 
ggggttcccg 
ctcaaactcc 
actcctccag 
tccctaccct 
aggaggcagc 
gcgggggccg 
ggccagggag 
aacaaaaggc 
cccgcctccc 
gcccagtagc 
ctatgtattc 
ggggccgtgg 
tgcgcctggg 



agagaccaag 
gagacagggg 
gggggagaca 
agacacagag 
acagaaacca 
caggggagag 
ggggggggca 
gagagacaca 
agacagagac 
acctgaaccc 
gttccagccc 
aggatggcct 
aggattggtg 
tqqqqtcctq 
gcccttgtga 
cgccctgtca 
cagagtcccc 
ccgcatccaa 
cagctctgcg 
taaatgggtg 
ctggaggagt 
tccatctttc 
ggtaatttgc 
ccccgcaaca 
tgcccaaagc 
ggggctgctg 
gctgggactg 
ctattcccgc 
tgcccgccca 
tctggcggga 
cttctcactg 
cctcatttcc 
cgggctgaca 



ggagagacac 
gagacagaga 
cagagactgg 
acatgggaga 
ggggagacac 
acagtgacca 
cagagactgg 
gagactggca 
caggggagag 
tgagaaagga 
taccccggga 
tgttctctgc 
cctgggccag 
agtgctgggg 
ccaggagggg 
gatgccgcct 
accccatgtg 
ctttgctggg 
taggtctgtt 
tcctgctgca 
cgaggccaca 
tagagaagag 
tgacaccaag 
caccctctag 
caagaggcgc 
gcccaggctc 
gccaggttcg 
catgggccag 
ggcgcagtgc 
cccacaagga 
gggcc'aggga 
atgcggaggc 
atcgaggtct 



agagaccaaa 
ccaggggaga 
gaggacagag 
gactcagaga 
agagacaggg 
ggggagagac 
gggggacaca 
aaaacacaga 
acacagagac 
ctggcagatg 
ccatgagctg 
accccgagcc 
ctgggcccca 
ccgctgagaa 
gctccatggg 
gctcccactt 
gactcaggga 
tcccatggag 
ctgggtggtc 
tgcctggggt 
aggccccaga 
agcagtgctg 
atccctaggt 
gaccctaggc 
cctgtagagg 
catatcccca 
cacctcaggc 
gcacccagct 
ttacctggcc 
gttccgcctc 
ggagggggcc 
cccaggccct 
ttgtggtcgg 



81720 
81780 
81840 
81900 
81960 
82020 
82080 
82140 
82200 
82260 
82320 
82380 
82440 
82500 
82560 
82620 
82680 
82740 
82800 
82860 
82920 
82980 
83040 
83100 
83160 
83220 
83280 
83340 
83400 
83460 
83520 
83580 
83640 
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ttgctgcact 


cccaccctca 


gcgctcaggc 


aggcggggtc 


cctgccaccc 


gctacaaagg 


83700 


gtgaggagga 


gcaagaccag 


gagaggccct 


ccctctcccc 


accaggcacg 


gggccccacg 


83760 


actggcctcg 


tccagaccca 


agcccagggg 


acaggtgtgg 


agggagcacc 


tgcagatgga 


83820 


gtctccctgc 


tccctgcacc 


ttgcctctga 


gtttgtgcgt 


ggggccagtt 


gccatgtttg 


83880 


cactcccacc 


ccctagtcct 


ggggatcaag 


ctgcctggca 


gtgtccctgg 


agctcctggg 


83940 


ggtggaagag 


ggcccctgct 


aggtgggatg 


ggccttcggg 


ggcccctgct 


cctcatggca 


84000 


ccaagcatct 


gcccacctct 


ggaggttaag 


cctggcgtgg 


gaggaatggg 


aggccccctt 


84060 


acccacaggg 


gagatgtttg 


gggtcacagt 


cacagatgct 


gggtgggagg 


gggacccagg 


84120 


ccttgctgca 


gagccagaca 


gaagtctccg 


ccatccctgg 


gtgaggcact 


gggtgggggc 


84180 


ctctgagctc 


ctttgaccac 


cccagctgga 


actgggaagc 


tgtgggccac 


tgggaggcaa 


84240 


gggtccccac 


cccctctgcc 


acccacatct 


gtactgtggg 


cacctccatc 


tggccttcca 


84300 


catcctcccc 


acctccgcat 


gctgcagggg 


ctgggtgggg 


ggtggtctgc 


agcagactcc 


84360 


aaaggaggcg 


agggtcaagg 


gtcaagaggt 


ggtgagccag 


ctgttcccag 


atgtgggccg 


84420 


cggcctttcc 


tctttctgga 


ggaatgacag 


gcctcccgca 


gaggaggagc 


gggtggtgac 


84480 


gagggagaag 


gagcggaaag 


ggaggggttc 


tccacgggtt 


ctgttgattt 


gtttaatccc 


84540 


acgctattcg 


gaggctttca 


cggatggcgg 


acaagaggga 


gggggagggg 


gtgggggtct 


84600 


cggcccgtgt 


ttcctcccct 


cctcccgctc 


ccgcccccgc 


cggagccacc 


tgacccgtag 


84660 


cgaagttgcc 


ggccccgctg 


cgcgccggcc 


tttgtgcgca 


ccgaggcggc 


cgccgggaac 


84720 


cgggagcccg 


agctggcccg 


gcagcgccgc 


cgcccccacc 


ttcgcgcccc 


ttttcactcc 


84780 


cccactgtcc 


ccggagctgg 


caaataaaca 


aatccacaaa 


caaattatcc 


gtgtgctccg 


84840 


gagaggcggc 


ggcgtgggcg 


gcggcggaga 


gaaggcgccg 


ggcaaggcga 


gactaggccc 


84900 


ccgcggagcg 


ggggaagcac 


agaccccagc 


ccgggcccgg 


cagcagtaag 


ttgactttta 


84960 


tgaaacctac 


gaagctcgcg 


gggccaccga 


aaaggtcccc 


accggagcgg 


actctgcggg 


85020 


gcgggcgggg 


cagaggctgc 


aggcgggctc 


cccttcccgc 


gcggctccta 


ccggccggct 


85080 


ccgcccccaa 


gccctggacg 


gcccttcccc 


cagcccgcct 


ggctgggggc 


cgctgcacac 


85140 


cgggggtgga 


agtggggagc 


cggggacccc 


gatcgctact 


caggactcca 


agaggggccg 


85200 


ggttcttcta 


gggatgtaca 


aaaatctagg 


gtgacccaag 


ggaagggggc 


gacccccagc 


85260 


cttccacctt 


acccaccccg 


gcctgccaga 


gagccctccg 


ccaaaggtaa 


agtgggaagg 


85320 


acgaaggtgc 


tccgccaggt 


gagggaacag 


gtctgccagg 


ggcggcgatc 


caccctgccc 


85380 


caggt ggagc 


cggtcctgta 


cggaaaagag 


acccaaagaa 


agatttgggg 


t ccccgaagc 


854 4 0 


caaggtaccg 


atggggggtg 


ctaaggagtc 


tttcccctta 


gaatgggaac 


aagctccaag 


85500 


gagctggaat 


cccgaggcgt 


cctggacccg 


tccaggaagc 


taagggtggg 


ggacgggagg 


85560 


ggagggggcc 


gggagccggc 


ctccctggcc 


ccaacccttg 


gtgagaagag 


ggctgggggt 


85620 
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ataaagtccg 


aaagtgaggc 


ggaggtttca 


gggttccgtt 


tcaacaccat 


ggacagcgga 


85680 


tgcctcagac 


tgggagccta 


ggaccgccct 


ggggactgcc 


cccgtttcat 


tagggtgagg 


85740 


gtccgattcc 


gaccactgga 


ggccaagggc 


aactgtctcc 


aatgaagcgg 


ggctgctgca 


85800 


gcctggcctc 


cccagccctc 


cagcccctcc 


agcgtccggc 


ttgcacctgc 


tgaggctgcc 


85860 


ggcacccgca 


ggcttggggc 


agcttccaga 


gctttgcgct 


tggaacagaa 


ggttcccctt 


85920 


gggctgtgga 


ggagtagagg 


gcttgtgcgt 


gacctgtgag 


aaagaaagat 


tgtccctgac 


85980 


acttgcgaag 


ggcgaggaat 


tgcggctggg 


aagggtcagg 


ttgaagccgc 


accaaagggg 


86040 


gaggggcgtc 


ctgatggttg 


aggaccggcg 


gagtcggtgc 


gggcagaacc 


aacccgagtt 


86100 


cctgccgccc 


ttcctaaccg 


gctgtccatg 


ggctgggcag 


tgctggagag 


ggtggaaaag 


86160 


gaaggaagca 


ggacctgctc 


ccagggaggc 


ccaggctctg 


ctccgagggc 


agatggcgca 


86220 


ggggctgggt 


tggccctagg 


aggaaggaga 


tggggacaga 


ggcctgccgg 


ccgcgccggc 


86280 


ctgcgctcct 


tgcagtctaa 


acaaaggcca 


gcgggggagg 


ctccggacgg 


tgaggcttgg 


86340 


ggaagccact 


gatccctggc 


cctagagggc 


cagatcgggg 


gcgccccaag 


gaccctatcg 


86400 


agctggcagt 


gactgcagtc 


gggccgtgga 


gtgtcgcctg 


tgattccgtg 


gtccctacgg 


86460 


gcaagagctc 


ccatcccggt 


ctgaaactgt 


gagaaccgca 


agctccgatg 


ggggcgggga 


86520 


aggacgacct 


ttaattccca 


ccccactgta 


cggagcccag 


cagggccatc 


cgcaggaggc 


86580 


cggcgggacc 


cttgcctttc 


tcaggactga 


gaggcttgga 


ggaccgcggt 


gtgagctgcg 


86640 


cggcagagtg 


cgttctgcag 


gcgccagaca 


ggagacgcga 


acccgcggtc 


agggcccgag 


86700 


tgcgggtgcg 


tgtctgcggg 


tgccgctggg 


ctgcgtgccg 


gcgaggcgtg 


cgcgtggcga 


86760 


ggcgtgcgcg 


tggcggggtg 


tggctagagg 


tgtcaatgtg 


cagctggagg 


ggctgcgcgc 


86820 


gtgggtgcag 


gagggccatg 


tgaggggctg 


gagtgtgtgg 


gagacaggcg 


tttccttggg 


86880 


tctccgtgtg 


gccgccgggc 


gcagggcacg 


gtcgagggcg 


ctcgatggct 


gagtccgcgt 


86940 


gagccgagga 


gcgcgcgggg 


cgggacgcgg 


tgcgaatgcg 


cgggaggcac 


gaggcgcgca 


87000 


gtgcgtgtgt 


gcgcgtgtgc 


gcggcgcgcg 


tgccccgcag 


ttctcaagga 


cacctcgggg 


87060 


aggcagcggc 


ggggccggtg 


tccgggtgac 


gtcaccgcgc 


gccccagtga 


taatcggccg 


87120 


gtgccggagc 


ggagcgcgga 


tacgcgcgga 


ggcaacggcg 


acggcggcgg 


cggcggcggg 


87180 


cgcggggaca 


gttgcatcgg 


ggccgggccg 


ggctagcagg 


agctgggcgc 


ctgcagcgtg 


87240 


gaccccgtgg 


acactcggct 


cgcagccggc 


ctgcggcgct 


cggggacttg 


cctggctccc 


87300 


ttctcggggt 


tcccgcgccc 


ttctccgccc 


agggcagcag 


cgcgcggggc 


ccccgggagc 


87360 
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gggaggcgca 
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gggagcggag 


gcggcagcag 


07 / on 


cggctcccgc 


cgggactggt 


aattacgctc 


ggggccgggc 


cggggcgagc 


cgggcaagcg 


87480 


gcctctctgg 


gtctccccgt 


ctttctctcc 


acgaacagct 


cgagcgcctt 


ctcgcgggcc 


87540 


cgctgcgcgc 


ggagaggacg 


agctcgctgg 


gttgtaaaaa 


gagacgagtt 


ttcatctttg 


87600 
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agcatcgaga 
ggcgacggca 
cgcccctcgg 
ggaatccgtc 
tgggggccca 
gactgggaca 
acgcctgagc 
cctggccccg 
gaccttgatt 
gccgctcctt 
gaggaaggcg 
gcgcccgccc 
ggcccgcacg 
agcctgcggc 
ggagcgccca 
ggagcggcgg 
cggcggggcg 
ggcgccctgg 
gctaagtctg 
gtggccccag 
tccgcgtcca 
ccggctctgg 
aaatccctcc 
gttttttttc 
cgcctccccc 
ggacgacccc 
gctttgcctc 
gaggcaggag 
agatcaggat 
ccgctgcagg 
ccctccaccc 
cacccccacc 
aggttccccc 



ttcgttcttt 
ggggaaggca 
agccccgcgg 
ttcgcgattc 
ctctctgccg 
gcacagtcgg 
gttcgcgccc 
acgctcgccg 
taatgtctat 
tctcatggaa 
agcccggccc 
agagtgcggc 
cctctggcgt 
cggggccagg 
ggcgcccgca 
gcgggtgcgt 
gcccccgcgg 
acagttgcca 
cccttcctcg 
agcagccccc 
gggtccaaac 
gctgtgcagg 
cccgccgcca 
tgtccccgga 
gcgcccatcc 
ctccccaaaa 
tttcctctta 
tctgagtcac 
aaaaggaacc 
gccacaaagg 
aagtcgcctg 
ccagtcagcc 
tggagggcac 



taaccgcatt 
gctgcggagg 
gaggcggccg 
ccgggcgccc 
cggaaagggg 
ctgagcgcag 
ctcgggcgag 
cccgccccag 
acaattaagg 
atggcccgcg 
ccggcggcca 
ccagctgccg 
cgcggggcgg 
ctgcggccag 
gagggcggcg 
ggggcggcgg 
gacgggaggg 
cggcaacgtg 
ggccgctgcg 
gcagcccagg 
gagggcggtg 
accaggcacg 
tctgcagccg 
agccagcgcc 
caggccccgg 
gcccccttcc 
accaggtaga 
ctgaagttct 
atttgagttt 
gaacctgcct 
ctgcagacac 
aggcagagtc 
agaagtggca 



cggtgcgcgc 
agctcgcgcc 
ggtgcgcacg 
cagctccagg 
agaagtgtgg 
cgcccccgcc 
gaccccacgc 
ccctgagggc 
cacgcggtga 
agcccgtccg 
ttcgcgccgc 
ggccggggat 
gtgggggcgg 
ccggcccccg 
gggcccggga 
gctagggtgc 
cggccaagtg 
ggaggaggtg 
ccgcggggcg 
accaggcttg 
gacacgccgg 
tgagactccg 
cagtgacacc 
acctgctgac 
ctgggctgtg 
cctggggcga 
ggctgagcct 
cccagctcca 
caggcagtgg 
ctgcggctgt 
aagcaggagc 
agaacacggt 
taggcagccc 



tcctgggtcg 
gcccagtcgg 
cgctcaccac 
aacgcccgga 
gctcctccga 
ctgcccgcca 
aagcccgagc 
ccctctgcgt 
atgccaagag 
gcccagcgcc 
ggacaaatcc 
ctggccgcgg 
ccgagggcgg 
gccacgtgtg 
gacaaaggga 
ggcgctgtcc 
cggccctcgc 
gggcagggtc 
gggcggaggc 
catggggacg 
accgcatccc 
cagcccaggg 
cactcgggtt 
gcccggcacc 
atgccccggt 
gtgccagacc 
ctcctccccg 
ggcccaaggc 
catctccacc 
cctcagcaca 
cactggtgcc 
ccaccagtct 
cagcaagccc 



gcacgggcag 
agcggttctg 
ccccaccccc 
gggacgcact 
gtcgggggcg 
cgcggcgaag 
cggtcccgac 
gttcacagcg 
aggcgcctcc 
cctcccgcgg 
ggcgaacaat 
gacacaaagg 
ccgagggggg 
tccgcagcgc 
gggtccacgg 
gcggtgctgg 
ccccacagcg 
tgaggtcacc 
ggcgctcgct 
ggggtctgcg 
gcccccaaag 
agaaaatgac 
tgctgcaggg 
gcctctgcgc 
aacagtcaga 
tggctttgca 
gcttcaatcc 
agggagcaga 
cccaccaccg 
gacctccagc 
tccatcttcc 
cctcaggggc 
cggcctgacc 



87660 
87720 
87780 
87840 
87900 
87960 
88020 
88080 
88140 
88200 
88260 
88320 
88380 
88440 
88500 
88560 
88620 
88680 
88740 
88800 
88860 
88920 
88980 
89040 
89100 
89160 
89220 
89280 
89340 
89400 
89460 
89520 
89580 
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acaacactga 


ccccggggct 


tggcgtcccc 


ttcttccttc 


ctcccgctgt 


gaggggacag 


89640 


gcagcatccc 


ccaggggcac 


ttctggtcct 


agagaagggg 


aaggggcccc 


aggatcgttc 


89700 


caggacaaca 


ccaaagggac 


tggtgggagt 


ggggtgttcc 


ttcggggtac 


aagatgtggc 


89760 


cctagcctag 


ctggagcttc 


ctcttggagc 


tctgacctcc 


agcctggccc 


ttccctcgga 


89820 


gggaaggtgg 


cccctggctg 


ctccctcctc 


tggggccaga 


gatgggggct 


ggggctttgt 


89880 


tcttgtacca 


ctttccttcc 


tggggagggg 


acttggctcc 


tagccagaat 


ggaccttcca 


89940 


tgtcagtagc 


ctggggaggg 


ggacacttga 


gagctggtgg 


gagcgcatgg 


gcaaactgcc 


90000 


cttggcactg 


tccctagaca 


gtcagtctct 


gtggggtctc 


ctaggaagag 


cttcctggac 


90060 


tctgtcacgg 


tcagggagct 


acctctcctg 


atgcctgccc 


ccagtggtgc 


acctgggccc 


90120 


cagcccccag 


ggcagacttg 


tggcttctgg 


gctggagctc 


agggggtcac 


aggaaggtgg 


90180 


gcagcccagt 


aggtatgggg 


cacacggggg 


gaagctcact 


gcgaaggagc 


tgcagagctg 


90240 


agtgcgcacc 


ttcttgggcc 


aggccttacc 


atagctgtag 


caccgtctgc 


cgcagtgcgg 


90300 


ggagggcccc 


atgtgccaca 


gggtccactc 


ggacctgcag 


cagctgagct 


gctggcctca 


90360 


gtgagaggcc 


cttggggcag 


gggccaccat 


caccatgctt 


tgcagccaac 


atggactgcc 


90420 


ctgcatgtcc 


agctcagcct 


ctcctcctcc 


tgctcacacc 


cgcagccaca 


gtcacagaca 


90480 


tgctcacaca 


gtctcacctc 


ccacgcacac 


acagacactg 


cccgcctcca 


ctcaggaaga 


90540 


gctgggcaca 


tacccccaac 


tgaatcctca 


gcacccagcc 


tgcattgggt 


cggctgccag 


90600 


gcagtggtcc 


tggtggacag 


caaacttgag 


ccaagggctt 


gggacaccct 


ctgaccagac 


90660 


catgacaccc 


agcaaggcca 


gctcagggct 


atccagcagg 


gccctcccca 


gtgtgggacc 


90720 


agaggaagac 


atcccttccc 


tgacccaaag 


atttttattc 


tgaataaaac 


ctaataaagc 


90780 


tgctgaggct 


gaagccacag 


gccccacagt 


cccctctgaa 


attcctccaa 


atcccccggt 


90840 


ccacgagcag 


cagaggtggg 


aggagctgca 


ggggccaggc 


cacaatcagc 


aggggccagg 


90900 


gcagccagtc 


cctctattct 


gcagcccctg 


gtctccacct 


tgatctcacc 


tccaggtagg 


90960 


gctccctgtg 


tggccattgg 


ccaggagccc 


ccaccctcct 


tcccctcaag 


tccaagcccc 


91020 


ctggcaggtc 


tctggccagg 


gcagagatta 


ggagctggct 


ctcagcctcc 


ctgcccctgg 


91080 


ctgcctcctg 


gccgtgccca 


taagccgggc 


tcctggcagt 


gatgacccca 


gagttcagac 


91140 


cctcacagcc 


cagccttcac 


ccctggtgcc 


cagaccagct 


gctattttgg 


ggctgtgggt 


91200 


gccaggaaca 


gttggcagct 


gggtggggtg 


gggcataggg 


gataatgttt 


gggaatgaat 


91260 


taaaaactaa 


aaaatgaaat 


gatacagggt 


gactccctcc 


agcttattag 


agggatggag 


91320 
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cyaCdgiydg 


agcacagagc 


agagaagncL. 


gcctctgctt 


ggtgaccctg 


yijou 


tcccgaggtg 


ccaggaaggt 


agcagggtct 


tctcaagtca 


ccgctagcca 


gggacatggg 


91440 


ccagaggcag 


ccctggaatc 


cagcaggctt 


ggcattggtc 


ctgggaccac 


tcatgacatg 


91500 


cacgtgcaca 


cacagacacc 


ctggagcctt 


atgtcctgtg 


gcccccaggg 


ctgccacaga 


91560 
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gccagaaagc 
caccgccaga 
catgcaccac 
ccctggactc 
ctccatgtct 
ctccttggta 
tggcaacacc 
ggcccagccc 
ccccccgccc 
ctccttttct 
tcctcttctc 
cctcaccacc 
agtgctgggg 
tgctctgatg 
cctcagggcc 
cagcagatct 
ttcattccct 
cccagaatcc 
ttatgccacc 
tggaccctcc 
ccagccctgt 
ccaggcttcc 
catagtgggc 
ctgaggtaaa 
cagaactccc 
tgcctgtact 
gaatggggag 
gaatgccgtc 
ttgccccaca 
tgctctttgt 
tgccacaagc 
agggtagtct 
atcctggtca 



aggaccctcc 
aagcaggacc 
cagaaagcag 
tggcctggcc 
tcagccaccg 
gaggggaaaa 
atgaatgaga 
ggggctgggg 
ctccttgcca 
ggaactcagc 
agctttgcaa 
cagaagactc 
aacaggactg 
gagccatggg 
atgagtggta 
cagcagacct 
ggctccccag 
agtgggccgg 
acctctgaac 
tgctgagagc 
gagcaggatc 
aggcccaggc 
acgtctctgc 
gtctcaaagt 
caacacacct 
taccacgtga 
acccctggca 
tgcatgagca 
cacctcagac 
tcattcattc 
accaccaagg 
gggctctgcc 
cagtgggtgg 



ctcacgggca 
ctccctcaca 
gaccctccct 
tgacggaggc 
tgccctgccc 
ataaagccag 
tcaagaagag 
atgtgtttca 
tcctcatccc 
atcagccaag 
cccccacccc 
acagcaggaa 
tttcagggga 
gttgggggcc 
aaactgagcc 
ggtcgggttg 
ccccgagtca 
gcattccagc 
acttgggagg 
cccagctgag 
tgagccccac 
tgcacccagt 
agggacagga 
acaaccatgt 
cttggctacc 
gggcgccctg 
gaatcaggcc 
atgtgtagag 
caggggagga 
gttcattcaa 
tccaggtggg 
tggaacccac 
gaaggcgggg 



ccgccagaaa 
tgcaccgcca 
caaatgcatc 
tgctggttat 
cagcatcaag 
tgtctcccac 
gctctccagg 
gggggagcac 
tgcagggctg 
ccatgatcgc 
agctggccag 
tacagggata 
gactccccca 
agctcaaagc 
agatggaaac 
ctcctgagat 
ctgccagctg 
ctggtccggg 
catgtgggct 
acacagaccc 
acgaacaaac 
ccacacacac 
tggagatgtc 
ggcacacaac 
tcggtatgtg 
gagctgccac 
ccagaaggac 
gcaggcccct 
gggacacacg 
cagatatttc 
cctgcaggga 
ctggaacaga 
ccccctcagc 



gcaggaccct 
gaaagcagga 
gccatagcca 
tcaccagatg 
ttccctccgc 
ggttgcctcg 
ggaagctgag 
ggccaggcac 
agacacgcag 
cacagagatg 
gccagatccc 
caggggcgga 
ccacaagcca 
cgagggcagc 
atacagcccc 
gctgtggcct 
ggaacatggg 
ggccgctctg 
gggctagggc 
ttggccaacc 
gaccaagacc 
agcacatagg 
cacgcagcac 
catccaccta 
tggccaggcc 
aggatcctgc 
ctggagcatt 
ccccacgggg 
ggggcccttg 
tgagcccttc 
caggacctcc 
gtctggaaca 
cattggtaca 



ccctcacggg 
ccctccctca 
cactcctcca 
gaggcccagg 
actctatttc 
gggtaaccgg 
gccagggtgg 
ccgcccccct 
gtcattccgg 
gccacacccc 
agaaggcagc 
aataggccct 
tttccacaga 
tgagccccct 
tctgcatcct 
ctgcagctcc 
ccagaggcgc 
ccacacaagt 
acagccactc 
ccaggaatgt 
aggctgggga 
gtcagtgctc 
acagaccaag 
ggggcacagg 
ctcctgcagg 
acctggacag 
gcacagacac 
agactgccct 
cacatcagga 
ctaggaatgg 
atgggtagag 
gagcgggagc 
aggacacaag 



91620 
91680 
91740 
91800 
91860 
91920 
91980 
92040 
92100 
92160 
92220 
92280 
92340 
92400 
92460 
92520 
92580 
92640 
92700 
92760 
92820 
92880 
92940 
93000 
93060 
93120 
93180 
93240 
93300 
93360 
93420 
93480 
93540 
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ggcatgtctc 


agactcctgg 


agtcaagact 


tcaccgctct 


gtgcttccct 


tctggaagct 


93600 


ggagggtaag 


tttagacatg 


ttcgttcagt 


aaatgtcagc 


ggtcatcatc 


accataatta 


93660 


ctgccaccat 


cagtaccatc 


accaccatta 


tcatcagtaa 


catcaccacc 


atcaacataa 


93720 


ccattgccac 


catcatcatt 


gttatcatca 


gtagcagcag 


tggcaggagc 


accatcacca 


93780 


tggaccctgc 


agagtggggc 


catttaaact 


ccctctggct 


ggtcctgttt 


tcagttcttt 


93840 


gaagcagtgg 


ggatgtggga 


gagatgeaga 


tccactgaac 


tgtggccacc 


caaaggtcac 


93900 


tccatagacc 


catatacttc 


taggagggtg 


actgeatget 


gaggacacag 


gaggggaagc 


93960 


tacagggcct 


cagtgecata 


tcagcctggt 


gatgetcagg 


tccccgactc 


cacataagga 


94020 


cagccctcct 


ctggccacag 


aggccctggt 


catcaccacc 


taagcagccc 


ctgaaccagc 


94080 


taaccttgga 


cagtctccag 


tgtcccttcc 


ccacaagt ct 


tcccaaatgt 


ctagagaata 


94140 


cccctgtctt 


ggcccccaaa 


aggtatttcc 


gtgacttcac 


acccagagaa 


gtgeagaate 


94200 


tgctgggggc 


aggtagtcct 


gcttagaaga 


catagtggct 


accctgggag 


agtggcaccc 


94260 


cctgtcagag 


cccacctgcc 


aaaaggctgg 


agatgtccca 


agagectaag 


gaccaaacag 


94320 


cccacagaaa 


agcccatttc 


cagccaaacc 


ccacctttcc 


tcatgtgcag 


accccccaag 


94380 


aattacagac 


ctgaggaggt 


gctgtggctt 


gcacccagac 


agagcagaag 


geggatcett 


94440 


cccaaggggc 


tcctgtttat 


ctgggaccat 


tatcatcttt 


acattagttt 


tacacggccc 


94500 


atgtgtgtgc 


acctgtgtgt 


ggctgtatgc 


atatgtgcat 


gtgtgtattc 


atttgtgtgc 


94560 


gtgtgtgcgt 


geatgectgg 


ggatgcctgt 


gggcatatgg 


tcatgcgtgt 


cagtgtgtgc 


94620 


ccatggtagg 


gcatatgatc 


atgtgtgttt 


gtgeattect 


atggtaaggc 


acatgatcgt 


94680 


gtgtgtcggt 


gcacgtccat 


ggtagggcac 


atgatcacgt 


gtgtcggtgt 


gtgcccatgt 


94740 


tagggcatat 


gatcgcgtgt 


gtcagtgtgt 


gtccatggta 


gggcacatga 


tcacacatgt 


94800 


tcggtgcatg 


cccattttag 


ggcatatgac 


catgcatgtc 


tgtgcgtccc 


catgttaggg 


94860 


catatgatca 


cacgtgtcta 


tgcctgctca 


tgttagggca 


tataatcacg 


tgtgtcagtg 


94920 


tgtgcccatg 


gtagggcata 


tgatcacgtg 


tctgtgtatc 


cccatggaag 


gacacatggt 


94980 


catacatgtc 


ggtgcatccc 


catgttaggg 


cacatgatca 


cgtgtgtcgg 


tgtgtgccca 


95040 


tggtagggca 


tatgatcacg 


tgtgtcggtg 


tgtgcccgtt 


atggcatatg 


atcatgtgtg 


95100 


tcagtgtgtg 


tccatggtag 


ggcatatgat 


catgtgtgtc 


tgtgcattcc 


tatggtaagg 


95160 


cacatgatcg 


tgtgtgtcgg 


tgcgtgtcca 


tggtagggca 


cacgatcacg 


tgtgtcagtg 


95220 


tgtgcccatg 


ttagggcatg 


tgatcacacg 


tatcagtgcg 


tgcccatggt 


agggcatatg 


95280 
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tccatyy Lay 


ggcacatgat 


cacacatgtt 


cggcacatgc 
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ccattttagg 


gcatatgacc 


atgcatgtct 


atgcgtcccc 


atgttagggc 


atatgatcac 


95400 


acgtgtctat 


gcctgctcat 


gttagggcat 


atgatcacgt 


gtgtcggtgt 


gtgcctatgg 


95460 


taggcacatg 


ateaagegtg 


tcggcatgtg 


cccatggtag 


ggcatatgat 


catgtgtctg 


95520 
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tgtatcccca 


tggaaggaca 


catgctcata 


catgtcggtg 


catccccatg 


ttagggcaca 


95580 


tgatcacgtg 


tgtcggtgcg 


tgcccacggt 


agggcatatg 


ateaegcata 


tctgtacgtg 


95640 


cccatgttag 


ggcatatgat 


cacacgtgtc 


tatgectget 


catgttaggg 


catataatca 


95700 


catgtgtcgg 


tgtgtgccca 


tggaaggaca 


catgatcata 


catgtcggtg 


catccccatg 


95760 


ttagggcaca 


tgatcacgtg 


tgtcagtgca 


cgcccatgtt 


agggcatatg 


ateacaegtg 


95820 


tctgtgtgcc 


catgacaggc 


atgtgtgttg 


tatgeaegtg 


tttgttgtat 


gttctctgta 


95880 


catgtgtgca 


tgtatgtgcc 


tgtgtgcacc 


cagatgetea 


tgcatgtatg 


tgtgcttttg 


95940 


tgtgcacctg 


tgcatttgtg 


tgtgggggag 


tgctgaggta 


cagagagcag 


ctccaaggta 


96000 


ggaaagaacc 


accctgggcc 


ctccggactc 


ecagaatget 


caggccctcc 


tgcctggcag 


96060 


tctttgccca 


tgaggatgtt 


ccggctggaa 


ggctcttctc 


atgctcccac 


atccctttcc 


96120 


caactcatcc 


ttcaggtccc 


aacttggtct 


gtctcagaga 


ccaccatgtg 


egtcaaaget 


96180 


ctggcactcc 


tggggcatgg 


gctccccttg 


gcctccactt 


cccaaagccg 


ccccactctc 


96240 


aagtccctca 


ccagccacta 


ggggtggtga 


ctggcaagga 


gaggecagae 


agggattagt 


96300 


caccgggtgc 


ggctagtcca 


cctccttctc 


caaccaggat 


ccaccctccc 


aggecaggea 


96360 


ggtcctcctc 


caccccattc 


tgacatctgc 


ttggtggcat 


ccctccccag 


atagcagect 


96420 


gaggacctgt 


ggagggggca 


agagcagagc 


agagcaggct 


ctacactgcc 


teatgeaggg 


96480 


acccccggct 


gagtgtggcc 


cagagtggtc 


agcccccaac 


ateagctget 


ccccatatgg 


96540 


ccctggggcc 


aagacaccct 


cagggatgtc 


ttccatccca 


ggaaggccag 


gtgggacaat 


96600 


ttgccttccg 


ggcaacacac 


attcctgcct 


cccagtaccc 


tgtgtcccct 


gggcctccac 


96660 


ccactgtgta 


gcacaagcat 


gtgtcaacag 


aaccctgtgg 


ccaggcccct 


gagtgtcagg 


96720 


aagtccccta 


gaagactgag 


ctgcctgccc 


ctggctcaca 


gagaggtggg 


gggcaaatgg 


96780 


gggtctgctt 


ggagcagggc 


agtggcagag 


agaaggacca 


gccccgaggg 


gcttgggcat 


96840 


ggcagggatt 


gggcctgccc 


tccaggtctc 


tctggacact 


cttaccccag 


cccctggcct 


96900 


cctcaatgcc 


acacttaacc 


aagtccccct 


cagaccacaa 


ccccatgccc 


tcgcctgctc 


96960 


ctgaccctca 


gacacaggtg 


cccagctgcc 


aatgctgttc 


ccgcctcctg 


aaccccaaag 


97020 


tcccctcacc 


tcctgccctg 


ccctgacttg 


atgtggcctc 


acatcccagc 


ctctgctctc 


97080 


tctcccgtgc 


tgtgcctgcc 


ccacccccac 


ctcctgcacc 


ccaaagtcct 


ctcacctcct 


97140 


gccctgatgt 


aggctcacat 


cccagcctct 


gcagtctctc 


cagtgctgtg 


tctgccatca 


97200 


ccctgccacc 


tgcctccccg 


cctgttggac 


aacaagcaac 


tgtgcttgtt 


ggggagactg 


97260 


cagacttcag 


gccccacccc 


agggct cage 


agcctccagc 


ct ggcect ca 


cacaccccca 
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cctccttggg 


aaaggctcca 


ggacacatac 


ggtccacacc 


agcctcctcc 


tetgagctge 


97380 


cgtggccagc 


cgtccttggc 


ctcagatcat 


gttctgtcag 


tcctggtccc 


ctggccccac 


97440 


tcccttgaag 


gcagccagtg 


accagagccc 


cagaaggttc 


agttgcaggt 


tccaagtgaa 


97500 
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tttagggatg 
tgggggcctc 
tctgggccct 
accccaaaag 
tggaaatcgg 
gtaagtggaa 
ggggcagggg 
cacaaacgac 
tgcctctcag 
aggctgcagg 
acggactcta 
accaccccca 
gggaccgttc 
cccacatccc 
cagtggggcc 
ccctgcccac 
gcacaccccc 
accagcctgg 
acaagggtcc 
attgtctccc 
ctcgagatga 
atcgccagga 
ggacccagca 
ggctgagggg 
gagaggggtg 
aatgccaccc 
aggcacacac 
cacgtgcaca 
agacacacac 
cagtacatgc 
ggaaagggat 
gcttactctt 
aggaatgccg 



gggagactgg 
catgctggcc 
ttcctggggg 
gggctgagcc 
cctccggcgg 
cctccatctg 
gtacggatgg 
aaggagacta 
gaaggcagaa 
cactcccttt 
ctgcccaggg 
ggacagaaac 
cacaggtgct 
aaagctctcc 
cacttccctg 
acccctccaa 
ggcctggtcc 
cttctccatg 
cccactggtg 
catcctgcaa 
ggacctcggc 
ggatggatgg 
ggaagaagcc 
cttgcacctg 
gagagcagtg 
cagcacacaa 
ctgtgcacaa 
caccacacgg 
gggcatacat 
acaaacatgc 
caaaatatta 
gcaatttttc 
tcacctcacc 



ggaggccctg 
atggtgctgc 
aggaaagaaa 
ccagccacta 
gatcgtctca 
cagcaggtgc 
ctgtcactca 
ccctaggctt 
ggggctgtgg 
actctgtgca 
cttccccagc 
accccctccc 
actcttccag 
ggctgtcccc 
ctccgccagg 
cctcgtacac 
acctgcaaaa 
aacaaccccc 
tggcccctcc 
cttgggatgt 
aggggggctg 
cccagagctc 
agacaacttc 
cggaggagga 
gctttgcatc 
accacacagg 
cacaccacag 
gcacacacag 
acatgtatct 
aatacacatg 
acaataagtg 
tgtatatttg 
agccaccacc 



ctggagctgc 
ctgtacttca 
cccagacatc 
gccactcacc 
ggctcaggca 
tgggtgtgga 
gaaggacttc 
acacagaccc 
tcctggccca 
cttgcaggga 
cacaaaggag 
gggactcctc 
ggcgcaaatc 
aggcctgcag 
ctgctccaca 
aggcagaggc 
ccaaacctgc 
ccaagttggg 
agaccttgcc 
tgaggctttt 
gtgacaggag 
agaagaggtg 
tgaggctccc 
gggaggagtc 
ctcctgttct 
cacacagaca 
acataccaca 
gcaaacacaa 
acacatatac 
cagacacata 
aatctgggtg 
actttatttc 
ccataccacc 



ataaaggcac 
tgcagcccag 
agccctgggg 
gatccaccgg 
cgaagcacag 
gaagccagtc 
ccacccggga 
cagggggcag 
gttcctggga 
tgaaacccac 
agcttgtgcc 
taggacccac 
ccagcgtgct 
tctgctgcac 
cagccctggc 
cccgcccagc 
tggactcgtc 
gactgctctc 
acgacctcag 
aagttgtcaa 
gatggatcgc 
gttgagggcc 
actgaaccca 
accctctgca 
tgcccagggc 
cacatgcaca 
caggcacaca 
ttgcacacac 
acgcatgcac 
cacagcaacc 
aagagtattc 
caaagtaagt 
ccctcgaata 



tttcagtgac 
ggtcctgcac 
aggtggaagg 
tgagcggggc 
gggccctgtc 
tcccgagggt 
tggtcagtct 
ggcccctcag 
ctcctgcctc 
ctccaactcc 
tgggacagcg 
tgtcccatgt 
cctggccaca 
cgtgctccca 
accccttgcc 
ctccacccaa 
atttccccca 
cttggtgatg 
tgaccccccc 
actagaacaa 
caggaggatg 
cagccccagg 
gaccccacca 
gtaggcaggg 
tcccaaaaca 
cacaccacac 
cacaggcaca 
gttctcacac 
ataagcatca 
aaatgatcaa 
tctatactat 
tttttaaaaa 
cacctcaagc 



97560 
97620 
97680 
97740 
97800 
97860 
97920 
97980 
98040 
98100 
98160 
98220 
98280 
98340 
98400 
98460 
98520 
98580 
98640 
98700 
98760 
98820 
98880 
98940 
99000 
99060 
99120 
99180 
99240 
99300 
99360 
99420 
99480 



134 



agctcttctt 


gatgttggga 


ccagagtccc 


tctctcaccg 


ctcctctgca 


gggatgcagt 


99540 


gtccccagct 


agtgaagaca 


gacacctgtg 


cccccacccc 


agccccaagc 


tgctgcttgt 


99600 


ccctgcacct 


ccaggtgctc 


acgcccagcc 


ccagggtgca 


gcaagcttcc 


caaaatataa 


99660 


gggggagggg 


gaagggaggc 


catcccatcc 


ctgaggcctg 


gcagagcaag 


ttggcctagg 


99720 


gacctggtat 


tctgaggccc 


cgtcaaggcc 


accctcctgc 


acacctgtac 


ccagactgag 


99780 


gaatgacctc 


acctgccacc 


tgccaccatc 


tttggagaag 


gctagggcta 


cgttagccca 


99840 


gcttggacga 


gcccaagcag 


caaactgcac 


cttgaggtct 


cctcccgtga 


tgagaacatc 


99900 


acggcagaag 


ccggcacttg 


ggggaggcag 


gggaaccatg 


acaccagctc 


tggacgtccc 


99960 


ctcctgtctg 


ggctggacac 


cgaacccagg 


cacttctcac 


cccgaagcac 


accattgccc 


100020 


acccctgtgc 


cctggaccct 


ccacagggcc 


aagcggggga 


cgctgtccca 


gagaacctgg 


100080 


agcctccaca 


gggccaagcg 


ggggacgctg 


tcccagagaa 


cctggagcct 


ccacagggcc 


100140 


aagcggggga 


cgctgtccca 


gagaacctgg 


accctccaca 


gggccaagcg 


ggggatgctg 


100200 


ttccagagaa 


acagctgctg 


cccacccaca 


gaaagtctcc 


tcttccaagc 


ctgacagttc 


100260 


cacaggactg 


aggcaacact 


cttcctggtc 


tcacaagtgg 


tggccaaagc 


ccaaagccgc 


100320 


caagggcctc 


atcacctgtg 


caccacctac 


tccactcccg 


tcccctcgga 


agctgccctg 


100380 


gggctgccca 


gcctgcaggg 


gcccagccct 


gtccgtggca 


gcatgtcaag 


gctgccctcg 


100440 


gccctgaagg 


agacccttcc 


taccccacag 


cttctcctgg 


caccaagcag 


tggcgctgcg 


100500 


gtgtccgagc 


tccccgtctg 


cccataggag 


ccccgccatc 


acccacggga 


agcagcactg 


100560 


caatctccga 


gcctcaccct 


ccgcaggaca 


ccaggagcgt 


cagcatgctg 


ccatccacag 


100620 


agccccgtga 


cgggcaagtg 


ctgggctatg 


gcttcccata 


gcttaggacc 


gacttcgggc 


100680 


ggctcgccct 


ctccacggcc 


acagagctcg 


gaggagtgcc 


caagaggcgc 


ctctgtccag 


100740 


gatacactgg 


aggcccctgt 


gcccaagctc 


tgcccagaca 


ttagcagttg 


ctggtccttc 


100800 


tttgactctg 


ggtggccagg 


acacttgcgg 


gagggagggt 


gctggcccca 


aacaacccca 


100860 


caggccgtgt 


ggactcccca 


aaggcaaagg 


ggccctgtgg 


cagacctgtc 


ctgagatagg 


100920 


agcctcagcc 


ctgggccaca 


gcaggaagcc 


agcaggtctg 


gtgggcaccc 


ctggaactca 


100980 


ctggagttga 


ggcctggtcc 


tgatgctcat 


tccgacacct 


gaagcctgat 


tagcttggca 


101040 


agtctagctc 


cctcttgcac 


gagctgagcg 


acgcagcagg 


gcgaggcctg 


gcccgtgccc 


101100 


aacgctgacg 


cttccgcctg 


gtccagctgg 


tgacaacgta 


tgagacacct 


aggcctgtgg 


101160 


ccggctgcca 


ggaaaggagg 


gaacctagac 


tgctgttcac 


catctgaata 


ccccgtgact 


101220 
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ccaccagggt 


cgcctcccag 


ataatccttc 
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luizou 


tcagtcataa 


ggaggaactc 


ttgagaagag 


accttccagg 


gaggagcctg 


gtggctcgag 


101340 


gagcctctga 


accgggcttt 


tttttgctgt 


ttcttttttt 


tttgagacgg 


agtttcactc 


101400 


ttgttgccca 


ggctggagtg 


ccatggcgcg 


atctcagctc 


actgcaacct 


ctgcctccct 


101460 
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ggttcaagaa 


attctcctgc 


ctcagcctcc 


caagtagctg 


ggattacagg 


tatgegttae 


101520 


cacgctcggc 


taattttttt 


gtattttagt 


agagacgggg 


tttctccatg 


ttggtcaggc 


101580 


tggtctcaaa 


cttctgacct 


caggtgattc 


gcccgcctcg 


gcctcccaaa 


gtgeagggat 


101640 


tacaggcgtg 


agccaccgca 


cacggctttc 


tcttcttatc 


attaagcact 


atgaaggaat 


101700 


aagcgagcct 


tttttttttt 


tttttttttt 


tttgagacag 


agccttgctc 


tgtcacccag 


101760 


gttggagtgc 


agtggcatga 


tctcgggtca 


ctgcaacccc 


cgcctcccgg 


gttgatgeca 


101820 


ttctcctgcc 


tcagcctccc 


gagtagctgg 


gactacaggt 


gcctgccaac 


acatccggct 


101880 


aattttttgt 


atttttagta 


gagacggggt 


ttcaccgtgt 


tagecaggat 


ggtctcgatc 


101940 


tcctgacctc 


gtgatctgcc 


caccttggcc 


tctcaaagtg 


ctgggattac 


aggegtgace 


102000 


caccgcgccc 


ggctgaggcg 


cttctttttt 


attttttttt 


ttgagacgga 


gtctcgctct 


102060 


gtcacccagg 


ctggagtgca 


gtggcacgat 


ctccgctcac 


tgcaagctcc 


gcctcccggg 


102120 


ttcacgccat 


tcccctgcct 


cagcctcccg 


agtagctggg 


actacaggcg 


cccaccacca 


102180 


cgcccggcta 


aatttttgta 


tttttagtag 


agagggggtt 


tcaccatgtt 


agecaggatg 


102240 


gtctcaatct 


cctgacctcg 


tgatccgcct 


gtcttggcct 


cccaaagtgc 


tgggattaca 


102300 


agcgtgagcc 


accgcgcccg 


gcccaggcgc 


ttcttttaac 


tccagatgtg 


tgcacccgaa 


102360 


agttagccac 


agttacgtga 


tggagcaact 


ccaggctgca 


gggaaacgtg 


agcgccggcc 


102420 


gtggggatgc 


gcggggagga 


gggcgggcca 


ccaatgcctc 


gcccacactg 


tgtggagtcc 


102480 


acaggatgga 


gacggatact 


gagggaagcc 


atgagttgtg 


gtctggtgac 


tgaagtcaca 


102540 


gagtaacggg 


gctgccccaa 


gctgggagcc 


aaggtgcgga 


ctcctttctc 


acgggcctcc 


102600 


tatggtgaga 


tcacagcaga 


agccggcctg 


ggcttacagc 


tggtctcegg 


ccagagaggg 


102660 


catttctgtc 


ctaccaaaga 


ctgcaacaat 


tctggacagc 


gaggggectg 


gagggacagg 


102720 


attcagccca 


aagtaccaca 


ggccacacgt 


ttcctccatg 


tcatccccta 


gcctggccat 


102780 


ttaagaccca 


atgcagacag 


caacctgcag 


agccagcctg 


taacccacca 


gaageccaga 


102840 


gcacacttgg 


gcttgcacct 


gagctaccac 


ccagcccctc 


caaggaaact 


tctacaggca 


102900 


gaggcacctc 


aaactgtaaa 


tccagctgaa 


ggcttttcca 


atagcttgea 


atttattatg 


102960 


acatttaaga 


attctagcat 


aggccaggtg 


cacgggctca 


cgcctgtaat 


cccagtactt 


103020 


tgggaggccg 


agacgggtgg 


gttacctgag 


gtcaggagtt 


cgagatcagc 


ctggccgaca 


103080 


tggtgaaacc 


ccatctctac 


taaaaataca 


aaaattagcc 


gggtgtggtg 


gcacgtgcct 


103140 


gtaatcccag 


ctacctggga 


ggctaaggca 


ggagaatcac 


ttgaaacegg 


gaggeggagg 


103200 


LL.acacL.gag 


ct gaggt tgc 


actccagcac 


t c caeca t gg 


gtgacaagag 


caaaactcca 
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tctcaaaaaa 


aaaaagaaaa 


gagaattcta 


gcatggtggg 


ctttggggag 


gggaagaggg 


103320 


aaaaaggaat 


agggctcatg 


tggctggctt 


ttagggaggc 


aggtgtgaga 


aatactaaca 


103380 


acttacagct 


ctttataaag 


caaaatgaga 


tgaaatccct 


cccccgcccc 


cccaattctc 


103440 
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actccacaaa 


cctatgcctt 


tcggttctcc 


cttcccctgg 


taggcctggc 


tccttgcctg 


103500 


gcattaccat 


gcaccacgaa 


tgcaggcagg 


aggccccaaa 


cacccagaca 


cggtgtcagt 


103560 


tctacaaaac 


tttccaagtt 


ggcagaagga 


gaagccactg 


cctcctccgg 


tttggaggcc 


103620 


tcaggggagg 


tgttgtctag 


accgcccaat 


ccactatcca 


ttcacaagcc 


agtcagcaac 


103680 


taccacttgc 


cagagtccct 


gccaccacct 


cccactctgt 


ggggacaaca 


gcatccactt 


103740 


cttccacaac 


aacgaaacaa 


caaagataaa 


gcatggcacc 


tgtcgtcatg 


cttgccacct 


103800 


ttcagcacct 


ctcggctcag 


cattctgaaa 


gccgggaact 


catctttaaa 


ggaggccagg 


103860 


acttgaatac 


aagcaagaaa 


atggcataaa 


atgaaggaat 


tagccactcg 


aggttgaaaa 


103920 


cacacttccc 


taaaatgaca 


gcagcatttg 


gagctgcagg 


tgggagcaca 


cagcctacct 


103980 


ctaactggcc 


tgtcagaaca 


gacacgtttt 


cccgttctca 


ttttgtgttt 


ccttaaacca 


104040 


actactaact 


tctggcagag 


gtggtgactg 


cctgggaaag 


atgccatcct 


catctggccc 


104100 


ccttatctat 


caagatgcaa 


actaataaaa 


ccagcgggcg 


ggacacccat 


ttaacctgaa 


104160 


acctcctctt 


ttgttaaaaa 


tggactgaat 


gtgtcttccg 


gttaataata 


aactttgctg 


104220 


ggcactggaa 


taaccaccag 


cctcctcaac 


cgtggctgct 


ctcaaaagca 


gatgtggtgt 


104280 


tccctgtccc 


gagaaggctc 


cagagtattt 


ggattaagga 


cctggatatg 


cagatcctac 


104340 


tcttaagaat 


taacatttcc 


tccctacccc 


tcaaatgtaa 


aactggaaaa 


attaagaact 


104400 


ctgtattttg 


cattgcattc 


tcttaaaaat 


tctgttaaaa 


aaatctcttc 


acagactggg 


104460 


tgtggtggct 


cgtgcctgta 


atcctagtac 


tttgggaggc 


caaggcgggc 


ggattgcctg 


104520 


agctcaggat 


tttctgggct 


gaggctaata 


ttgcataact 


ttatcacata 


cttgtcaact 


104580 


tctgcagatg 


tacacaatgt 


gcatttcact 


gcttataaat 


tttacctcaa 


aaggaaaaca 


104640 


aactaaacag 


gtattaaact 


cttattgcat 


aaataataag 


aggcattgga 


ggatgaatgg 


104700 


agagagacgg 


tgaggagcca 


agtccagaaa 


gggggtagcg 


gtgcccaggt 


gctgcacgca 


104760 


ccgctgcgtc 


tgcacattca 


tgtgatgagg 


ggtgggtgac 


ggtgccatgt 


agtttatagt 


104820 


cttaaggaaa 


ttaacagctc 


cctcttccaa 


agcgagggaa 


cgagaatccc 


acaccttgag 


104880 


aaacacaggg 


ctttctacgg 


tgactccccg 


aatggctctg 


cagcttaaaa 


agctccaaca 


104940 


cataaactca 


tcaagtaggg 


tgaagaatga 


ggtgacacca 


agtttgctaa 


atagtattgt 


105000 


ttattaaggc 


ttgtattctc 


ctagaggaaa 


aacccaatgt 


cgtccaggac 


tccattcagg 


105060 


cagtaacagt 


tcagaggaag 


tgacacgctc 


taaatacaag 


tctaatgata 


cagctgaaac 


105120 


gttaactcag 


agggtctttt 


ggagcaagta 


gttttcagaa 


agcgtctgct 


ctctaggacg 


105180 
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ggagcgtcag 
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cattttcatg 


cttcaactca 


aactccaggt 


ggtagtgagc 


tcaacggtcc 


ctcattccac 


105300 


aaaacatgac 


agcaaattca 


tcttctaaaa 


aaagttttgt 


tttgttttta 


cccattcaac 


105360 


aggaaaaaaa 


attagacaca 


cacgatgaaa 


tttacaacca 


gcagcatcat 


ccatcacact 


105420 
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gtctgtacta 


ccagatccta 


cacttaaagc 


tcagcattat 


tggtataaaa 


acttaagacg 


105480 


gcattagaat 


tcttaagaaa 


aggtgtaaaa 


tttaaaaaga 


tgtgcaaaca 


acaaagaatg 


105540 


cccgaccctg 


aaccagacct 


aaagcacctt 


ccagttcctc 


cacacatcat 


gccccaacac 


105600 


catccagccc 


aatcggacac 


caggacagtg 


agggacgggt 


ggctgttcag 


tgggcaacag 


105660 


atctggaagg 


aaagattttc 


aaaaaaaaaa 


aaaaagtgtc 


tgccaaattt 


gaaaaattaa 


105720 


aagttatctg 


tctagcagaa 


aaatcaaatg 


ggtaaattag 


cactttagac 


cgataacaga 


105780 


taataaaatg 


acaaatcaga 


atgaacaaaa 


aatcattaac 


cttttgattt 


cagtattttc 


105840 


aagagatttt 


atcagaatac 


tctaaatgac 


aaaatgactc 


atggtttctt 


atgtttgcta 


105900 


aaaagcaata 


aagggatgag 


aaatatgaag 


tctcacagaa 


tatcaaatga 


ctgaatttaa 


105960 


gaacacaatt 


tctgccaaaa 


tagatgcttt 


gtttttaagg 


atacttacat 


ttcacattag 


106020 


atcagtctga 


ttgataagct 


gacaaaaaaa 


atactccttt 


attagtgact 


tctacaggat 


106080 


tataatacat 


agaaaaagta 


caaataaatg 


cagatccatc 


tgggcaaaaa 


tcaacgacaa 


106140 


gaaaggcaaa 


gatgcaacac 


tcaacccccg 


cacgggacga 


cacactggag 


ctgaccaagc 


106200 


acacgtgttt 


taaactgttt 


tcaaagtcaa 


acgttagaac 


atgtaagaaa 


ctggttcgcc 


106260 


ctcattgttt 


gtttcgactc 


tgccgttcct 


gtaaaaagaa 


aaaacaaaag 


ttgaacgcag 


106320 


agtaaccaca 


ccaatgaatc 


cctcccaaaa 


gtgagatccg 


aggctgcccc 


ttagcagcac 


106380 


ctgcaaatct 


ggaggcggga 


ccctgaatgg 


tacccaagcc 


acaccagcac 


acaactctga 


106440 


gctgcactgg 


ggcctgctct 


gtgggggact 


ggccacactg 


ggcatggcat 


tctccccacc 


106500 


ccctctacca 


ggagaaaagc 


atcaaccaca 


acggtcacat 


gggccacctg 


tctgctggga 


106560 


agcctcactt 


cccacagctg 


tctttccctc 


atgtgccact 


atcattccac 


atggaaagac 


106620 


acttagcaat 


gtgaaattct 


ctgcactcag 


agggaggagc 


tggcacgcac 


caggctctca 


106680 


aggaggccag 


ggagacagaa 


gctgttcttc 


tgtattttat 


ctcatttaaa 


cttctcagtg 


106740 


gcacaaagga 


caccaaaatc 


cttccaactg 


gctaacaagg 


tgctgtgtca 


tgtggctaat 


106800 


gaagggcagg 


aggaccggtg 


tgggcctgtc 


cagttcaggc 


ccttcccact 


ccccagctca 


106860 


ctcccacgcc 


aaggggaaga 


gcatgcccct 


ccccactccc 


ccacggctag 


actggctcaa 


106920 


ggcaaagctc 


ctctgaccag 


gtttgctgcc 


cactcccgta 


agagaatcat 


cttttccaga 


106980 


gtgtatgtga 


cacacaagct 


tgagacttac 


acccgaatct 


tttcccacac 


tggcctccct 


107040 


gagtagcagg 


gtctagaagc 


cccttcagtc 


tccttacaag 


gcagcataca 


aagatgaaaa 


107100 


tgtgcgatct 


aaggagcaca 


. cgctgcacca 


ctctgctaga 


gaggtgtccc 


aggccgagtg 


107160 


t ggt ggcgca 


ccc t gt aat c 


ccagctattc 


gggaggctga 


ggcgagagga 


tcgct tgagc 
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107220 


ccatgagttt 


tcggctgcag 


tgagctatta 


tctgccctgc 


actccagcct 


gggcaacaga 


107280 


gagagaccct 


atctcgaaat 


aaaaacaaaa 


caaaaagatg 


catcccaggc 


acatccaccc 


107340 


tcatctggcc 


atctatcaag 


atgcaaacta 


ataaagaaaa 


ccagcgggca 


ggacacccaa 


107400 
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acatttaacc 


tgaaacctcc 


tcttttgcta 


aaaatggact 


gaatgtgtct 


tccggttaat 


107460 


aataaacttt 


gctgggcact 


ggaataaaca 


ccagcctcct 


caactgtggc 


tgctctcaga 


107520 


agcagatgtg 


gtgttccctg 


tcccgagaag 


gctccagagt 


atttggatta 


aggacctgga 


107580 


taggcaggtc 


ctactcttaa 


gaattaacat 


ttcctcccta 


ccctcaaatg 


taaaactgga 


107640 


aaaattaaga 


actctgtatt 


ttacattctc 


ttaaacattc 


tccgttaaaa 


aaaatctctt 


107700 


cccaggctgg 


gtgtggtggc 


tcatgcctgt 


aatcctagca 


ctttgggagg 


ccaaggtggg 


107760 


tggattgcct 


gagctcagga 


atttgagacc 


agcttggtca 


acatggtaaa 


accccacctc 


107820 


tactaaaaat 


acaaaaaaaa 


aaaaaaaatt 


tggcagggca 


tggtgaccgg 


cgcctgtaat 


107880 


cccagccact 


ctgaaggctg 


aggcacaaga 


attacttgaa 


cctaggacgc 


agaggttgca 


107940 


gtgagctgag 


attgtgccac 


ttcactccag 


cctgggggag 


acagcgaaac 


tctcaatcaa 


108000 


tcaatctctt 


aacaaaagag 


gtactgctgt 


tcctaaaaag 


caaataccaa 


tctcttgagt 


108060 


tcaaatagct 


gatgttaaag 


ccactcacag 


gtaaactccc 


cagatcccca 


tctcccttca 


108120 


gcccttataa 


acagctacaa 


agtttactat 


gtgctcttta 


aaaaatacta 


ttcctcataa 


108180 


aatttctcaa 


aaaaaaaaaa 


aatgacgaag 


cacagctcgt 


tcttttgagg 


aatgctcaac 


108240 


aagcatccag 


gaaatgctta 


tggcctaaga 


ttctctatgc 


tctttcttaa 


tttccaaagt 


108300 


caaagagcca 


ctctgctgag 


ccggcctgga 


ggtcgaagtg 


gggtcaggtc 


aggggcacct 


108360 


gccgccaggg 


caaggacagt 


cagtctgagg 


aactaagcaa 


tgctcacagt 


gtgggacgct 


108420 


caccactttc 


actgttttaa 


gctaagaagt 


ggccgtttct 


aggttttttt 


aaaaccaaaa 


108480 


aatgtatcaa 


cccaggactt 


ggtctgactc 


tgctgccata 


aaagctactg 


ccatcctaag 


108540 


aaatcagtat 


gtttctaaat 


ttatagctgg 


acagcaatct 


tgcaaaatgc 


taactctact 


108600 


tcactttctc 


aacactcaac 


ttgtttatga 


cctttacagc 


aatggggcca 


aactctaaat 


108660 


gataaagaaa 


aggtgggtct 


gttcttcgaa 


gtcctgagag 


aaccttgaga 


aaaccgcccg 


108720 


ggggctctac 


cagcacaggc 


gcacaaccct 


ctcctcggca 


cactactttg 


ttcttaaaac 


108780 


tgcactgact 


cggccgggcg 


cagtggctca 


cgcctgtaat 


cccagcactt 


tgggaggcca 


108840 


aagcgggcgg 


atcacgaggt 


caggagatcg 


agaccatcct 


ggctaacacg 


gtgaaacccc 


108900 


atctctacta 


aaagcacaaa 


aaattcgctg 


ggcgtggtgg 


caagggcctg 


tagtcccagc 


108960 


tacccgggag 


gctgaggcag 


gagaattgtg 


tgaacccagg 


aggcagagct 


tgcagtgagc 


109020 


cgagatcaca 


ccactacact 


ccagactggg 


caacagtgca 


agattctgtc 


ttaaaaaaaa 


109080 


aaaaaacaaa 


acaaaactgc 


actgactctt 


catgggaaac 


ccagagggag 


aaagcattag 


109140 


acacccagag 


tctcagcctc 


aagacacct a 


agact ccaat 


cct ggatgag 


ccact agccc 




agcccgttaa 


gcacaaggcc 


tagagcacct 


tcgcaggcag 


ggagagccag 


cagcgaagtc 


109260 


cagtctgggg 


acctcctcaa 


ggaccacttc 


catttctcta 


cactgcccaa 


taagcttaaa 


109320 


agatatttga 


cgccgggcac 


agtggctcat 


tcctataatc 


ccagcacttt 


gtgaagccaa 


109380 
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ggtgggaaga 


ctgtttgagc 


ccaggagttc 


aagaccagcc 


tgggcaacat 


agcaagacac 


109440 


tgattctaca 


aaaaaataca 


aaaattagcc 


aggcgtggtg 


gtgcacgcct 


gtagctactc 


109500 


aggaggctga 


ggcaggaaga 


ccgcttgagc 


ccaggaggtc 


aaggctacaa 


caagctgtga 


109560 


ttaagtcact 


gcactccagc 


ccggcagacg 


gagaaagacc 


tgtctcaaaa 


acaaaaacaa 


109620 


aaagctattt 


gaggcggggc 


acggtggctc 


acacctgtaa 


tcccagcact 


ttgggaggct 


109680 


gaggtgggca 


gatcacttga 


ggtcaagaga 


tcgagaccag 


cctggccaac 


atggtgaaac 


109740 


cctatctcta 


ctaaaaatac 


aaaatttagc 


tgggtgcagt 


ggtgggcgcc 


tatgatccca 


109800 


gctacttggg 


aggctgaggc 


aggaaaatgg 


cctgaacctc 


ggaggttgag 


gttgcagtga 


109860 


gccaaaattg 


cactactgca 


ctccagcctg 


gctgacggtg 


agattggctc 


aaaaaaaaaa 


109920 


aagctatttg 


aaattccacc 


aaacattaac 


aaaccaggtt 


ctcatttgtc 


actttcaata 


109980 


aaatgaatta 


atgttaacac 


tgacccatat 


gggcccagag 


ttctccagct 


tggctaacag 


110040 


tttaggggag 


ggttaccaag 


ttccttccaa 


tgatgctcca 


ccagcggctc 


tgttggactc 


110100 


gccttggagc 


acccagtggt 


ttgaggaaca 


cttggatctt 


gcctgcaggc 


agatgcccac 


110160 


agaccctgca 


ggccgcttac 


caagatgctt 


aacccataac 


ccgacacaca 


aaagcagtta 


110220 


tctagatcaa 


gtttttataa 


tgcaagttgt 


aggacactag 


agttttaaaa 


acaccaacca 


110280 


ggtcaggagt 


ccgcacactt 


tatgaaaacc 


caagtattac 


ggtatttaag 


aagaaaaact 


110340 


gtgcgcgcac 


acacacacag 


ccagcttcca 


gtttagccag 


ctaaggacct 


aaagcttcat 


110400 


tagcaattat 


ccctgcaact 


ttagcaattc 


agtattcatt 


ttatacctaa 


aagtctgtaa 


110460 


tccgagctat 


tgtctgtaat 


cccagctacc 


tggaaggcta 


aggcaggaca 


atcactcgaa 


110520 


cccaggaggt 


ggaggttgca 


gtgagccgag 


attgcgccac 


tgcactccag 


cctgggcaac 


110580 


agagcaaaac 


tccatttaaa 


aaaaaaaaaa 


agacctaaaa 


cacagaattt 


cagtaactaa 


110640 


ttcagaattc 


agtaactgga 


aataaatgac 


atccacttct 


tttctcacaa 


aagagaggga 


110700 


ctgatacttt 


tccaaagttc 


tacaagcccc 


aagttgttca 


ggacttgcat 


aatgtaagac 


110760 


tgcagacagt 


gcaggcggct 


ctactctata 


catccctata 


tatgccatgt 


acacgccttt 


110820 


ctgcccaaaa 


tacattagga 


cacttggtgc 


tcacaggtga 


ataattcctt 


taacatagag 


110880 


aactgaaaaa 


aacactgaaa 


acccatctat 


tatcaactga 


catttcagga 


agggatattt 


110940 


tttaaaaagc 


aggagagaat 


ctcaggatga 


actctctcga 


ataaaggaag 


cattatgaag 


111000 


tatgtcagca 


tcatcatttt 


cccattgctg 


gtgccagttt 


acgggcatct 


gagcccttct 


111060 


gaagagcaaa 


cacactcaat 


cccgtcagac 


atcacatgac 


agcacagact 


caggagtttg 


111120 
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ctcaaaaagg 


cccagtcaat 


gaatttttga 
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tataggatcc 


atatttgtca 


ttataaaatg 


tctggattcc 


aaacctaccc 


caccaccacc 


111240 


attttcttta 


cgacctagat 


ggagtgagtt 


tgtttccaaa 


aactgcagga 


tactgggttt 


111300 


ttaaaagaaa 


aataaagcaa 


cgacctccag 


atcaaagacc 


agagattccc 


aactactgag 


111360 
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ggacagtgcc 


ctgggaagca 


agggcccttg 


gccaggtggg 


gtctcgatgc 


cctacgtgcc 


111420 


caccgcagtg 


cttcgtgaat 


atcacctaag 


tgttcctcat 


ggacggaggc 


tgggaagcac 


111480 


tgttccagaa 


agtatcacaa 


ttcaaaaagg 


agaggagaaa 


gttaccctca 


aattctttgt 


111540 


aacagaaaaa 


cagaatgtgt 


acactgtggt 


cccaattatt 


caattataat 


tggaaagtga 


111600 


tcaaagtcgt 


tcggtgacat 


ctacccaaat 


accatcactg 


gttactagca 


gtactctccg 


111660 


cagggaaagc 


ccacgaggct 


gccaggacct 


gggcccgccc 


acctgcggcc 


aactgggagc 


111720 


tgcctgtcac 


gagactcagc 


tcggcggacc 


tgccgcatct 


gctcaccacc 


gggccacctg 


111780 


gtctaagtac 


ggcaccaagg 


acacatctgc 


atggcagttg 


cctgcaacac 


ccagcctcac 


111840 


cttgcgcacc 


acctcctcct 


cctcctggcg 


cttctcgtag 


tgagcaaagt 


cgtcgaagat 


111900 


ggaggttgtg 


tgcttgtagg 


aactgataat 


tttcagcact 


tgcttggctt 


tttctaaggg 


111960 


cacctcctgg 


gtgtcccggg 


agtttgtgac 


cggtttgttg 


tcgttattct 


ccagcctgat 


112020 


gtgccggagc 


tggttattgg 


gtacatcctt 


aacaaaaatc 


cactggacat 


caaacttccc 


112080 


cttccacttg 


tcctgagacc 


agaccccggc 


actggtgccg 


tagtccacgg 


gggacttcat 


112140 


ctcggccacc 


ccacaaaaat 


gcccactccc 


attgacgctg 


aagagcaggt 


agacgggccc 


112200 


cttgctgctc 


atgcagcgga 


aggcgctgtc 


caggcgcttg 


ttgccgtgct 


ctgtgctaca 


112260 


ccagatggag 


tacttaatgg 


agcggtggat 


gtcgtcctca 


gagtagctct 


tgatgatgaa 


112320 


cacacgcccg 


cttttcagat 


tccactcaaa 


ctctttcggg 


ttgtagctgt 


gagcagcctt 


112380 


cagtttttca 


aggacggggt 


gggattcgac 


gctgggggca 


gaattaggct 


ggacgtttcc 


112440 


aggagagttg 


ctatcgctgc 


cagcccctcc 


gctctgccca 


aacgccgcgt 


ttctgttgcg 


112500 


tqqqqcaacc 


cagcgggtct 


ggggtggctg 


ctgagggctc 


tgatactgcg 


gttgagccaa 


112560 


agctgggggc 


tgtgctggga 


gaggctgagc 


cacctgctgg 


ggctgtgggg 


cagcctgtgg 


112620 


agagggtgcc 


tgctggggga 


ctggggcctt 


cggcacaggc 


cccttgttat 


cccaggtgcc 


112680 


aatgtccatg 


ttatgcttta 


tgggtggagg 


gggcagccca 


ccccccatga 


caggcccgct 


112740 


ctttgttttc 


attttaggct 


gtggttttgc 


aggcttgctg 


gcaatggcag 


cccacgaggt 


112800 


cggctttgaa 


actggcatgt 


tcacatttgt 


cccaccgttg 


ccagaaagga 


caccagtcag 


112860 


tgccacgctg 


ctgacgacag 


agcccaccgt 


cttgacggcg 


gaggagctga 


cgtccccaat 


112920 


cttcaggcca 


accatgccct 


gctccaggct 


gttcatcccg 


ggggccttgc 


tgagggtgtc 


112980 


gctgtgaaag 


cctggctgcc 


catcaaccac 


cgtgccaccc 


agggagctcg 


gggggtaggt 


113040 


gtagctgctc 


ccatacgcgg 


agctctgggt 


ctgctgacct 


tgagacccac 


ttgtccccca 


113100 
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Cayggaddaa 


dttgaaCCtg 


tgctgataga 


tgttgttccc 
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caggccccca 


ggctgcccaa 


aaacagcatc 


gtgcataaaa 


tgatggtctc 


cgttactgag 


113220 


ctgtccgtag 


gtggtgaggt 


atggaatcgg 


agggtcccct 


gcagtagacc 


acggagcctc 


113280 


attgagggag 


taaggaaatc 


caatggacgg 


cgggtaatag 


ctggacaggt 


aggggtcgct 


113340 
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cattgagggg 


taactgttac 


tctgcaaaag 


caaacgtgac 


aagttacacc 


acttctacaa 


113400 


cacgagatgc 


tgagaatgcc 


aaccgcctct 


tgcttaagca 


caggtggagc 


aaaaacaaaa 


113460 


cctgcacagc 


atggggctac 


tccttccaga 


aagaaagctg 


tagtcgccaa 


tgtgagaacc 


113520 


aaatcaagac 


agagaaatta 


ataacgaaca 


caaaccaggg 


tgccgtctca 


aaatacgaag 


113580 


catcattggc 


aaggctctga 


attcaggcta 


aatgacgaag 


ctatgcctct 


ctagaactgg 


113640 


caaggtagca 


gccccctcta 


ctcttacctg 


caaaggaatc 


cagaggtaga 


ggagtaaacc 


113700 


cctgcctgct 


gacgacaacg 


cttatgacag 


acacggacgg 


catcatggga 


actgaaacag 


113760 


ctttgtaagg 


cagagatatt 


tccattggca 


aaccaggatg 


tgcagggccg 


tgaggcagtt 


113820 


tgctccagag 


aacagacccc 


aagctcgctg 


attactcagc 


aggccctggg 


cgcccacctc 


113880 


tgggccttga 


cattcctcct 


gggacactct 


cccatacctg 


gaccaaagct 


ctcccagaat 


113940 


ccttcaaggg 


tgcttcagag 


gctccttcca 


cacacccttc 


ctagcagatg 


gcccctgcct 


114000 


ctaagtccaa 


gggggttcac 


attcccatga 


tttcctgggc 


acagcgttgg 


gctcttgcag 


114060 


taggcccctg 


cacagagggc 


cctggctggc 


tccagctcct 


cagccaagag 


aaagcatccg 


114120 


aagtgtggac 


tctgtgctcc 


gggtgcagag 


cagccctcac 


tctggatgcc 


aactcacctg 


114180 


ggcttcctta 


tgaaaacatg 


tctgtgtagt 


gactggaacc 


tcagagagtg 


gttttaaagt 


114240 


gacggaacca 


tgaggcaaaa 


aggtctgcta 


gagaaggtga 


gtgcctgagt 


gccccatcgt 


114300 


aggggtctct 


gaagagctgc 


ccagggcaca 


aatttagact 


gagggtcagc 


agttctggga 


114360 


cggcatctcc 


ttggagagac 


tcaactaagg 


gtctggtcat 


gattgggtcc 


ctccaacact 


114420 


gccttaaaat 


gactttcgtg 


tgaggtgtgt 


ctgtatgtgt 


gtgcgcacac 


acacctgtac 


114480 


acaggccggt 


gagacggggt 


ccagtgtgag 


gtaagaaggc 


tcccacctag 


acgcatcgtc 


114540 


tgagagtgcc 


aagatgctat 


tacagaaaac 


agagccggaa 


gtaaaacacg 


gggctctcca 


114600 


gtctgtgacg 


cccgtttttg 


gatttttagt 


tttcccgctc 


cccgcccccc 


agtcccccaa 


114660 


gtaaccagaa 


ggttctacat 


aaagagaata 


tgctccagac 


ctcatctcac 


aacctcatcc 


114720 


ctgccacatt 


gacctttcat 


gttggcatca 


aaggctacac 


tatgaaggat 


aacagcaccc 


114780 


agtcggggac 


accaggtggg 


aaagtagctg 


aggcaatgag 


ggagactgtg 


ggatcccaga 


114840 


caatgaaaca 


ggcctgcttc 


actggagggg 


tgaccacaag 


cagctctccc 


tgggggcagt 


114900 


gccccaacac 


cagccaacac 


tggtggacta 


atgaaccaat 


gacccggcca 


ccacttcctg 


114960 


cctcctgctc 


ccatcctaga 


atactgaggg 


cttcagaaat 


ccaatttatt 


ttctaatttt 


115020 


cttcctgttg 


acttctccac 


ttgtgagcag 


acaattccag 


aacccccccc 


tttttttttt 


115080 


gggacgaagt 


ctcactttgt 


cgcccaggct 


gcagtgcagt 


ggcacgatct 


cagct cactg 


11514 0 


caacctccgc 


ctcccaggtt 


caagcgattc 


tcatgcctca 


gcctcccaag 


tagctgggat 


115200 


tacagacacc 


caccaccaca 


cccggttaat 


ttttgtattt 


ttagtagaga 


caggatttca 


115260 


tcatctttgc 


caggctggtc 


tcgaactccc 


aacctcaggt 


gatccacccg 


cctcggcctc 


115320 
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ccaaagtgct 


ggaattacag 


gcatgagcca 


cagcgcctgg 


ccccagaatc 


atcttttaaa 


115380 


atgcactaac 


tgctgtttcc 


ccgtaatata 


aatttgagat 


tctgggggta 


taagaagaca 


115440 


agtgggatgc 


tatcagtgtt 


ccacaaacat 


gagattaatc 


tgagcttatt 


ctccctcaaa 


115500 


acagtttcca 


tgatgctggc 


tcctttgctg 


cagcctttcc 


ctcgggtgct 


gccctggcca 


115560 


acaggcccag 


actggggggg 


tgagcgaatc 


aggggggcgg 


tctgtgcaca 


ggacttgctc 


115620 


ctcgagtcac 


tggccgcagg 


tgccttcaag 


gacggcaggc 


aaggggacag 


tcccccccac 


115680 


agggaagcca 


gccctcctcc 


tcccattagc 


tggacacgtg 


ctcctcagca 


gcgctgcaat 


115740 


cacaacacat 


cttccttcca 


cgcaaaaaga 


gcagatggga 


aaaaaagacc 


tcgatggctg 


115800 


tgtggtattc 


taatccactt 


ggccccaaca 


ccaaccagag 


gagtcaggcc 


acagaaacag 


115860 


atgcccaggg 


acacttctga 


cttacaccta 


aagccttaac 


taagacagga 


catcacttac 


115920 


cacatgaaaa 


aatccacatt 


acatgaggca 


tgtaacattc 


ctgaaaatcc 


gttttaagta 


115980 


ttaaatggac 


acacctagca 


cacacgctgc 


acagacagag 


agcccataaa 


tgacccatcc 


116040 


agcttccctc 


tacccaaggt 


gcagggcctg 


cagttctagc 


cagtactctg 


caaatccttc 


116100 


agctccagat 


caccaccatt 


cacatcctga 


gccacagaag 


acggtgacgc 


taatcagctc 


116160 


tgctggcagc 


cctaaaccct 


cctgatactt 


tctgtgctca 


ccgggttcca 


cggccacaca 


116220 


ggcaggctgg 


atacagtgac 


ctggggttct 


gtgggccgga 


tttccatttt 


tacctcaatc 


116280 


tcactgacag 


cccatttcct 


attacatctg 


ccatctttcc 


tccaaaactc 


tgaaggtaaa 


116340 


gaagcaggtt 


aatttgtaaa 


gctatgtgaa 


gtcagtcatt 


ctgtacataa 


gaaaacctgg 


116400 


agatgctgtc 


ctctgccttc 


tttatgagcc 


acatgtcagg 


ctgctgcccc 


acactccttc 


116460 


cctggtgagg 


gaagctgtcc 


cattcacagt 


cctggtcaca 


gtgcgtggga 


gacaactgga 


116520 


aacgcacagt 


tcgggctgcc 


tggaaaacac 


atgcagcctc 


ctttcagggc 


ctttgatctc 


116580 


cctttgtctc 


ccgcacagcc 


aggcacaggt 


tcagcgctca 


ctcgctgcca 


agtgctggag 


116640 


gcgagctgtg 


ctgctccctc 


aacattcctt 


agtgccacgg 


ctccatgggc 


actgagttat 


116700 


gagtgtgaaa 


gtttacttct 


cagggataca 


gctgcattaa 


ccccgggcac 


ggtgactcat 


116760 


gcctgtaatc 


ccagcacttt 


gggaggctga 


ggtggacgga 


tcacaaggtc 


aggagatcaa 


116820 


gaccatcctg 


gctaacactg 


taaaaccccc 


ctctctacta 


aaaacacaaa 


aaattagccg 


116880 


ggcgtggtgg 


tgggtgcctg 


tagtcccagc 


tactcaggag 


gctgaggcag 


gagaatggcg 


116940 


tgaacccggg 


aggcggagct 


tgcagtgagc 


cgagatcgag 


ccactgcact 


ccagcctggg 


117000 


tgacagagca 


agactctgtc 


ccccccaccc 


ccctccaaaa 


aaaagaacaa 


attcaaagct 


117060 


tgttcttaac 


acattactac 


ct ctgagcaa 


gcatattttg 


gtcctcgtaa 


atgagtggca 


11712 0 


taaacagatc 


ttttaaggac 


aatacaagca 


aaaccatgat 


cctgttactc 


tgcagccgcc 


117180 


tccacagaag 


actgctgaac 


acttccacat 


gctaggcgcc 


tcactgcagc 


ccctgcggag 


117240 


aactgacgac 


ctcatcgaag 


aaaggctaac 


acatttttag 


ccgggcacag 


tggctctggc 


117300 
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ctgtaatccc 


agcactttgg 


gaggccgagg 


caggtgaatc 


acaaggtcag 


gagttcgaga 


117360 


ctagtctgat 


caatatggtt 


aaaccccgtc 


tctactaaac 


cgggtatggt 


ggcaggcacc 


117420 


tgtagtccca 


gctactccgg 


agcctgaggc 


aggagaatcg 


cttgaacctg 


ggaggtgaag 


117480 


gctgccatga 


gccaagatca 


cgccactgca 


ctccagcctg 


ggtgacagag 


tgagactccg 


117540 


tctcaaaaaa 


aaaaaaacaa 


aaacaaacaa 


aaaagaacta 


agagcagttt 


tacatattta 


117600 


ctcaaattta 


accacattaa 


aaaaaagaaa 


cttccatccg 


aatgaccaga 


accatttaag 


117660 


ttgaagttca 


atggttaagt 


ttacttccta 


tatccatttt 


tctgagatgg 


agttggaatg 


117720 


accaaaagga 


gagactagag 


ggagaagcag 


aaaggatccc 


ttcagaagcc 


caagaggaac 


117780 


agagagaagc 


atttgcttaa 


taaaaacaaa 


caaacaaaac 


aaaataatta 


attatgtaaa 


117840 


atggaaaagt 


attaagggta 


ctgctgaaaa 


gtgagggagt 


gatatggctc 


ctgggaagca 


117900 


gctctgaccc 


aggactggga 


acaggcctac 


caggatgacc 


tgttcttcag 


gagaagcctt 


117960 


agggagcaca 


gagaaaatgt 


tagaggaaaa 


taaccgaaaa 


accctaattt 


acttacttgg 


118020 


ctgctcactt 


ttcagatctg 


ttttcaggac 


tggtccctct 


gaggctgcaa 


tttcagcccc 


118080 


tcagctggtg 


gcatcaatat 


gcagagacag 


cagtttctga 


cagaatttct 


gcatttgttt 


118140 


cagcaacttg 


ccagtaagaa 


gcacgttaag 


atcccactat 


gtccttccag 


ctgcgtttct 


118200 


gggaagccgt 


tgtgatggca 


aatgcctact 


tagcaggcgc 


tgccactggg 


tattttaagg 


118260 


aagcccatat 


ttttagatgc 


agccacaaga 


aactgacact 


cccctgctgg 


ccctcaggtc 


118320 


accccgggcc 


caccagagct 


gcccaggcac 


agcaggaagc 


cctgtgccaa 


gcatctccag 


118380 


gctgttctca 


aagaagtcct 


agatgctctg 


atgaggcatt 


gtgttcagtg 


aaaaaaaacc 


118440 


acccaaaacc 


tgatgagcaa 


tttcgtcact 


gtgtgatcag 


tgtcctcaca 


caaacagaga 


118500 


cgtgtgagca 


tggaggcagt 


atccttacca 


cacactgagg 


ccgtaacctg 


tacagtgtgt 


118560 


aactgtactg 


aataatggaa 


gtaactgtac 


atcaatgata 


agtatctgtg 


tgtctaaaca 


118620 


ttatctaaac 


acagaaaagg 


tacagtaaaa 


atacggtata 


agaaatcaag 


aacgggacac 


118680 


ctgtacagag 


cacttacggt 


gaatggagca 


ggtaggcctg 


agttgcactg 


ggtgagtcag 


118740 


ggagagaatg 


tgaaggcctg 


ggccctcact 


ggacaccact 


gtcaccttta 


gaaacaccgt 


118800 


ccacttaaca 


ctacactcaa 


tttttaaatt 


ttcctttctt 


caataataaa 


ccctagccta 


118860 


ctatggcttt 


tttactttac 


aaactacttt 


tttaaaagct 


ttaaggtttt 


tgactctttt 


118920 


gtaaacacaa 


atatatcata 


tagctgtaca 


aaaatttttt 


ttgttatatc 


cttattccat 


118980 


aagctttttt 


ctattaaatt 


ttttttaact 


ttttgaactt 


ttttgttata 


aatgaagaca 


119040 


cggccaggca 


cagtggctca 


tgcctataat 


cccagccctc 


tgggaggccg 


aggcaggagg 
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actgcttcag 


cccaggattt 


cgagaacagc 


ccaggcaaca 


cagtgagacc 


ccatctctac 


119160 


aaaaaatcaa 


aaataaggca 


ggaagatcac 


ttgggcccag 


gaggtcaagg 


ctgcaatgag 


119220 


tcatgactgc 


acttccgccc 


aggtgaggga 


gagaccctgc 


ctcaaaacaa 


aacaaaacaa 


119280 
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aaaaaccaaa 


aacccaaaaa 


gacacaaaaa 


tggatcttcc 


acctccacat 


cttgccccac 


ggagctgtca 


tctcctgtca 


caccaattgc 


ctqaqqctqc 


tttacagttg 


actttgtttc 


tatagcaaat 


acacaaagta 


gt aacagtcg 


actgtacgta 


actqtaqqtq 


tatact ctgg 


tactgcagca 


ccacagacac 


gagt aat aca 


caggtgccag 


gaatttttca 


gcaccat cat 


ctgttgctga 


ccaaactgca 


tccggcagca 


aattt ctgt c 


aqtqqqat ca 


cagcaaacac 


aaqcctqqqq 


qqccaqcqqc 


atctat t ccc 


ctaaactctg 


agtaggaact 


qttctqqqtc 


aqaqaactqq 


gaaaccagaa 


gtccccgagc 


qqcactqtqq 


ctcatgcttg 


taatcccagc 


aqaqqtcqqq 


agttcgagac 


cagcctgacc 


taccaaaaaa 


aattagccag 


gcgtggtggc 


ctaaaacaaa 


agaatcactt 


gagccaggga 


cactgcactc 


catcctgggc 


aacaagagcg 


gaaaat caca 


acaat caagc 


ccaacccaga 


aact cccatt 


caagt cacag 


act agaagac 


tcaqqqqcaa 


ctaggactga 


aact ct agca 


tctgagggaa 


ggacccccac 


cacacggcaa 


caacct aaca 


qqcaqqcatt 


ct cct aagac 


acacaaaaca 


cggt agcct c 


caactggcta 


aagtacccag 


qqttaqqttq 


ggcactagtg 


gqctqatqcq 


tqt qqattqc 


ttgagcccat 


atatttcatg 


t ct act aaaa 


atttaaaaat 


cctagctact 


t qqqaqqtta 


aaataaaaaa 


gtgagccat g 


at cacat cat 


gcactccagc 


caaaaaagga 


cccagagcta 


ttgatatgcc 


ggtatgtctg 


tgtaaatcaa 


aagttataaa 


agacacccac 


tgacataaaa 


ataatcgatt 


gctccgactt 


tataaaaata 


tttttggctg 



acacatatta 


gcctaggcct 


acacagggtc 


119340 


tggaaggtat 


tcaggggcaa 


caacacacat 


119400 


cttcttctgg 


attcctcctg 


aagaacctgc 


119460 


tagtaagtag 


gcagaatatg 


ctcttaaaag 


119520 


tttatcatca 


attattacgt 


actgtatggt 


119580 


tatgactggg 


gcagtaggtt 


tggtcacacc 


119640 


ctgccctcaa 


catggtagct 


ccaacgtcac 


119700 


agtcttatgg 


gaccactatc 


atattgtggt 


119760 


caggtacagg 


catgcccaga 


tggccttggt 


119820 


actcagtctg 


ttggtcaggg 


agtgtgcagg 


119880 


aactcaggca 


tcatgccaag 


acagtgtctt 


119940 


atttcacagt 


ctttcctttc 


agaaaacaac 


120000 


aggaaaagcc 


tcaaaagaga 


gaatcggcgg 


120060 


actgtgggag 


gctgaggcag 


ggggatcacc 


120120 


aacatggaga 


aaccccgtcc 


ctactaaaaa 


120180 


gcgtgcctgt 


aatcccagct 


actcgggagg 


120240 


ggtggaggct 


gcagtgagct 


gagatcgcgc 


120300 


aaactccatc 


tcaaaaaaca 


aaaaaagaga 


120360 


gcccttcact 


cccagttcct 


ctgctccccc 


120420 


agatactgag 


cggctacagt 


cgcaagcgcc 


120480 


ccagaagcac 


agcaaggcgg 


gtgaggcctc 


120540 


caacccctca 


cagcccatta 


caagttaaac 


120600 


tttctaaacc 


attctaagta 


tgacagtttc 


120660 


ctacaaacca 


tatctagatt 


tttctctttt 


120720 


gctcatgcct 


ataatcctag 


cactttggga 


120780 


gagttcaaga 


ccagcctggg 


caacacagca 


120840 


tagctgggcg 


tggtggcaca 


tgcctgtagt 


120900 


atcacctgag 


cctgggaagt 


cgaggctgca 


120960 


ctgggcaatg 


gagtgagacc 


ctgtctccaa 


121020 


cactatcita 


act gt ggcca 


t ggct ccaaa 


n oi Aon 


accatactgt 


atactctaca 


tatggagcta 


121140 


tgtaaagaaa 


tcctcccaaa 


caacacaaaa 


121200 


ggcacagtgg 


ctcatacctg 


taatcctagc 


121260 
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actttgggag 


gccaaagcag 


gaagatcact 


tgagcccaga 


agttcaagac 


tagcctgagc 


121320 


aacacaaaga 


gaccctgtgt 


ctacaaccaa 


ccaatcaatc 


aatcaccagg 


tgtagtggtg 


121380 


catgcctgta 


gtcccagcta 


ttcaggaggc 


tgaggcagga 


ggattgctta 


agcccaggaa 


121440 


tttgaggcta 


cagtgagcta 


taatcatgcc 


cctgaactct 


agcttgggta 


acagcaggac 


121500 


cctgtctcca 


aaatacacac 


acacacacac 


acacacacac 


acacacacac 


acacacacac 


121560 


acttttaagt 


gtactgatgc 


aacctccctc 


cccctttatt 


ggctaaaatt 


cagtacataa 


121620 


taccattaaa 


gtactaaaat 


aataagaaca 


cactagaaaa 


caagaaattc 


aaaaaattag 


121680 


ttaacttcct 


gccattacct 


ctatccaaag 


gcccatcact 


aaagtcaagt 


cagttctgcc 


121740 


cagaggaagg 


gcagattctc 


agaaggcaac 


caagagacaa 


gaaacagaag 


cagggtcgga 


121800 


gcgcggggca 


gcgctgccga 


ggctccacct 


gtacaaggtt 


tcttggtctc 


taagctgctt 


121860 


gattcgccaa 


gtgcagtagg 


agggaggggg 


atgaaggaac 


attctaagaa 


gttctaagac 


121920 


acctcagaaa 


agggcagact 


agttttattc 


cttcacagag 


aagaggtgaa 


gcctggtttt 


121980 


actttaaagt 


aaacatgccc 


agtagctgag 


ggctacttgg 


agtggcggag 


gaaggaatgt 


122040 


gaatcacagc 


acacgaaatg 


gagcactcag 


agcatctgct 


ttgtgctgcc 


ccatgaggcc 


122100 


tgctcaccaa 


agtgaggagc 


tcacagaggt 


gcagcccctc 


atccaagcca 


acggcctgga 


122160 


ggtaggaaag 


tgaggcaggg 


gaagtctgat 


tcccgagttg 


gactcttaga 


cataaacaga 


122220 


taccgcttct 


cttgggagtt 


ttgctgcaac 


agcagcacag 


aggagagaga 


gcagctccca 


122280 


gtagatttta 


accagggcaa 


ctgtatcccc 


caaaaaacat 


ccaccaagac 


agttttgctt 


122340 


gctacaactg 


gggatgggga 


gaaggagttg 


ctaatggcat 


ctagtgggtg 


ggaagccagg 


122400 


gaggctgcta 


aacatccaac 


aatgcacagg 


acagccccca 


aaacagaatg 


ttcccgtgca 


122460 


aaatgtccac 


agtgccaagg 


cagagaaagc 


ctgaattacc 


taagaaaaca 


gggcagctat 


122520 


gactcactgg 


gccctgctgt 


atcaggtact 


gtctcagcgc 


tttatgtgca 


ccatctgatg 


122580 


tcatcctccc 


aacaattcta 


caaacagtta 


ctactctctc 


tcttctacag 


aaaaggaaat 


122640 


tgaggcaaga 


gaaggcaagc 


catggacaca 


ggccagtcag 


tggtggagtt 


aaaattgaaa 


122700 


ccaggctggg 


cgcggtgcct 


cacgcctata 


atcccagcac 


tctgggaggc 


cgaggcgggt 


122760 


ggatcacctg 


aggtcaggag 


tttgagacca 


gcctggccaa 


catggtgaaa 


ccccgtctct 


122820 


actaaaaata 


caaaaattag 


ctagacgtgg 


tagtgggtgc 


ctgcaattcc 


agctactccc 


122880 


gaggctgagg 


caggaggaat 


gcttgaaccc 


gggaggcaga 


ggctgcagca 


ggctgagatc 


122940 


acgccattgc 


gctccagcct 


gggtggcaag 


agtgagacgc 


tgtctcaaaa 


aaaggactga 


123000 
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gaccacaatt 


ccaatcatcc 


agagctaaga 


ataaccagga 


agcttcagaa 


acacacacac 


123120 


acctccactg 


cgtcaaaggc 


aagacacacc 


actgacccac 


aaacactaga 


gccaactaga 


123180 


cctgtttgca 


tcccagcccc 


agtgggatgc 


cgcctcctcc 


acagggaaaa 


tcattttcac 


123240 
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cccactgatg 


cccaaggtta 


acaggagtca 


catcttcatg 


agcagtctat 


cattcctaat 


123300 


actttatagt 


ctgctgcttt 


gttgtttagg 


ataatttaaa 


aatcagaaat 


gacagtaaag 


123360 


gtacaaaaca 


attaaaacca 


acttaaaaac 


aaatatatgc 


taacaaaata 


aactcacctg 


123420 


atttgactgt 


ccagtaaggt 


agggctcaaa 


gtcattgtca 


tgaactgtat 


ccttctgatg 


123480 


taacgaacca 


ttttgtacta 


gaacaaaaag 


ttgcaaaata 


ttaccctcaa 


attttaaaag 


123540 


attactttta 


agcttggaag 


gcaaagttag 


caaagtctat 


ttccatctat 


ttctagcaga 


123600 


aattatgctt 


taattttaaa 


aggagtacaa 


ccagtataga 


actgatgttt 


atacaactaa 


123660 


ttagaagggg 


gacgggaaac 


tttcaataat 


ttaggataaa 


ttttaaataa 


aggcttaatc 


123720 


gtaatttggt 


gagattaacc 


aaatcaagtg 


ttaacacata 


atgcaaggaa 


cacataacca 


123780 


gggtgaaaac 


tgacatggtc 


taagaagact 


tatgtgtggc 


aaaaagaagt 


ggagcctcca 


123840 


aaagcccaaa 


tgcagaatgt 


atgcccaaac 


gtatggagaa 


cggagggaag 


aaaacttagg 


123900 


agggaagggg 


ctgcaactga 


aggactgttg 


ggagctatta 


tctgactctc 


cacagtgaac 


123960 


cccaaatatc 


tgagacaggt 


ctcagttaat 


ttagaaaatt 


tattttgcca 


aggttaagga 


124020 


cacacccatg 


atacaacctc 


aggaggtctt 


gacaacatgt 


gcccaaggta 


gtcgggggac 


124080 


agcttagttt 


tatacatttt 


agggagacat 


gagaaccatc 


aatgtaagat 


gtacattggt 


124140 


ttggtccgga 


gaggcgggac 


aacttgaagc 


agggaggggg 


cttccaggtc 


ataggtagat 


124200 


aagagacaaa 


cggctgcatt 


ctttcgagtt 


tctgattagc 


ctttccaaag 


gaagcaatca 


124260 


gataagcatt 


tatctcagtg 


agcaggaatg 


actctgagtt 


ctgtcctttg 


tccaccagga 


124320 


atttccttgt 


gggcaaactg 


tgggggaagt 


atgtaacttt 


ttttgtctta 


gaagctatct 


124380 


ttttcaggaa 


tagaatggga 


ggcaggtttg 


ccctcagcag 


ttctcagcgt 


agctttctcc 


124440 


ctttggctca 


gtgatttggg 


tgccccaaga 


ctggttttcc 


ttttacacca 


cttaccttcc 


124500 


cactgttatt 


atgctcagcc 


agaaaaagca 


agcaaaggta 


aataaagtgc 


tgggcctttt 


124560 


ccaatcttaa 


aacacgatga 


accgtatttg 


gttacacctg 


agctgacaca 


caaactggct 


124620 


aaaaaagtgt 


tccaagtaaa 


cgtgaagtgt 


cacttaacag 


ttttcacatg 


agtgcgctct 


124680 


gagggtttat 


cccaagccat 


aatgtcacag 


gagatgctaa 


cagacttgga 


aaacgggctg 


124740 


caactaccgg 


ggatgtggag 


cttagcctgc 


agaaccttgg 


actgcccctc 


tcctagagca 


124800 


gcccctgctg 


ggcggaaaaa 


ggcaagtcgc 


tcaacccctg 


cggccatgtc 


cacccggctc 


124860 


tcctacctcc 


ccttccccaa 


agcaaatcca 


tgatcatgcg 


gtggggagag 


acgggcccaa 


124920 


actactctga 


gcaatcattt 


attcacttct 


tgagaagccc 


ctgtcttcga 


cctgtcaaat 


124980 


ctcccagaat 


cgtcgcacaa 


cctcaagttt 


t at ct ccct g 


aagctggcgg 


a a ga gaga a a 




gtttccggtt 


ccagacgcag 


cttcctggac 


cgttccttcc 


ccgtcctcct 


ccactccagc 


125100 


ccgcgccggc 


cgtcccggga 


ctccgctcac 


ctttattatc 


ttgtcctttt 


gttctctgca 


125160 


ccgccgcagg 


ccgggacgtg 


gggtacacac 


aacccggggg 


aagagggaaa 


cacaaagtta 


125220 
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ttcaccagag 


aactggtctc 


caacgggccg 


cgagctccgc 


cggccccgac 


gcgcggtcac 


125280 


gtgcgacccc 


ggccccgaga 


ccccggtccc 


gcctgggccc 


ggcctccgcg 


accccgggct 


125340 


ctgcgttcca 


gccccaggac 


ctcaacccag 


accccgcgcc 


tcggccccgg 


ccgcggcccc 


125400 


tgtaacccgg 


ccccgctacc 


tgggtgtcca 


cgctggtggc 


cgacatgctt 


catgaacaac 


125460 


tagacgcggg 


gccggggcgc 


ccgccggctc 


gggcctcccc 


tagaggccgg 


gcctgtcacc 


125520 


ctagctcgcg 


cggccccggg 


ccccgccgcc 


aattccccgg 


gcgccggccg 


ggcggcggcg 


125580 


gcggctgctg 


ggcgcgcggg 


cccctggcga 


ggcggcagcg 


gcggtgagcc 


cgggacgcgg 


125640 


acgcactgag 


gaggcgtcga 


ctccaatggc 


ggcggcggcg 


gcgacagcag 


cggcgacggc 


125700 


ggcggcaggg 


gacgagactg 


cgcggcgtca 


gcgtgcacgc 


ggggcaggcc 


gggagcgccg 


125760 


cgccgggccg 


ccacacttcg 


cgcctgcgcg 


ctcccgtctt 


acgggatgga 


tttcgctctc 


125820 


aggtcccagt 


ctcgtgcggc 


ggggcgggga 


ccgcagccgg 


ctgggcgggg 


aagccctgag 


125880 


ccggggaagt 


cacgtggggc 


gtgtccggag 


gcgccgcggg 


gcctggcggg 


aaggggctgg 


125940 


cgggctgctg 


ccaggtgtac 


agccgcccac 


acacaccccg 


gccacagccg 


cacccccgac 


126000 


gcgctaccgg 


cactgaggcc 


tctgtagttt 


tccccaaggt 


ccgaagacta 


aacgctgttc 


126060 


tggtccgaca 


gctgggctac 


gggtctgtcc 


ggggtcggtc 


tgcccttccc 


ccgcgcgcaa 


126120 


acacctgccc 


gcccagagct 


ccgagccccc 


gcgtgttcca 


ggtcgcgcgc 


ctcggccctt 


126180 


gccgcgggac 


ctgcgggctt 


tgttcgcttt 


gcggccctgg 


ccttcagccg 


cagcggagcc 


126240 


ctgggcccgg 


tcccggaggt 


cagctgttgt 


gtggatgcac 


ccctggacct 


gcgagaggct 


126300 


cgccggctta 


taaccaagtt 


ctcatgttag 


attcttgacc 


ccgatttcat 


caccaggagg 


126360 


aaaagcagtg 


ctctgtgccc 


cagcctaggc 


cgggccaggg 


gacttgtcat 


ctttgttcga 


126420 


ggatggacag 


ccccttctta 


gcagcaactg 


tgcaaagaga 


gcccagttct 


cagttcctaa 


126480 


cccctcagca 


tccccaacct 


ggacgccctt 


ctggtcaagg 


tgttgaattt 


cgctccctgc 


126540 


agccagtatc 


caatcctgcc 


acccttgtgg 


ctaactccct 


acagaggctt 


ccaggttgat 


126600 


atttttcttt 


ccagctctgg 


cagctgtaac 


atcttcacgt 


ggcctggatc 


tgggtcctgc 


126660 


taaaggagaa 


agacctggaa 


tggggtgtca 


ggcaggttga 


cgtcaaatga 


gtgttttcca 


126720 


caaagtgggc 


ccgggcagat 


gcgctaagca 


gggtgaacag 


tgacagcagg 


gacggcaatg 


126780 


gagtcccaag 


acggctccaa 


gcctggacat 


ccgcatcagt 


ggggtagcag 


acagcctctc 


126840 


acactgctgc 


aggaggaggt 


ggaaactgcc 


cccagcaggc 


cggtcagcca 


cagagaggac 


126900 


tgctgctcca 


agttgctcca 


ggtctccctg 


gagccctgcc 


tcgcctaaag 


ctggggaaag 


126960 


cgggcugggc 




ggaacagagc 


tqqqqgatgt 


ctggt gccct 


gaggatgaat 
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ctggatcccc 


tgggactttg 


atgtgtttgg 


gccatgggca 


gacatctcag 


gccaggatga 


127080 


aatctgtgca 


tttggggtac 


atccgaaaat 


gaacagcacg 


tttccaggat 


ggtggcccac 


127140 


atggagaaga 


tgtgtgggga 


ttgtagggac 


agtggggtcc 


ctgggggcac 


cctgccacct 


127200 
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gcttctgtgt 


gataaggcct 


gcgcatcctg 


ggcaggccct 


gagtgcctgc 


ttcccaggac 


127260 


actgaactgt 


ttggcggcca 


agactgcagc 


aagggggtgt 


ctgggtggt c 


agagtagaca 


127320 


ctcggactct 


tggagcccct 


gtctgtcttc 


tcacccagct 


cccatccctg 


ggccaggacg 


127380 


gtgcagtggt 


caccactgga 


gttcagagcc 


tcacagccag 


ttacagggcc 


ttcagcctca 


127440 


ggcctacttt 


cctcctccgt 


ggtgggttaa 


ttactcccct 


ttcacaggat 


gagtgtgtgg 


127500 


aagaaactgg 


gtatgcagcc 


cttggcgtca 


ggccagggct 


ctgtcaacac 


tggctgttac 


127560 


ctgctgcctt 


cacccacaaa 


tgcccagcca 


gtcacaggag 


gcagcactgg 


ccctgcggga 


127620 


agtggccact 


ccgagcttag 


gggccttctt 


agatggctga 


gtgccggcaa 


tgcaggaccc 


127680 


tggaggtgtt 


tcagtttcct 


ggagctatct 


caacaaagta 


cccggaactg 


gggggcttaa 


127740 


aataacggca 


atttattctc 


tcccagttct 


ggaggccaga 


agtctcagat 


cagtattgct 


127800 


gggctgaagt 


ggagacagaa 


gctccttcca 


gggccctcgg 


ggaggatcct 


agcctcctcc 


127860 


agcctccggt 


ggaggccgca 


gcccttcctg 


gtctttcctc 


ctcgcctccg 


tcacctcatg 


127920 


gccttttcct 


ctgtgcctgt 


gtctcttctt 


ataaggacac 


tcatctggat 


ttagagccca 


127980 


ccctaatcca 


ggataacctc 


atcgtcttgt 


gattatatct 


gcaaagaacc 


tatttctaaa 


128040 


taaagtcacg 


caggtaccag 


gtggacatga 


gttttggggg 


tacactcttc 


agctcactac 


128100 


agagatcact 


ggggaggcct 


cacagtgatg 


cctatggaga 


gattttggag 


ggtgactcct 


128160 


ggggctgagt 


aggttctact 


cacaaatgta 


gatggaagga 


gaggccccca 


cagtgaggcc 


128220 


tgaggaggca 


ccaccatgcc 


agcctagccc 


cactggccag 


ggaagaggct 


ggcaggatcc 


128280 


cacagccact 


gcccggaccc 


acccaggctt 


ttgctgtgaa 


ctccagaagg 


ctccatgctg 


128340 


accctgacat 


ggaaggagac 


tgggggctgc 


ccaggggcag 


gacaggtctg 


gttggcggga 


128400 


acagggggcc 


ctaaagtgaa 


ttgaatgcag 


ggggtgtggc 


accagcaggg 


ggtgctgagg 


128460 


tccccaggcc 


agctctgggg 


ggaaagcctt 


tatcttggcc 


aggcctgagg 


acctgggagg 


128520 


gtgt cacaga 


aaaccaggag 


ttgagctgcc 


tgtaaccttg 


gagggccacg 


tccactgccc 


128580 


agcctgccca 


ggttcacacc 


ccagcccagc 


tctcggccag 


gaaaagggag 


gtcacccagc 


128640 


accgaatgtc 


aggggacaac 


tgtctctccc 


tcacagggag 


caggcagct c 


ctcatgtcat 


128700 


ggatggaaac 


ggatcagagg 


gctttggcca 


ctcctctggg 


tggcccagcg 


gtcttgagac 


128760 


aaagcctgcc 


atttctaagc 


ctgtgccgtc 


aatgacagac 


aagagcccat 


cccctgtggg 


128820 


ccgtctgcct 


tcagacggga 


accttcttgc 


tcggggaacc 


tgttgctcat 


ccaagagccc 


128880 


ttcctagcag 


tacccgctcc 


tggcagcacc 


ctcaagtggt 


atgggattgt 


ctaaacatga 


128940 
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aagctatctt 


tgcactcaaa 


ggatataagg 


tgggaagcaa 


aaaccaccac 


ccccaaaccc 


129060 


ctcagagagg 


gagccctcca 


gatgcctgcc 


tgtgcatgca 


agcatgagtc 


tctgtctcca 


129120 


ctatctgccc 


ttgcatctca 


cgtgttggga 


aaccgcactt 


tggggatcca 


cagtgctgct 


129180 
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gagtatcaac 


acccgccgtc 


cacccacctc 


gtccctctcc 


agggagggca 


tgggctccag 


129240 


cctcatccag 


tgagtgtcct 


ggccccaaca 


cacatgcaca 


cgtgtgcgaa 


gacacctggc 


129300 


aggaggctcc 


tgcccatgga 


atcactgggc 


caaaggcgct 


tacactggcc 


attgtgctga 


129360 


tgttgccaga 


tggcccccaa 


ggaggctgta 


ccaaaacccc 


cagccaagag 


gaggtttctg 


129420 


agctgggtgc 


agggtccaaa 


cgctgtgggc 


cctgaattca 


gatgatccct 


ggctgaacca 


129480 


aacccctcct 


gagtgctgga 


cacagctcac 


cctgcagctg 


gcctctgggg 


gctctcagtg 


129540 


aagataccca 


tctgtctcga 


tggacaccag 


ccactcacgc 


agctgccctc 


tccacgaatg 


129600 


ctgtctcagg 


tcctcatctc 


ctccctcacc 


tcaaccccgg 


gctcatcccc 


agtcggcagg 


129660 


cctccttcca 


aaaccgctcc 


ccaccgtact 


ccctggcggg 


gctgctttgt 


ccttgatgaa 


129720 


actggctcct 


gctctcttgg 


ttcctcctgc 


ctccctgtgc 


cttgggagtg 


cactgacatg 


129780 


gagtgtgctg 


acgtggagtg 


tgtggagtgc 


gctgacgtgg 


agtgcgctga 


tgagtgtgtg 


129840 


gagtgggctg 


acatggagtg 


ggctggcatg 


gagtgtgtgg 


agtgggctga 


cgtggagtgc 


129900 


gctgacgagt 


gtgtggagtg 


cgctgacgtg 


gagtgggctg 


gcgtggagtg 


tgtggagtgg 


129960 


gctggcgtgg 


agtgtgtgga 


gtgggctgac 


atggaggagt 


gtgtggagtg 


cgctgatgtg 


130020 


gagtgtgggg 


agtgggctga 


cgtggagtgt 


gtggagtgcg 


ctgacgtgga 


gtgcgctgac 


130080 


gtgcctccca 


tgatgcacgg 


cactttacag 


ttttcaaacc 


ttctctctct 


aagcttctca 


130140 


ttggaccatt 


caccccacaa 


gtgtgaactg 


agcacatact 


tattatgtgt 


atggggcgtg 


130200 


ggggcacgag 


gtggcccctg 


cccagcagag 


ctcctggtgc 


tgggaccttc 


catagcccta 


130260 


caaaggttca 


tctagctt ca 


ctgagcacct 


gctgttctcc 


acacacgggg 


acagaacagg 


130320 


ccaggtgctg 


ct cctgcaac 


ccagatggga 


ggcagaggta 


gatgggtcac 


tgtagatctg 


130380 


agctgtgatg 


gaggcaggac 


agagaggagc 


ccagagactc 


aggataggca 


ggcactcacc 


130440 


aaatgaggat 


gcaggcaggt 


gggcagggtg 


ccccaggtgg 


atggacagca 


ggaggcagga 


130500 


cacagcaaca 


cctgcctgcc 


cactggaagg 


tcaggtccct 


gagcaggtcc 


cctcgtgtcc 


130560 


actgccgagt 


gcaggtacag 


ggaagacggc 


tcagcacgtg 


gaaggaagct 


ctgcattgca 


130620 


tccagagagc 


cgagggagtt 


agagcaactc 


tggattgctg 


gagcagctaa 


gcctctgaga 


130680 


agttaatgaa 


agtgtccagg 


ccgcatagtt 


actctggcag 


ctccctgagc 


tctcacctgg 


130740 


tcctgagccc 


tggcacctgc 


cctgtccttg 


gccctgctcc 


atcggcatga 


catcccccag 


130800 


gggccagcaa 


cccagcctga 


acagtaaagc 


tcctagcccc 


ggtcctgctg 


gtctgcaggc 


130860 


ctcagctccc 


tccctgcttt 


tccaggagtt 


gaaacagggc 


ctctcctaac 


tccactttgc 


130920 


caagagcctc 


t t ct cccact 


gcagagaact 


gt cat ct gcc 


t gtaagt acc 


agt gccaggt 


i o r> q o n 


gctctggggc 


cgatgtctcc 


gttagcccca 


aggtggaggc 


tcagggagca 


gatgtgagcg 


131040 


tgccttgctc 


atcgcagtag 


cttcggactg 


cagggattgc 


agggactgca 


gggattgcag 


131100 


ggattgcagg 


gattgcaggg 


actgcaggga 


ttgcagggac 


tgcagggact 


gcagggactg 


131160 
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cagggactgc 


agggactgca 


gggattgcag 


ggattgcagg 


gattgcaggg 


actgcaggga 


131220 


ttgcagggac 


tgcagggact 


gcagggattg 


cagggactgc 


agggactgca 


gggactgcag 


131280 


ggattgcagg 


gattgcaggg 


actgcaggga 


ctgcattgct 


cttgcagcac 


cacccgcctc 


131340 


cgtggacacc 


ttcagcagtg 


agacaatgca 


ggctctgcta 


caagaggtgc 


ttactgggct 


131400 


ctgctctggt 


gaggagaggc 


ctcgcctggc 


agccagacag 


agtcccagca 


gggcaagatg 


131460 


aaaattcggg 


gccctcgttc 


aaacagcaag 


agaaggctct 


ttccttcctt 


ccagcgcccc 


131520 


tccctgcacc 


tgtgatggtg 


tttttatttg 


ttatttaacg 


tcatgtgctc 


ttgggcaagg 


131580 


ggaggggaaa 


ctctcacagg 


cacctgaacc 


tgtccctgtg 


gctccatgca 


tgggccatgc 


131640 


ccctgatccc 


tctgtgccca 


cacccaggtc 


cctgctggga 


tgagggttgg 


caggggtcac 


131700 


tgggtggcta 


aacaccattc 


ctgggggtgg 


ggggaggagg 


gttgtgccaa 


gccaggctcc 


131760 


cagaccccaa 


gtgcaggcgc 


atgccaccat 


ctcatcagat 


ggcactcaca 


aaacacagat 


131820 


tcagacaaaa 


gtgttaatat 


caagatggtg 


acgacagcac 


cctctgggtg 


tggggccgct 


131880 


tgggtcacat 


cctatgaggc 


cagccctggg 


tctgaaagac 


accagaggag 


tccctggatg 


131940 


ccaccaggac 


tctggggctc 


taccagaggt 


cttcaaagag 


ggggaccatg 


gggacgactc 


132000 


aggctagaaa 


gtggggagga 


aaccatgcca 


ggagggggac 


cagagagtaa 


ccaacatgat 


132060 


cagatgacac 


agataggcac 


ctgcaggctc 


aggcttcaca 


gctagagctg 


caggtggccc 


132120 


agaaagggag 


gccccacaat 


ggctggatct 


acctgggcca 


ggtgcctggg 


gagggccaca 


132180 


ggtgggacag 


gaatgagaat 


gggcagggct 


agctctggag 


aacaggacct 


ggggttgggc 


132240 


ggtgctacag 


ggaggcgtgc 


cgggtgctga 


gtactgtgct 


agcaaaagac 


gctgctgatt 


132300 


tcatctgccc 


ttgcaaacag 


cagcctctcc 


ccaggggagc 


acctgtccca 


ggatgaggaa 


132360 


ggccacctgg 


actctcccac 


ccttccacgt 


ggcttgctag 


ctgtcttggg 


tgactctact 


132420 


ggcctgcccg 


gcatgtagct 


cccttcagtt 


gagtgaccac 


attcctgata 


ttctttcagg 


132480 


gcgtcccctc 


ctcaacccct 


gtggttgggg 


atggatgcct 


cacctgggcc 


tgatgccagt 


132540 


ccagagaggg 


agaagcaagt 


gaatgaagat 


gcttgaacac 


caggatccag 


ctgagtctga 


132600 


aatggtccac 


ttctgtgctt 


ttggttgggt 


gaagcaatac 


atttcatttt 


tagctttgag 


132660 


tttctgtcac 


ctgcagctga 


gtgtcctgac 


catagggaca 


agcataacat 


acgaacctcg 


132720 


ggcctggccc 


acagttccac 


agaggaggag 


tgtgtctgga 


cagtccagcc 


ctgctcagat 


132780 


ccctcccttg 


ttcccagcgc 


ctcttggacc 


aggggctcca 


ggtacccgtg 


cgctagcccc 


132840 


acacacctct 


gcacccctgt 


ctgcctacag 


tccccaggat 


gccagccaca 


tgcacatccc 


132900 
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ccgccugcut 


cacctcctct 


ccaaagcttc 




gtgtggctcc 


tcgagatctc 


atgctcaccc 


tggggacacc 


tgggaccact 


gggtcatcac 


133020 


ttgtctgtag 


ggacagctcc 


aaggcccctg 


gtgtcacctc 


tgtgctgtca 


cctgctttat 


133080 


gtccagcaga 


gggagctctg 


aatcaggagt 


taggtccttg 


gtgtgcacct 


tccagctccc 


133140 
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cagggacctg 


cctcagtttc 


cccagctggg 


aggcagcatg 


tggaagggag 


cgccagaggg 


133200 


gctcacccca 


cctggtgggc 


attctgtaac 


ttgtggcctg 


ctgtgtccag 


caggtgctgc 


133260 


tattgaacct 


ttgaaattga 


gaaactgccc 


tttcaatttt 


atttaattaa 


attccagcag 


133320 


acacacgcag 


ctagtggcta 


atgtctttga 


cggc'caagct 


cagactccag 


gcactgatac 


133380 


tcaacgctga 


tccttcacac 


tcccagaaag 


ctttaattaa 


cacacatgtc 


cacccctctg 


133440 


ccccccaccg 


acccccagca 


gagaaatcaa 


agtagtctgg 


ggtggagttg 


gtgacctaca 


133500 


tggtcaggag 


gcctctggtt 


gagcctgaaa 


cctccaggtg 


agcctgatgg 


ctgcacatgt 


133560 


gcctagcact 


ctgcgaggtt 


ggcaagctcc 


taagacctgc 


tcacccaccc 


tgctccctct 


133620 


gctgcgtgga 


gctggggagt 


gttcagtggc 


ccctctcact 


ctgcgtgtgg 


agctggggag 


133680 


tgctcactgg 


cccctctcac 


tctgcatgtg 


gagctgggga 


gtgctcactg 


gccctgctca 


133740 


ctctgcgtgt 


ggagctggag 


agtgcagtgt 


ccagtttgcc 


tcttgcagcc 


tcttgcttcc 


133800 


ccttccctct 


ccagagtcct 


ccctgtggtc 


ccagagctcc 


ctgatctagc 


ctttcctaaa 


133860 


gctgactcaa 


ccacctcctg 


gattcccagg 


ctggaatctg 


gggccagaga 


tggtgcatct 


133920 


catgttttca 


aatgatgccc 


agaagctcac 


agatagcagg 


gctgttcggt 


ggatgtctgg 


133980 


gctctgcagg 


attgcgggaa 


cagaggcctg 


ctgctctcat 


cctcccgccc 


tccccattaa 


134040 


tacaggcctt 


ctgtccatcc 


ctggccctag 


gtggcctctc 


agctcaactt 


cacaagccac 


134100 


aggggcttgg 


gaagctgcag 


gaaggagcca 


ggcacagctg 


tactaaataa 


gcttctcccc 


134160 


acccctgccc 


ccaacaggcc 


tgggccaggc 


atgccaggaa 


aataaatcag 


actaacggac 


134220 


ccaggtgggg 


ccacagccac 


gggaggtgtg 


gtccagacag 


ctgccgtggc 


actgaggaat 


134280 


gctgaccatc 


cagactgaga 


cccatggtcg 


ggtcagcatc 


cagcccagcc 


cagtccagca 


134340 


ggtggggaga 


agcccgtggt 


ggggcctgct 


ctgggcccac 


gctggtcttc 


tcaggacgct 


134400 


ccctgctggc 


ctcttgcaac 


tctgcctgtg 


gctctctagg 


cgctggctgg 


gagccagcgc 


134460 


tcaccgcagc 


caaagcccag 


agggatggac 


ttgcgccagg 


atgctggccc 


cttggcagga 


134520 


tacctgggga 


gtccctgggc 


tctgggaggc 


cctcagcggg 


gtgcccaggg 


cagtgacccc 


134580 


tcgggaacat 


acctactgct 


catttttgtt 


ttggggtctg 


ctctggagag* 


ctccacctaa 


134640 


gactcgggga 


ggaagctgta 


aaccaaaaag 


catgagaggc 


agggctcagt 


cgatcgagac 


134700 


gtttattttg 


ccaaggttaa 


ggacatgcct 


agaagaaaag 


cacatggagt 


cacatgtcct 


134760 


tttagtctgt 


ggtctgtgcc 


tttctccaaa 


gatgcttttg 


agggctccac 


catttaaagg 


134820 


gggggaaagc 


aggctggagg 


ggcaagaggg 


aggccttggt 


aatcacatgc 


tgcaagagaa 


134880 
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acct gcact t 
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gtatgaaata 


aggtgaacgt 


ctcctgtaga 


gatgcttcac 


ctgttatctg 


taactacctg 


135000 


cttaggaaca 


aaaagaaagg 


cagcttctca 


catgacttag 


cttttagttt 


aatttttttc 


135060 


ttgtggcaga 


gtgaattggg 


gtcctgagtt 


tgtttttgtt 


tttgtttttg 


tttttgtttt 


135120 
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gaaacagagt 


ttcgctcttg 


ttgcccaggc 


tggagtgcaa 


tggcgtgatc 


t cagctcacc 


135180 


acaacctccg 


cctccagggt 


tcaagcgatt 


ctcctgcctc 


agcctcccaa 


gtggctggga 


135240 


ttacaggcat 


gcgccaccac 


gcctggctaa 


ttttgtattt 


ttagtagaga 


tggggtttct 


135300 


tcatgttggc 


caggctggtc 


tcaaactccc 


aacctcaggt 


gatccgcccg 


ccttggcctc 


135360 


ccaaaatgct 


gggattacag 


gcgtgagcca 


ctgcactggc 


cttgttttgc 


gatggagtct 


135420 


tgctcttgtt 


gcccaggctg 


gagtgccgtg 


gtgcagtctc 


agctcactac 


aacctccgcc 


135480 


tcctgggttc 


aagcgattct 


cccacctcag 


attcccgagt 


agctgggatt 


acaggcgcgc 


135540 


gccaccccac 


ccagctaatt 


tttttagtag 


agacggggtt 


ttgccatgtt 


ggccaggctg 


135600 


gtctccaact 


cctggcttca 


agtgatcccc 


acctgcttca 


gccttccaaa 


gtgctgggat 


135660 


tacaggtgtg 


agtcaccgcg 


cccagcccct 


ccagaccatc 


tgaaaacagg 


aaactagcca 


135720 


gcctgcctgt 


ctcacttcga 


gcttcttaat 


gccgttgcca 


gcctcagaag 


ctggaagccc 


135780 


ctcctgtggg 


cctctgatgc 


acttgtccgg 


agccctgcgg 


tcccctggag 


tccttgctct 


135840 


gtggccacag 


ggagggttgc 


tccagtgctg 


gcaggctctg 


gccccccaag 


ctgaggagga 


135900 


ggggaccggc 


tcagccactt 


ttggtgaggg 


cacttagggt 


tgttcagcag 


gagtggggct 


135960 


gggtgcggga 


gggttgcctg 


tcacaggggt 


taccggccca 


ccttgcccag 


catacacctg 


136020 


ctgagcttcc 


tgggaaccca 


ggcctgaggc 


ctggacagga 


attggagctt 


ctcctcctcc 


136080 


ctcccacctc 


tttcctcctc 


ttccctccca 


cccctttcct 


cctcctccct 


cccacccctt 


136140 


tcctcctcct 


ccctcccacc 


cctttcctcc 


ttctcctcag 


cttatgtggg 


ctccaggtcc 


136200 


agcctcattc 


cagccggcac 


ggcccggagg 


tgagcaggac 


ctggcctcat 


gtgactgcaa 


136260 


ccacaagccc 


agactttcgt 


tgcagccact 


gacccagaat 


cccaggactg 


ccaggactgg 


136320 


acggcccaga 


cgcagtggtt 


gtggggccca 


caggtggagg 


caggctggac 


cccgccccaa 


136380 


ggttttcccg 


ccacaaacag 


atctctaagc 


aggacatggg 


caagggtggg 


gaagggaacc 


136440 


cgagatcctg 


cagtaccaca 


ccaggccccc 


aaggcccctc 


tgtcccaggc 


cctcgtcagg 


136500 


cagatctggg 


tgtggggcat 


ggccatgcca 


cagcaggcca 


ggatggtgaa 


gcagcccggc 


136560 


gaatttcacc 


ccaaaatacg 


tgtgacaaaa 


agagccaaac 


tctgtacaat 


atttaaaggg 


136620 


tttattctga 


gcctaatacc 


ggtggccatg 


gcctgaggta 


cagtcttatt 


atgtcttgag 


136680 


cacatgtgtc 


ccggtggttg 


ggtgacagct 


tggttttata 


ccttttaggg 


agacatcggc 


136740 


atcagttagt 


acatgtgagg 


tgtacattgc 


tcaggttcag 


gaaggcagaa 


cgactcaaag 


136800 


cagggggtgg 


ggccttacgg 


gtcctgggtg 


ggggcttatg 


ggccctaggt 


ggggctttac 


136860 


guguccT-gag 


t gggggctt a 


cgtgtcctgg 


gtggagcctt 


acaggt cct a 


ggtgggggct 




tacgggtcct 


agttgggggc 


ttacaggtcc 


taggtggggg 


cttacgggtc 


ctgggtggat 


136980 


tgtggattca 


aagatcttct 


gattggcagt 


tggttgaaag 


agttaagtta 


ttatctaaag 


137040 


accaatagga 


aggagcatct 


gggttaagat 


aaggggttgt 


ggagactgag 


gttcttacta 


137100 
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tgaagatgaa 


gtcccatagg 


tgtctgtcct 


taaagacagt 


agatggcaaa 


tgtttcctat 


137160 


gcagaccttt 


agaaggtgct 


ggaccctcag 


gtaacctctt 


caggattggg 


agggcctgga 


137220 


aggggaaaga 


gctagttatg 


ttaatagaga 


ttccttacag 


acacaaattt 


tcccccacac 


137280 


aagatggctt 


tgcagggcct 


tttctttctt 


tcttttcttt 


cttttttttt 


tttttttttt 


137340 


tctttgagat 


ggagttttgc 


tcttgttgcc 


caggctggag 


tgcaatgacg 


tgatctgggc 


137400 


tcactgccac 


ctgtgcctcc 


tgggttcaag 


cgattctcct 


gcctcagcct 


ccgaagtggc 


137460 


tgggattaca 


gccatgcacc 


accacacctg 


gctaattttg 


tatctttggt 


aaggacaggg 


137520 


tttctccacg 


ttggtcaggc 


tggtctcgaa 


ctcctgacct 


caggtggtct 


gcctcccttg 


137580 


gcctctcaaa 


gtgctgggat 


tataggtgtg 


agccaccgtg 


cccggtcttg 


attttttttt 


137640 


tttttttttt 


tgacggagtc 


tcactctgtc 


gcccaggctg 


gagtgcagtg 


gtgcgatctc 


137700 


cgcccactga 


aacctcagcc 


tcccaggttc 


tagcaattct 


cctgcctcag 


cctcccgagt 


137760 


agctgggact 


acaggcacac 


gctgccacgc 


ccggctacgt 


ttctgtattt 


tagtagagac 


137820 


agggtttcac 


cgtgttgccc 


aggctggtct 


tgaactcccg 


agctcaggca 


atccacccgc 


137880 


ctcagcctcc 


cagagtacta 


ggattacagg 


cgtgagccac 


cacgcccggc 


caatagggcc 


137940 


tttccaaact 


atggcaaaga 


aatgtatttg 


gggataaaat 


atttttcttt 


ccttgtttgt 


138000 


catgtgatat 


tatgccagag 


tcaggctggc 


attcgggatc 


ttacagtctg 


tttagtcagt 


138060 


ttggtgtttt 


tttttttttt 


ttttttttgg 


agataggatc 


tccctctgtc 


atcctggctg 


138120 


gagttcagtg 


gcccagctca 


gtgcagcttg 


gacctttctg 


gctcaagcga 


tcctcctgcc 


138180 


tctacctcct 


gagtagctgg 


gaggacaggt 


gcacaccacc 


acacctggct 


aatttgttct 


138240 


tttgtttgtt 


ttgagagatg 


aggtctcatt 


atgttcccca 


ggctggtctt 


gaactcctga 


138300 


gctcaggaga 


gcctctggcc 


tcagcctccg 


aaagtgctgg 


gataacaggc 


gtgagccact 


138360 


gcgcctggcc 


tgttttgtca 


ggcttaagag 


ctcgatttta 


atgttaacgc 


tggtcagtcg 


138420 


ttcctgaact 


ccaaaaggag 


gagggtctca 


cgaggcctgt 


ctggccccca 


ccttcctgtc 


138480 


atgggctgaa 


cttgtttttc 


agatttcctt 


gagtaccgtt 


ggccaagagg 


gggctccatt 


138540 


cagtcaacta 


ggggcttgga 


attttttttt 


ggctcacata 


tggtgcccgg 


gcgtactcac 


138600 


tgctctaagt 


cagaggccac 


tgaagggcgg 


cagatgctgg 


aagaggctct 


gctgtgattt 


138660 


tcccttttct 


gccttagggc 


cggccccacc 


atggggaagc 


gcagtcacct 


tccaccgctt 


138720 


ccctgaaacc 


ccttttctgc 


cttaggccgg 


gccccaccat 


ggagaagcgc 


agtcaccttc 


138780 


caccccttcc 


ctgaaacctc 


agaaaagagg 


gcagcagcaa 


tgcagcctta 


cctggacgga 


138840 


cctgtgcccc 


agataatgtc 


tcctctggag 


gtcattcgaa 


ttccaaaggg 


aatcacttac 
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aagttagttc 


ctgtctctgg 


agtccctccc 


ttctccccga 


agatcactca 


tgccccatca 


138960 


aaagaaccgt 


ccacactccc 


cgtctcccct 


ccctgatgaa 


gaagggtaca 


ggagcactgg 


139020 


cctcccggca 


ggttctcagg 


ccatcgccct 


cctgcggccc 


caccccacgc 


gtggggatca 


139080 
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tgtctccccc 


ggcagcggct 


gccgctgcct 


ccctggacag 


gcttcctggc 


cctccatctc 


139140 


cgctctcagc 


caactcattg 


tgcccctctc 


tgagectegg 


tttcctcacc 


tctgaaataa 


139200 


gctctgtgcc 


catctcgaag 


ggtaactgag 


gagatcagtg 


agggaatgtg 


ggtgatggcc 


139260 


ttagcatagg 


gcttggcaca 


ctgtcctggt 


tgggaccctc 


ccagtgaatc 


ccaaagcaag 


139320 


ctgacatcta 


gctgtcagag 


aggagaccat 


tccttatatt 


gtcttatact 


taatttcttg 


139380 


tttgctgaaa 


aagtagaagt 


tagaattggc 


agaagtgaaa 


aatcacagac 


aactggggac 


139440 


cacatttcag 


acctggtgtt 


aaaattcaac 


ctctgacctc 


agggcttgtg 


ctatctatgg 


139500 


attcagacat 


tgtgtaaaaa 


agcatcatga 


aactccctgt 


tctgttctgt 


ttcgttctga 


139560 


tcattggtgc 


atgcagcccc 


cagtcacata 


ccccttgctt 


gctcaataga 


tcacgacccc 


139620 


cgcccccaca 


gcccctttag 


agttgtgagc 


ccttaaaagg 


gacaggaatc 


acttattegg 


139680 


agagctcggt 


ttctaggacg 


tgagtctgee 


gacgatccca 


gctgaataaa 


gctctttcct 


139740 


tccacaatcc 


agtgtctgag 


gaattttgtc 


tatgactcct 


cctgctacag 


ctggagggaa 


139800 


actctcttcc 


ttcctagccc 


cagttgtctc 


tttgtaacta 


tgatagtttg 


ctgccgatgg 


139860 


acacggcaag 


tctgtatgct 


gagatgetgg 


gttgcagcaa 


agaaggggtt 


aatcataggg 


139920 


tcactaaaga 


agttgctggg 


agggaacctc 


aaatccatct 


cccagaggaa 


tctggggctg 


139980 


gggtttgttg 


ttgttgttgt 


ttggtgtctg 


tttggtgttt 


gtttgtttgt 


tttttgagac 


140040 


agtcccacgc 


tggaattcaa 


gggcacaatc 


atagtgaaat 


ggcaaagatt 


tccttgtccc 


140100 


cttgcagggc 


ctgcgatggg 


gactggctcg 


cttctttggg 


gccccgctgc 


tc 
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<221> CDS 

<222> (191) . . (1441) 












<400> 67 
gaattcgggc 


gggcttcttc 


gctgccgacg 


tacgacgagt 


ggccgggctc 


ttgcgtctgg 


60 


taacgcgctg 


tctctaacgc 


cagcgccgtc 


tcgcgcgcac 


tgegcacaga 


ccacccgcag 


120 


acgcccggca 


gtccgcaggc 


ccaaacgcgc 


acgcgacccc 


gctctccgca 


ccgtacccgg 


180 


ccgcctcggc 


atg gcg ccc cgc age gcc egg cga ccc ctg ctg 
Met Ala Pro Arg Ser Ala Arg Arg Pro Leu Leu 
1 5 10 


ctg eta 
Leu Leu 


229 



ctg cct gtt get get get egg cct cat gca ttg teg tea gca gcc atg 277 

Leu Pro Val Ala Ala Ala Arg Pro His Ala Leu Ser Ser Ala Ala Met 

15 20 25 

ttt atg gtg aaa aat ggc aac ggg acc gcg tgc ata atg gcc aac ttc 325 

Phe Met Val Lys Asn Gly Asn Gly Thr Ala Cys lie Met Ala Asn Phe 
30 35 40 45 
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tct get gee 
Ser Ala Ala 



atg acc ttt 
Met Thr Phe 



tec tgt gga 
Ser Cys Gly 
80 

gga aga gga 
Gly Arg Gly 
95 

tac age gtt 
Tyr Ser Val 
110 

ctt ttc ccc 
Leu Phe Pro 



act gac ate 
Thr Asp lie 



acc cag gtc 
Thr Gin Val 
160 

ate cag gcg 
He Gin Ala 
175 

tgt gaa caa 
Cys Glu Gin 
190 

age ccc teg 
Ser Pro Ser 



aac gtg age 
Asn Val Ser 



cag ctg aac 
Gin Leu Asn 
240 

ctt etc aac 
Leu Leu Asn 
255 

gee cac ctg 
Ala His Leu 
270 

etc ttc cag 
Leu Phe Gin 



ttc tea gtg 
Phe Ser Val 
50 

gac ctg cca 
Asp Leu Pro 
65 

aaa gag aac 
Lys Glu Asn 



cat aca etc 
His Thr Leu 



cag etc atg 
Gin Leu Met 
115 

aat gcg age 
Asn Ala Ser 
130 

agg gca gat 
Arg Ala Asp 
145 

cac atg aac 
His Met Asn 



tac ctt tec 
Tyr Leu Ser 



gac agg cct 
Asp Arg Pro 
195 

ccc tea ccc 
Pro Ser Pro 
210 

ggc acc aac 
Gly Thr Asn 
225 

etc acc tat 
Leu Thr Tyr 



ate aac ccc 
He Asn Pro 



gtg act ctg 
Val Thr Leu 
275 

ttc ggg atg 
Phe Gly Met 
290 



aac tac gac 
Asn Tyr Asp 



tea gat gee 
Ser Asp Ala 
70 

act tct gac 
Thr Ser Asp 
85 

act etc aat 
Thr Leu Asn 
100 

agt ttt gtt 
Ser Phe Val 



tec aaa gaa 
Ser Lys Glu 



ata gat aaa 
He Asp Lys 
150 

aac gtg acc 
Asn Val Thr 
165 

aac age age 
Asn Ser Ser 
180 

tec cca acc 
Ser Pro Thr 



gtg ccc aag 
Val Pro Lys 



ggg acc tgc 
Gly Thr Cys 
230 

gag agg aag 
Glu Arg Lys 
245 

aac aag acc 
Asn Lys Thr 
260 

gag ctg cac 
Glu Leu His 



aat gca agt 
Asn Ala Ser 



acc aag agt 
Thr Lys Ser 
55 

aca gtg gtg 
Thr Val Val 



ccc agt etc 
Pro Ser Leu 



ttc acg aga 
Phe Thr Arg 
105 

tat aac ttg 
Tyr Asn Leu 
120 

ate aag act 
He Lys Thr 
135 

aaa tac aga 
Lys Tyr Arg 



gta acg etc 
Val Thr Leu 



ttc age agg 
Phe Ser Arg 
185 

aca gcg ccc 
Thr Ala Pro 
200 

age ccc tct 
Ser Pro Ser 
215 

ctg ctg gee 
Leu Leu Ala 



gac aac acg 
Asp Asn Thr 



teg gee age 
Ser Ala Ser 
265 

age gag ggc 
Ser Glu Gly 
280 

tct age egg 
Ser Ser Arg 
295 



ggc ccc aag 
Gly Pro Lys 
60 

etc aac cgc 
Leu Asn Arg 
75 

gtg att get 
Val He Ala 
90 

aat gca aca 
Asn Ala Thr 



tea gac aca 
Ser Asp Thr 



gtg gaa tct 
Val Glu Ser 
140 

tgt gtt agt 
Cys Val Ser 
155 

cat gat gee 
His Asp Ala 
170 

gga gag aca 
Gly Glu Thr 



cct gcg cca 
Pro Ala Pro 



gtg gac aag 
Val Asp Lys 
220 

age atg ggg 
Ser Met Gly 
235 

acg gtg aca 
Thr Val Thr 
250 

ggg age tgc 
Gly Ser Cys 



acc acc gtc 
Thr Thr Val 



ttt ttc eta 
Phe Phe Leu 
300 



aac 373 
Asn 



age 421 
Ser 



ttt 469 
Phe 



cgt 517 
Arg 



cac 565 

His 

125 

ata 613 
He 



ggc 661 
Gly 



acc 709 
Thr 



cgc 757 
Arg 



ccc 805 

Pro 

205 

tac 853 
Tyr 



ctg 901 
Leu 



agg 949 
Arg 



ggc 997 
Gly 



ctg 1045 

Leu 

285 

caa 1093 
Gin 
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gga ate cag ttg aat aca att ctt cct gac gec aga gac cct gec ttt 1141 
Gly lie Gin Leu Asn Thr lie Leu Pro Asp Ala Arg Asp Pro Ala Phe 
305 310 315 

aaa get gee aac ggc tec ctg cga gcg ctg cag gec aca gtc ggc aat 1189 
Lys Ala Ala Asn Gly Ser Leu Arg Ala Leu Gin Ala Thr Val Gly Asn 
320 325 330 

tec tac aag tgc aac gcg gag gag cac gtc cgt gtc acg aag gcg ttt 1237 
Ser Tyr Lys Cys Asn Ala Glu Glu His Val Arg Val Thr Lys Ala Phe 
335 * 340 ~ 345 

tea gtc aat ata ttc aaa gtg tgg gtc cag get ttc aag gtg gaa ggt 1285 
Ser Val Asn He Phe Lys Val Trp Val Gin Ala Phe Lys Val Glu Gly 
350 355 360 365 

ggc cag ttt ggc tct gtg gag gag tgt ctg ctg gac gag aac age acg 1333 
Gly Gin Phe Gly Ser Val Glu Glu Cys Leu Leu Asp Glu Asn Ser Thr 
370 375 380 

ctg ate ccc ate get gtg ggt ggt gee ctg gcg ggg ctg gtc etc ate 1381 
Leu He Pro He Ala Val Gly Gly Ala Leu Ala Gly Leu Val Leu He 
385 390 395 

gtc etc ate gec tac etc gtc ggc agg aag agg agt cac gca ggc tac 1429 
Val Leu He Ala Tyr Leu Val Gly Arg Lys Arg Ser His Ala Gly Tyr 
400 405 410 

cag act ate tag cctggtgcac gcaggcacag cagctgeagg ggcctctgtt 1481 
Gin Thr He 



415 














cctttctctg 


ggcttagggt 


cctgtcgaag 


gggaggcaca 


etttctgeaa 


aegtttctea 


1541 


aatctgette 


atccaatgtg 


aagttcatct 


tgcagcattt 


actatgeaca 


acagagtaac 


1601 


tatcgaaatg 


acggtgttaa 


ttttgetaac 


tgggttaaat 


attttgetaa 


ctggttaaac 


1661 


attaatattt 


accaaagtag 


gattttgagg 


gtgggggtgc 


tctctctgag 


ggggtggggg 


1721 


tgccgctgtc 


tctgaggggt 


gggggtgccg 


ctgtctgagg 


ggtgggggtg 


ccgctctctc 


1781 


tgagggggtg 


ggggtgccgc 


tttctctgag 


ggggtggggg 


tgccgctctc 


tctgaggggg 


1841 


tgggggtgct 


gctctctccg 


aggggtggaa 


tgccgctgtc 


tctgaggggt 


gggggtgccg 


1901 


ctctaaattg 


gctccatatc 


attgagttta 


gggttctggt 


gtttggtttc 


ttcattcttt 


1961 


actgcactca 


gatttaagee 


ttacaaaggg 


aaacctctgg 


ccgtcacacg 


taggaegcat 


2021 


gaaggtcact 


cgtgtgaggc 


tgacatgetc 


acacattaca 


acagtagaga 


gggaaaatcc 


2081 


taagacagag 


gaactccaga 


gatgagtgtc 


tggagegget 


tcagttcagc 


tttaaaggee 


2141 


aggacgegeg 


acacgtggct 


ggcggcctcg 


ttccagtggc 


ggcacgtcct 


tggegtctet 


2201 


aatgtctgca 


gctcaagggc 


tggcactttt 


ttaaatataa 


aaatggtgtt 


atttttattt 


2261 


ttttttgtaa 


agtgattttt 


ggtcttctgt 


tgacattegg 


gtgatcctgt 


tetgegctgt 


2321 


gtacaatgtg 


agatcggtgc 


gttctcctga 


tgttttgccg 


tggcttgggg 


attgtacacg 


2381 


ggaccagctc 


aegtaatgea 


ttgcctgtaa 


caatgtaata 


aaaagectet 


ttctttcaaa 


2441 


aaaaccccga 


attc 










2455 
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<210> 68 

<211> 416 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Met Ala Pro Arg Ser Ala Arg Arg Pro Leu Leu Leu Leu Leu Pro Val 
15 10 15 



Ala Ala Ala Arg Pro His Ala Leu Ser Ser Ala Ala Met Phe Met Val 
20 25 30 



Lys Asn Gly Asn Gly Thr Ala Cys lie Met Ala Asn Phe Ser Ala Ala 
35 4 0 4 5 



Phe Ser Val Asn Tyr Asp Thr Lys Ser Gly Pro Lys Asn Met Thr Phe 
50 ~ 55 "* 60 



Asp Leu Pro Ser Asp Ala Thr Val Val Leu Asn Arg Ser Ser Cys Gly 
65 70 75 80 



Lys Glu Asn Thr Ser Asp Pro Ser Leu Val lie Ala Phe Gly Arg Gly 
85 90 95 



His Thr Leu Thr Leu Asn Phe Thr Arg Asn Ala Thr Arg Tyr Ser Val 
100 105 110 



Gin Leu Met Ser Phe Val Tyr Asn Leu Ser Asp Thr His Leu Phe Pro 
115 120 125 



Asn Ala Ser Ser Lys Glu lie Lys Thr Val Glu Ser lie Thr Asp lie 
130 " 135 140 



Arg Ala Asp lie Asp Lys Lys Tyr Arg Cys Val Ser Gly Thr Gin Val 
145 150 * " 155 J 160 



His Met Asn Asn Val Thr Val Thr Leu His Asp Ala Thr lie Gin Ala 
165 170 175 



Tyr Leu Ser Asn Ser Ser Phe Ser Arg Gly Glu Thr Arg Cys Glu Gin 
180 185 190 



Asp Arg Pro Ser Pro Thr Thr Ala Pro Pro Ala Pro Pro Ser Pro Ser 
195 200 205 



Pro Ser Pro Val Pro Lys Ser Pro Ser Val Asp Lys Tyr Asn Val Ser 
210 215 220 



Gly Thr Asn Gly Thr Cys Leu Leu Ala Ser Met Gly Leu Gin Leu Asn 
225 230 235 240 
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Leu Thr Tyr Glu Arg Lys Asp Asn Thr Thr Val Thr Arg Leu Leu Asn 
245 250 255 



lie Asn Pro Asn Lys Thr Ser Ala Ser Gly Ser Cys Gly Ala His Leu 
260 265 270 



Val Thr Leu Glu Leu His Ser Glu Gly Thr Thr Val Leu Leu Phe Gin 
275 280 285 



Phe Gly Met Asn Ala Ser Ser Ser Arg Phe Phe Leu Gin Gly lie Gin 
290 . 295 " 300 



Leu Asn Thr lie Leu Pro Asp Ala Arg Asp Pro Ala Phe Lys Ala Ala 
305 310 315 320 



Asn Gly Ser Leu Arg Ala Leu Gin Ala Thr Val Gly Asn Ser Tyr Lys 
325 330 335 



Cys Asn Ala Glu Glu His Val Arg Val Thr Lys Ala Phe Ser Val Asn 
340 345 350 



lie Phe Lys Val Trp Val Gin Ala Phe Lys Val Glu Gly Gly Gin Phe 
355 360 365 



Gly Ser Val Glu Glu Cys Leu Leu Asp Glu Asn Ser Thr Leu lie Pro 
370 375 380 



lie Ala Val Gly Gly Ala Leu Ala Gly Leu Val Leu He Val Leu He 
385 390 395 400 



Ala Tyr Leu Val Gly Arg Lys Arg Ser His Ala Gly Tyr Gin Thr He 
405 410 415 



<210> 69 

<211> 580 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44 ) . . (424 ) 

<400> 69 

ggcacgaggc gctcctctgg gcccgcgcgg gagagaggcc gag atg gca gat gag 

Met Ala Asp Glu 
1 

att gcc aag get cag gtc get egg cct ggt ggc gac . acg ate ttt ggg 
He Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp Thr He Phe Gly 
5 10 15 20 
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aag ate ate cgc aag gaa ata cca gec aaa ate att ttt gag gat gac 151 
Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie Phe Glu Asp Asp 
25 30 35 

egg tgc ctt get ttc cat gac att tec cct caa gca cca aca cat ttt 199 
Arg Cys Leu Ala Phe His Asp lie Ser Pro Gin Ala Pro Thr His Phe 
40 45 50 

ctg gtg ata ccc aag aaa cat ata tec cag att tct gtg gca gaa gat 247 
Leu Val lie Pro Lys Lys His lie Ser Gin lie Ser Val Ala Glu Asp 
55 60 65 

gat gat gaa agt ctt ctt gga cac tta atg att gtt ggc aag aaa tgt 295 
Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val Gly Lys Lys Cys 
70 75 80 

get get gat ctg ggc ctg aat aag ggt tat cga atg gtg gtg aat gaa 343 
Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met Val Val Asn Glu 
85 90 95 100 

ggt tea gat ggt gga cag tct gtc tat cac gtt cat etc cat gtt ctt 391 
Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His Leu His Val Leu 
105 110 115 

gga ggt egg caa atg cat tgg cct cct ggt taa gcacgttttg gggataattt 444 
Gly Gly Arg Gin Met His Trp Pro Pro Gly 
120 125 

tctcttcttt aggcaatgat taagttaggc aatttccagt atgttaagta acacacttat 504 

ttttgcctgt gtatggagag attcaagaaa taattttaaa accgcataca taataaaaga 564 

cattgttgca tggcta 580 

<210> 70 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Met Ala Asp Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp 
15 10 15 

Thr lie Phe Gly Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie 
20 25 30 

Phe Glu Asp Asp Arg Cys Leu Ala Phe His Asp lie Ser Pro Gin Ala 
35 4 0 4 5 

Pro Thr His Phe Leu Val lie Pro Lys Lys His lie Ser Gin lie Ser 
50 55 60 

Val Ala Glu Asp Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val 
65 70 75 80 

Gly Lys Lys Cys Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met 
85 90 95 
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Val Val Asn Glu Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His 
100 105 110 



Leu His Val Leu Gly Gly Arg Gin Met His Trp Pro Pro Gly 
115 120 125 



<210> 71 

<211> 685 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (493) . . (493) 

<223> n is a, c, g, or t 

<400> 71 



gtcagaagag 


gagcagagca 


gcagctccgt 


gaagaaagat 


gagactaatg 


tgaagatgga 


60 


gtctgagggg 


ggtgcagatg 


actctgctga 


ggagggggac 


ctactggatg 


atgatgataa 


120 


tgaagatcgg 


ggggatgacc 


agctggagtt 


gatcaaggat 


gatgaaaaag 


aggctgagga 


180 


aggagaggat 


gacagagaca 


gcgccaatgg 


cgaggatgac 


tcttaagcac 


atagtggggt 


240 


ttagaaatct 


tatcccatta 


ttt ctttacc 


taggcgcttg 


tctaagatca 


aatttttcac 


300 


cagatcctct 


cccctagtat 


cttcagcaca 


tgctcactgt 


tctccccatc 


cttgtccttc 


360 


ccatgttcat 


taattcatat 


tgccccgcgc 


ctagtcccat 


tttcacttcc 


tttgacgctc 


420 


ctagtagttt 


tgttaagtct 


taccctgtaa 


tttttgcttt 


taattttgat 


acctctttat 


480 


gacttaacaa 


tanaaaggat 


gtatggtttt 


tatcaactgt 


cttccagtag 


ttgcttccta 


540 


actgcaaggg 


catctcatta 


attgagtagc 


tcttgaaaga 


gctttgagtt 


agaaatatgt 


600 


gtgttacacc 


ctcacattag 


tgtgctgcgt 


ggggaagtta 


acacaaatgt 


tacaatgtat 


660 


ttttgtgaat 


gaaagttgga 


tgtca 








685 



<210> 72 

<211> 580 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (60) . . (371) 

<400> 72 

cttccggcgg gtgacattca gccggcggtt cggggcgacg gactctccat tccagaacc 59 

atg gcc caa ttt gtc cgt aac ctt gtg gag aag acc ccg gcg ctg gtg 107 
Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

aac get get gtg act tac teg aag cct cga ttg gcc aca ttt tgg tac 155 
Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 
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tac gcc aag gtt gag ctg gtt cct ccc acc cct get gag ate cct aga 203 
Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 40 45 

get att cag age ctg aaa aaa ata gtc aat agt get cag act ggt age 251 
Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 55 60 

ttc aaa cag etc aca gtt aag gaa get gtg ctg aat ggt ttg gtg gcc 299 
Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 80 

act gag gtg ttg atg tgg ttt tat gtc gga gag att ata ggc aag egg 347 
Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu lie lie Gly Lys Arg 
85 90 95 

ggc ate att ggc tat gat gtt tga agaccaatct ttaacatctg attatatttg 401 
Gly lie lie Gly Tyr Asp Val 
100 

atttattatt tgagtgttgt tggaccatgt gtgatcagac tgctatctga ataaaataag 461 

atttgtcaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 521 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagaaa aaaaaaaaaa aaaaaaaaa 580 

<210> 73 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 73 

Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 

Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 4 0 4 5 

Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 55 60 

Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 80 

Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu lie He Gly Lys Arg 
85 90 95 

Gly He He Gly Tyr Asp Val 
100 

<210> 74 

<211> 1235 

<212> DNA 

<213> Homo sapiens 
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<400> 74 



ggcgccatgt 


ccggccgcga 


aggtggcaag 


aagaagccac 


tgaaacagcc 


caagaagcag 


60 


gccaaggaga 


tggacgagga 


agataaggct 


ttcaagcaga 


aacaaaaaga 


ggagcagaag 


120 


aaactcgagg 


agctaaaagc 


gaaggccgcg 


gggaaggggc 


ccttggccac 


aggtggaatt 


180 


aagaaatctg 


gcaaaaagta 


agctgttcct 


tgtgcctgag 


gagatggtga 


ccctttattt 


240 


catctgtatt 


taaacctctc 


tattccctgc 


cataacatct 


tttgccacgt 


atagctggaa 


300 


ttaagtgttg 


tcttggagct 


gttgtacatt 


taagaataaa 


cttttgtaaa 


accaagaaaa 


360 


atcttacagt 


ggctcatcat 


ctctttagtt 


gttttcacta 


agtcgttcct 


accataactg 


420 


tgaatttaaa 


gtaaaaccag 


ctcagaatct 


tgccagagtc 


tgttctttgg 


tccttgttct 


480 


accctaaact 


ttgtatcacc 


tgaaattaaa 


ccaactcatt 


tgaacaaaca 


aaaacaaaaa 


540 


caacacaaaa 


aaaaaacaaa 


aacaaacaaa 


acaaaacagg 


gggtgggcgc 


ccacaaaaaa 


600 


tacacccaga 


gaaagggccc 


acaattatag 


cgagctaccc 


gagatatgtt 


gtgaacaagg 


660 


aggtggcccc 


atatagggag 


ggcgcgaata 


taaaacgaat 


gccgcagcgg 


cgagagaggt 


720 


acaacaagag 


cgaggatgag 


cggggaaaca 


acacgtacag 


aaggggaaac 


ctctgggagg 


780 


agagcaaacc 


cccaccacgc 


cgcgcggggg 


cacacacaat 


tgagggagac 


caccacacct 


840 


cagacaaggc 


aacataacag 


cgcccgcacg 


agcacaaata 


cacaccgcag 


cgcgcaacta 


900 


gtgagggatc 


aaccacagcg 


aatcatatac 


gcaggacgag 


aacagactgg 


accatgaggg 


960 


tggaataaaa 


catcaggcgc 


acgagagaga 


aggaaacagc 


agcacacgta 


cagat gacaa 




ggaccaggag 


cggacgcgag 


ccaccagcgc 


agcaaggcgc 


gcgatgacca 


catgtggtaa 


1080 


ccccgcgaag 


cacagaccaa 


caacgcagat 


accagaaagc 


aggaaggcac 


caaccgagcc 


1140 


agctcacacc 


acgcccgacg 


ccgcgacaca 


gcagggcaga 


ccagcgccga 


ctacagccgc 


1200 


taacaccgac 


gccatcgaac 


cacacacgcg 


cagtg 
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<210> 75 

<211> 2016 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (35) . . (649) 

<400> 75 

ggcacgaggg gcggcagcca tcaggtaagc caag atg ggt gca tac aag tac ate 55 

Met Gly Ala Tyr Lys Tyr lie 
1 5 

cag gag eta tgg aga aag aag cag tct gat gtc atg cgc ttt ctt ctg 103 
Gin Glu Leu Trp Arg Lys Lys Gin Ser Asp Val Met Arg Phe Leu Leu 
10 " * 15 20 
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agg gtc cgc tgc tgg cag tac cgc cag etc tct get etc cac agg get 151 

Arg Val Arg Cys Trp Gin Tyr Arg Gin Leu Ser Ala Leu His Arg Ala 
25 30 35 

ccc cgc ccc acc egg cct gat aaa gcg cgc cga ctg ggc tac aag gee 199 

Pro Arg Pro Thr Arg Pro Asp Lys Ala Arg Arg Leu Gly Tyr Lys Ala 

40 45 50 55 

aag caa ggt tac gtt ata tat agg att cgt gtt cgc cgt ggt ggc cga 247 

Lys Gin Gly Tyr Val lie Tyr Arg lie Arg Val Arg Arg Gly Gly Arg 

60 65 ■ 70 

aaa cgc cca gtt cct aag ggt gca act tac ggc aag cct gtc cat cat 295 

Lys Arg Pro Val Pro Lys Gly Ala Thr Tyr Gly Lys Pro Val His His 
75 "* 80 ' 85 

ggt gtt aac cag eta aag ttt get cga age ctt cag tec ctt gca gag 343 

Gly Val Asn Gin Leu Lys Phe Ala Arg Ser Leu Gin Ser Leu Ala Glu 
90 95 100 

gag cga get gga cgc cac tgt ggg get ctg aga gtc ctg aat tct tac 391 

Glu Arg Ala Gly Arg His Cys Gly Ala Leu Arg Val Leu Asn Ser Tyr 
105 110 115 

tgg gtt ggt gaa gat tec aca tac aaa ttt ttt gag gtt ate etc att 439 

Trp Val Gly Glu Asp Ser Thr Tyr Lys Phe Phe Glu Val lie Leu lie 

120 ' ~ 125 130 135 

gat cca ttc cat aaa get ate aga aga aat cct gac acc cag tgg ate 487 

Asp Pro Phe His Lys Ala lie Arg Arg Asn Pro Asp Thr Gin Trp lie 

140 145 150 

acc aaa cca gtc cac aag cac agg gag atg cgt ggg ctg aca tct gca 535 

Thr Lys Pro Val His Lys His Arg Glu Met Arg Gly Leu Thr Ser Ala 
155 160 " 165 

ggc cga aag age cgt ggc ctt gga aag ggc cac aag ttc cac cac act 583 

Gly Arg Lys Ser Arg Gly Leu Gly Lys Gly His Lys Phe His His Thr 
170 ' 175 ' ~ - 180 

att ggt ggc tct cgc egg gca get tgg aga agg cgc aat act etc cag 631 

lie Gly Gly Ser Arg Arg Ala Ala Trp Arg Arg Arg Asn Thr Leu Gin 
185 190 195 



etc cac cgt tac cgc taa tataagtaaa gtttgtaaaa ttcatactta 

Leu His Arg Tyr Arg. 

200 


679 


ataaacaatt 


taggacagtc 


atgtctgctt 


acaggtgtta 


tttgtctgtt 


aaaactagtc 


739 


tgcagatgtt 


tettgaatge 


tttgtcaaat 


taagaaagtt 


aaagtgcaat 


aatgtttgaa 


799 


gacaataagt 


ggtggtgtat 


cttgtttcta 


ataagataaa 


cttttttgtc 


tttgetttat 


859 


cttattaggg 


agttgtatgt 


cagtgtataa 


aacatactgt 


gtggtataac 


aggcttaata 


919 


aattctttaa 


aaggagagaa 


ctgaaactag 


ccctgtagat 


ttgtctggtg 


catgtgatga 


979 


aacctgcagc 


tttateggag 


tgatggcaat 


getctgetgg 


tttattttca 


agtggctgcg 


1039 


ttttttttag 


tttggcaggt 


gtagactttt 


taagttgggc 


tttagaaaat 


ctgggttagc 


1099 


ctgaagaaaa 


ttgcctcagc 


ctccacagta 


ccattttaaa 


ttcacataaa 


aggtgaaagc 


1159 


tcctggttca 


gtgccatggc 


ttcatggcat 


tcagtgatta 


gtggtaatgg 


taaacactgg 


1219 
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tgtgttttga 


agttgaatgt 


gcgataaaat 


tattagcctt 


aagattggta 


agctagcaat 


1279 


gaatgctagg 


gtgggaagct 


ggtgagccag 


tggccattag 


ataaatacct 


ttcaagtgtg 


1339 


agcttagacg 


tcaaccctaa 


aatacttaac 


cgtaatgcta 


attgtgatca 


ttatgaatcc 


1399 


cttcagtcac 


attaggggga 


aagtagttgg 


ctataagtac 


gtcattctta 


gtccagtcag 


1459 


tcttaaaaac 


atcttgggtt 


acccactctg 


tccactccca 


taggctacag 


aaaaagtcac 


1519 


aagcgcatgg 


tttccaacca 


tatgtgtttt 


ctgcagttat 


ttctcttgtt 


ctggccaaac 


1579 


aaccctaaaa 


atccttacca 


ttccacaaag 


ttggaccatc 


acttgtgcac 


ccactttgac 


1639 


tatgagtata 


ccaccacatt 


gcatttctgt 


ttgcaccatg 


tcttccagga 


gactagacta 


1699 


ctgttgtcca 


gggtcaattt 


gagtgtaaag 


aaaatgtaga 


caaggaattg 


cccaatttta 


1759 


aattctgact 


ttgctgactt 


aatttaaatg 


ctcgttctga 


accaattttc 


tcctatcttc 


1819 


tctaggggtt 


tcaaaagact 


cagttaattg 


atttccagga 


agtactcata 


gcaagttcat 


1879 


aaaagttctt 


gagacctaaa 


tttcttcaca 


aaaaaagaaa 


agatcttaag 


tcatacattt 


1939 


taattgtgta 


gaggttgttc 


aactgaagga 


ataaatgtat 


attaaactaa 


aaaaaaaaaa 


1999 


aaaaaaaaaa 


aaaaaaa 










2016 



<210> 76 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Gly Ala Tyr Lys Tyr lie Gin Glu Leu Trp Arg Lys Lys Gin Ser 
15 10 15 



Asp Val Met Arg Phe Leu Leu Arg Val Arg Cys Trp Gin Tyr Arg Gin 
20 25 30 



Leu Ser Ala Leu His Arg Ala Pro Arg Pro Thr Arg Pro Asp Lys Ala 
35 4 0 4 5 



Arg Arg Leu Gly Tyr Lys Ala Lys Gin Gly Tyr Val lie Tyr Arg lie 
50 55 ^ 60 



Arg Val Arg Arg Gly Gly Arg Lys Arg Pro Val Pro Lys Gly Ala Thr 
65 70 75 80 



Tyr Gly Lys Pro Val His His Gly Val Asn Gin Leu Lys Phe Ala Arg 
85 90 95 



Ser Leu Gin Ser Leu Ala Glu Glu Arg Ala Gly Arg His Cys Gly Ala 
100 105 110 



Leu Arg Val Leu Asn Ser Tyr Trp Val Gly Glu Asp Ser Thr Tyr Lys 
115 120 125 
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Phe Phe Glu Val lie Leu lie Asp Pro Phe His Lys Ala lie Arg Arg 
130 135 140 

Asn Pro Asp Thr Gin Trp lie Thr Lys Pro Val His Lys His Arg Glu 
145 ~ 150 155 160 

Met Arg Gly Leu Thr Ser Ala Gly Arg Lys Ser Arg Gly Leu Gly Lys 
165 170 175 

Gly His Lys Phe His His Thr lie Gly Gly Ser Arg Arg Ala Ala Trp 
180 185 190 

Arg Arg Arg Asn Thr Leu Gin Leu His Arg Tyr Arg 
195 200 

<210> 77 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (405) 

<400> 77 

cttcctttcc aacttggacg ctgcaga atg get ccc gca aag aag ggt ggc gag 54 

Met Ala Pro Ala Lys Lys Gly Gly Glu 
1 5 

aag aaa aag ggc cgt tct gec ate aac gaa gtg gta acc cga gaa tac 102 
Lys Lys Lys Gly Arg Ser Ala lie Asn Glu Val Val Thr Arg Glu Tyr 
10 15 20 25 

acc ate aac att cac aag cgc ate cat gga gtg ggc ttc aag aag cgt * 150 
Thr lie Asn lie His Lys Arg lie His Gly Val Gly Phe Lys Lys Arg 
30 ~ 35 " "40 

gca cct egg gca etc aaa gag att egg aaa ttt gee atg aag gag atg 198 
Ala Pro Arg Ala Leu Lys Glu lie Arg Lys Phe Ala Met Lys Glu Met 
45 50 55 

gga act cca gat gtg cgc att gac acc agg etc aac aaa get gtc tgg 24 6 

Gly Thr Pro Asp Val Arg lie Asp Thr Arg Leu Asn Lys Ala Val Trp 
60 65 70 

gee aaa gga ata agg aat gtg cca tac cga ate cgt gtg egg ctg tec 294 
Ala Lys Gly lie Arg Asn Val Pro Tyr Arg lie Arg Val Arg Leu Ser 
75 80 85 

aga aaa cgt aat gag gat gaa gat tea cca aat aag eta tat act ttg 342 
Arg Lys Arg Asn Glu Asp Glu Asp Ser Pro Asn Lys Leu Tyr Thr Leu 
90 95 100 ^ 105 

gtt acc tat gta cct gtt acc act ttc aaa aat eta cag aca gtc aat 390 
Val Thr Tyr Val Pro Val Thr Thr Phe Lys Asn Leu Gin Thr Val Asn 
110 115 120 
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gtg gat gag aac taa tcgctgatcg tcagatcaaa taaagttata aaattgc 442 
Val Asp Glu Asn 
125 

<210> 78 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met Ala Pro Ala Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala 
15 10 15 

lie Asn Glu Val Val Thr Arg Glu Tyr Thr lie Asn lie His Lys Arg 
20 25 30 

lie His Gly Val Gly Phe Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu 
35 " 4 0 4 5 

lie Arg Lys Phe Ala Met Lys Glu Met Gly Thr Pro Asp Val Arg lie 
50 55 60 

Asp Thr Arg Leu Asn Lys Ala Val Trp Ala Lys Gly lie Arg Asn Val 
65 70 75 80 

Pro Tyr Arg lie Arg Val Arg Leu Ser Arg Lys Arg Asn Glu Asp Glu 
85 90 95 

Asp Ser Pro Asn Lys Leu Tyr Thr Leu Val Thr Tyr Val Pro Val Thr 
100 105 110 

Thr Phe Lys Asn Leu Gin Thr Val Asn Val Asp Glu Asn 
115 120 125 

<210> 79 

<211> 605 

<212> DNA 

<213> Homo sapiens 

<400> 79 



tttttttttt 


tttttttcac 


attgtcagat 


catttatttc 


agcgcagtta 


cacccagcag 


60 


aggggcacag 


gcttaaacgc 


cggcatatta 


gttttcccgc 


acgcgagccc 


tgcatggcgg 


120 


tgggctgggg 


agccggggcg 


gtgcgattct 


gccacacgcc 


acgctctact 


aggccccctt 


180 


actcctaatt 


aattgcctgc 


tcaccagact 


gtgagaaaat 


aattgccact 


ataaattttc 


240 


cctcctctgc 


ataaaatatt 


cgggggaacc 


agcacttaaa 


aaacagactt 


catgaaagaa 


300 


gggcagcaag 


gcgtggatgc 


tgcgcccccc 


acaaccccca 


ctgcagagga 


cacagagagg 


360 


ccaggagccc 


cttcctggtt 


ccccctggtt 


ccaaatgaga 


cagaaaggct 


caaagagctc 


420 


ccaggaatgg 


tcacagctga 


aaaaaagtcg 


agtgagtggc 


tacatgcggc 


agccgcttgt 


480 
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gttcacctgc cgtccaccca ggacagtccc cggcagcagc ttgtgttcac ctgccctcca 540 
cccaggacag tccccggcag cagcttgtgt tcacctgccc ttcacccagg acagtccccg 600 
ggctg 605 

<210> 80 

<211> 838 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (678) 

<400> 80 

cctctttttc cggctggaac c atg gag ggt gta gaa gag aag aag aag gag 51 

Met Glu Gly Val Glu Glu Lys Lys Lys Glu 
15 10 

gtt cct get gtg cca gaa acc ctt aag aaa aag cga agg aat ttc gca 99 
Val Pro Ala Val Pro Glu Thr Leu Lys Lys Lys Arg Arg Asn Phe Ala 
15 20 25 

gag ctg aag ate aag cgc ctg aga aag aag ttt gec caa aag atg ctt 147 
Glu Leu Lys lie Lys Arg Leu Arg Lys Lys Phe Ala Gin Lys Met Leu 
30 35 ~ 4 0 

cga aag gca agg agg aag ctt ate tat gaa aaa gca aag cac tat cac 195 
Arg Lys Ala Arg Arg Lys Leu lie Tyr Glu Lys Ala Lys His Tyr His 
45 50 55 

aag gaa tat agg cag atg tac aga act gaa att cga atg gcg agg atg 243 
Lys Glu Tyr Arg Gin Met Tyr Arg Thr Glu lie Arg Met Ala Arg Met 
60 65 70 

gca aga aaa get ggc aac ttc tat gta cct gca gaa ccc aaa ttg gcg 291 
Ala Arg Lys Ala Gly Asn Phe Tyr Val Pro Ala Glu Pro Lys Leu Ala 
75 80 85 ~ 90 

ttt gtc ate aga ate aga ggt ate aat gga gtg age cca aag gtt cga 339 
Phe Val lie Arg lie Arg Gly lie Asn Gly Val Ser Pro Lys Val Arg 
95 100 ~ 105 

aag gtg ttg cag ctt ctt cgc ctt cgt caa ate ttc aat gga acc ttt 387 
Lys Val Leu Gin Leu Leu Arg Leu Arg Gin lie Phe Asn Gly Thr Phe 
110 115 120 

gtg aag etc aac aag get teg att aac atg ctg agg att gta gag cca 435 
Val Lys Leu Asn Lys Ala Ser lie Asn Met Leu Arg lie Val Glu Pro 
125 130 135 

tat att gca tgg ggg tac ccc aat ctg aag tea gta aat gaa eta ate 483 
Tyr lie Ala Trp Gly Tyr Pro Asn Leu Lys Ser Val Asn Glu Leu lie 
140 145 150 

tac aag cgt ggt tat ggc aaa ate aat aag aag cga att get ttg aca 531 
Tyr Lys Arg Gly Tyr Gly Lys lie Asn Lys Lys Arg lie Ala Leu Thr 
155 160 165 ~ 170 



gat aac get ttg att get cga tct ctt ggt aaa tac ggc ate ate tgc 579 
Asp Asn Ala Leu lie Ala Arg Ser Leu Gly Lys Tyr Gly lie lie Cys 
175 ^ 180 185 
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atg gag gat ttg att cat gag ate tat act gtt gga aaa cgc ttc aaa 627 
Met Glu Asp Leu lie His Glu lie Tyr Thr Val Gly Lys Arg Phe Lys 
190 195 200 

gag gca aat aac ttc ctg tgg ccc ttc aaa ttg tct tct cca cga ggt 675 
Glu Ala Asn Asn Phe Leu Trp Pro Phe Lys Leu Ser Ser Pro Arg Gly 
205 210 215 

gga atgaagaaaa agaccaccca ttttgtagaa ggtggagatg ctggcaacag 728 
Gly 

ggaggaccag atcaacaggc ttattagaag aatgaactaa ggtgtctacc atgattattt 788 

ttctaagctg gttggttaat aaacagtacc tgctctcaaa ttgaaaaaaa 838 

<210> 81 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Met Glu Gly Val Glu Glu Lys Lys Lys Glu Val Pro Ala Val Pro Glu 
15 10 15 

Thr Leu Lys Lys Lys Arg Arg Asn Phe Ala Glu Leu Lys lie Lys Arg 
20 25 " 30 

Leu Arg Lys Lys Phe Ala Gin Lys Met Leu Arg Lys Ala Arg Arg Lys 
35 40 45 

Leu lie Tyr Glu Lys Ala Lys His Tyr His Lys Glu Tyr Arg Gin Met 
50 55 60 

Tyr Arg Thr Glu lie Arg Met Ala Arg Met Ala Arg Lys Ala Gly Asn 
65 70 75 80 

Phe Tyr Val Pro Ala Glu Pro Lys Leu Ala Phe Val lie Arg lie Arg 
8 5 90 95 

Gly lie Asn Gly Val Ser Pro Lys Val Arg Lys Val Leu Gin Leu Leu 
100 105 110 

Arg Leu Arg Gin lie Phe Asn Gly Thr Phe Val Lys Leu Asn Lys Ala 
115 120 125 

Ser lie Asn Met Leu Arg lie Val Glu Pro Tyr lie Ala Trp Gly Tyr 
130 135 140 

Pro Asn Leu Lys Ser Val Asn Glu Leu lie Tyr Lys Arg Gly Tyr Gly 
145 150 155 160 



Lys lie Asn Lys Lys Arg lie Ala Leu Thr Asp Asn Ala Leu lie Ala 
165 170 175 



169 



Arg Ser Leu Gly Lys Tyr Gly lie lie Cys Met Glu Asp Leu lie His 
180 185 190 

Glu lie Tyr Thr Val Gly Lys Arg Phe Lys Glu Ala Asn Asn Phe Leu 
195 200 205 

Trp Pro Phe Lys Leu Ser Ser Pro Arg Gly Gly 
210 215 

<210> 82 

<211> 1433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (122) . . (703) 

<400> 82 

ggcacgaggc tcgttagtcc acggtctggt cttcagctac ccgccttcgt ctccgagttt 60 

gcgactcgcg gaccggcgtc cccggcgcga agaggctgga ctcggattcg ttgcctgagc 120 

a atg get gec ate egg aag aaa ctg gtg att gtt ggt gat gga gee tgt 169 
Met Ala Ala lie Arg Lys Lys Leu Val lie Val Gly Asp Gly Ala Cys 
15 10 15 

gga aag aca tgc ttg etc ata gtc ttc age aag gac cag ttc cca gag 217 
Gly Lys Thr Cys Leu Leu lie Val Phe Ser Lys Asp Gin Phe Pro Glu 
20 25 * 30 

gtg tat gtg ccc aca gtg ttt gag aac tat gtg gca gat ate gag gtg 265 
Val Tyr Val Pro Thr Val Phe Glu Asn Tyr Val Ala Asp lie Glu Val 
35 40 45 

gat gga aag cag gta gag ttg get ttg tgg gac aca get ggg cag gaa 313 
Asp Gly Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu 
50 55 60 

gat tat gat cgc ctg agg ccc etc tec tac cca gat ace gat gtt ata 361 
Asp Tyr Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Val lie 
65 70 75 ~ 80 

ctg atg tgt ttt tec ate gac age cct gat agt tta gaa aac ate cca 409 
Leu Met Cys Phe Ser lie Asp Ser Pro Asp Ser Leu Glu Asn lie Pro 
85 90 95 

gaa aag tgg ace cca gaa gtc aag cat ttc tgt ccc aac gtg ccc ate 457 
Glu Lys Trp Thr Pro Glu Val Lys His Phe Cys Pro Asn Val Pro lie 
100 105 110 

ate ctg gtt ggg aat aag aag gat ctt egg aat gat gag cac aca agg 505 
lie Leu Val Gly Asn Lys Lys Asp Leu Arg Asn Asp Glu His Thr Arg 
115 120 125 

egg gag eta gee aag atg aag cag gag ccg gtg aaa cct gaa gaa ggc 553 
Arg Glu Leu Ala Lys Met Lys Gin Glu Pro Val Lys Pro Glu Glu Gly 
130 135 140 



170 



aga gat atg gca aac agg att ggc get ttt ggg tac atg gag tgt tea 601 

Arg Asp Met Ala Asn Arg lie Gly Ala Phe Gly Tyr Met Glu Cys Ser 

145 150 155 160 

gca aag ace aaa gat gga gtg aga gag gtt ttt gaa atg get acg aga 64 9 

Ala Lys Thr Lys Asp Gly Val Arg Glu Val Phe Glu Met Ala Thr Arg 

165 " 170 175 

get get ctg caa get aga cgt ggg aag aaa aaa tct ggg tgc ctt gtc 697 

Ala Ala Leu Gin Ala Arg Arg Gly Lys Lys Lys Ser Gly Cys Leu Val 
180 185 190 

ttg tga aaccttgetg caagcacagc ecttatgegg ttaattttga agtgctgttt 753 
Leu 



attaatctta 


gtgtatgatt 


actggccttt 


ttcatttatc 


tataatttac 


ctaagattac 


813 


aaatcagaag 


teatcttget 


accagtattt 


agaagecaac 


tatgattatt 


aacgatgtcc 


873 


aacccgtctg 


gcccaccagg 


gtccttttga 


cactgctcta 


acagccctcc 


tctgcactcc 


933 


cacctgacac 


accaggcgct 


aattcaagga 


atttcttaac 


ttcttgette 


tttctagaaa 


993 


gagaaacagt 


tggtaacttt 


tgtgaattag 


gctgtaacta 


ctttataact 


aacatgtcct 


1053 


gectattate 


tgtcagctgc 


aaggtactct 


ggtgagtcac 


cacttcaggg 


ctttactccg 


1113 


taacagattt 


tgttggcata 


gctctggggt 


gggcagtttt 


ttgaaaatgg 


gctcaaccag 


1173 


aaaagcccaa 


gttcatgcag 


ctgtggcaga 


gttacagttc 


tgtggtttca 


tgttagttac 


1233 


cttatagtta 


ctgtgtaatt 


agtgccactt 


aatgtatgtt 


accaaaaata 


aatatatcta 


1293 


ccccagacta 


gatgtagtat 


tttttgtata 


attggatttc 


ctaatactgt 


catcctcaaa 


1353 


gaaagtgtat 


tggtttttta 


aaaaagaaag 


tgtatttgga 


aataaagtca 


gatggaaaat 


1413 


tcaaaaaaaa 


aaaaaaaaaa 










1433 



<210> 83 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Met Ala Ala lie Arg Lys Lys Leu Val lie Val Gly Asp Gly Ala Cys 
1 5 10 15 



Gly Lys Thr Cys Leu Leu lie Val Phe Ser Lys Asp Gin Phe Pro Glu 
20 25 ** ^ 30 



Val Tyr Val Pro Thr Val Phe Glu Asn Tyr Val Ala Asp lie Glu Val 
35 40 45 



Asp Gly Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu 
50 55 60 



Asp Tyr Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Val lie 
65 70 75 80 
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Leu Met Cys Phe Ser lie Asp Ser Pro Asp Ser Leu Glu Asn lie Pro 
85 90 95 



Glu Lys Trp Thr Pro Glu Val Lys His Phe Cys Pro Asn Val Pro lie 
100 105 110 



lie Leu Val Gly Asn Lys Lys Asp Leu Arg Asn Asp Glu His Thr Arg 
115 120 125 



Arg Glu Leu Ala Lys Met Lys Gin Glu Pro Val Lys Pro Glu Glu Gly 
130 ' 135 140 



Arg Asp Met Ala Asn Arg lie Gly Ala Phe Gly Tyr Met Glu Cys Ser 
145 150 155 160 



Ala Lys Thr Lys Asp Gly Val Arg Glu Val Phe Glu Met Ala Thr Arg 
165 170 175 



Ala Ala Leu Gin Ala Arg Arg Gly Lys Lys Lys Ser Gly Cys Leu Val 
180 185 190 



Leu 



<210> 84 

<211> 841 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (82) . . (537) 

<400> 84 

gcaaccactg cagctgggcc aagtcgctta gctcttcggt ggttgtcaca cgtccggagg 60 

cctagccgtc gcgtacctag g atg ccg cgt gga age cga age cgc ace tec 111 

Met Pro Arg Gly Ser Arg Ser Arg Thr Ser 
1 5 10 

cgc atg gee cct ccg gee age egg gee cct cag atg aga get gca ccc 159 
Arg Met Ala Pro Pro Ala Ser Arg Ala Pro Gin Met Arg Ala Ala Pro 
15 20 25 

agg cca gca cca gtc get cag cca cca gca gcg gca ccc cca tct gca 207 
Arg Pro Ala Pro Val Ala Gin Pro Pro Ala Ala Ala Pro Pro Ser Ala 
30 35 40 

gtt ggc tct tct get get gcg ccc egg cag cca ggt ctg atg gee cag 255 
Val Gly Ser Ser Ala Ala Ala Pro Arg Gin Pro Gly Leu Met Ala Gin 
45 50 55 

atg gca ace act gca get ggc gtg get gtg ggc tct get gtg ggg cac 303 
Met Ala Thr Thr Ala Ala Gly Val Ala Val Gly Ser Ala Val Gly His 
60 65 70 
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aca ttg ggt cac gcc att act ggg ggc ttc agt gga gga agt aat get 351 
Thr Leu Gly His Ala lie Thr Gly Gly Phe Ser Gly Gly Ser Asn Ala 
75 80 85 90 

gag cct gcg agg cct gac ate act tac cag gag cct cag gga acc cag 399 
Glu Pro Ala Arg Pro Asp lie Thr Tyr Gin Glu Pro Gin Gly Thr Gin 
95 100 105 

ccg gca cag cag cag cag cct tgc etc tat gag ate aaa cag ttt ctg 447 
Pro Ala Gin Gin Gin Gin Pro Cys Leu Tyr Glu lie Lys Gin Phe Leu 
110 115 120 

gag tgt gcc cag aac cag ggt gac ate aag etc tgt gag ggt ttc aat 495 
Glu Cys Ala Gin Asn Gin Gly Asp lie Lys Leu Cys Glu Gly Phe Asn 
125 130 135 

gag gtg ctg aaa cag tgc cga ctt gca aac gga ttg gcc taa 537 
Glu Val Leu Lys Gin Cys Arg Leu Ala Asn Gly Leu Ala 
140 " 145 " 150 

tgaagaagtt caacctggag agatggaaaa tcagctctca taactaagtt aatttagtat 597 

aaaaatagaa ttgatagtga gggtataaag tgtaaccatc agttaaacct ctcctgtcat 657 

tcctagcttc ettgettcag aattgaaatg gaagtggggg tgtccctact ctgtagaatc 717 

tgggactggg caaatgtttg tgtggcctcc ttaaactagc tgttatgtta tgattttatt 777 

ctttgtgagt taattagaat aaagtcattt tcttacaaaa aaaaaaaaaa aaaaaaaaaa 837 

aaaa 841 

<210> 85 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Met Pro Arg Gly Ser Arg Ser Arg Thr Ser Arg Met Ala Pro Pro Ala 
15 10 15 

Ser Arg Ala Pro Gin Met Arg Ala Ala Pro Arg Pro Ala Pro Val Ala 
20 25 30 

Gin Pro Pro Ala Ala Ala Pro Pro Ser Ala Val Gly Ser Ser Ala Ala 
35 40 45 

Ala Pro Arg Gin Pro Gly Leu Met Ala Gin Met Ala Thr Thr Ala Ala 
50 55 60 

Gly Val Ala Val Gly Ser Ala Val Gly His Thr Leu Gly His Ala lie 
65 70 75 80 

Thr Gly Gly Phe Ser Gly Gly Ser Asn Ala Glu Pro Ala Arg Pro Asp 
85 90 95 
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lie Thr Tyr Gin Glu Pro Gin Gly Thr Gin Pro Ala Gin Gin Gin Gin 
100 105 110 



Pro Cys Leu Tyr Glu lie Lys Gin Phe Leu Glu Cys Ala Gin Asn Gin 
115 120 125 



Gly Asp lie Lys Leu Cys Glu Gly Phe Asn Glu Val Leu Lys Gin Cys 
130 135 140 



Arg Leu Ala Asn Gly Leu Ala 
145 150 



<210> 86 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 86 



ctttcactac 


actacaggat 


atgatctcca 


tgtagtccat 


ataaacctgc 


agagtgattt 


60 


tccagagtgc 


tcgatactgt 


taattacatc 


tccattaggg 


ctgaaaagaa 


tgacctacgt 


120 


ttctgtatac 


agctgtgttg 


cttttgatgt 


tgtgttactg 


tacacagaag 


tgtgtgcact 


180 


gaggctctgc 


gtgtggtccg 


tatggaaagc 


ctggtagccc 


tgcgagttaa 


gtactgcttc 


240 


cattcattgt 


ttacgctgga 


atttttctcc 


ccatggaatg 


taagtaaaac 


ttaagtgttt 


300 


gtcatcaata 


aatggtaata 


ctaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


g 


351 



<210> 87 

<211> 1864 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (1239) 

<400> 87 

gtggtttttc ggatc atg tct ggt ggc tec gcg gat tat aac aga gaa cat 51 
Met Ser Gly Gly Ser Ala Asp Tyr Asn Arg Glu His 
15 10 

ggc ggc cca gag gga atg gac ccc gat ggt gtc ate gag age aac tgg 99 
Gly Gly Pro Glu Gly Met Asp Pro Asp Gly Val lie Glu Ser Asn Trp 
15 20 25 

aat gag att gtt gat aac ttt gat gat atg aat tta aag gag tct etc 147 
Asn Glu lie Val Asp Asn Phe Asp Asp Met Asn Leu Lys Glu Ser Leu 
30 35 40 

ctt cgt ggc ate tat get tac ggt ttt gag aag cct tec get att cag 195 
Leu Arg Gly lie Tyr Ala Tyr Gly Phe Glu Lys Pro Ser Ala lie Gin 
45 50 55 60 

cag aga get att att ccc tgt att aaa ggg tat gat gtg att get caa 243 
Gin Arg Ala lie lie Pro Cys lie Lys Gly Tyr Asp Val lie Ala Gin 
65 70 75 
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get cag tea ggt act ggc aag aca gee aca ttt get att tec ate ctg 291 

Ala Gin Ser Gly Thr Gly Lys Thr Ala Thr Phe Ala lie Ser lie Leu 

80 85 90 

caa cag ttg gag att gag ttc aag gag ace caa gca eta gta ttg gee 339 

Gin Gin Leu Glu lie Glu Phe Lys Glu Thr Gin Ala Leu Val Leu Ala 

95 100 105 

ccc acc aga gaa ctg get caa cag ate caa aag gta att ctg gca ctt 387 

Pro Thr Arg Glu Leu Ala Gin Gin lie Gin Lys Val lie Leu Ala Leu 

110 115 120 

gga gac tat atg gga gee act tgt cat gee tgc att ggt gga aca aat 435 

Gly Asp Tyr Met Gly Ala Thr Cys His Ala Cys lie Gly Gly Thr Asn 

125 130 135 140 

gtt cga aat gaa atg caa aaa ctg cag get gaa gca cca cat att gtt 483 

Val Arg Asn Glu Met Gin Lys Leu Gin Ala Glu Ala Pro His lie Val 

145 150 155 

gtt ggt aca ccc ggg aga gtg ttt gat atg tta aac aga aga tac ctt 531 

Val Gly Thr Pro Gly Arg Val Phe Asp Met Leu Asn Arg Arg Tyr Leu 

160 165 170 

tct cca aaa tgg ate aaa atg ttt gtt ttg gat gaa gca gat gaa atg 579 

Ser Pro Lys Trp lie Lys Met Phe Val Leu Asp Glu Ala Asp Glu Met 

175 180 185 

ttg age cgt ggt ttt aag gat caa ate tat gag att ttc caa aaa eta 627 

Leu Ser Arg Gly Phe Lys Asp Gin lie Tyr Glu lie Phe Gin Lys Leu 

190 195 200 

aac aca agt att cag gtt gtg ttt get tct gee aca atg cca act gat 675 

Asn Thr Ser lie Gin Val Val Phe Ala Ser Ala Thr Met Pro Thr Asp 

205 210 215 220 

gtg ttg gaa gtg acc aaa aaa ttc atg aga gat cca att cga att ctg 723 

Val Leu Glu Val Thr Lys Lys Phe Met Arg Asp Pro lie Arg lie Leu 

225 230 235 

gtg aaa aag gaa gaa ttg acc ctt gaa gga ate aaa cag ttt tat att 771 

Val Lys Lys Glu Glu Leu Thr Leu Glu Gly lie Lys Gin Phe Tyr lie 

240 245 "* 250 

aat gtt gag aga gag gaa tgg aag ttg gat aca ctt tgt gac ttg tac 819 

Asn Val Glu Arg Glu Glu Trp Lys Leu Asp Thr Leu Cys Asp Leu Tyr 

255 260 265 

gag aca ctg acc att aca cag get gtt att ttt etc aat acg agg cgc 867 

Glu Thr Leu Thr lie Thr Gin Ala Val lie Phe Leu Asn Thr Arg Arg 

270 275 280 

aag gtg gac tgg ctg act gag aag atg cat gee aga gac ttc aca gtt 915 

Lys Val Asp Trp Leu Thr Glu Lys Met His Ala Arg Asp Phe Thr Val 

285 290 295 300 

tct get ctg cat ggt gac atg gac cag aag gag aga gat gtt ate atg 963 

Ser Ala Leu His Gly Asp Met Asp Gin Lys Glu Arg Asp Val lie Met 

305 310 315 

agg gaa ttc egg tea ggg tea agt cgt gtt ctg ate act act gac ttg 1011 

Arg Glu Phe Arg Ser Gly Ser Ser Arg Val Leu lie Thr Thr Asp Leu 

320 325 330 
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ttg get cgc ggg att gat gtg caa caa gtg tct ttg gtt ata aat tat 1059 
Leu Ala Arg Gly lie Asp Val Gin Gin Val Ser Leu Val lie Asn Tyr 
335 340 345 

gat eta cct ace aat cgt gaa aac tat att cac aga att ggc aga ggg 1107 
Asp Leu Pro Thr Asn Arg Glu Asn Tyr lie His Arg lie Gly Arg Gly 
350 355 360 

ggt cga ttt ggg agg aaa ggt gtg get ata aac ttt gtt act gaa gaa 1155 
Gly Arg Phe Gly Arg Lys Gly Val Ala lie Asn Phe Val Thr Glu Glu 
365 370 375 380 

gac aag agg att ctt cgt gac att gag act ttc tac aat act aca gtg 1203 
Asp Lys Arg lie Leu Arg Asp lie Glu Thr Phe Tyr Asn Thr Thr Val 
385 390 395 

gag gag atg ccc atg aat gtg get gac ctt att taa ttcctgggat 124 9 

Glu Glu Met Pro Met Asn Val Ala Asp Leu lie 
400 405 



gagagttttg 


gatgcagtgc 


tcgctgttgc 


tgaataggcg 


ateacaaegt 


gcattgtgct 


1309 


tctttctttg 


ggaatatttg 


aatcttgtct 


caatgetcat 


aacggatcag 


aaatacagat 


1369 


tttgatagca 


aagcgacgtt 


agt cgtgagc 


tcttgtgagg 


aaagtcattg 


gctttatcct 


1429 


ctttagagtt 


agactgttgg 


ggtgggtata 


aaagatgggg 


tctgtaaaat 


ctttctttct 


1489 


tagaaattta 


tttcctagtt 


ctgtagaaat 


ggttgtatta 


gatgttctct 


atcatttaat 


1549 


aatatacttg 


tggactaaaa 


gatataagtg 


ctgtataaaa 


teagecaatt 


atgttaaact 


1609 


agcatatctg 


cctttattgt 


gtttgtcatt 


agectgagta 


gaaaggcett 


taaaattttt 


1669 


ttagaaagca 


tttgaatgea 


ttttgtttgg 


tattgtattt 


attcaataaa 


gtatttaatt 


1729 


agtgctaagt 


gtgaactgga 


ccctgttgct 


aagccccagc 


aagcaat cct 


aggtagggtt 


1789 


taatccccag 


taaaattgee 


atattgeaca 


tgtcttaatg 


aagtttgaat 


gttaaataaa 


1849 


ttgtatattc 


acttt 










1864 



<210> 88 

<211> 407 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Met* Ser Gly Gly Ser Ala Asp Tyr Asn Arg Glu His Gly Gly Pro Glu 
15 10 15 

Gly Met Asp Pro Asp Gly Val lie Glu Ser Asn Trp Asn Glu lie Val 
20 25 30 



Asp Asn Phe Asp Asp Met Asn Leu Lys Glu Ser Leu Leu Arg Gly lie 
35 40 45 



Tyr Ala Tyr Gly Phe Glu Lys Pro Ser Ala lie Gin Gin Arg Ala lie 
50 55 60 
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lie Pro Cys lie Lys Gly Tyr Asp Val lie Ala Gin Ala Gin Ser Gly 
65 70 75 80 



Thr Gly Lys Thr Ala Thr Phe Ala lie Ser lie Leu Gin Gin Leu Glu 
85 90 95 



lie Glu Phe Lys Glu Thr Gin Ala Leu Val Leu Ala Pro Thr Arg Glu 
100 105 110 



Leu Ala Gin Gin lie Gin Lys Val lie Leu Ala Leu Gly Asp Tyr Met 
115 120 125 



Gly Ala Thr Cys His Ala Cys lie Gly Gly Thr Asn Val Arg Asn Glu 
130 135 140 



Met Gin Lys Leu Gin Ala Glu Ala Pro His He Val Val Gly Thr Pro 
145 150 155 160 



Gly Arg Val Phe Asp Met Leu Asn Arg Arg Tyr Leu Ser Pro Lys Trp 
165 170 175 



He Lys Met Phe Val Leu Asp Glu Ala Asp Glu Met Leu Ser Arg Gly 
180 185 190 



Phe Lys Asp Gin He Tyr Glu He Phe Gin Lys Leu Asn Thr Ser He 
195 200 205 



Gin Val Val Phe Ala Ser Ala Thr Met Pro Thr Asp Val Leu Glu Val 
210 215 220 



Thr Lys Lys Phe Met Arg Asp Pro He Arg He Leu Val Lys Lys Glu 
225 230 ' 235 240 

Glu Leu Thr Leu Glu Gly He Lys Gin Phe Tyr He Asn Val Glu Arg 
245 250 255 



Glu Glu Trp Lys Leu Asp Thr Leu Cys Asp Leu Tyr Glu Thr Leu Thr 
260 265 ~ 270 



He Thr Gin Ala Val He Phe Leu Asn Thr Arg Arg Lys Val Asp Trp 
275 280 285 



Leu Thr Glu Lys Met His Ala Arg Asp Phe Thr Val Ser Ala Leu His 
290 295 300 



Gly Asp Met Asp Gin Lys Glu Arg Asp Val He Met Arg Glu Phe Arg 
305 310 315 320 



Ser Gly Ser Ser Arg Val Leu He Thr Thr Asp Leu Leu Ala Arg Gly 
325 330 335 
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lie Asp Val Gin Gin Val Ser Leu Val lie Asn Tyr Asp Leu Pro Thr 
340 345 350 

Asn Arg Glu Asn Tyr lie His Arg lie Gly Arg Gly Gly Arg Phe Gly 
355 360 ~ 365 

Arg Lys Gly Val Ala lie Asn Phe Val Thr Glu Glu Asp Lys Arg lie 
370 375 380 

Leu Arg Asp lie Glu Thr Phe Tyr Asn Thr Thr Val Glu Glu Met Pro 
385 390 395 400 

Met Asn Val Ala Asp Leu lie 
405 

<210> 89 

<211> 1972 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (122) . . (988) 

<400> 89 

gaattcggca cgagggcgac cggcgcgtcg tgcggggctg cggcggagcc tccttaagga 60 

aggtgcaaga ggttggcagc ttcgattgaa gcacatcgac cggcgacagc agccaggagt 120 

c atg age gac age ggc gag cag aac tac ggc gag egg gaa tec cgt tct 169 
Met Ser Asp Ser Gly Glu Gin Asn Tyr Gly Glu Arg Glu Ser Arg Ser 
1 5 10 15 

get tec aga agt gga agt get cac gga teg ggg aaa tct gca agg cat 217 
Ala Ser Arg Ser Gly Ser Ala His Gly Ser Gly Lys Ser Ala Arg His 
20 25 30 

ace cct gca agg tct cgc tec aag gaa gat tec agg cgt tec aga tea 265 
Thr Pro Ala Arg Ser Arg Ser Lys Glu Asp Ser Arg Arg Ser Arg Ser 
35 40 45 

aag tec agg tec cga tct gaa tct agg tct aga tec aga aga age tec 313 
Lys Ser Arg Ser Arg Ser Glu Ser Arg Ser Arg Ser Arg Arg Ser Ser 
50 55 60 

cga agg cat tat ace egg tea egg tct cgc tec cgc tec cat aga cga 361 
Arg Arg His Tyr Thr Arg Ser Arg Ser Arg Ser Arg Ser His Arg Arg 
65 70 75 80 

tea cgt age agg tct tac agt cga gat tat cgt aga egg cac age cac 409 
Ser Arg Ser Arg Ser Tyr Ser Arg Asp Tyr Arg Arg Arg His Ser His 
8 5 90 95 

age cat tct ccc atg tct act cgc agg cgt cat gtt ggg aat egg gca 457 
Ser His Ser Pro Met Ser Thr Arg Arg Arg His Val Gly Asn Arg Ala 
100 105 110 
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aat 
Asn 


cct 
Pro 


gat 
Asp 
115 


cct 
Pro 


aac 
Asn 


tgt 
Cys 


tgt 
Cys 


ctt 
Leu 
120 


gga 
Gly 


gta 
Val 


ttt 
Phe 


ggg 

Gly 


ctg 
Leu 
125 


age 
Ser 


ttg 
Leu 


tac 
Tyr 


505 


acc 
Thr 


aca 
Thr 
130 


gaa 
Glu 


aga 
Arg 


gat 
Asp 


eta 
Leu 


aga 
Arg 
135 


gaa 
Glu 


gtg 
Val 


ttc 
Phe 


tct 
Ser 


aaa 
Lys 
140 


tat 
Tyr 


ggt 
Gly 


ccc 
Pro 


att 
He 


553 


gcc 
Ala 
145 


gat 
Asp 


gtg 
Val 


tct 
Ser 


att 
He 


gta 

Val 
150 


tat 
Tyr 


gac 
Asp 


cag 
Gin 


cag 
Gin 


tct 
Ser 
155 


agg 
Arg 


cgt 
Arg 


tea 
Ser 


aga 
Arg 


gga 
Gly 
160 


601 


ttt 
Phe 


gcc 
Ala 


ttt 
Phe 


gta 
Val 


tat 
Tyr 
165 


ttt 
Phe 


gaa 
Glu 


aat 
Asn 


gta 

Val 


gat 
Asp 
170 


gat 
Asp 


gcc 
Ala 


aag 
Lys 


gaa 
Glu 


get 
Ala 
175 


aaa 
Lys 


649 


gaa 
Glu 


cgt 
Arg 


gcc 
Ala 


aat 
Asn 
180 


gga 
Gly 


atg 
Met 


gag 
Glu 


ctt 
Leu 


gat 
Asp 
185 


ggg cgt 
Gly Arg 


agg 
Arg 


ate 
He 


aga 
Arg 
190 


gtt 
Val 


gat 
Asp 


697 


ttc 
Phe 


tct 
Ser 


ata 
He 
195 


aca 
Thr 


aaa 
Lys 


aga 
Arg 


cca 
Pro 


cat 
His 
200 


acg 
Thr 


cca 
Pro 


aca 
Thr 


cca 
Pro 


gga 
Gly 
205 


att 
He 


tac 
Tyr 


atg 
Met 


745 


ggg aga 
Gly Arg 
210 


cct 
Pro 


acc 
Thr 


tat 
Tyr 


ggc 
Gly 


age 
Ser 
215 


tct 
Ser 


cgc 
Arg 


cgt 
Arg 


egg 
Arg 


gat 
Asp 
220 


tac 
Tyr 


tat 
Tyr 


gac 
Asp 


aga 
Arg 


793 


gga 
Gly 
225 


tat 
Tyr 


gat 
Asp 


egg 
Arg 


ggc 
Gly 


tat 
Tyr 
230 


gat 
Asp 


gat 
Asp 


egg 

Arg 


gac 
Asp 


tac 
Tyr 
235 


tat 
Tyr 


age 
Ser 


aga 
Arg 


tea 
Ser 


tac 
Tyr 
240 


841 


aga 
Arg 


gga 
Gly 


gga 
Gly 


ggt 
Gly 


gga 
Gly 
245 


gga 

Gly 


gga 
Gly 


gga 
Gly 


gga 
Gly 


tgg 
Trp 
250 


aga 
Arg 


get 
Ala 


gcc 
Ala 


caa 
Gin 


gac 
Asp 
255 


agg 
Arg 


889 


gat 
Asp 


cag 
Gin 


att 
He 


tat 
Tyr 
260 


aga 
Arg 


agg 
Arg 


egg 
Arg 


tea 
Ser 


cct 
Pro 
265 


tct 
Ser 


cct 
Pro 


tac 
Tyr 


tat 
Tyr 


agt 
Ser 
270 


cgt 
Arg 


gga 
Gly 


937 


gga 
Gly 


tac 
Tyr 


aga 
Arg 
275 


tea 
Ser 


cgt 
Arg 


tec 
Ser 


aga 
Arg 


tct 
Ser 
280 


cga 
Arg 


tea 
Ser 


tac 
Tyr 


tea 
Ser 


cct 
Pro 
285 


cgt 
Arg 


cgc 
Arg 


tat 
Tyr 


985 



taa agcatgaaga ctttctgaaa cctgccctag agctgggata ttgtttgtgg 


1038 


gcaatatttt 


ttattgtctc 


ttgtttaaaa 


agtgaacagt 


gcctagtgaa 


gttaggtgac 


1098 


ttttacacct 


tttacgatga 


ctacttttgg 


tggagttgaa 


atgctgtttt 


cattctgeat 


1158 


ttgtgtagtt 


tggtgctttg 


ttccaagtta 


agtgttttca 


gaaaagtatg 


ttttgcatgt 


1218 


atttttttac 


agtctaaatt 


ttgactgctg 


agaagtttct 


attgtacaaa 


acttcattta 


1278 


aaaggttttt 


ctactgaatc 


cagggtattc 


tgaagatcga 


agcctgtgta 


aaatgetace 


1338 


aaatggcaaa 


aagcaacaat 


aaacagtttg 


atttttactt 


ttctttctaa 


catatcaatg 


1398 


cttagcagaa 


ctattcagat 


tgtcagtagt 


aaatttaaag 


acaaatgccc 


gttttcctcc 


1458 


agtccatgaa 


acataccata 


"cttatatacc 


tgcaactaag 


tgtttaaaat 


tatgetctgt 


1518 


aactctgtac 


tgctagtatt 


agaactaaaa 


atcttaaaat 


acagecagtg 


ettaatgett 


1578 


atatcaatgt 


ggatttgtcg 


gcttttatgt 


aatctgtaat 


atgtatagca 


ggaaatacga 


1638 
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agagttacac 


agtgtatgcc 


ttaaaaggct 


gtttcttaaa 


ggtgttacaa 


ggggataatg 


1698 


gtatttcaac 


tagttatcag 


caagtgacaa 


tacattccac 


cacaaataca 


ctcttgttct 


1758 
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atacctgtca 


tggatgaact 


gaagactttg 


cctgttcatt 


ttttaaatat 


tattttcagg 


1878 


tcctttgctt 


accaaaggag 


gcccaatttc 


actcaaatgt 


tttgagaact 


gtgtttaaat 


1938 


aaacgcaaat 


gaaaagaaaa 


aaaaaaaaaa 


aaaa 
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<210> 90 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Met Ser Asp Ser Gly Glu Gin Asn Tyr Gly Glu Arg Glu Ser Arg Ser 
15 10 15 



Ala Ser Arg Ser Gly Ser Ala His Gly Ser Gly Lys Ser Ala Arg His 
20 25 30 



Thr Pro Ala Arg Ser Arg Ser Lys Glu Asp Ser Arg Arg Ser Arg Ser 
35 40 45 



Lys Ser Arg Ser Arg Ser Glu Ser Arg Ser Arg Ser Arg Arg Ser Ser 
50 55 60 



Arg Arg His Tyr Thr Arg Ser Arg Ser Arg Ser Arg Ser His Arg Arg 
65 70 75 80 



Ser Arg Ser Arg Ser Tyr Ser Arg Asp Tyr Arg Arg Arg His Ser His 

85 90 95 

Ser His Ser Pro Met Ser Thr Arg Arg Arg His Val Gly Asn Arg Ala 

100 105 ~ " 110 



Asn Pro Asp Pro Asn Cys Cys Leu Gly Val Phe Gly Leu Ser Leu Tyr 
115 120 ' 125 



Thr Thr Glu Arg Asp Leu Arg Glu Val Phe Ser Lys Tyr Gly Pro lie 
130 135 140 



Ala Asp Val Ser lie Val Tyr Asp Gin Gin Ser Arg Arg Ser Arg Gly 
145 150 155 ~ 160 



Phe Ala Phe Val Tyr Phe Glu Asn Val Asp Asp Ala Lys Glu Ala Lys 
165 170 ^ 175 



Glu Arg Ala Asn Gly Met Glu Leu Asp Gly Arg Arg lie Arg Val Asp 
180 185 190 
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Phe Ser lie Thr Lys Arg Pro His Thr Pro Thr Pro Gly lie Tyr Met 
195 200 205 



Gly Arg Pro Thr Tyr Gly Ser Ser Arg Arg Arg Asp Tyr Tyr Asp Arg 
210 215 220 



Gly Tyr Asp Arg Gly Tyr Asp Asp Arg Asp Tyr Tyr Ser Arg Ser Tyr 
225 " ~ 230 235 240 



Arg Gly Gly Gly Gly Gly Gly Gly Gly Trp Arg Ala Ala Gin Asp Arg 
245 250 255 



Asp Gin lie Tyr Arg Arg Arg Ser Pro Ser Pro Tyr Tyr Ser Arg Gly 
260 " " 265 " ~ 270 



Gly Tyr Arg Ser Arg Ser Arg Ser Arg Ser Tyr Ser Pro Arg Arg Tyr 
275 280 285 



<210> 91 

<211> 368 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (107) . . (319) 

<400> 91 

ctttttcgtc cttttccccg gttgctgctt gctgtgagtg tctctagggt gatacgtggg 60 

tgagaaaggt cctggtccgc gccagagccc agcgcgcctc gtcgcc atg cct egg 115 

Met Pro Arg 
1 

aaa att gag gaa ate aag gac ttc ctg etc aca gec cga cga aag gat 163 
Lys lie Glu Glu lie Lys Asp Phe Leu Leu Thr Ala Arg Arg Lys Asp 
5 10 15 

gec aaa tct gtc aag ate aag aaa aat aag gac aac gtg aag ttt aaa 211 
Ala Lys Ser Val Lys lie Lys Lys Asn Lys Asp Asn Val Lys Phe Lys 
20 ** 25 ~ " 30 35 

gtt cga tgc age aga tac ctt tac acc ctg gtc ate act gac aaa gag 259 
Val Arg Cys Ser Arg Tyr Leu Tyr Thr Leu Val lie Thr Asp Lys Glu 
40 45 50 

aag gca gag aaa ctg aag cag tec ctg ccc ccc ggt ttg gca gtg aag 307 
Lys Ala Glu Lys Leu Lys Gin Ser Leu Pro Pro Gly Leu Ala Val Lys 
55 60 65 

gaa ctg aaa tga accagacaca ctgattggaa ctgtattata ttaaaatact 359 
Glu Leu Lys 
70 



aaaaatcct 



368 
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<210> 92 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Met Pro Arg Lys lie Glu Glu lie Lys Asp Phe Leu Leu Thr Ala Arg 
15 10 15 



Arg Lys Asp Ala Lys Ser Val Lys lie Lys Lys Asn Lys Asp Asn Val 
20 2 5 30 



Lys Phe Lys Val Arg Cys Ser Arg Tyr Leu Tyr Thr Leu Val lie Thr 
35 40 45 



Asp Lys Glu Lys Ala Glu Lys Leu Lys Gin Ser Leu Pro Pro Gly Leu 
50 55 60 



Ala Val Lys Glu Leu Lys 
65 70 

<210> 93 

<211> 546 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (492) 

<400> 93 

attggagacc cttttcacaa g atg gcg ccg aaa gcg aag aag gaa get cct 51 

Met Ala Pro Lys Ala Lys Lys Glu Ala Pro 
15 10 

gec cct cct aaa get gaa gec aaa gcg aag get tta aag gec aag aag 99 
Ala Pro Pro Lys Ala Glu Ala Lys Ala Lys Ala Leu Lys Ala Lys Lys 
15 ^ 20 25 

gca gtg ttg aaa ggt gtc cac age cac aaa aag aag aag ate cgc acg 147 
Ala Val Leu Lys Gly Val His Ser His Lys Lys Lys Lys lie Arg Thr 
30 35 4 0 

tea ccc ace ttc egg egg ccg aag aca ctg cga etc egg aga cag ccc 195 
Ser Pro Thr Phe Arg Arg Pro Lys Thr Leu Arg Leu Arg Arg Gin Pro 
45 50 55 

aaa tat cct egg aag age get ccc agg aga aac aag ctt gac cac tat 243 
Lys Tyr Pro Arg Lys Ser Ala Pro Arg Arg Asn Lys Leu Asp His Tyr 
60 65 70 

get ate ate aag ttt ccg ctg ace act gag tct gec atg aag aag ata 291 
Ala lie lie Lys Phe Pro Leu Thr Thr Glu Ser Ala Met Lys Lys lie 
75 80 85 90 

gaa gac aac aac aca ctt gtg ttc att gtg gat gtt aaa gee aac aag 339 
Glu Asp Asn Asn Thr Leu Val Phe lie Val Asp Val Lys Ala Asn Lys 
95 100 105 
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cac cag att aaa cag get gtg aag aag ctg tat gac att gat gtg gec 

His Gin lie Lys Gin Ala Val Lys Lys Leu Tyr Asp lie Asp Val Ala 

110 " 115 120 

aag gtc aac acc ctg att egg cct gat gga gag aag aag gca tat gtt 

Lys Val Asn Thr Leu lie Arg Pro Asp Gly Glu Lys Lys Ala Tyr Val 

125 130 " ' * 135 

cga ctg get cct gat tac gat get ttg gat gtt gee aac aaa att ggg 

Arg Leu Ala Pro Asp Tyr Asp Ala Leu Asp Val Ala Asn Lys lie Gly 

140 145 150 

ate ate taa actgagtcca getgectaat tctgaatata tatatatata 

He He 

155 

tatcttttca ccat 



<210> 94 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Met Ala Pro Lys Ala Lys Lys Glu Ala Pro Ala Pro Pro Lys Ala Glu 
15 10 15 



Ala Lys Ala Lys Ala Leu Lys Ala Lys Lys Ala Val Leu Lys Gly Val 
20 25 ^ 30 



His Ser His Lys Lys Lys Lys He Arg Thr Ser Pro Thr Phe Arg Arg 
35 40 45 



Pro Lys Thr Leu Arg Leu Arg Arg Gin Pro Lys Tyr Pro Arg Lys Ser 
50 55 60 



Ala Pro Arg Arg Asn Lys Leu Asp His Tyr Ala He He Lys Phe Pro 
65 70 75 80 

Leu Thr Thr Glu Ser Ala Met Lys Lys He Glu Asp Asn Asn Thr Leu 
85 90 95 

Val Phe He Val Asp Val Lys Ala Asn Lys His Gin He Lys Gin Ala 
100 105 110 

Val Lys Lys Leu Tyr Asp He Asp Val Ala Lys Val Asn Thr Leu lie 
115 120 125 



Arg Pro Asp Gly Glu Lys Lys Ala Tyr Val Arg Leu Ala Pro Asp Tyr 
130 135 140 



Asp Ala Leu Asp Val Ala Asn Lys He Gly He lie 
145 150 ~ 155 
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<210> 95 

<211> 1105 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (44) . . (436) 

<400> 95 

gggcgaggag ggagcccgcg gcggcggcag cagctacagc gaa atg gcg gag acc 55 

Met Ala Glu Thr 
1 

gtg get gac acc egg egg ctg ate acc aag ccg cag aac ctg aat gac 103 
Val Ala Asp Thr Arg Arg Leu lie Thr Lys Pro Gin Asn Leu Asn Asp 
5 10 15 20 

gee tac gga ccc ccc age aac ttc etc gag ate gat gtg age aac ccg 151 
Ala Tyr Gly Pro Pro Ser Asn Phe Leu Glu lie Asp Val Ser Asn Pro 
25 30 35 

caa acg gtg ggg gtc ggc egg ggc cgc ttc acc act tac gaa ate agg 199 
Gin Thr Val Gly Val Gly Arg Gly Arg Phe Thr Thr Tyr Glu lie Arg 
40 45 50 

gtc aag gtc gta gtt ccc ccg etc cct ggg aaa gcg ttt ttg cgt cag 247 
Val Lys Val Val Val Pro Pro Leu Pro Gly Lys Ala Phe Leu Arg Gin 
55 60 65 

ctt cct ttt aga gga gat gat gga ata ttt gat gac aat ttt att gag 295 
Leu Pro Phe Arg Gly Asp Asp Gly lie Phe Asp Asp Asn Phe lie Glu 
70 75 80 

gaa aga aaa caa ggg ctg gag cag ttt ata aac aag gtc get ggt cat 343 
Glu Arg Lys Gin Gly Leu Glu Gin Phe lie Asn Lys Val Ala Gly His 
85 90 95 100 

cct ctg gca cag aac gaa cgt tgt ctt cac atg ttt tta caa gat gaa 391 
Pro Leu Ala Gin Asn Glu Arg Cys Leu His Met Phe Leu Gin Asp Glu 
105 110 115 

ata ata gat aaa age tat act cca tct aaa ata aga cat gee tga 436 
lie lie Asp Lys Ser Tyr Thr Pro Ser Lys lie Arg His Ala 
120 125 130 



aatttggcaa 


gaaggggcaa 


aaacgtgact 


attaatgatt 


gataagcacc 


agtgaagaag 


496 


ttctaacttt 


tagcatgetg 


cacagaaact 


ggtataacat 


gecttcagta 


tactaacact 


556 


catatgetea 


gttttgtttt 


gttttggcag 


ttgacaagaa 


gttaatttgc 


tttagtaaaa 


616 


atccctcatt 


ccagcctttc 


tatataaata 


gctctttctt 


gctgttttaa 


tgtggtgcac 


676 


actatagect 


cacaaacctg 


ttattccagt 


gtaatctgea 


gtgtcgtaac 


taaagttact 


736 


ggcttggtct 


tatttgeaca 


gtttttgcgt 


cttgtttgct 


tettgeatet 


gattaactag 


796 


aatatttctc 


tttccccctt 


ttaatttgtg 


atgtcacttg 


accccattta 


tgtgtaggag 


856 


cactacacca 


ttggtttcca 


atactgeaca 


cataagatac 


atacttgtgt 


gcagaaagta 


916 


tcttcctcca 


ggcttgtaat 


acccttcaca 


tggaagatta 


atgagggaaa 


tctttatatt 


976 


ctgtataaaa 


acaaaagcaa 


atttatatac 


taaaatcatt 


tgtctaaaaa 


tttaagttgt 


1036 
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tttcaaataa aaattaaaat gcatttctga tatgcaaaaa aaaaaaaaaa aaaaaaaaaa 1096 
aaaaaaaaa 1105 

<210> 96 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Met Ala Glu Thr Val Ala Asp Thr Arg Arg Leu lie Thr Lys Pro Gin 
15 10 15 - 

Asn Leu Asn Asp Ala Tyr Gly Pro Pro Ser Asn Phe Leu Glu lie Asp 
20 25 30 

Val Ser Asn Pro Gin Thr Val Gly Val Gly Arg Gly Arg Phe Thr Thr 
35 40 45 

Tyr Glu lie Arg Val Lys Val Val Val Pro Pro Leu Pro Gly Lys Ala 
50 55 60 

Phe Leu Arg Gin Leu Pro Phe Arg Gly Asp Asp Gly lie Phe Asp Asp 
65 70 75 80 

Asn Phe lie Glu Glu Arg Lys Gin Gly Leu Glu Gin Phe lie Asn Lys 
85 90 95 

Val Ala Gly His Pro Leu Ala Gin Asn Glu Arg Cys Leu His Met Phe 
100 105 110 

Leu Gin Asp Glu lie lie Asp Lys Ser Tyr Thr Pro Ser Lys lie Arg 
115 120 125 

His Ala 
130 



<210> 97 

<211> 119241 

<212> DNA 

<213> Homo sapiens 

<400> 97 



gatcccagat 


tggagggtca 


gccagtggtt 


aacatataat 


ggacacaaaa 


ctgattttac 


60 


tggaagactg 


agggtgggca 


ctcaccatgg 


ttctaagcat 


tcattactca 


gaagatccat 


120 


aaaaacatta 


cagttctgtt 


gtgtaagagt 


ttaggaaaaa 


aagaaaatcc 


tgacaaaaat 


180 


cccaacctaa 


aaaacagtgt 


caacatttgt 


aagtaggatg 


gggaggcaga 


gatgaattgg 


240 


cagtgttatc 


acagctactg 


gactatgtgg 


actttaacaa 


agtaagaaac 


gggtgggggt 


300 


tgggtggtgg 


tatcttaata 


gagcaggagt 


agagacggat 


gtcctggggc 


agaatgggta 


360 
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ccaatgctgc 


ctgaagcctg 


gagctgggag 


ctgaggacta 


agaggtagac 


aggagggtgg 


420 


ggaccggtac 


ctgctccaag 


gaactggtgc 


cccagaactg 


gtgagctggg 


gtatgcattt 


480 


agctcattcg 


tttaccagaa 


tgcagtcacc 


acctgatgaa 


agaaatgact 


aatggcagga 


540 


cttgaacagt 


tctctataaa 


tgagtacctg 


ggagaaaaac 


aggtctccag 


gctccacaat 


600 


acccaataaa 


cacactgcct 


ttagcccact 


tcaagctgca 


cttcttacat 


ggaacccaac 


660 


ccaaccaacc 


tcagaggtaa 


gggtgagagc 


aggcaatgaa 


cagctatgat 


tctccattcc 


720 


ctggccaggc 


agggagcctt 


tccatccacc 


ctcgtgagac 


tgcttgtaac 


agaaataagg 


780 


aaaccgactc 


caaggctcag 


taacccaccc 


aaggtcagaa 


ccacggagtg 


gcagggcctg 


840 


tgagccacaa 


aggagactga 


aaaccagaaa 


gagcttctct 


ctggtctgtt 


attttaagaa 


900 


aaacatgccc 


agaggggcca 


cctggaagca 


aggctgtgtg 


gcaccctcac 


cttcctaatt 


960 


aaacaacaac 


ttcccaggag 


caacgacagc 


aacaacagcc 


tggcccagca 


gatgaactcg 


1020 


aatcaatcca 


agcccttccc 


ctatacgggt 


cagtttgggc 


actactttac 


ctgctgtgaa 


1080 


gtctactggg 


atctt ccagg 


aaagtcccac 


ctcattagta 


aaaagaaaaa 


caaagactcg 


1140 


ggaagaaagt 


tcctgccctc 


cctgttgaat 


gctgtgtgag 


gataagatgt 


ctggagcatg 


1200 


gcagtcaccc 


tgtgactatc 


agaaggccag 


gcgtaccaca 


aggtggtcat 


tccagtgctc 


1260 


tgaatcagcc 


ccaaaccact 


tccctcaaga 


ctcatgttct 


gaggtgatta 


aaagtgtgct 


1320 


ttgaaggtaa 


atctaggatg 


acagtcaaca 


gatcagtgat 


tgccaggagt 


caggggtaga 


1380 


gggagggaag 


aacagatgga 


gcacagagaa 


tttttagggc 


agtgaaaatg 


ttctgtatga 


1440 


tactatatat 


aatggataca 


tgccattata 


cacttgtcca 


aatgcacaga 


atgtacacca 


1500 


ccaagagtga 


accctaatgt 


aaactatgga 


ctttgggtga 


tcatgatgtg 


tcaatgcagg 


1560 


ttcgtcaatt 


gcaacacacg 


taccattcta 


gtggggggtg 


ttgataacag 


gaggctatgc 


1620 


atgtgtggga 


ccaggggata 


tatgggaaat 


ctctgtacat 


gcctctcaat 


tttgctgaga 


1680 


atctgaaact 


gctcttaatg 


aagtcttaca 


aaaataaaga 


agtctgcttt 


gccttaggtt 


1740 


gggtcttcag 


ttacctgcag 


ccaaatgaac 


acaactggcg 


tgaggtaaac 


ctctgacact 


1800 


tagtgagcac 


gctacaatgt 


agtgctgcca 


cgaaaggaat 


aacaaagaaa 


cagaactcaa 


1860 


caactaaaac 


cacaaagaac 


tatccctgat 


ccgcgacaat 


gggaacagtg 


tctcatgtca 


1920 


ggacccagta 


cacacccaca 


ttttgtctgt 


gtataaacaa 


aatttacatg 


taagttacta 


1980 


catggcatat 


acttctcatt 


tttaaaaaga 


atgctgattg 


tgacccacta 


catttatttc 


2040 


atgatgcatt 


aatggttcat 


aacccacaat 


ttggaaagta 


cggtatacct 


ataaaaaatt 


2100 


agccttattt 


cttgccaaac 


ttgaacacgg 


ctctgacctg 


tgcaagatcg 


tattttgatt 


2160 


gcagtgaaag 


ccacagggta 


ctgagacaga 


ctccctaaac 


ttccttttta 


ttcctgatca 


2220 


aatgcaatgc 


caagcaacct 


ccagacacta 


catgcatcaa 


tgtatcaatg 


ttgctttgcc 


2280 


tgaggtgaga 


tacttcaact 


atctatctga 


ctggtaccag 


gctaggagca 


ctaggcagga 


2340 



186 



cacagcctga 


atctgctgct 


gctgctgctg 


ctgagccagc 


atggagatgt 


gtatgttctt 


2400 


cagtggctct 


atgtgaggat 


gcctgtctaa 


ccccagctct 


cctgagccta 


tcttggacac 


2460 


tgaggggcaa 


acctctccct 


agtatcttaa 


aaccat aaaa 


gccaggaagc 


aggatttcta 


2520 


agtaaaggag 


ctttaaacag 


gacctttgcc 


taggatctta 


attttcctat 


gctattttgg 


2580 


atgctctgtt 


gtccctggga 


aaggggcatg 


agacttgctc 


cagaatttca 


gaccacagtc 


2640 


accaactgtc 


aatctcatct 


actttctaag 


gagaaatctt 


cgcagggcag 


ggttgggtgg 


2700 


tggcagtgat 


gttggggttc 


cttgagtcca 


aggagaggat 


ttcccataat 


cgagtccgaa 


2760 


agctaaacaa 


taatcccccg 


aaatgggtgg 


ggtggtatgt 


gattaagtgg 


gtgtcacaca 


2820 


actggcacaa 


gctacaggac 


aaggagaagg 


agggcttccc 


cagtggggag 


gaacaggcca 


2880 


cttatctatg 


gccctaagtt 


gtcagcctgg 


gggagaaggt 


ggaagcagtg 


tttgttaagc 


2940 


tggaatgagt 


gtgcatgtgt 


aggaattatg 


ctgttcagtc 


tgtaatgtca 


aaacagatag 


3000 


tgagaacttc 


catttctggt 


cacggtggag 


gacaaggatc 


agatttgttc 


atgaaacaac 


3060 


caacaaccaa 


ccaaccaacc 


ccttcctccc 


tacaaaaagt 


ccactaaaac 


ctaaaaacca 


3120 


cctagacaaa 


atagctacaa 


cgatggtttg 


taggacacca 


gacatctgta 


atgaagaaca 


3180 


ataaatcctg 


agacatggga 


aacaagggca 


gccctatatc 


cttgggagtt 


tccagggaga 


3240 


gggacctgga 


gtggagctca 


aggcacctag 


agtccatagg 


acacagtacc 


agcaggagag 


3300 


agctatacag 


agatccccag 


agatctgcag 


ggtcctcttt 


gagtattcag 


cagagtccct 


3360 


ctcagtgcat 


gtatctgagc 


aaactattca 


aggccaggaa 


aagaactatc 


caaaaggctt 


3420 


agaggaacag 


tatccagtgc 


tcacacaggg 


ctaggattag 


tgcttactac 


cccccggtca 


3480 


aactggagaa 


gctcatgatt 


gacaaagcac 


tgggcagaat 


actcaggaag 


atcttgccta 


3540 


tagtaggaaa 


taatcagccc 


taaactgagc 


tctagaccta 


cctaacaaat 


cacaaaagca 


3600 


agactcgcaa 


gcatcaaact 


gtttccgggt 


aacttaaatg 


cttctcagta 


taaaactcag 


3660 


gaaaatttat 


aggaataaaa 


atatccagca 


ccccaaaagg 


caaaattcac 


aatgtctggc 


3720 


atccaaagat 


taccaggcat 


gcaaagaggc 


agaaaacagg 


acccacaatg 


aggagactta 


3780 


tcaatcaatt 


gaaagcaacc 


cagaactaac 


acaaatgtta 


gaattagtag 


aggagaacca 


3840 


taagactcca 


actttcagag 


atgaaaacta 


caatgtctga 


gatgaaaatt 


acattgggct 


3900 


gaaatgacaa 


aatatccaca 


cataacacag 


taaaaacttc 


acaccattat 


caagcattaa 


3960 


ctcaaaatgg 


atcctagacc 


taaatgttaa 


gtactaaacc 


tatcaaattt 


atagaagaaa 


4020 


acataggaaa 


gaaatctttg 


tgacctcgag 


ttgggtgaag 


atttcttagt 


atgatgtcaa 


4080 


aaagcactat 


ctataaaaga 


ataaattgaa 


cttcatcaaa 


ataaattcag 


tactttaaaa 


4140 


agcactgtta 


agaaaatgaa 


agacaaacca 


tacactggga 


gaaaactttt 


gcaaagtaca 


4200 


tatctgatag 


aggacttata 


tccagaatat 


aacaaaccaa 


aattcaacaa 


ttaagaaaac 


4260 


caataaaaaa 


gggctaaaga 


tttgaacaga 


tacttcattg 


aaaaagacag 


agggcaggta 


4320 
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agcatatgaa 


aagatgctaa 


acattcctag 


ttattataac 


aacgcaaatt 


aaaaccacta 


4380 


ggaaacgcat 


ctaccaccac 


tgattagaat 


gagtaaagct 


aaaaagactg 


accacgtcag 


4440 


gtgttagtga 


ggatgtgaag 


gaactggtat 


tctcatacac 


tgctagtggg 


aatataacat 


4500 


aaagcttcag 


aaaacagctt 


gatagttaag 


ttaaacatac 


acctcccata 


tgacccagcc 


4560 


attctgatct 


tgagtattta 


tccaagagaa 


atgacaggct 


atgtccacag 


aaaaacttgt 


4620 


acacaaatgt 


tcaaagcaga 


tttattagcg 


atagtcaaaa 


actataaact 


aacccaaaca 


4680 


tccaccaacg 


ggtaagttgg 


taaatacatg 


tttctatata 


tagaaaaata 


tttagcaaca 


4740 


aaaaggaaca 


aacaattgat 


acatgggaca 


atacagatga 


atctcaaaat 


aattatacca 


4800 


agtgaaagaa 


ggcagacata 


agagaacgta 


ctgtatgatt 


ccatttatat 


aaaactttag 


4860 


aaaatgcaac 


aaatctacac 


tgacaaaaaa 


gcatatcagt 


agttgttaga 


ggagggtaag 


4920 


gaggggtgaa 


ttcaaaggga 


aacaatgaca 


catcaaaatt 


tatgaagctg 


tacattttta 


4980 


aaatgtgcag 


tatattggat 


ttcaatcacg 


cctcagtaac 


ttttttaaaa 


aaggaaaaga 


5040 


aaaagagtag 


gcagtggcat 


ttactaaaat 


gctatatatg 


tttagctccc 


acatacacac 


5100 


tggcaatgaa 


tgaaaagtgc 


ttcctctctt 


tggggaggga 


acaggtaaag 


caggcagcaa 


5160 


gtcaagtctc 


agcagctgct 


ccaattttaa 


ctctggagat 


cacttgtgcc 


aggagctgga 


5220 


gcccttgaac 


agtgaaacca 


cctgccaagt 


tagtgccata 


atttcctaaa 


gaaagcgtgc 


5280 


cctgctcaga 


gaaggcaact 


gaggttacag 


tgcagacaag 


acagctgaca 


gtctttaagc 


5340 


tctaaaggcc 


actcagcata 


aaacatcaca 


agcattgcct 


tctaattgca 


gaactgacca 


5400 


atttcattcc 


tggccgtaca 


agcctataac 


tcatgcctaa 


caaactgcct 


ggaatagctc 


5460 


catattctta 


ttttaagtat 


ttagtcttgg 


ctctcctgac 


tgaatgcagc 


ccaagctcac 


5520 


agacctggcc 


tgcgttctgt 


gtcctggtgg 


cacgtatggt 


gctggtactc 


aagagcactc 


5580 


ttggatttgc 


tttacttgca 


tgatttttaa 


gaaccagaag 


gacaagcatg 


aggccttcat 


5640 


atttagacct 


tcttccctat 


atggtaacaa 


gaatatgagg 


ggtaatccca 


gaatggtaaa 


5700 


ctttacttta 


agcaccttta 


gttactaatc 


agtaagaaaa 


atgtgaaaat 


gtgctccagt 


5760 


taaaagcaca 


agaccatgaa 


agaagccaaa 


gctatgactg 


actgcatgca 


gaggctgttg 


5820 


acgtcatctt 


cgcctgggtc 


tcctcctgaa 


ctgaaatcct 


tggaaaggga 


gcaaaagggt 


5880 


ttacaaaaca 


agacggtgca 


gagagtctca 


agtctgtcta 


ctccacagca 


gcctgctctt 


5940 


tcctgttgct 


tttcaaggaa 


tcagcagagg 


gagacctggc 


cagcagctcc 


tgggcagcaa 


6000 


agtatcccca 


gactgtgttc 


ctggtggttg 


gctcaagcca 


ctgaagcggt 


ggttaagact 


6060 


caagaccagg 


acctggagat 


tcacaaggac 


cactgggata 


ctatttcact 


aataacccaa 


6120 


tagaaatgga 


gtcacttcca 


aggcactctg 


ctttggggaa 


gggcagagtg 


ccatatacct 


6180 


tctactgggt 


aacaggactg 


aagaaggcac 


ctctacagac 


ttatggcttc 


actacttgta 


6240 


gtgaaagctc 


atgactcaca 


atgcagttta 


tagttgctca 


tgaatctttg 


caggagtgtt 


6300 
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tcctataggc 


agcattttac 


agggacaaaa 


tatgggaagt 


tttaagatta 


aaaaaaaaaa 


6360 


aatgactaaa 


ctaaaccaaa 


aatcaaacat 


aacaaaaaac 


cagaatatcc 


taagccccaa 


6420 


accttcaaaa 


taaaataaag 


tccttgccat 


ttacagtttg 


gagagggaaa 


aggatttcta 


6480 


ctttcaacac 


gcaggtgagt 


ttcttaatga 


caaaaagtac 


aatgaggcca 


gctgcggagg 


6540 


aggctcatgc 


ctgtaatccc 


agtgctttgg 


aaggccaagg 


caggagaatc 


acttgaggcc 


6600 


aggagtttga 


gactggcatg 


agtttgcaac 


cagcctgggc 


aacacagcaa 


gactcatgtc 


6660 


cccaatcctg 


tttctgcaaa 


aaattaaaaa 


aaaaaaaaaa 


aaaatttagc 


cagacatggt 


6720 


cctagctact 


tgagtggatc 


aagtgggaga 


tcacttgagc 


ccagaggttt 


gaggttgcag 


6780 


tgagctatga 


ccgcacaagt 


acactccaga 


ctgggcaaca 


gaacgagact 


ctgtctctta 


6840 


aaaaaaaaaa 


aaaaggtgta 


atggttgaat 


gggtggaggt 


agggggagcc 


agtatttttc 


6900 


tgcagctttg 


catttgaagc 


cactcagaac 


attcccagat 


gggcgtatgg 


ctcaaggtct 


6960 


aatggtttag 


ctgtttgctt 


tccctcttct 


tattagacac 


agaagttctc 


ttaaccacct 


7020 


tttactcagc 


tgccttactt 


ggagactcat 


aaaactcaca 


gccttcgtac 


cccagcatag 


7080 


tgaagagcac 


tcccctcatg 


ctttagtctc 


tagctcatga 


tcacttcttc 


attcccatat 


7140 


gagttctgtg 


ttcacaaagg 


gaggagtggt 


tagctgtgtt 


tgtccccaaa 


tccatttatg 


7200 


gtagctatat 


ttactgtgta 


aatataatgt 


aattaaatag 


tatgtaaatc 


aataaaatga 


7260 


gtgtgaatac 


aaacagcggt 


tctagctgac 


tcctgggaaa 


gactcaataa 


aggcaagtca 


7320 


ctaaaaaact 


attgctagtg 


aataatcata 


tgggagacta 


catttagaga 


aagaaatctt 


7380 


aaaaatctgg 


aaaggtttgg 


tttttaaatg 


ttctcacaat 


actctttgct 


ctactttaaa 


7440 


aaaggtcaaa 


ttggtttttg 


caagaactat 


gatgggaaac 


tccactagca 


gagccatcct 


7500 


caaagataaa 


gacatagtcc 


tttagcaaat 


gatttatgtt 


agagtttgaa 


atcaaatgtt 


7560 


tacagaagcc 


atgtcacttt 


tatgttagca 


taccaactac 


ccacttgtct 


caatcatgat 


7620 


gggtaaaaag 


ggattctaca 


tttagatagg 


caaaagatac 


aaattcaaat 


cttacattct 


7680 


tattattcca 


tttctgggtc 


tctgtggctg 


tattccagca 


caacctccct 


gaagtggggt 


7740 


tctgagaact 


ccttatgagt 


gaggggtatg 


accaaaggtc 


caagtgccaa 


cccaaagagg 


7800 


gaaccagctc 


actctcacta 


tcattttcct 


gagatcacca 


acagtgcaag 


cacatttccc 


7860 


atacgcagta 


tggaaatgct 


tctaaccttt 


ggctaaatcc 


ctttagatcc 


tataaccaaa 


7920 


agtgtatttt 


caaaggcagg 


gcccatgatg 


ggaagaatat 


gcaggatcca 


acggcaataa 


7980 


aaagaacaca 


gaccagaatg 


catgccctgt 


gggtgtgtct 


ctccattttc 


cactttaatc 


8040 


acagtataaa 


taagaggagt 


tactaccaca 


ttatatcgca 


tggggagggg 


gagaaagaaa 


8100 


taccactagg 


ccgggtgcag 


tggctcacgc 


ctgtaatcct 


agcactttgg 


gaggctgagg 


8160 


caggtggact 


gcctgagctt 


cggagtttga 


gaccagcctg 


ggcaacatgg 


tgaaaccctg 


8220 


tatctactaa 


aatacaaaaa 


atcagccggg 


catggtggcg 


tgcgcctgta 


gtcccagcta 


8280 
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cttgggaggc 
agattgcacc 
aaaagaaata 
ggtataatgg 
tccctggtct 
gaccctacta 
cttaaaatgg 
tctgacttca 
ttctacatac 
cctaaaatga 
gctcaaatgt 
ctattccctc 
attatgtctt 
aattcttggt 
aatatcaaag 
cctgcctgac 
cctataggtg 
gcttcttgag 
gggaatgcca 
caagactgat 
tcagtcggtt 
aagaaaatag 
ttacttaagc 
ggtggcacct 
gaatgaatgc 
agagacagta 
atacacctgg 
tttagcagga 
tcaccatgag 
cttcttccat 
tgatttccag 
taaaaatgtt 
tattcaataa 



tgaggcagga 
agggcactcc 
ccacttaaca 
ttaaaggcat 
ccctgcttct 
cccctcggct 
cctacaagac 
cctctgatta 
acaccaggga 
tcttgctcaa 
cactttctca 
cttaacactt 
ttccactaca 
agccaggaca 
gtaccctttt 
tgcaccatac 
taggttgcct 
ggcaacattg 
ggtcctaact 
ggggagacct 
ggggaaagag 
atgggtgcat 
tgtgctataa 
aagcaaaggg 
aggccaaggt 
gcatctaaga 
tcaaaatcaa 
aaagaaaaca 
caccaaaggg 
gggaaacagc 
tttatggata 
ctagttaaaa 
agctgttacc 



gaactgcttg 
agcctgggcg 
atagctagct 
gagttctgga 
gctcttgctc 
gaaaaactcc 
cctctaagaa 
ctcttgtact 
tacctccacc 
acagtcacat 
ttgaggcctt 
actagcttat 
gtgtgagatg 
gtgtcttgta 
ctcctcctgg 
acacccaaga 
gaggtacttt 
aggctttgcc 
ggccactcat 
tggagaacaa 
cagatgttta 
tgttgcagaa 
agaaaagagc 
gcagagacct 
ggcttgagct 
actggttatt 
aggggtccag 
aaaaaacaga 
agaactgaat 
aggtgacaat 
caataaaccc 
catctatgag 
aagaaaaaaa 



aacccgggag 
acagagtgag 
ggaagtggta 
cctctgttac 
tcctacagtc 
tgtgactccc 
gtgtcaagcc 
tttccagtcc 
cgtgggcctt 
aggttacatc 
tgccaatcta 
acacaacagt 
aaggcaggaa 
catagcagac 
cctgtgtata 
ccaaatggca 
cattgtaact 
cagctcctta 
tcaaacagtc 
cactagtgtg 
actacacgga 
ttagaagcat 
ctgtcatgca 
ccatgtggga 
cctgggagag 
tctacctccc 
gggagggaat 
agaaaaaata 
gctatgtgat 
atttttagag 
ctcagtaatt 
taaataggtg 
aaggtcatgg 



gcagaggttg 
actccatctc 
gaaatatgca 
agactattat 
taaacctgac 
ccatctcagg 
tccgccccta 
cagaacattg 
tgcatttgct 
cttacctcct 
tctaaaacct 
cttgcttatt 
ctgtgtcttc 
attcatcaag 
tacctggaag 
cttcctccaa 
gaccactccc 
tatattcact 
actgaatagc 
ggtctggcct 
tcctgactat 
gcatgtatgc 
gtggggagtg 
aaaggcttgg 
gaagagcaaa 
cgactttctg 
gcagagactt 
gaagtaaaaa 
taagttattc 
aaaattccaa 
cataaaaatc 
aatttatggt 
accccactga 



cagtgagccg 
caaaaaaatc 
ttttctatag 
tacaactccc 
acagcagcca 
agataaaact 
ccaccatccc 
tttccttatg 
gttctctctg 
tcaagtcttt 
caaccttttc 
aatcatattt 
ttcactccta 
tacttacaga 
acgctttcct 
gaagttctag 
tacagggtaa 
gagtgaccga 
tactctatgc 
cctggagcct 
gatgggggct 
atccaaagtg 
ggggcagtgt 
agcattcgag 
tgtaacagaa 
cactgctaga 
ggttaagctt 
taaacaaatg 
ataaccttgg 
ggcagacaaa 
agtttaagcc 
atgtaaatta 
aaggaaccag 



8340 
8400 
8460 
8520 ' 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 



190 



agctctttga 
gaatggtggg 
atttaggatg 
aaaaaatttc 
cactgggaat 
taaaggctgg 
tggatcactt 
acaaaaaata 
ccggatggga 
ccactgcact 
tatttaaagg 
agaaagaatg 
gagaatgatc 
atggctacct 
agaaaagatc 
tactcacact 
ttcagaaaat 
gtggagtatt 
cagcgtaagg 
aatggaactg 
gcatttgctt 
aactgtggga 
acacagcgaa 
cactgcctga 
gcccccaaaa 
gcgggcatta 
tttataaaaa 
aatccacttc 
aggctccagc 
ctgtagctcc 
cttttccaat 
aatctctcca 
tcataagcaa 



aagatggctg 
agcctgtcaa 
atattagcat 
agcccacagt 
ggcaataccc 
gcacggtggc 
gaggccagga 
caaaaattag 
ggccgggatg 
ccagcctgag 
taaagaatta 
aaggaatttt 
agatggtgta 
aagcactcca 
aaatttagca 
aaaatgttta 
caaggcaggg 
ctataactag 
actcttctag 
tggttttaaa 
cacagcaggc 
caatttgttc 
gaacccacat 
gctggcactc 
gcccattgtc 
aaagccaagc 
ccaacgaggc 
ctgttcctct 
ctcagggtcc 
ctctccaatg 
caccctcacg 
gcgcttctta 
agccccacca 



ataattggac 
aaaggtactg 
caaaaagaat 
acagtcaaag 
catcagttaa 
tcatgcctgt 
gtttgagact 
gacaggtggc 
ggagtctggg 
tgacagagac 
ctttacctta 
aaaaatcaac 
aacaccacta 
cagatcactg 
tcacaactag 
aacggaatct 
aacaagttaa 
cctgctctct 
actgagatta 
aaagagcaac 
atcgttactc 
aagctctcat 
gctctttggg 
cacacacctg 
cacacagtag 
cagccagtgg 
tccaccatcc 
aacgcaccgg 
tgcactagct 
tcctttgagt 
aaaagcagcc 
ctacctgatg 
gatcaggtct 



cagagtagtg 
gagccagctt 
aatgggtatc 
caaatagagg 
cattcatttt 
actaccagca 
agcctgggaa 
atgcacctgt 
aggtcgaggc 
actgtctcaa 
tcttatagaa 
actttgtgaa 
ggtgaaaggc 
ctaaatgcaa 
tgatgtttcc 
attcagacac 
acaataccat 
ttgaagaaat 
cagacataac 
actttggaga 
ccattttata 
agcccgttgt 
gatcactgtc 
ggatacaacc 
ccagaaggag 
ctctcacctg 
cctcatctcc 
tcttcttact 
cttccctctg 
gaatgttaaa 
aacttccctt 
tgctccatgg 
ttgtctattt 



aaaccgagaa 
aaagggctcc 
attgatctta 
gggaaaaagt 
tcattttaaa 
ctttgggagg 
acctggcgaa 
atgcccaact 
tacagtgagc 
aaaataaaaa 
ggataacagc 
tgccagtgac 
tgatgagcaa 
agggaaaaat 
catgtgtgct 
ttaaaagatt 
gagaaaacag 
cagagttatt 
aactgcgatg 
caactgggta 
gacagcatgt 
atggcagggt 
cacctggcac 
agtgtcctgt 
cgtgggttgg 
agttagaaaa 
tgccacatac 
gttcctctaa 
cctggatact 
atgccatttt 
cccatccctc 
ccatactatc 
agttcactag 



atggatgaag 
tactggccaa 
aggccctgac 
cacttgcccc 
aattggtaat 
ctaaggaggg 
acccgtctct 
attcagaagg 
catgatcaag 
taaaatttgg 
taataaattt 
ttcttcaggg 
gagaccatct 
gtacctttac 
gaggatgaag 
aaacatccgg 
taagacagat 
aagaaaaaaa 
agtgaggctc 
gtctcgatag 
ggaagctggg 
caagatcaga 
cacttctgcc 
ttctgccttt 
gggggcgggg 
aggcaacgtt 
cctttcacac 
tgcaccgagc 
ctagacagcc 
tttcagaggc 
actctgcttt 
agtctcctca 
ccatgtccct 



10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 



191 



agagcctggc 
ttgcagccct 
ccatctgagg 
agatacctag 
aaaagcaagg 
gcagccttcc 
tcagaaaccg 
gttacttttt 
atggcaggca 
gacaagctaa 
tccctggctc 
caatgcctgt 
tctggtacca 
cagaaggtca 
cattagtggc 
atggctaagg 
aaatcagctg 
aactctcctt 
tcaaaagaag 
gcatgcaggg 
caggagacta 
aacagagatg 
gcttctgcct 
caagatggat 
gtgcctaccc 
gtgacaaaga 
catgaggcag 
aaaagaaagc 
gtgcgtgcca 
tctgggtctc 
atttcacaaa 
ggcagcacca 
aagcacccta 



ttgctgctgt 
gcccaacagt 
catctctgct 
caagggagtg 
ggcttgaggg 
cagtcaacct 
ggaggctata 
aagaagaaaa 
cacggcctgc 
cagtaaagat 
ctaaaggcac 
catgctccta 
cagaggtagt 
cggaagtcac 
atttaaagca 
ggagattttg 
agtggacacc 
ctcagagaag 
acagagaagc 
gacttccacc 
ctgaggcagt 
agaactagag 
ttgaaaaccc 
tctgttccca 
actcctctca 
cccacgggaa 
agctggcttc 
ttttgtccta 
cccgcgagaa 
atgaccatct 
gagacatggt 
gaacatgggc 
gtgtggctat 



tgctcaaaaa 
tacagcctgt 
gagggtgagc 
gatggaataa 
aggctgcagc 
cctgaggaca 
cctgacttaa 
aagaaaacat 
tgaagtaagt 
gacgaagcta 
ttacttggca 
ggagatgctt 
gcaggcattc 
cagagggacc 
tccatgtggt 
gccaccttac 
tggcaagagc 
taacaatcag 
tggccatggg 
acccaccagt 
caggcaggaa 
gcatcatgat 
ctggaacctt 
gtgacttaaa 
cgcccccaca 
caaagccacc 
tcactaaggc 
atgcatgcca 
aaacacacac 
gttctcatag 
gaagtgcggc 
gagcatgagg 
gtacaagcta 



acatctgctg 
gtgcctcaag 
ctccctccag 
agcagaggag 
aaagtggcca 
tgaggttgag 
acctgatccc 
tccttcaatc 
aaaagaggt c 
ctggaggcag 
gcttaccttt 
agctggtgat 
ctttgaggcc 
cttgagagtg 
aaaggtcagt 
ttccacgcct 
tgactggatc 
aatcacagcc 
gaggggggag 
tgggagaagc 
acaaaacaaa 
tatttctttt 
tataacctcc 
agccttaact 
ggtctcaaac 
agcctgctcg 
gtctttatag 
gggtcctgct 
ttcaagaggc 
gaaaaggctc 
actgcctaca 
ggcagacgtg 
gggtggggag 



tgggaaggca 
acagcacacg 
acatcagatc 
aggggggaac 
cacctgtccc 
gggctcctgg 
aaggacaaaa 
cccttggggc 
taaacctagc 
cagggaggcg 
ccaccacctc 
agtgaacttt 
ttgctcatgc 
acatcaaggt 
ctgtgctctg 
ctttctctgg 
aagagtgttc 
aagaaatctg 
gggggagggg 
agacaaacac 
acacaaaaca 
cccttcttag 
accttctgat 
gctacagatg 
aggttattcc 
aaaacagtct 
ggcttatcaa 
gctgctctgg 
actggaaacc 
cagacatgct 
tgctggggtc 
ggagtgggac 
ggggtgcggc 



aagggacttg 
tcaggggaag 
accaaccaag 
aaagctaagg 
gggagcctca 
tttttctcag 
tgtccagtta 
tgctctcaca 
tgtgtgccag 
ccatgagaat 
cctcccacct 
gtattttccc 
tgtgctctgc 
gactgacagc 
cacacctgtg 
acccgtgccc 
accttactca 
agccagatac 
ggacggggga 
aaatctctaa 
acaaccaaaa 
gacccagtgg 
catgttcccc 
agatctccca 
tgggaggctg 
attctgtgag 
aacgaaatca 
aaacatgtgg 
ctgatggtgt 
gtgtggggat 
cagtcctgtt 
acatgctgcc 
agaaggcagc 



12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 



192 



tcctcacggc 
actcacccca 
ggatgcgctt 
agctatctaa 
ccccagaaag 
taacttctac 
atgggagggg 
gagggatccc 
cttggccaga 
gaaaaaaaga 
aggaggaggg 
cccttgtggg 
ccatacaaac 
tctgatgtct 
tatcactatg 
cttctagaag 
ctgtcactga 
cagctctact 
tccccaccct 
actcggaatt 
acagaaatgg 
gtgtgacctt 
cctcatctgt 
cagataacac 
cgcaagcccc 
tcgccgccgc 
acccgggctg 
agtgcaccac 
gcatgctgag 
accgtctcct 
ggcgggcggc 
gcctagtacc 
gcgcgcccca 



ttgagtccca 
gcactgtaaa 
tcatctacca 
aacatcaaaa 
atgggtttca 
ctcctgcccc 
ggatgttagt 
tccatgtttc 
actgcccaca 
gggaggagga 
ggagggaagg 
acccacagcc 
caggacaagc 
gaattctggc 
tattagcctc 
agctggggga 
gccttggatt 
tcccccaagg 
aggcaaaggg 
acctcgtcct 
tacaaatcct 
gggaaagtga 
gcagcgggca 
ctagcccgca 
aggctgcccc 
cacgccccgg 
cggactgcgg 
gcaggtctgg 
ccgatgcgcg 
ggggagatgg 
gcgacgggcg 
tcggcgcgtc 
cacggcgcgc 



atctttgccc 
tggttactct 
gacctcccag 
gcactttcca 
gtaactcctc 
catttctacc 
tgccttttcc 
catgatttgg 
gcctactacc 

gggggaacag 

ttattcgtat 
actgagtctc 
ttgtaaggag 
tggggagggg 
cagatgctta 
ctaaattaca 
tgtaagtggc 
ccaggaaggg 
gcgaattccg 
catctccagt 
tcctaatggt 
gaccttggga 
taagggcagc 
gccgacgctc 
tgagccaccg 
accccaggcc 
cccgggcccc 
ccgcgcttgg 
cggcggcaga 
tttccacctg 
gcgtggacca 
gcctgcgcac 
gacgtcccgg 



cagttggctg 
cctcatcctt 
gctcaggtgc 
gcttccttca 
ctttggcaga 
cacggggaag 
tctttccagt 
aagagaaagg 
caggaggagg 
aggaaagggt 
caacaactgt 
cgccaactca 
aaggagtaag 
gaggtgtcta 
tctttaaaat 
cgtgcagctt 
tcaaaagtaa 
ccaaagcaat 
agttccccgg 
gaagggaggg 
ccctggccag 
aagtgacttc 
atctaaggtg 
acagccgccg 
cccaggcctc 
ccgggccccc 
ctccccgctg 
ggaaggtgcg 
ggtactccga 
cactcccatg 
acagcgacct 
gcgcacgccc 
aaacccaggc 



cggaactgaa 
ccgatgacaa 
tgactgtggc 
cggacatgag 
atttttaaag 
ggccacagaa 
gaaagtcatt 
tggagcttat 
aagaggagga 
gggaaggttg 
ggctacacca 
gctctccccc 
acagccccaa 
aaatttcctt 
gaggacgaga 
tcggtcagcc 
aaagacggaa 
gacttaggaa 
aggaagcagc 
atggaagtgg 
agctctgccc 
gcctcgccaa 
cagaaatgct 
attcagaccc 
agcctcgggc 
aggcctcgac 
ggcccccgac 
ccctgaggag 
gccgccgcgc 
gcggcggcgg 
ggcggcggtt 
cctcacgccc 
ctccggaaga 



tgaactgccc 
atcaccaaaa 
ctacaaggac 
actgcctgct 
ttctagtcct 
ataaaagggc 
tccctcaata 
tcgtgagcaa 
gagggagtgg 
agaaagggga 
atcactgcca 
tcccccgccc 
ggcacacgac 
tggcttgtat 
aaagtctcta 
tgagccagcg 
gaaggccgtg 
gtgggatgtt 
agctctgcag 
gggcaggggc 
attcctgaaa 
gcctcagttt 
tctgacgggt 
gcccgggttc 
catgcggacc 
ggccagccgc 
tcaccggtgt 
acagagacgg 
gccactactc 
acgctgagcg 
ccacggctct 
agccctgcgt 
gggaccggaa 



14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16140 
16200 



193 



gcccagaagc 
ggtgacttgc 
gcccaaagaa 
aggtttccac 
agcgcacagg 
cttttcttca 
tacattctta 
aacggaatca 
agaaccaata 
cagctagtaa 
agtcaccaat 
tctaataaaa 
tgtgtatgct 
atct ccatat 
tgctgaggat 
tgatgtggga 
aagtttcaaa 
aacagagatg 
tagccaggtt 
cagaaggagc 
gacataagga 
ttagtcgatt 
gtaatcccag 
ccagcctggc 
catggtggca 
aaccaggagg 
cagagtgaga 
tttatggagg 
acttacaatc 
gagtatgtga 
tcactaccat 
gtccctccct 
cacagaacta 



cccgagacct 
ttcgttctcc 
tgggagtaat 
ttagaagcac 
tggtggtagt 
ctggaggagg 
ttgagcatgt 
gaatccaggg 
tttccactaa 
ctgctgaaac 
cagagcttgc 
cgcccagcct 
ccgagttgcg 
tttattttga 
acagcggtga 
gagataatca 
tctgtaatat 
cctcacttag 
tagccaaggt 
agtacctgca 
ggcacatgtg 
ctcacactgc 
cactttggga 
caacatggtg 
caggcttgta 
cggaggttgt 
accagtctca 
aaagaggttt 
atggcagaag 
agaggaactg 
gagaacagca 
tgacctcagg 
aaccatacca 



ccggaagccc 
tgcccttcct 
aatagggggt 
acagttactc 
atgttagtat 
agttgtccaa 
gaaagttgat 
gccaggggaa 
ctgctgcgga 
aacccgccat 
cagctccctg 
tctctttgtt 
attctcgctt 
ctttgacaag 
aggagtcaga 
aataacctgt 
tatgagacag 
tctggaatgt 
tagaaggcca 
gaggcactgt 
actaatcttt 
tataaagaat 
agctgaggcg 
aaacccagtt 
atcccagcca 
agtgagccaa 
aaaaaaaaaa 
aattgactca 
gggaagcagg 
tcaaacacct 
tgggggaaac 
attataggga 
gctcctgtag 



ggaggcctcc 
ctgtgcttcc 
ccgccagtca 
atcctgggaa 
tttataagtg 
attcattcac 
aatacgaatt 
aagcactgga 
aatggcctgc 
aacctaatac 
aaactttact 
tttcggacat 
ccccaaataa 
caccttctgt 
cttagtccct 
ttaagtaaaa 
taatacatgc 
ggtcagatat 
attgtgtgta 
aacgcaagag 
ctctgatctg 
acctgaggct 
ggcagatcac 
tctactaaaa 
cttgagaggc 
gattgcacct 
aaaaaaaaaa 
cagttctgca 
catatcttac 
ataaaaccat 
cacccccacc 
ttacaattca 
tgttttaaac 



ggatacagct 
agccggttaa 
ctgactgggt 
gagcatggtt 
gctcaaggtt 
tcacccatag 
gggtcactct 
ggcacgcagc 
tgtccccctg 
tagttttact 
agtgccaatg 
accaaagacc 
aacattacat 
atgtcatgta 
gacctcacag 
aaagatacgg 
tgtgaggggc 
ttccctgagt 
tgtgttgggg 
aacactgtga 
tgtgtgtgtg 
gggcacggtg 
ttgaggccag 
atacaaaaaa 
tgaggcataa 
ctgcattcca 
aaattcctga 
tggctgggaa 
acagcagcag 
catttctcat 
atccaatcac 
agataagatt 
atgacctcac 



gtgtttgccg 
gcatctccct 
gactgtcatc 
ctgagaagac 
gtaagttctg 
cttacatgca 
tcttatgccc 
gcctgctcca 
agaccagatt 
taccactgtc 
catttccctt 
accagatctg 
ttagagattc 
ctgtgctagg 
aatctacgta 
aataaatgta 
gtgttaatat 
tagccaggtt 
taaggggagg 
catggtctag 
tgcttctgca 
gctcatgcct 
gcgttcaaga 
attagccagg 
gaattgctta 
gcctgggtga 
gactgggtaa 
tcctcaggaa 
gcatgagaga 
gagaatgcac 
ctcccaccgg 
tgggtgggga 
agttttttga 



16260 
16320 
16380 
16440 
16500 
16560 
16620 
16680 
16740 
16800 
16860 
16920 
16980 
17040 
17100 
17160 
17220 
17280 
17340 
17400 
17460 
17520 
17580 
17640 
17700 
17760 
17820 
17880 
17940 
18000 
18060 
18120 
18180 



194 



caccccaacc 
gaaattttaa 
gaggctgaag 
aggacttcac 
aatcctaccc 
tgggaagggg 
gaattgcaca 
aatttagctg 
ctaaaatcag 
aaagagggcc 
cagcgagaat 
ttttccctga 
ggctctgaat 
atccatggat 
ccacttcttc 
ccagacctaa 
ttttgaagta 
tagttattaa 
acaaaaaaca 
tctgactttc 
acaggagaca 
tgactccctc 
cctgtttgtg 
gaagttttca 
cttctcagat 
agttctgttc 
tttctatctt 
tctgttggga 
atatgatcaa 
gcctgccgcc 
ggacatctag 
gctaaccgac 
tctaaagctc 



ctcatctatg 
tgtagtaaga 
ttgctgtctc 
aggctgccca 
tcatatgcat 
gaaaggagga 
catctcttcc 
catgggaggc 
aggttctgtg 
ccagcagtcg 
aaatgatgga 
agcctagcag 
tgggtatcgg 
ataagctttg 
ctcagtgctt 
gatgaattgg 
actgggagag 
caactctgtt 
gaaagagtga 
atttaatatc 
gggaatcatt 
cctgaagttc 
gtttactcag 
gccattattt 
cctggtaaca 
agctcccccc 
tgagatcact 
gctgaaaagg 
acagcaaact 
aggaggtttg 
atcctattgt 
aatcaccccc 
aggccccctg 



tcccctttcc 
atacaggctg 
tctcatgtaa 
gggactcatc 
ggtccaagtt 
atggggggta 
cgttatactt 
tagggaataa 
ctcatagaat 
ccaggacact 
gaatgagagc 
aataaggctt 
ttcaaaacat 
tttatataga 
tgggaaaaca 
acctggggac 
ttcctttcta 
aagtagttaa 
gtgactctaa 
attctgaact 
tcagtctgaa 
taaaacctga 
cttcctgagt 
cttcagatat 
cgaacattag 
agtccttttt 
ggcatgtttc 
ccaaagggat 
gtttatcatg 
ctgagggccc 
tcaaagactg 
cacttcttgc 
tttaccagaa 



taaaatctca 
taacagaacc 
cagttcagag 
cttcttctac 
ggctctccaa 
cattcccttt 
cacattgact 
agtcttcatt 
ggaagaatgg 
gcttcacacc 
aaccaggggc 
gcctcacatt 
agacctgcct 
tgggggttcc 
caggaaagca 
aaggggcact 
aattaattta 
gttctttggg 
gagatggaac 
gattaaattt 
gtcataagca 
aaaatggggg 
ctataggtgt 
tttcttctgc 
atattttgga 
ctctgttgtt 
cctgcaatct 
tgtgaccaac 
aatgcaggat 
tggcgccatg 
cagtcttgca 
tatctctttt 
gcaaggagcc 



gtgagctcgt 
aaattaactg 
gcaggtggtt 
ttgtggctcc 
catattttca 
tcctttaagg 
ataacttagt 
ctgggtgtac 
agatcgaaag 
acctagagaa 
gagagagttc 
catcctgtgg 
ttgagacagt 
ccaagaacct 
tgtagctatc 
tattaagcat 
gattctgttt 
atcaccctta 
tgggagaaag 
attttcactc 
tccctcatga 
ttggatttcc 
atgcctttca 
tccattctgt 
attgtctcac 
cagattggat 
ccattctgct 
tcagcattcc 
gtgggcaaac 
ctcattgaga 
agcctgctgt 
gcctaataaa 
ccctgacccc 



gactgctttg 
tggctgaaaa 
cagtgcaggt 
ccatccttag 
tctcagctag 
gtacgactta 
tatatggtca 
acacacccaa 
atgaaattaa 
aat cagactg 
ctggattccg 
tctctctcat 
ggccatctca 
cacatttgca 
agttctgcca 
ttatctgatt 
atatatagcc 
gcaaaccaga 
agcaggagat 
tctttgtgta 
caaggggaag 
tttggtttat 
ccacatttgg 
ttctcctgtt 
aggtgcctga 
aatttctatt 
attgtaccca 
actgaaggat 
tcacaactgc 
ttatctactg 
aaatcaaact 
tgtgaagggc 
ttctttcaaa 



18240 
18300 
18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
19980 
20040 
20100 
20160 
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tatgctctct 
gtctgtgcag 
catctgaaca 
gaaattgaca 
gtgccctaaa 
gggaagtttt 
tgtgcagttg 
aactaacctc 
aggcactctt 
aaaaggtcct 
tctgctatct 
ctgttgtccc 
gcctacaccg 
agtgacccca 
ccttgtactt 
ccattcactt 
gtaaaacact 
tggcaagaac 
acagaggata 
ccagacgctg 
gaagagggag 
gcgcagtttc 
acggaaatgc 
ctggcacctg 
gcttcatggg 
aaggagccaa 
ttttaaaaag 
ccctccatag 
taatcagtgc 
ggggcctgga 
tttcaggggc 
caggattaga 
aaattcccac 



tgtctttgtc 
gtgacaagtg 
cagggacttt 
agatgaacgg 
gaggtactgg 
ctgaatcagg 
cttaaagttc 
ctgcagaagc 
gatgtggaaa 
aaagttgatt 
ccttattatt 
acccacagct 
ccccctccag 
atacaaagaa 
ttcctatttc 
taggattggt 
tggctcaaac 
tgtgtgcaga 
tgctattggg 
cttatcagca 
tcccagtact 
ttgcaagatt 
taaccttaac 
tgaggtgtac 
tcttcaatgt 
ggattaagcc 
gaatgctgcc 
tggaaaacat 
cgctcaagat 
cctgggtccc 
gggtcccagg 
tctcccagtc 
tggcatctgg 



ttttattccc 
gcgacccaga 
gaagacgtga 
ggaccccagg 
gaacgatata 
gtaacatgaa 
tgttgagaca 
cacaaaaggt 
attgggatag 
cttctgtttt 
ctgctggaca 
ccaattgaaa 
ttgcagaaac 
ttttatgctc 
tgtaagtgta 
agaatctgca 
ttgcttgtct 
ccaggctaga 
taatggccct 
gtgtgcacag 
gtccttttta 
acaagaggca 
tttagctttt 
aaaaaacttt 
tagcgcaagc 
ctaaagtagg 
agatctcagg 
gccaggactc 
ttcatcagaa 
tcaaacaatg 
agaaacattg 
agagaacagg 
ggacctttac 



atgtttgccc 
acagggactc 
atgaagaagc 
atgagtctgc 
aggtcagtgc 
gcagaatttg 
gtctggagct 
tattacgcat 
accaggagaa 
ctccacttgg 
gcaggctgag 
ataaaaaatg 
atctgtaccg 
tgctgccata 
acgagtgtag 
tttggtgcta 
gctagtgcat 
cagaaccata 
tattcagacc 
gctgctaaac 
catatcatgc 
gtgaagcatc 
gagaatgcaa 
tctcagagct 
aatggctaat 
aaaatgttat 
acagaaagga 
tcctcgctgt 
tggcatcccc 
agggcattcc 
attccctcat 
taatgttagt 
cagcaggata 



cctttgttca 
caaggatgtc 
tctgctggag 
tggcagcaga 
tctaaagaag 
tctattgaag 
caggttaatt 
aacccatggt 
ggattaaaac 
agtctagttc 
tctaaaaaat 
gagagggagg 
cctcctttgg 
gctaagggga 
ctaataatgg 
tgtgtcttct 
atctgacgtg 
ttgctggaca 
tggaacgtca 
acacctgggc 
aagggtcaca 
aaattcctct 
acgcagattg 
tgtcaggatg 
ctagcagttg 
aattgtggaa 
tcttataatg 
aacaaaggaa 
cactgtcggg 
cagttcagac 
tccaggaaca 
tggtggagac 
caggggacta 



gtcccccaag 
ggacacgtgg 
cagaggaatt 
tagaaggtca 
tacttggaat 
aaaaacatca 
cgcaggcact 
ttccacaggc 
aggctcatca 
gtactgttct 
ctgaaagaat 
ataaaaattg 
tagcagaaat 
gcccttagga 
ggtacagagc 
accctttgat 
gtatttaaat 
tggagacatt 
aatggcactc 
cacaattcct 
ggaaccctac 
tgccactgcc 
taaacgtgca 
taggaactga 
acaaatctaa 
aaactggaca 
cagtacccct 
atcactgggg 
aaacgagaag 
cacaacccca 
cccagaagtg 
aaacctatca 
attttaggca 



20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
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aaagccacct 


taacttgcaa 


agcattactg 


tagtcccagg 


agttgttgac 


tctgattatg 


22200 


aaggagaaat 


tcaagtagtt 


ttaatgtcac 


aagatctttg 


ggtttttgaa 


ctgggagaat 


22260 


atatagcaca 


attattgctt 


attccctgca 


aattataccc 


ttctccacta 


aaggagaaac 


22320 


aaggaaataa 


agggtttggg 


agcacaacta 


cacgagaaat 


ctatttatca 


caatctatag 


22380 


cctctagtag 


gcccacctgt 


gtagtacaaa 


ttaaaggaaa 


gaaattttat 


gggcttatgg 


22440 


acacaagagc 


tgatgtgtca 


gtaatatcca 


gtaaggactg 


gcccccagca 


tggcctctca 


22500 


gaataactgc 


cacatcccta 


gtgggagtag 


gagcagctaa 


aagtgttcaa 


cagagtgctg 


22560 


agatttttat 


cttgtcttgg 


tctggatgga 


caatcatgta 


cttttcagcc 


ttatgttgaa 


22620 


aatatagcta 


tcaatttatg 


gctataaatt 


gatagccata 


tcagtttatc 


gagatttaca 


22680 


gcatgggata 


tgagacttac 


atatgaaaac 


tttgataacc 


caggatttaa 


aatgttgaag 


22740 


gacatgggat 


atcagagtgg 


gaaaggttta 


gggaaatccc 


tacaaggaaa 


ccctaacccg 


22800 


atatcagtaa 


ctggaaaggc 


aggttaaacc 


ccgcagggag 


attcttcttt 


agattccccg 


22860 


cggcaattaa 


ccagaggcag 


aagttgagtt 


cggcaatggc 


atgcctccca 


gctacagcta 


22920 


cagaaacctt 


tgatttcatt 


atccctcaga 


caaaattttg 


cagttttata 


aagtccattc 


22980 


tttcattctt 


cctgtgatta 


ctcatcacaa 


gcttattcca 


ggtggccaga 


cttattttac 


23040 


tgatggctct 


tccaaaggtc 


atgcagctat 


ttatggacct 


aaacatactc 


aaacaataat 


23100 


gacctctggg 


gtttcagctc 


aacactcaga 


gttgattgca 


gtcattcagg 


ttttacagct 


23160 


cacagctgca 


gatcctatca 


acattgtctg 


tgattcagcc 


tatgttgtga 


atgtaaccag 


23220 


tcgcatagaa 


actgctacaa 


ttaaaagtac 


tctagacccc 


gaactgctta 


atttgtttca 


23280 


cttattctca 


tatgctgcct 


gctacatgcc 


aaacaggtga 


gacagctggt 


catgtacggc 


23340 


cacattgtct 


gtcatcattt 


gctcatatgg 


ggattcctaa 


acaattaaaa 


actgacaatg 


23400 


gacccgctta 


tactagtcat 


gcttttcaaa 


atttcttaca 


gctttgggct 


ataacccata 


23460 


aaacaggaat 


tccttacat c 


ccttgaggac 


aaggcattat 


agagcgggta 


catcaaacat 


23520 


tacaatgtat 


gttgaataaa 


caaaaagggg 


gattaggaga 


ccagttacca 


cctcaaacaa 


23580 


aattacattt 


agctttattt 


actttaaatt 


ttttgattcc 


tggtatggat 


ggtaagactc 


23640 


cagcagaaag 


acattggcaa 


gtgttagagg 


aaaagaggaa 


agtgtatcca 


aaagtgttat 


23700 


ggaaatcccc 


agaagaagga 


caatggaaag 


gtctggtggc 


tttactgaca 


tggggaagag 


23760 


ggtatgcttg 


tgtttttaca 


ggagatggac 


aaactgtgtg 


gttgccctca 


aggtgtgtgt 


23820 


gaccatggaa 


caggagactg 


gaggaaccca 


gggtggccag 


ccatgggcct 


ggcccctcca 


23880 


gtataggcca 


tgagccagct 


gagcttgagt 


gcgaagatgc 


ggagaaggcc 


gaccggggtc 


23940 


acgacacagt 


cttaatgtta 


catttgtaaa 


gaatatcacc 


actcaattta 


tggtttgtgg 


24000 


gttttttttt 


ttttggtttt 


ttgttttgtt 


ttgttttgtt 


ttttttgagg 


tggagccttt 


24060 


ctctgtcacc 


caggctgcag 


tgcagtggtg 


caatcttggc 


t caccgcaaa 


ctctgcctcc 


24120 



A 
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cgggttgaca 
accatgcctg 
gatggtctca 
tacaggtgtg 
cagctaaaaa 
tatatcactg 
tgggtcgcat 
ctgctttacg 
taggcatgat 
cctctgtagc 
caaccaagta 
actgaagtga 
caacagcaat 
aaccaaagtg 
aacatcacct 
caagagtttc 
aacccttgga 
ttgttttgtc 
atgagagctg 
atgttgggag 
tgtgatcaaa 
cctgctgcca 
tctactggga 
tcaaactgct 
gcgaagggct 
tctttcaaat 
ctccccaagg 
ttatttttta 
tcaactttcc 
gatgaggcag 
agctaaaaca 
tgaagtttgg 
aaactcccaa 



ccattctcct 
gctaattctt 
atctcctgac 
agccactgcg 
gcaccagctc 
cattaatcac 
ccctggactg 
ctttgtgaaa 
catttttact 
tttgcataat 
cagccaacca 
cagtgttgaa 
tgtgctgtca 
agtatccgtg 
ttgatattgg 
agccttcttt 
cctatctaag 
tctgtcttct 
cccagcctgg 
ctgaaaaggc 
cagcaaactg 
ggaggtttgc 
catccagagc 
gaccaacaat 
ctaaagctca 
atgctctctt 
tccatgcagg 
gttctaacat 
atcttggctg 
gcagattgct 
cctacagcct 
aaacatagct 
ccaccttctt 



gcctcagcct 
tgtattttca 
ctcatgatct 
cccagcacgg 
caggtaaaca 
agcacattgc 
tggattcctg 
catcttctaa 
attgtttcct 
tctgctcaaa 
agtgtggcta 
atccccatgg 
ttttaatcac 
ggaccttgtg 
tgaattataa 
agaagactgg 
gccccacatt 
gttcatcgtc 
ccttacgttc 
caaagggatc 
tttatcatga 
caagagcaat 
ctatcgtttg 
caccatcacc 
gggcccttgt 
gtcttcgtct 
ttacaagccc 
ttccacttta 
agtgtggtgg 
tgagaccaag 
caaaagcaga 
gagatggatg 
ctccctttga 



cccgagtagc 
gtagggatgg 
gcccgcctcg 
tttgtgtttt 
acacccaatt 
aaacacagaa 
ttcatccatc 
ctcagcttac 
tagtcacact 
tggctcagta 
cttcagaata 
ttaggggaac 
actcatattt 
aaagctcatt 
aacaaaattc 
accgaattcc 
aacatcttat 
tgtgaaatcc 
tttcaattaa 
atgaccaact 
atgcaggatg 
cactccctgg 
aagaatgcag 
tcttctcact 
tcactagaag 
tttattccca 
atccgggaat 
ttcttcctta 
ttcacacctg 
agtttgagca 
atgtgcattc 
gggtctgagg 
gctcctatgg 



tgggactaca 
ggtttcacca 
gcctcccaaa 
taatccttat 
gacctgtaaa 
tacctctact 
caagccttgg 
tcactgtgtc 
gataacttct 
cacagagaac 
aaattaacac 
aagtgcaaag 
gtgtagccaa 
tgcagggagc 
ttgatttaca 
agcaaggcct 
atgtagttct 
gttggactgc 
ttcataaaca 
cagcattcca 
tgggcaaacc 
cgccatgctc 
tcttgcaagc 
atctcttttg 
caaggagccc 
tgtttgcccc 
ttgttcttgt 
tatgttctat 
taatccctgc 
acagcaaagg 
tgaaagggcc 
tccccaaggt 
ctctcttctt 



ggcacctgcc 
tgttggccag 
gtgcttggat 
gtctttctgg 
tcttgtcagt 
ttgatcattc 
gctgccaccc 
cgtagagcct 
gttgtgatgt 
tggacacagc 
tgagttacaa 
gttacaattg 
cttagattat 
tttcacatcc 
taggcaaact 
ggagagcctc 
tggaataatg 
caattggaaa 
gaatggggga 
ctggaggcta 
cacgactgcg 
attgaggttg 
ctgctgtaaa 
cctaataaat 
cctgacccct 
ctttgttcag 
tgttctcatt 
tttatttgct 
actttgggag 
tgtgtctcta 
tctgcaaatc 
ggaactgcca 
ttactcaatg 



24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
24840 
24900 
24960 
25020 
25080 
25140 
25200 
25260 
25320 
25380 
25440 
25500 
25560 
25620 
25680 
25740 
25800 
25860 
25920 
25980 
26040 
26100 
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gagaaaacct 
atattttata 
tttcagacat 
gctccaggaa 
ttccaatggg 
caggagtaga 
tggggattag 
aggtcctaaa 
atcagggtgt 
agccaaaact 
agcactttgg 
tggaactaat 
tgactgattt 
ccttgggtga 
caagatcaag 
ttcttgctgc 
aaagaactaa 
tgaggtgggc 
ctcagtctac 
acttgggagg 
aagatcgcac 
aaaagagctc 
tctatctctt 
gggacacaaa 
ggggccagac 
gacagctgtc 
aaaaacgaga 
gccctaccct 
tgcccaggct 
caagcgattc 
ccggctaatt 
gagctcctga 
gtgagccacc 



tctggatttg 
ccttaaaggg 
tcatcagtag 
tcagagacat 
ctgcccaggt 
agctttcacc 
accagctctt 
tttgatgggc 
ggctgggact 
cttataaatt 
ttttcatttg 
gcaacactca 
aggaatggac 
ttcataaaca 
gcagatttca 
atccccacat 
tcctgctggg 
agatcacctg 
taaaaataca 
ctgaggcagg 
cattgcactc 
atcctattca 
aataccatca 
cattccaact 
agagtgccac 
ttcttgctgt 
gggagagtgc 
catgatttct 
agagtgcaat 
tcccacctca 
ttgtattccc 
cctcgggtga 
gtgcccattc 



aagtatcaaa 
tttaagaatt 
atggagttga 
ggtctccact 
tctgcttgaa 
tttggatagt 
gtgcttgtgg 
agcaggaggg 
gtctagtact 
ctatggtgga 
gggaagcact 
gctccaggag 
atgtcttagt 
acagaaattt 
tgtctggtga 
atgaaaggag 
cgcagtggct 
aggttgggaa 
aaattagccg 
agaatcgctt 
cagcctgggc 
tcaggactct 
ccttgtgggt 
ataactggct 
tatggttggg 
atcctcacat 
acgctctttg 
tttttttttt 
ggtgcgatct 
gcctctgagt 
agtagagacg 
tcctcccatc 
atgatttcta 



tgtataaatg 
ctggttaagg 
tacatttgag 
taaatgccca 
tatctccact 
ctgtgtattg 
gtggaagtga 
ggaggggaga 
gcacaaaaca 
catttggtga 
ccttctccac 
tggtcatgtg 
ccattctggc 
acttctcaga 
gagcaagctt 
tgagaggtct 
cacgcctgta 
ttcaagacca 
aggtggtggc 
gaacccacga 
aacaagggcg 
accctcatga 
tagaaatttc 
ccacagtaca 
ttctgctgag 
gtgagagata 
ctgtctcttt 
tttttttttg 
tggctcactg 
agctgggacc 
gggtttctcc 
tccgcctccc 
aacctcatta 



tctgacagta 
gacagtctct 
ccttatcaca 
tatcttctcc 
gacagggaag 
agtgaaaagg 
gtacatgagg 
tgccttgctg 
taaggcttgg 
catttgtctt 
tcttggccat 
actcaagccc 
tgctgtaaca 
gttctggagg 
tctggctcat 
ctcttgggct 
atcccagcac 
gcctgaccaa 
gcatgcccgt 
ggcggaggtt 
aaactccgtc 
cctaattacc 
aacatatgaa 
gagcaaacag 
ggttctcttc 
aagaatggga 
tctctaatcc 
agatggagtt 
caacctccgc 
acaggcatgt 
atgttggtca 
aaagtgctgg 
cctccctgtt 



tcttgactgt 
aatggtgaaa 
gtcttaggag 
tcaaagaagc 
ccactacctc 
cctgcgggaa 
ccaactctga 
tgtcagtatc 
gtgaaactgt 
ttccggtaat 
gatgttcaag 
ttaaatacag 
aaataccata 
ctgggaagtc 
agatggtgcc 
tctttttata 
tttgggaggc 
catggagaaa 
gatcccagct 
atggagagcc 
tcaaaaaaaa 
tcccaaagtc 
tttggggagt 
cagagctact 
ctggcttaca 
agagctagag 
catcatgagg 
tcattcttgt 
ctcccagttt 
gccaccatgc 
ggctggtctg 
gatcacagga 
gtgccaaacc 



26160 
26220 
26280 
26340 
26400 
26460 
26520 
26580 
26640 
26700 
26760 
26820 
26880 
26940 
27000 
27060 
27120 
27180 
27240 
27300 
27360 
27420 
27480 
27540 
27600 
27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
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cttactgact 


ccaatgggga 


tggcatcagg 


ttcaagaggc 


caaagaagag 


acctagagcc 


28140 


agcaaatgag 


acatgaggtt 


ttatttgggg 


cttacataca 


ggagagagag 


tccagtggtg 


28200 


gtgggctgga 


taggagaact 


gcggtacata 


cagtccagtg 


gtggcaggct 


ggatgggata 


28260 


accacatggc 


tcagtggtgg 


tggcctgggc 


agaagaacca 


caactgcttg 


taaaagacat 


28320 


gcagtttata 


tagcattttc 


acttagcacc 


ctcccccaac 


agtctccacc 


tagcaacttc 


28380 


acctgaccta 


aaacaaaagg 


tctcgatccc 


ctgtatggcc 


cgcattccac 


aggatgggcc 


28440 


ataggttcct 


catagactca 


gatgttcctc 


atacacaagg 


aaggaatctc 


caagttggct 


28500 


actcccagat 


ttcctagctt 


ggaacccaca 


ttaaggtgcg 


tctgccatac 


agagtcattc 


28560 


tcagggtata 


cttaatttat 


tgctattagg 


tgcatttatc 


atgcactccc 


aaaggcccta 


28620 


tctccaaata 


ccagtacctt 


ggaggttagg 


gttttagcat 


atgaatttag 


gggcaacata 


28680 


gttcagttca 


tagcaaaaag 


ttaatcccca 


attcttctgg 


gtgtagttac 


taattaaaag 


28740 


agaaccctga 


ttatagtaga 


gccagcagtg 


tcagaatcta 


gatgaccctt 


aagctttcca 


28800 


ctttatgggc 


caataaattc 


tttttgctcg 


tctaaattga 


attttctgcc 


acttgcaact 


28860 


aaaagattct 


tgagtaatat 


gatccacaaa 


ctcgcagatc 


acttgatctc 


caaaggctgt 


28920 


acttgctggg 


taatcagttg 


ctttgggtgt 


gtgtgtaatg 


actgcaggag 


gttcttacac 


28980 


ttaagccttc 


atcagaatca 


cctgcagaac 


ttggtagagc 


ccagattgct 


gtgcttcaac 


29040 


cccagttcct 


cattctgtag 


gtctaaggtg 


caacttgaga 


atttccattt 


ctaacaagtt 


29100 


ctgaaatgat 


gctgatgctg 


ttagtctggg 


aatcccactt 


tgaaaaatgg 


tgaaatggaa 


29160 


gcccttgcct 


cctgaaatga 


ggacacctgg 


aatctttgtg 


gcccaagatt 


gagacaaggg 


29220 


gtaggatgaa 


acttttcttt 


agtgggaaag 


aaccattttg 


gtatgtcctg 


ggagtcctca 


29280 


ggaagttcag 


tccttactct 


tagctcccaa 


aggggaggta 


ttacagttcc 


agaagagatt 


29340 


ttcttagaga 


tcctttaaaa 


atgtctgctg 


tgcctcccta 


cagggctttt 


ctattgcact 


29400 


cagaaaaaat 


tcaggtgcct 


tacaaggcat 


ttcatgatct 


ggctttgccg 


gggaaagtgg 


29460 


aagggatcag 


aatccttcat 


tcccttgact 


cttctctcat 


gttctatgtc 


agtagctaca 


29520 


gggcttatac 


atgctggaat 


ttcctgggcc 


actctgacag 


caaggagcat 


ttttcaggct 


29580 


atgagatgta 


gcaaaattaa 


tcttcaaaat 


aacaaaaaac 


acaccagctc 


ttctcctcag 


29640 


ctctctaaat 


gtctaggaaa 


ttcttattct 


gtgttggtct 


aagctaaact 


atatctctca 


29700 


gatgctttgg 


agcccaaaaa 


tagttcttag 


actcccaagt 


atgtactcag 


atatttggat 


29760 


tgggaattgt 


gatcagtaga 


tcatagtggc 


tacaaataat 


gacccatggc 


tttaggagga 


29820 


ttcaccaagc 


agtgtgtacc 


aagggccaag 


acgggtctta 


atggctccag 


gagatcagga 


29880 


aagtggctct 


tcaccttgta 


gcaaggcaac 


aggaagctaa 


ctcaaccata 


agaaatgcag 


29940 


tgatatgtgt 


tttgcctaga 


gtggcttatg 


taatccttat 


cccaacatca 


ctattattac 


30000 


ccctctttta 


cggaagggaa 


agctgaggct 


tagtgacata 


gaataacttg 


cctatggcta 


30060 
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catgtggtag 


cttgaaaaat 


ggcctctcaa 


aggtaccagg 


ttctaatctc 


ttaccttgca 


30120 


tggaaacggg 


gcctctgcag 


atgtgattaa 


gtcaaggatc 


ttgagatggg 


aaggctgtca 


30180 


tggattagca 


gggtgggcct 


taaatgcagt 


tgcatgtata 


taagaggaaa 


gtagaggaag 


30240 


atttgacccc 


acacacacag 


aaaagaaggt 


actgtgacta 


cagagatgag 


agatttgaag 


30300 


ctgccgacct 


tgaagattga 


agtgctgtga 


ccataagcca 


aggaatgata 


gcagccacta 


30360 


gaagctggaa 


gagccaagaa 


cagactgtcc 


cctaggaccc 


ccagagggag 


catagccctg 


30420 


gcaacgcctt 


ggttttgccc 


cagtgatact 


gatttcagac 


ttctggcctt 


cagaattgtg 


30480 


aaagagtaaa 


ttgtggaaga 


atccatttct 


tttgttttaa 


gccaccttat 


ctgtagtaat 


30540 


tttgtacaac 


agcctccgga 


aactaaaaca 


catacgccca 


gaaatgtgcc 


caagtctgtc 


30600 


tggccccagt 


agctctgctg 


tttgctctgt 


actgtggagc 


catgcaggag 


gaaacaaatg 


30660 


ctacccccaa 


tgttctgcac 


taatagagat 


ggagtgggca 


tgggaaccca 


cataggacca 


30720 


ttatttggct 


tgtgaacatt 


gtgtactttt 


tttttaatta 


tgaagattta 


ttttgctaca 


30780 


tgtggagcct 


gaaaaatgcc 


ccttggttca 


ggcttctgag 


taaccaagtg 


ttgacctagt 


30840 


gggcccatag 


tggctggata 


ctgaggaggg 


gtgatgggca 


gggacaactt 


aggatgaggg 


30900 


gtgtgctaca 


gatgaccccc 


agatgggaca 


atcatgttga 


tgtgaaagtg 


atattgtcag 


30960 


ataggctaac 


agattctaag 


tagtatcaga 


agctgccagg 


ttagcttgcc 


actctgtcat 


31020 


cgatttagct 


ggtaggaaca 


catcgagccc 


atatagatta 


agatgactta 


ttacttacac 


31080 


agacaacaat 


ggtattgctc 


cccatggccc 


ttgatcacag 


gatgacactg 


gaacagaagg 


31140 


ggccaagtga 


catgcaacag 


aggtgatggg 


tccctgatgc 


tgaggagcca 


attatatgct 


31200 


gcagcaaagc 


agctttacag 


cctgcagctg 


taccctgagg 


ggaggagggg 


aagtggacag 


31260 


gcccgcttca 


tcagaaccag 


caaggcagat 


gagaaatggc 


catgacagtc 


ttcctgtaga 


31320 


tagagaggtg 


ggtgagagat 


ggccttgtgg 


cagctcctgg 


caagctcacc 


tgacttctca 


31380 


tgatctgggt 


gaccatgggg 


tatccctcca 


agacttaggt 


cagcagtggt 


taagccttgc 


31440 


cctgtagcct 


aggtaaaaat 


gtgcaaggtt 


gtcagggcac 


cagcatggag 


gagttcccct 


31500 


acaaatatga 


gcccttcaga 


gtgaaaaggc 


aagaacttag 


attttgccac 


ttctttgagt 


31560 


cttcattttt 


gtatgaagac 


tcgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtat 


31620 


aacagggtct 


tgctctgttg 


ccaggttgga 


gtgcagtggt 


gcaatcacag 


cttactgcag 


31680 


cctcaacctc 


ccacgctcag 


gtaatcctcc 


cacctcagcc 


tcccaagt ag 


ctgggactac 


31740 


aggcgcacac 


caccatgcct 


ggtgaatttt 


ttaatttttt 


tgtagagata 


tcgtctcact 


31800 


atgttgcctg 


ggctggtctc 


aaattttcag 


gctcaagcta 


tcctttcgcc 


tcagcctcct 


31860 


gaagtgctgg 


gattacagca 


gtgagctact 


acacctggtc 


ccattttaac 


catttttaag 


31920 


tgtaggttca 


gtggcataaa 


gtacattcaa 


cattgttgtg 


caaccatcat 


caccatccat 


31980 


ctccagaact 


tttccccttc 


cccagttgaa 


actctgtacc 


ttttaaacaa 


tgactccctg 


32040 
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tgcccttccc 


ttagctcctg 


gcaaccatca 


ttccactcac 


tttctgttgc 


tgagtacgtt 


32100 


ttttactgca 


agctcagtac 


taacccctgc 


ctccttgata 


ttgctctgct 


ttgtatatga 


32160 


gttgaatcct 


tgaaggttga 


atatgcacat 


gacacagttc 


atctacatgc 


cttggtctca 


32220 


gcatgttctc 


tttgactaga 


agagtcttta 


acagcacagc 


catgccttct 


gtttctctga 


32280 


atcccacatt 


ccgaatgtcc 


tgccatgctg 


ttggtataga 


caagatgtct 


gttcattgtg 


32340 


agttcttggt 


acctgatggt 


gaagttgggt 


agggcacaga 


ctttgctgaa 


ttcccatgag 


32400 


gtatctgagt 


ccaaggcttt 


agagcaggtc 


ataccacagg 


gaagggactt 


tcccaagcaa 


32460 


attgctggtt 


ttccaccaaa 


tccatgaggc 


cgagcatgtg 


gtcagttccc 


ctgaaacttt 


32520 


catcttgatt 


gcattctaga 


tgacatgccc 


agcttgctta 


cattctccag 


ccatgtcagg 


32580 


tatggccatg 


tgactaggtt 


ttgacaatgg 


aactggagcg 


gaagtgtcct 


gggactcaag 


32640 


ctgaagacac 


tggaccagtg 


tcttccacta 


cttcctcctc 


cttctagctg 


gaactttgac 


32700 


acaacatcct 


aagttgggga 


tcacaacaat 


gtgctagagg 


attgcagggc 


caccctcctc 


32760 


ccaacctggg 


act ctggatg 


acttcatgga 


acaagcctgc 


ctacttccct 


ggactgttat 


32820 


gtgagaggaa 


gataatgctc 


tgtcttgtat 


aagccatttc 


atttcggggc 


tagcctttgc 


32880 


cctaactatt 


acaaccacag 


agaaggctga 


gatagaacct 


ggacctcctg 


actcccaggc 


32940 


catccctaca 


ccatagtaca 


aggggtatta 


gattggagga 


gaaagagaag 


tgagtgtggc 


33000 


aaagctatct 


tcagtggcag 


caggagaaat 


gcctctgctc 


ttgcctgaag 


gtactttctg 


33060 


tctgggcctc 


agccttaaca 


tctcactcct 


ggttgtttgc 


agtggcttcc 


tacttggttt 


33120 


tcctatttcc 


agcctttctt 


atgctggcta 


accctcctta 


ccataatcag 


aacagtcttt 


33180 


ccaataccta 


tgtggtctct 


ggaacagaca 


tttcatccag 


tagccattcc 


tttccattgt 


33240 


ttcccttctt 


ggaagagcct 


atcttccaag 


acagatggtg 


aaatattagt 


aatttgttct 


33300 


ccagtgtccc 


ttgcagcaag 


gattggccat 


gtagccaatg 


ggacacattg 


acattgttgt 


33360 


atatggtaat 


ttttatgttt 


aattttttag 


gtatttccaa 


agtggctcta 


ccattttaca 


33420 


ttcccactag 


tgatgaatga 


gggttccaat 


ttctccacat 


cctccccaac 


acttgttatt 


33480 


gtttctcttt 


tattatagcc 


atcctattag 


gtgtctagcc 


aatgagaact 


gtgggaacgt 


33540 


ctgtcagagg 


actttgggga 


aagattttcc 


tccttaacaa 


agagatatat 


ggaacaaaga 


33600 


catcacaaga 


aaagaaaact 


gcagacaaat 


atcccttatg 


aataaagatg 


caaagattct 


33660 


caacaaaata 


gcaaactgaa 


tccagcaaca 


caaaaaaaga 


ctatacacca 


tgaccagaaa 


33720 


tgcaaggatg 


atttaatatc 


caaaaatcaa 


tccataaaat 


acataacatc 


aatagaataa 


33780 


ggaaaaacca 


aacgatcatc 


tcaacagaca 


cagaaaaagc 


atttgacaaa 


atctaacacc 


33840 


ctttcataat 


aaaaatgttc 


aacaaactag 


gaataaaaaa 


gaatttcctc 


agcctgataa 


33900 


agaacatcta 


ttaaaaaacc 


aacagctaat 


ataatattta 


atgattaatg 


attgaggcca 


33960 


ggtatggtgg 


ctctcgcctg 


taatcccagc 


actttgggag 


gctgaggcag 


gtggactgct 


34020 
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tgatctcagg 
tataaaaatt 
ggtgggaggg 
gcactccagc 
agtaaataaa 
ttattactat 
aagaagctaa 
gacatgatct 
acaagctcag 
taccagcaat 
aaaataataa 
aactacaaaa 
ttcatggatt 
attcaataaa 
tctaaaatgg 
tcactgatcc 
agccaacaca 
cttgactatt 
tgacaatctt 
gtttatgata 
aagatatatt 
agtggacttc 
aggatcaatc 
cttaaatatg 
acagtcaggg 
agtgaggatt 
aaaatactcc 
caacatagac 
atagagtatg 
aaatctctaa 
gaagtttaaa 
tcaaaatatg 
ttaactagaa 



agtttgagac 
agccaggtgt 
tcatttaagt 
ctgggtgaca 
aaagattgaa 
ttctattcag 
aaggcatcca 
tgcatataga 
caaagttgta 
gaataatctg 
aataattaga 
cattgctgga 
agaagaccta 
atctttatca 
cagtagcttc 
tcctgacctt 
tttttttttc 
aatttcattt 
aaattattaa 
aactcatttc 
atgcaaattt 
agaaccatga 
cactaggaag 
taaagccaaa 
gcataaacaa 
tagaggatct 
aaccaacaac 
atatcctgga 
ttctctgaca 
acatgtggaa 
gggaaattta 
tgggatgcag 
aagatgaaag 



tagcctggga 
ggtggtgtgt 
ccaggaggca 
gagtgagaac 
tgctttgttc 
cattgtactg 
gatttaaaag 
cgatactaag 
agatacaata 
aacatgaaat 
tataaattta 
aaacatgaaa 
atatttttta 
aaatccgaat 
ttgttcaggg 
cacctgatgc 
tttgtctctg 
ggcttattgt 
atataacaat 
aaattcaaca 
tagtttaaaa 
aatttactag 
acaaaacaat 
gctaataaaa 
cccaatctca 
gaacaacacc 
acagaatata 
ccatgaaaga 
aaaatggaat 
agtaaacaac 
aaaactacat 
caaaagtaat 
gtctcaaatt 



aacatggtga 
acctgcagtc 
gagactgcag 
ctgtgtcaaa 
ctaacatcag 
gaggctctgg 
ggagaggtaa 
gaatacacaa 
taaatataca 
taaaaaccaa 
acaaaagaaa 
atgtataaat 
aatgacaaca 
ggcattttta 
ctccttgtta 
tgtcctatgt 
gacttcacta 
cctaactgac 
caaaagacag 
atttaggtgg 
aatagaagtg 
agt caaagag 
attaaatgtg 
ctgaaaggag 
acaatcaatt 
attaaacaac 
attagtttca 
aacctcagca 
aagcctacaa 
atacttctaa 
aaaaccaaat 
gctgagagga 
agcaatttaa 



aaccacatct 
ccagctactt 
tgagccaata 
aataaataaa 
gaactagaca 
ccaatgcaat 
aaccatttct 
aaaactatta 
aaaatatttg 
atctctttat 
tgcaagactt 
aaatgtagac 
ctcttcaaac 
gcagaaatgg 
gtgagataat 
gggaaaatgg 
tcctagtaag 
catctcaaca 
attggcaggg 
ctgaaagtaa 
gctaaatgaa 
ggatattaca 
caggcaccaa 
aaatagacaa 
gaactactag 
ggtatctaat 
agaacccaag 
aatttaaaag 
atcaatagca 
ataatctatg 
aaaagtaaaa 
aaatttatag 
gttagtacct 



ctaaaaaaca 
gggaggctga 
ttgcaccatt 
taaataaata 
agaatgccca 
aaggtaataa 
atatgcatat 
gagctaataa 
tatacctata 
aatactattg 
gtacactgaa 
atatactatg 
tgatctaaac 
aaaaacaaat 
cttcctgtct 
aacactggaa 
tgaacaaagt 
cctgtcatct 
tatatatgtt 
gcgatataat 
tatcagatac 
taagaataaa 
gcaacagaga 
gtccacaatt 
gtagaaaatc 
aggcatgtat 
aagtatatac 
aattataatt 
taaaggcaga 
gctcaaagaa 
atacaagata 
cactaaatgc 
ctagaaacta 



34080 
34140 
34200 
34260 
34320 
34380 
34440 
34500 
34560 
34620 
34680 
34740 
34800 
34860 
34920 
34980 
35040 
35100 
35160 
35220 
35280 
35340 
35400 
35460 
35520 
35580 
35640 
35700 
35760 
35820 
35880 
35940 
36000 
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gaaaaacaag 
gcagatataa 
taaaaaataa 
tcactagtac 
aataaggaaa 
acaattccta 
ggtcagtcct 
ctttgggagg 
acctggtgaa 
cctgtaatcc 
ggttgggagc 
tcaaaaaaaa 
ataattctac 
tagaagcaga 
aaaagaaaga 
aaatataagc 
gatttattac 
gccaaggaaa 
atccaaaact 
taaagaacat 
tgaaagactg 
caaggatgtt 
acaagggaag 
atttataggt 
aaactccaac 
cagtgacatt 
acttataatc 
tgaaaattat 
atactgtgtt 
atctgtaggt 
tttattttcc 
aagaggaata 
ataatcaata 



agcaacataa 
ataaaatcaa 
ataaaattga 
cacaaagaaa 
tactgtaaat 
aaaaataaaa 
aaaatcatta 
ctgaggctgg 
accctgtctc 
cactactcag 
caagatcgtg 
aaaaaattca 
caaacatttg 
ggaaacactt 
aaattacaga 
aagccaaatc 
agctatggta 
gaaaagcata 
cattaagtct 
gtaaaacaat 
ctttcctctt 
ctgcctcacc 
aaaaagaaat 
aacctgtttg 
taaaaagtga 
tctatacact 
tctccaaaga 
aaaataccag 
tacagattgg 
tcaatgttca 
aatttataag 
aagtggaagg 
cagcttggta 



attcaaaact 
aaacagaaaa 
taagcctcta 
cagggaatgc 
acattgatgc 
aaaaacttcc 
aaatggccag 
tggatcacct 
tactaaaaat 
gaggctgagg 
ccattacact 
ttaaaataac 
aaaaacacaa 
ctcaattcat 
ccagtatctc 
caacaatgca 
gttcaacatt 
taatcatatg 
cccagcaagt 
tatacaaaac 
atgatgcttt 
gctgttattc 
aaaatgcccc 
actatgtaga 
gtttacaagg 
agcagtgaat 
aaatgaaata 
ataaaagaaa 
aagtctcaac 
tatcaaaatc 
gacaggtata 
aatcaatcta 
gtttcttata 



agcataagga 
actagaaaaa 
gcaagatgga 
caatatagat 
tcataaattt 
aaaacccaac 
gcacggtggt 
gaggtcagga 
tcaaaaatta 
taggagaatc 
ccagcctggg 
tgaattcata 
caccaatttt 
ttcatgaggc 
ttattaattc 
taaaaataat 
caaaaatcaa 
aattgatgca 
cataaatagt 
aaaaaaatcc 
cctaatggcg 
tacacgatac 
acgtcacaaa 
aaatctagag 
tcataagaca 
ctatggaaca 
tttagcaaaa 
taaaagatat 
atagtaaaga 
ccagcaagat 
gtctctagaa 
ctcaatatta 
aaactaaaca 



aagaaacagt 
ctgcaaaaaa 
aaacaaaaag 
cttgtagcct 
gataacttag 
caggatgaaa 
tcatgcctgt 
gtttgagacc 
gctgggcatg 
acttgaacct 
tgacaaagcg 
attaaaatgc 
acacaatctc 
caatattatg 
tgatgcaaaa 
tattcaccat 
tcaatccacc 
aaaagaaagc 
gcaaaattat 
acagctaata 
ctttcctcct 
tggaaggtct 
ggaagacaga 
gaatttaaaa 
ctagataaac 
aaactttaaa 
catgcatagc 
aaataagtaa 
tatcagtttt 
tttttgtaga 
tagctaaaat 
aggtttactt 
tgcaactacg 



aaaattcagg 
gctgatttat 
aagatacaaa 
ttaaaaagat 
aagaaatgaa 
cagatagttt 
aatcccagca 
agcctggcca 
gtggcagatg 
gggaggtgga 
agactctgtc 
tccaagctgg 
ctccaaaaaa 
agacgaaata 
atccttgaca 
tatcaagtta 
atatcaacaa 
atttgacaaa 
ttcaacttga 
tacgtaatgg 
aagacggaaa 
agcccctgca 
aaactgtact 
tgcaacaaac 
acacaaacat 
ccacaatacc 
atatgtatgc 
atgaaaatac 
ccccaaattt 
tatagataag 
aacctcaaca 
tatagctaca 
atatgatcta 



36060 
36120 
36180 
36240 
36300 
36360 
36420 
36480 
36540 
36600 
36660 
36720 
36780 
36840 
36900 
36960 
37020 
37080 
37140 
37200 
37260 
37320 
37380 
37440 
37500 
37560 
37620 
37680 
37740 
37800 
37860 
37920 
37980 
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gcaactgcac 
cctatgttca 
tcagtgggtg 
ataaaaagca 
ctgcgtgaac 
tccacaaata 
ggttgtcagc 
aaaggataaa 
gaatacacac 
cacgagtaca 
tatcctggtc 
taaagggcat 
atattttaat 
cttctagaaa 
agggttagat 
gtatccccgt 
aatccatttg 
tccctgtaga 
cataggagat 
ctgactcatt 
aagacctcag 
tccgggaagc 
acagcctttt 
ctcagagtgt 
tctgcaccat 
tctagccccc 
taactctcct 
tgcctccttc 
aacatcacct 
gacctttccc 
tattttttgc 
ttgctcactg 
aatgattaat 



tcttgagcat 
cggtagcttt 
aatagttcag 
atgaactgtt 
aaaagccaac 
tttatttttg 
gcttaaggat 
gtctttgata 
acctatgcct 
cgtaaaagtg 
atgata'ttat 
atatgggatg 
taaaaaaaga 
tatattgaat 
tccaatcagt 
gtctctgacc 
ccatcgtgta 
gccttctatg 
actttgatct 
gcattccctc 
tctgggtgac 
cagcctgacc 
gcaaaagtgg 
gattcctcca 
gttcaggaga 
atctctccac 
catggtcttc 
ttcccatttt 
cctccaggag 
atggtactct 
ctgtaattac 
ctgaatagtg 
atccctcctg 



ttcagagaat 
attcatagga 
caagctgcag 
ggtatgtgca 
tgcaaaaggt 
caataataaa 
gggtagggag 
tctttgtgat 
gtgataaaat 
ggaaaatctg 
actacagttt 
tgtctgtatt 
agcaaaatac 
ggaaatattt 
gttgaagctg 
cagtctcctc 
gctgagatga 
gtcccccact 
ggcctctctg 
ttgacacgaa 
tcatgctcac 
ttctcagcag 
gtggtagttg 
agtagagggg 
tcctgtagcg 
aactttcttt 
tctcaaggcc 
cacctgggta 
gtttccctga 
gtgcctcctc 
accggaatgt 
cctggcacct 
agagacaaat 



tgaaaacatg 
actaataact 
tatatatatg 
acaacttgga 
tacatactgt 
aattttaaaa 
tggctgaagg 
gatgaaggta 
ttgcatagaa 
aataagatgg 
tgcaaaacgt 
atttcttgga 
atctgcctac 
gcatgagaca 
gagccaccag 
acggtttccc 
tcttctacaa 
gccctcaaaa 
actcatgctc 
gcctgtgcag 
gctttaagtc 
ggttctaaga 
tctcctcact 
ctccctgttg 
tctggcctct 
attcagcctg 
tttgttgatg 
cctccaactc 
ctgctggggc 
ccttccaatg 
gaaccccatg 
agtaggagct 
gcaggcatgt 



ttcactcgaa 
agaaacaacc 
tcattaaaca 
tgaatctgca 
aggattccat 
tggagatcag 
aagaaaacgg 
tctatcgtga 
ctaaatacac 
gtggattcta 
tatcattggg 
gtctgtaatt 
tttctgatcc 
gggcaatgga 
gacttgccaa 
ggcttcactc 
attcaccctg 
gccagcattc 
agtcctgtcc 
atgctgttcc 
cctggtcaga 
cccatatttc 
ggctaggcac 
cctcaggact 
cctgacctcc 
ttggctttta 
ctgtcttctc 
atccttccca 
caggtgaagg 
cacatcgtac 
agggcagagc 
caggacatgt 
ggcttgccca 



aatctgtaca 
cagaagtctt 
ctccttagca 
aggaattatg 
taatatttac 
attagttagt 
gatgcttatg 
ttacagtggt 
accacacaca 
tcaatgaaaa 
ggaaactagg 
atttcaataa 
agtaaatctg 
ggtgggggga 
ggaattgaga 
tgccacatct 
accatgcacc 
ttttccctgg 
tgcagctccc 
ctcagcctgg 
cagcacttct 
ctgcctaatc 
acagtagggg 
aagtccagat 
cagccctgga 
atagttcttc 
tgcccagaca 
cttcagttaa 
cctctgttat 
tttcatttat 
aatttatgtc 
ttgttgaata 
gttgaccagg 



38040 
38100 
38160 
38220 
38280 
38340 
38400 
38460 
38520 
38580 
38640 
38700 
38760 
38820 
38880 
38940 
39000 
39060 
39120 
39180 
39240 
39300 
39360 
39420 
39480 
39540 
39600 
39660 
39720 
39780 
39840 
39900 
39960 
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ggcctttgtg 


aagggaacag 


caattctggg 


caccaactgc 


atgacaggta 


ctctcgagac 


40020 


cccacttatt 


cctcaccata 


gccccttgtg 


ataagtttat 


catccttatt 


ctacagatgg 


40080 


gtaaactgag 


ctccaagagg 


tgaaataaca 


tctgtagaat 


cactgctggt 


aagtggggag 


40140 


tcaggatttg 


aacccaactc 


tctggccttt 


gaaattggtt 


tcttactaca 


aaaaagcact 


40200 


gcctcttggt 


ggtaagaaac 


caactggttt 


ttccagatga 


ccctgggagc 


taagaaaacc 


40260 


aatgcttctt 


gcatgcccgt 


tctgcgccag 


acactgacat 


gctcatcttg 


ctcaggctca 


40320 


ccacagcgct 


gtgcggtggg 


aattagagga 


ggagcctgaa 


gccctgagaa 


gcaaagccac 


40380 


ttaccgagat 


cacatagctg 


agaagagctg 


agccaggatt 


taccccaggg 


tgttctgact 


40440 


ccaaggctgg 


tgggctcagg 


cagggtggct 


acacattggt 


gccacctccc 


acttcctgga 


40500 


cataccagaa 


tgatgacaag 


aggcactgga 


agctcccacc 


taggcctgca 


gggttactac 


40560 


agaaaaagac 


aaagatcctt 


tgagtcatct 


gggtgagaaa 


aggcagggaa 


tgacaggcac 


40620 


agtgtggtgt 


gctagtgatg 


gcctgtgcac 


agatggggct 


ttgccagtcc 


ctttgcaggg 


40680 


tggagataac 


tgaacctgga 


gagagtatgg 


atttgaaacc 


ctgtccccag 


cttgcacagg 


40740 


gctgcaaatc 


acagggttat 


acgtgtttcc 


tgccttcctg 


gtgtgaaagt 


ggctgaagag 


40800 


attgtgaggc 


cagcctcagt 


tttcccatcc 


cagaagggga 


agatgccctt 


agaagttgcc 


40860 


cctgcccttc 


tggagaccct 


cttgagactg 


caagattggc 


ctcaaggaag 


aggtcatcag 


40920 


gtctttgcca 


attggtccct 


ggggcccaga 


gaggggcaga 


aactagccca 


aagtcacaca 


40980 


gggatgcttg 


gctgacccag 


aattggggca 


ggctttggaa 


tccccaccca 


gtgctctttt 


41040 


tgctgcctca 


ggctgcactt 


atgctacccc 


cttccacttg 


gaaagccaag 


gagatgaaca 


41100 


agaagccact 


gagtctaggg 


gtgatggtgg 


aggatgtgct 


ggaggctggg 


aaagagagta 


41160 


gtgaggatgc 


tgccagggag 


ctgaggagcc 


agggagggga 


gggctgtctt 


agttatgtca 


41220 


ggttggggtc 


tgccacgcac 


ctgtcatctc 


agtctcatgc 


tctcatcttg 


aaggaacagc 


41280 


acccagattt 


tcctttaggg 


agtcccctcc 


caactgcccc 


taagtccact 


ccccatcccc 


41340 


agcttcaagg 


ctcagcccat 


cagtaaactt 


catctccctg 


gctacagtga 


ttggtttagg 


41400 


cagcgtcata 


tgactccatt 


tgagcaatga 


gaggcagctc 


tgggattgtt 


gctggaacct 


41460 


ctgtgaaagc 


agaggaagct 


ggaaaggatg 


taatacagta 


gctgctgatg 


atcatcttgc 


41520 


caccataggg 


gtaagtcatc 


tggcaaagag 


gtcaagataa 


tgctagcagg 


gttgagagcc 


41580 


tgaggcaagg 


acagatccct 


gaggacactg 


tctggacgtc 


tgacaatggg 


tcatcctggc 


41640 


tgccctcttt 


cctagcctgc 


agcacatcct 


ccaccatcag 


ccctacatcc 


tgttactcag 


41700 


gcacccaacc 


atgccggaac 


agctatggaa 


tttccagttt 


tgtgaaccaa 


tatactctcc 


41760 


ctttggttaa 


ggcagtttga 


gttgtgtttc 


catcatttgc 


aattaaaaga 


ttcctgctac 


41820 


aaagccctca 


tggatctgca 


ttttttctcc 


caggtctctt 


ctaccactag 


agagttgtgg 


41880 


actcttggca 


aaggagttaa 


taacactact 


cacaattcat 


gtcttcattc 


aataaatatt 


41940 
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attctttact 
catttctgtt 
ctgattataa 
agggggctac 
gaaggtgtct 
gaaagactgt 
gggaagctga 
gagtgtaatt 
ctgatttact 
tacatgtaca 
ccatcatctg 
accagtagtc 
ttgttcccat 
agaacatgtg 
gatgcatgca 
ccatggtgta 
attccatgtc 
ttgatagaat 
tggtagctcc 
taatttacat 
tttctctcag 
tctttgcagc 
tgtgagacgg 
atattttttt 
atgttctttg 
ccttatggat 
attctgtaga 
gtttaattag 
ccaaaacttt 
ttattatagt 
atggtgaaag 
cagtacaatt 
tcagatggtt 



tcatatgttc 
tatgttagaa 
aataatgtga 
ttgagatcag 
gggagaaggc 
tcactagagg 
ctagagtgta 
caaccaaaga 
tatttttatt 
gatttgttac 
ggtagtaagc 
cgctgtgtct 
gtttatgtct 
gtatctggtt 
tattgctgca 
tatgtatcaa 
tttgttactg 
gatttatttt 
gtttgtagtt 
ttccacaaat 
ggagaaaaaa 
ctcgccggca 
tatctcactg 
caagtgtttg 
tccatttttt 
tctgggtatt 
ttatctgttc 
gtcccatttt 
tttgtgaagg 
ttgaagtctt 
gtaatggtcc 
tattgaatag 
tatagggtgt 



cacgctctgg 
acaaaacaag 
tgtgaagaaa 
gtggt cacgc 
tgttctagga 
aacagaagga 
gagagaaaac 
agccactgtt 
atttttttaa 
atgggtatat 
atatagtttt 
actggagtgt 
gtgtgtgttg 
ttctgttctt 
aaggacacga 
gttttcttta 
tgaatagtgt 
ccttcaggta 
ctttgagaaa 
gtaacagaaa 
aagtcaacgt 
tctgttgttt 
tggttttggt 
ttggccactt 
aatggggtta 
agacctttgt 
attctgttga 
tcaatttttg 
ccaatgtcaa 
acatttaaac 
agttttattc 
tgagtccttt 
ggctttatct 



ttgttttgtg 
acaaaaaaca 
aaaactgcta 
tgagagttga 
ggcagaaaca 
aaaccaggga 
taggaagacc 
cttgcctcct 
acggttaact 
ggcatgatgc 
ttcacccacg 
ctgttgttgc 
ttcccaatgt 
gcattaattt 
tttcatccta 
tataatccac 
ggaaataaag 
tatacccagt 
tctccaaact 
ggcccaaaat 
ataaagcaac 
ctgactttta 
ttgcatttct 
gtattatctt 
ttgtttttct 
tggatgcaga 
gaatttcctt 
tttttgttgc 
gaagggtact 
ctttaatcca 
ttctgcatat 
ccccattgct 
ctgggttttc 



gggagcaaaa 
aattaacaag 
agaaagaata 
gagtggaaag 
acatgaacca 
ggctggacaa 
tcatagggcc 
ctctcataga 
tttattttag 
tgaggtttgg 
ccccttcctt 
catgtttatg 
ttaactccca 
gcttaggatt 
ttttatggct 
tactgatggc 
atatgagtgc 
aatgggattg 
gctttccaca 
taacagtaga 
tctttataag 
ataatagcaa 
ctgatgattg 
cttttgagaa 
ctcatttatt 
gtttatgagt 
tgctgtgcag 
aattgctttt 
tcctaggttt 
tcttgagtta 
agctagccag 
tgttttcgcc 
tattctgaga 



gagaagttcc 
caaatacata 
atgaggtagg 
gagcagctgg 
gaagcttgag 
gaacagggat 
ttgtgggttt 
aagagaactc 
atacaggggc 
ggtatggttc 
atttctctcc 
ttcatgtgtg 
cttataagtg 
atggcctcca 
gcatagtatt 
acctaggttg 
atgtgtcctt 
ctgggttaaa 
gtggctgaac 
taagacttta 
ggttctcttt 
ttctgactgg 
gtgatgatga 
gtgtctgctc 
tgtttgagat 
attttctccc 
gagctctgtg 
ggggactcag 
tcttccagga 
attattgtat 
ttatccatcc 
ttgtcaaaga 
acccctgatt 



42000 
42060 
42120 
42180 
42240 
42300 
42360 
42420 
42480 
42540 
42600 
42660 
42720 
42780 
42840 
42900 
42960 
43020 
43080 
43140 
43200 
43260 
43320 
43380 
43440 
43500 
43560 
43620 
43680 
43740 
43800 
43860 
43920 
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tatatttagg 
aggtgtgcca 
atcagggtcc 
atagctggca 
taggaatggc 
atgcttcata 
tttgggcctt 
gatgagacca 
agtgtcattg 
agatgtgtgt 
gctatgtgca 
aaatccagct 
tgtactcttc 
tatttatgtt 
attttactaa 
aagaatgttt 
ccgctctccg 
atgagaccac 
cccccagagc 
tcacatatgc 
tccatacgtg 
ctgtaaatcc 
aatgatttct 
aatctcctgt 
gaaatagtga 
atacttgcta 
acagctctct 
ctcagaaagg 
gccagttcaa 
gtgccggggg 
tgtcaggcac 
tcgtgcttgt 
ttttccccag 



cacagaggac 
tatgagtaga 
ttcctgtaaa 
tgcagggatg 
tgagcaacaa 
ggttgacttt 
tctgttaatg 
cccaggacag 
agatgctatc 
accttttaca 
tgggatagtg 
gtcttttttt 
ttacgaaatg 
aacatgtaat 
cataaatatt 
aagcatacaa 
gatgctccca 
ccctgcctct 
cagcaccaag 
cctccactgg 
tttgtgcagt 
tacccactct 
gtgttctcat 
gtgtcactcc 
cttcttctgc 
acaattatta 
aaggtgggct 
ttaaagaact 
ctctgattgg 
gatagaaagt 
tgctaggtgc 
aggctgttcc 
gttcccacat 



ctctgattat 
tactggtcac 
gagcagagaa 
agccagagcc 
gccagacaga 
ttttctccct 
cagctgaaat 
tagtcctcaa 

aggggtctgt 

ctctcattct 
caacacggtg 
aaagccagac 
ccttttgttt 
gcattcacaa 
aatagataca 
agaagccccg 
cagcctgggc 
cttggcccca 
caggagatgc 
ggaacaagaa 
gacaccagcc 
ttgagtcttg 
ttgtctctgc 
tgacttccta 
ttccctacat 
aacagtcacc 
ctatgatatt 
gcccaagcca 
cgactgctag 
gctctactac 
tgtgggttca 
tgcctaagcc 
ggcttgctcc 



ggataccatt 
tggaatgtga 
atacccactt 
atctcagact 
gcctgagctc 
gagagaaata 
tatatagaga 
actgtgtttt 
gaggtcaaaa 
ctcaccagtg 
tatgcagatg 
aatgcaggga 
ggaaatatgg 
ttttaaaatt 
aacccactta 
agaccacaag 
tccccagtgc 
tgacccccct 
agtacagtgt 
gtgcgttagg 
tggagggcct 
gcccaagggc 
cttctctggg 
attcatctgc 
tgcctaataa 
attataatat 
agcctcattt 
cacagttcag 
aaatcaatgg 
ccagtaagca 
gctgtgagcc 
ttccctctgc 
atcacctcct 



tcccagactc 
acaagtgtga 
tgtcctcttt 
gtggcaggag 
ccaacagttt 
aagtcttatc 
tgtttaaaac 
cgggagctct 
ctcttttcct 
tatggtgcag 
tgtatgcaga 
ttcacaaaaa 
tcagttttga 
aatattttta 
aaaagctctt 
ggtgagaact 
aggtagggac 
cttacctaac 
gcccaggacc 
ctgatgtact 
tctatcgcca 
tgctgtctct 
aatctttggt 
catctccttc 
caataacaac 
tagctcattt 
tacagatgag 
aaatggaggc 
agtgatatgc 
tttattgagc 
aagcaaagtc 
tgttccctca 
ttaggtctct 



tcttgcagct 
aatgagtaac 
tctccctaga 
ggcaacacct 
catggaagag 
tactgttaat 
tatgggttag 
gagaactctg 
aataatgcta 
ctttccagga 
agtagtatga 
tgtaaaacaa 
aaacagatta 
acttttctcc 
tcagatcttc 
accatcctcc 
tccccagagc 
tgttccttca 
atggcagcca 
ccactccacc 
tctccctcct 
ctctctctca 
gccacagggt 
cttgaaagcg 
taccataata 
actccttgca 
aggactgagg 
cagcatataa 
acttagcact 
acctactatg 
ccttctctcc 
gcttgaaatg 
gctcaaatat 



43980 
44040 
44100 
44160 
44220 
44280 
44340 
44400 
44460 
44520 
44580 
44640 
44700 
44760 
44820 
44880 
44940 
45000 
45060 
45120 
45180 
45240 
45300 
45360 
45420 
45480 
45540 
45600 
45660 
45720 
45780 
45840 
45900 
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caccttatca 


gtgaggcttc 


ctctgacctc 


accacctaaa 


atctcaactt 


gctctgccct 


45960 


tccctgcagc 


acatcctgcc 


cgatgcctgc 


atgtgctatg 


ggcctcactc 


actcatgggt 


46020 


aatatctgtt 


tcccctgcag 


gacgtcagct 


ctgtgagggt 


ggaagatgtg 


tctgtctttt 


46080 


ccctgctata 


gcctctggca 


cagcatagca 


cctggtatac 


agtagatgct 


cagaaaccat 


46140 


gtgccaaatg 


gatgaatgag 


catggttggt 


ggtgaaaatt 


gttatgagga 


agaatgaagg 


46200 


tagtcaaagg 


ggatggggtc 


tqqqqqtcat 


cttccagaga 


gggcgtaaga 


ttggagacct 


46260 


gattagagcg 


tgtggtgggg 


gggagtgggg 


tcggggggaa 


tgtgtcatgt 


aaagaactgg 


46320 


gagaagtgtc 


ttccaggcag 


aggaaaagca 


tgtgcaaagg 


ccctgtggtg 


ggagcatgca 


46380 


aggcatgtct 


gagaaacaga 


aaagaggctg 


gtgtaaggga 


gaagggtggg 


aggtgaggga 


46440 


gaagggccgg 


gggccagctt 


gtccaggtct 


ttcagaccat 


gctgagggat 


ctgacgtttc 


46500 


ctgagggtga 


tggggagcca 


tggaggagtc 


tacagacatt 


agctgttatt 


actatgtttc 


46560 


aagggcccac 


atgggccagg 


cccaggtagg 


ccgccttaca 


cacacacact 


cccatttgat 


46620 


ctgtgtgtcc 


atgctgcagg 


ctttcctgtc 


cccttttcac 


agacagggaa 


gcagaagcca 


46680 


gcaggcccct 


ctttactgtg 


ttctccagag 


agttggtgag 


caggaagttg 


ctgttgccat 


46740 


caagggagcc 


attgtcccat 


gagccattga 


actccacgga 


gccctagttt 


atgctgctgt 


46800 


ggaagtggct 


ccccagcttt 


ccctagatgt 


gggctcctac 


tagcatgctg 


acagcttcca 


46860 


tacctatgcc 


tgcggaggcg 


acttaggaga 


ccagcggact 


tactttctgg 


tcccaggatg 


46920 


aagtaaagaa 


gccagcagat 


ggtgccaaag 


gcaacctcta 


tttacccttg 


ctgctcatta 


46980 


gcataagaca 


ctcccaccag 


tgccgtgaca 


gtttacaaat 


gccatggcaa 


cgagctgcaa 


47040 


gttaccaccc 


ctttccatgg 


caacaactcg 


gcatttgttc 


ttttctagag 


cattctgaat 


47100 


aacaaacctc 


ttaatttgca 


tgtaattaaa 


aacttttggg 


tctggtaaag 


atcttaaatg 


47160 


tttttagcac 


acacacacac 


acaaatgtaa 


gtgggtgagg 


tgacagatgt 


gttaactaac 


47220 


acgattgtgg 


cactcatttc 


acaatgtata 


tgtatatcaa 


atcagcatgt 


tgcacaccat 


47280 


aaatttacac 


aattttgtca 


atcatacctc 


aagaaagctg 


ggaaaacaga 


atcataccac 


47340 


aaattcactg 


ttttagaaca 


tgcaattaag 


cagttttagt 


atatttacag 


aactgtgcaa 


47400 


ccattatcac 


tactaattct 


agcatatttt 


aatcatccca 


aaaagaaacc 


ctgtacccat 


47460 


tagtagttac 


tccccaatcc 


tctctccctc 


tagtgtgtgg 


caacaagttg 


tagcatgtat 


47520 


cactacttca 


tttcttttta 


tggccaaata 


acattccatt 


gtgtggttac 


accacatttt 


47580 


gcttatccat 


ttatcaactg 


atgcacattt 


ggattgtttc 


taccttttgg 


ctattgggaa 


47640 


cagtgctgct 


gtgaacagcc 


tgtgtacgtt 


tttgtctgaa 


cacttgtttt 


caattccttg 


47700 


gtcatatacc 


taggagtaga 


attgctggat 


cctatggtaa 


ctctgttatc 


ataacttttt 


47760 


gaggaactgc 


caaactgttt 


tccaaaaggg 


ctgcaccatt 


ttacattccc 


actttcagtg 


47820 


caggagggtc 


ctaatttctc 


tacattttca 


ccaacacttg 


ttgtctatct 


tttttatcat 


47880 
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agctatccta 
actaatgaat 
aggcacaaga 
tgcactccag 
tactactaat 
atgggttttt 
tcagagcagc 
attggcttat 
catgtcagtc 
gggcctctgc 
ttggtttttc 
gctaccctaa 
cttcagagaa 
agttatacac 
aagtccttta 
tttttttaag 
agctcactgc 
agctgggatt 
tttggttgaa 
gggtcaactg 
catgtctctt 
gtttgatgaa 
acttgcccaa 
tgcagatcct 
aaacaaaggc 
tcaagctcca 
gactcagtca 
atccccagag 
aggattttct 
ctgagggaga 
atgttacact 
ccagtgccca 
gataatgcag 



atgagcgcaa 
cagtctggcg 
atcactggaa 
cctgggcaac 
aagcacattt 
atgtgtgaaa 
aggctcccat 
gtttggccca 
actttgaatt 
acttgctgtt 
atgttgcagg 
catagcccca 
ctattggcat 
agaggattat 
gtgtttattg 
agagagggtc 
agccttgaac 
acagacatga 
ataaatttgc 
tgttcattta 
attccctgct 
tgagtaaata 
ggtcccacag 
gcagcccagg 
cgccaaggtc 
ggggcctgtc 
acaagacctg 
agatttctgg 
aacaggcaga 
taagcggaga 
caggaaagag 
gtctagtgca 
ctttattttg 



agtggtgtct 
tggtggtgtg 
cctgggaggc 
agagcaagac 
tcatgctgat 
ttttctgatt 
gctggagggc 
tgtttgccaa 
tctcccattc 
ctttctgcca 
tctcagctca 
aaatttgctg 
ctgaaattac 
ttccaggacc 
gagtccacgg 
ttgctttgtt 
tcctggattc 
gccacagtgc 
ctataagtgg 
ctatctatcc 
ataacttccg 
agctacaaat 
ttaattagtg 
aaggagagac 
tt.tccatggg 
tgcagtcggt 
gctcctctag 
aggccagagg 
gcagcagtga 
tgagtatcag 
gctgggggag 
cgtgacattt 
acatcccagt 



ccatgtggtt 
cgcctgtagt 
ggaggttgca 
tctgtctaaa 
ttgtttgttt 
ttaaaatgtt 
cacaccaccc 
ccacctcctt 
ctcacacata 
agcacacttt 
aatgtcaact 
ctagtaactg 
cttgctgtgt 
tcttgtatat 
atactatatt 
gcccaggcta 
aagcgatcct 
ctgactcaga 
aatcacatag 
cactaagata 
taccctgcac 
gaggaaaatg 
gaagagccac 
ttgcctgagt 
ctgctgaatg 
ctcagctgag 
aagcctccat 
taggaggaca 
tggaaggaca 
gaggggacca 
cactggcaaa 
gactgaatca 
gtccacacac 



ttcctttgca 
cccagctact 
gtgagctgag 
aaaaaagaaa 
taaagatgcc 
ggtcccagat 
cctggccagg 
cagttccctg 
gcaagttctt 
ctccccaaat 
cctcagggtt 
tcccatttct 
atttatttac 
acacaaatt c 
tctttctttc 
gagtgcagtg 
cccacctcat 
tactttattt 
ttcaaacacg 
taaactgtaa 
ctagcaggtg 
aggctttgag 
aacaggaaag 
ctaatagcaa 
aggttggcac 
ggagaccctc 
agatgaaggg 
attcagcatc 
ggtggcaaac 
gctccactca 
actcaggaga 
gtgggactgg 
cctgatgggt 



tttaaagatt 
tgggaagctg 
atcttgccac 
aggaatttag 
aaagatctag 
catggggtgt 
cctgctcagc 
ttgttccctc 
ttccacccca 
ctctgcttgg 
gcgatccctg 
atttcattgt 
agctgtcctt 
acatgtactc 
ctcttttttt 
gcatgatcac 
ccatccaagt 
tttatttaca 
tgttgtttaa 
gagcagaaat 
cttaatacat 
atgttaagtc 
gttttctatg 
gtcagcaaga 
tgggtgcctg 
cacctccagg 
ccccctggaa 
cagaggagaa 
tccccattgc 
gctctgccac 
ggaagaggca 
tgggagcaat 
gaactggaat 



47940 
48000 
48060 
48120 
48180 
48240 
48300 
48360 
48420 
48480 
48540 
48600 
48660 
48720 
48780 
48840 
48900 
48960 
49020 
49080 
49140 
49200 
49260 
49320 
49380 
49440 
49500 
49560 
49620 
49680 
49740 
49800 
49860 
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cttcacaggc 


actgagatgg 


aatctagggc 


aggtcccagt 


gactctggta 


attgaaagtc 


49920 


ttcctgtcac 


tttttcccct 


caaagagctt 


caattcatct 


attcataaaa 


ataaatttct 


49980 


gcaatgataa 


aaatgtacca 


gaagcaagtc 


aaaagacaaa 


aaacagaata 


ggaaaaaaaa 


50040 


ttgtgattca 


tatctcaaag 


tgtatgtctc 


cctgattctg 


agacattagt 


ttcctataca 


50100 


taagtgaaca 


gaggatataa 


atagaggttc 


acagaaaaga 


ggatgcaatg 


gcttctgact 


50160 


gcacgaaaag 


atactcaaca 


tccttcataa 


tcagggaaat 


gttaaggcaa 


actatgatgg 


50220 


ggtcagatct 


agttctgggc 


aagatggagt 


aataagcatg 


ttccacccca 


cctctcctgc 


50280 


tgaaggcagc 


tataaaacct 


ggacaggatg 


cacaggccag 


ctatgtgagg 


actctgaaaa 


50340 


gtaaatggta 


gaaggtaact 


tgaagaagat 


cagaaatcaa 


agtaccatcc 


tgagtttacc 


50400 


tttttgcccc 


cttcttgttt 


cctggctaga 


acaaaatgta 


gcctggaagt 


ggggactggg 


50460 


accacacagg 


aaaactccag 


tagaagccct 


ctagtgctgg 


cttaaggacc 


aggaatttct 


50520 


aatgccactc 


tcctgccctg 


agtttctttc 


ttcttcctgc 


tctcctatgc 


cccagccacc 


50580 


agggagtccc 


tggcaggaat 


gacagaggcc 


tcaaagcatt 


gggaacctgc 


aggagctgaa 


50640 


actcagaggg 


aggagaatgt 


tcttcatgca 


tcagcagagt 


tgtgatccca 


aaaggaaggg 


50700 


agcaaacccc 


tgttgctttt 


tcttctttgt 


gctcccacca 


cctggccctg 


ccatgaagag 


50760 


tgcagcacag 


cgggatgctg 


cagctttagc 


tttctggctg 


ggagcgtgaa 


aagggagccc 


50820 


caggaaacag 


gaaagtacca 


gggagattgt 


aaaaagggag 


gagcttgtga 


aagcaacccc 


50880 


attacattgt 


ttacgaactc 


cttgaggcac 


tctccaattg 


cacatgtgtg 


gatctgattg 


50940 


taatcaccat 


ataaaggctc 


tgagaaatgt 


gctaacaggc 


cacatgctca 


ggtcccagac 


51000 


tccctgctgg 


gtagtgcaca 


cagggtacca 


gacagtcagc 


aaaggctttg 


cagactgagc 


51060 


tgacattgga 


accaccacac 


acagaaggtt 


gggacttgag 


gcctgaacct 


gaccaggttg 


51120 


actgccagcc 


aaaacacaag 


atataaatgt 


ttcccataga 


acttaaataa 


gacccagagc 


51180 


ctcaaaatat 


aatacagaaa 


acgttcaggt 


tacaatccca 


aactactcag 


cttgtgaaga 


51240 


tccaggaaaa 


tgtcaactct 


cctgggagaa 


gacatcaaca 


gatgcccact 


cctagatgac 


51300 


acagatgttg 


gggttatctg 


ataccttttg 


aagaaattac 


tacaaaaata 


ctcaaatgag 


51360 


taagggtaga 


tattctcttt 


ttcttgagat 


aaaattcaag 


taacaggccg 


ggcgcggtgg 


51420 


ctcacgcctg 


ttatcccagc 


actttgggag 


gccgaggcgg 


gtggatcatg 


aggtcaggag 


51480 


ttcaagacca 


gcctggccaa 


gatagtgaaa 


ccccgtctct 


actaaaaata 


caaaaaatta 


51540 


gccgggcgca 


gtggcaggtg 


cctgtaatcc 


cagctacttg 


ggaggctgag 


gcaggagaat 


51600 


cgcttgaact 


tggagggtgg 


aggttgcagt 


gagccaagat 


cgcaccactg 


cactctagcc 


51660 


tgggtgacag 


agtgagactc 


cgtcacacac 


acacaaaaaa 


atcaagtaac 


ataaaattaa 


51720 


tcattttaac 


agggcgttta 


gtatgttcaa 


tgttgtgtaa 


ccagtacctc 


tatctagttc 


51780 


taaatatttt 


cgtcaaccca 


aaataaagcc 


tagtatccat 


taagcagtac 


ttcccattgt 


51840 
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cccttccaca 


cagcacccag 


caaccatcaa 


tcagctttct 


ctctctatgg 


atttacctat 


51900 


tctggatatt 


ttatataaca 


tgtagctgtc 


atagtatgtg 


actcttgtgt 


ctgagttttc 


51960 


acttagcata 


atggttttga 


ggttacctag 


agttagccaa 


actgcaggta 


acctcaaaaa 


52020 


cattgtgcta 


aggtagggtc 


ttccagacca 


ccaaatttga 


ctcccaagac 


tctgacacaa 


52080 


atttcaagtt 


caaggggttc 


ctaaaaccac 


cctcaggttg 


tataattcac 


cagaaagact 


52140 


cgctgaaacc 


tattatatgt 


acgtctatgt 


ttattacaac 


aaaaatatac 


aaattagaac 


52200 


cagccagagg 


aagagatgca 


taggatggag 


ttgggagggg 


tctaaatggg 


gagtgtccgg 


52260 


tgtcctctcc 


ccagggtcat 


ggacagttac 


ttcctcgtga 


ccatgatgtg 


tgataacatg 


52320 


cacagagtat 


tgccaaccag 


ggaagctcac 


ctgaactttg 


gtatctagag 


tttttaatga 


52380 


ggcttcacta 


catgggcatg 


attgattaaa 


ctcaatcttc 


agcccactcc 


accccaaccc 


52440 


tggaggttgg 


gttgaaagct 


ctcacagtaa 


attctatgtt 


tggtttttct 


ggtgtggcca 


52500 


gcccctccac 


cctaagacta 


tcaggtgtga 


gtggcgttat 


gaataatctc 


atcaacataa 


52560 


actatcaggt 


gtggtcccag 


tgactcaaca 


ggaataaaga 


ggacactcct 


gtcatgttgg 


52620 


aaattctaga 


catttctttg 


agtgaggcca 


aattccttac 


aacatggaag 


tttatccatt 


52680 


atagcattta 


tcaatacttc 


attacttttt 


tgtttctgaa 


taatccattt 


tatgtgtaca 


52740 


cgatttgttt 


attcacttgt 


ttattgctgg 


acatttgggt 


tgtttccacc 


tttggggtat 


52800 


tttgaataat 


gctgctatta 


aacatggatg 


tacaagtatc 


tgagtacctg 


ttttcaattc 


52860 


ttttgaatat 


atatctggga 


tgtttaactt 


tatgcattaa 


tttgactgga 


ttatgggata 


52920 


cccagatcta 


tggtaaaacg 


ttatttcaga 


gtgtgtctgt 


gagggtgttt 


tctagattag 


52980 


tatttgaatc 


agtggatgga 


gtaaagaaga 


tcatcctccc 


cagtgtgggc. 


agacatcatg 


53040 


gatgaacttc 


ggtgttgaag 


gcccattaaa 


atagaacaaa 


aatgtggagg 


aagtgcaaat 


53100 


tctctctctt 


tttcagctgg 


atcaccttct 


cctgctctca 


gacaatggag 


ctcttggttc 


53160 


tcaggctttt 


ggactctaag 


gcttatatca 


atagcctccc 


acccccagat 


tctcagacct 


53220 


taggccttgg 


agtgggagtt 


acaccactgg 


cttccctgat 


tctcaggctc 


tcagacttca 


53280 


actgaattac 


atcaccatct 


ttcctggttc 


ttcagcttgt 


aaatagtatg 


tcatgggact 


53340 


tcttggcctc 


tgtaattgca 


tgaaacaatt 


cccataataa 


atcttctcta 


tatgtattgc 


53400 


attggttctg 


tttctctgga 


gaactctgac 


taatataatt 


cctaagagtg 


gaatttctgg 


53460 


gtcatatgta 


attctatgtt 


tagctttttg 


aggagccacc 


aaattgtttt 


ccacagcaac 


53520 


ttccaacagt 


gacaagggtt 


tcttttttct 


tttataggtt 


cagtattctt 


tattataaac 


53580 


aatcagacaa 


cagtgtaagt 


gtgcatttga 


tggataaccg 


aagccaagtt 


attataatag 


53640 


aaagcatgac 


ttcgctcaaa 


tagagtttct 


ttgttgttgt 


tgatctgttt 


tacattaatt 


53700 


tgaatttaac 


atatgctagg 


atcacctaaa 


tttgtcatac 


agttctgcta 


ttaaaattgt 


53760 


aacagggaaa 


gacaaaatgt 


gaaatgcatg 


ttatattttg 


ctttatttgt 


tgaatatcta 


53820 
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tctatctatc 


tacactaaat 


atttgggaca 


cattcagagt 


taagcaggtg 


cttaaagtct 


53880 


atcaagtgat 


atttataaaa 


tgtttttgtt 


gctgttatgg 


gaacatccat 


atccttagaa 


53940 


gccaataaaa 


aagaggattc 


taaatgctag 


gtggttggct 


aaatgttcct 


gatttatact 


54000 


gagtgtaaaa 


caaaataaaa 


caaaacataa 


ggtatatgtg 


ttaagtagtg 


acatctacat 


54060 


agttccaaag 


cactggcaac 


tattaaaata 


tcatccagct 


aaaacaaact 


tttcacaatt 


54120 


ttttttaaca 


gaaaaataat 


aaaccaacaa 


caaaaactgg 


taaatgttct 


gggtcttgtg 


54180 


agcagaccaa 


aatgttacta 


cagtgttctc 


tattgtgtga 


tcccagtgta 


eaagtttcta 


54240 


tttctccata 


tccttatcaa 


catttgctat 


tttccatgtt 


tttgattata 


gttatcctag 


54300 


cgggtgtgaa 


gtggtttatc 


tcttgcaggt 


gttaagtggt 


atcccactgt 


ggttttcatt 


54360 


tgcatttctt 


tagtaacaaa 


tgatgctgaa 


catgctttca 


tgtgcttatt 


ggccatttgt 


54420 


atgtcttctc 


tggagatatg 


tctattcagg 


ttctttgcct 


atttcttaat 


tttttttttt 


54480 


ttttttgtgg 


ttgagtttta 


agtgttcttt 


atatattctg 


gatacaagtc 


cattatttgc 


54540 


aaatactttc 


tctcattttg 


tgggctgtgt 


ttctactttc 


tagataatat 


attttattgt 


54600 


gcaaatggtt 


ttacttttta 


tgaagtctaa 


tttatccatt 


tcttcctttt 


gttgctcatg 


54660 


cttttggtgt 


caaatctaag 


aatccattgc 


caagtctgag 


gttataaata 


tttactccta 


54720 


tgtttttctc 


taaatagttt 


acccctatgt 


tttcctcttg 


tatttgggtc 


attgatccat 


54780 


tttgagttaa 


tttttgtgta 


tggagtgagg 


tacgggtcca 


gcttcattct 


tttgcctgtg 


54840 


attatgcagt 


tgccccggca 


ctgtttgttg 


aagagactat 


tctttcccca 


ttgagttgtg 


54900 


ctgaacactt 


attgaaaatc 


aattagccat 


agatatttat 


ttctaggctg 


tcaattatat 


54960 


tccactggtg 


tatatgtctg 


tccttatgtc 


agtaccacac 


tggtttgatt 


atagaagttt 


55020 


ggagcatgtt 


tggaaatctg 


gaagcatgag 


ccctgaaact 


ttgtgtttct 


ttttctttct 


55080 


tttttggtgt 


gtttcttttt 


caatagtatt 


ttgactactt 


ggggttcatt 


ccagttccac 


55140 


ataaatttga 


ggattagttt 


ttctatttcc 


ttaggaaatg 


ccattggaat 


tttgataggg 


55200 


gttgcattga 


atctgtggat 


catttgcaat 


taatattcca 


atacatcaac 


atgtgttgtc 


55260 


ttccatttat 


ttaggtcttc 


tttaatttct 


ttcagcaatg 


ttttgtagtt 


ttcagcatag 


55320 


aagtctttct 


ccttggttta 


agtattttac 


tcttttggat 


gctgttataa 


atggaattgt 


55380 


tacttaattt 


cattttcaga 


ctgttcattg 


ctgatgcata 


gaaaatggac 


tttcgtgcac 


55440 


tgatcttgca 


atctgcaact 


atgttgaatt 


tgtttattgg 


ctctagtagt 


tgtgtgcatt 


55500 


ttggtattgt 


tatattttct 


atacatagaa 


ttatttcatc 


ttcaaataga 


gataacttta 


55560 


ctgcttcctt 


tccagtttgg 


aggctgttta 


ttgctttttc 


ttgcctaact 


gctctggcta 


55620 


ggacttccag 


tacaatattt 


aatagtagtg 


gtaaaaatgg 


gcattcttgt 


cttgttcctg 


55680 


ctcagtgggg 


aagcttctgc 


tcttttacca 


ttgagtataa 


tgtgagttgt 


gggttttgtg 


55740 


taagtgacct 


ttatcatgtt 


aaggaagttc 


tctgtattct 


gatttgttgg 


tgagtgtttg 


55800 
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tatcctgaaa 
tatcatttcc 
agccaccctt 
tgctactgga 
taccggacag 
acctttgata 
acaatttgta 
aaggcaagga 
tggagtgcag 
ctcctgcctc 
ttttttgtat 
ctgaccttgt 
ccatgcctgg 
aatggcatat 
catgacaaga 
aagtgttggt 
gtgcaacagc 
ccatataacc 
gtccccaaaa 
cagaggaggt 
actgcttgcc 
catagaagtg 
catgagaatc 
ccagttgcag 
attatttcat 
atgtgcttga 
ttccacgaaa 
aattttgttc 
ccaaactggc 
attcatatca 
atatgaaaat 
aaggttaaat 
atgaagaaga 



gtgtttgaag 
ctctttacag 
gcatttctgg 
tttggtttgc 
tcgttttgtc 
tcaaggtaac 
aagaattctc 
ctcttttttt 
tggcaccatc 
agccctccaa 
ttttagtaga 
gatctgccca 
ccggcaagga 
gaaaagatgt 
gataactaca 
gaagctaagt 
cactctggga 
cagccacccc 
cctaggtcat 
gagaggctgg 
acctgaactc 
caaaccctat 
taatgcctga 
gaaaacaagc 
tatatattac 
atcatcccga 
cctgtccctg 
acagaaaaac 
aacaacccaa 
tggactatta 
tgttcctcca 
gctgtatgct 
gatcagtggc 



tgttgaattt 
agttgtgtta 
gagaaatccc 
tattttgttg 
tgcctttgat 
ggtggactca 
aaaatccaac 
tttttttttt 
tcgcctcact 
gtagctggga 
gacgggtttt 
cctcagcttc 
ctcttaaaaa 
tcagcatcat 
cacctattaa 
agcacccaaa 
aatgatttga 
agaccctaga 
gaaccagtat 
tgagtgagca 
cacctcctgt 
tgtgaactgt 
tgatctgtcg 
tcagggctcc 
aatgtaataa 
aaccatccgc 
atgccaaaaa 
ctgtacatga 
atatcctcta 
cttggcaatg 
gatgaatctc 
tccatttaca 
tgtcagggat 



tgttgcatgc 
cattgatgga 
acttggtcat 
aggatttttt 
atcaaggtaa 
tagatattct 
agtaagaaaa 
ggagacggag 
gcaagctccg 
ctacaggcac 
caccatgtta 
ccaaagtgct 
tgctttatca 
tagcatcaca 
aatgactaaa 
aatctcatat 
cagttttaaa 
catctctaga 
cagtccatgg 
aagctttatc 
cagatcagat 
gcatgtaggg 
ctgtctccca 
cactgattct 
caatagaaat 
cctactccct 
gattggggac 
atgtttatag 
atggttgaac 
aaaaaacaat 
agaggaatta 
tgatgttctg 
tgggtttgag 



atttaatgta 
tttttttttt 
gatctataat 
gagtctatat 
cggtggactc 
gcatttatat 
caaataatcc 
tcttgcactc 
cctcctgggt 
ccgccaccac 
gccaggatgg 
gggattacag 
aaaaggattt 
agacatgcta 
ataaaaatgc 
attgctgaca 
taaagttaaa 
gtattcaccc 
cctgttagga 
tatatttata 
cagcagcagc 
gatctagact 
acaccccaag 
acattacggt 
aaaatgcaca 
aagtctgtgg 
tgctgcccta 
cagctctatt 
agatagacag 
gaactttcca 
tgctaagagg 
gaaaagacaa 
gggtagtgtg 



tctattgtga 
tcttatgttg 
cctttgaatg 
tcataagata 
atagaatcat 
ttttgtaatc 
aataaacaaa 
tcacctaggc 
tcacgccatt 
gcccggctaa 
tctcgatctc 
gcatgagcca 
atgggtggca 
atgtcaaaac 
tgacaatacc 
ggaatgtgca 
catacactta 
tagagcagag 
accagccgca 
gccttgcccc 
attagattct 
gtgtgcttct 
atgggaccat 
gaattgtata 
ataaatgtaa 
aaaaattgtc 
gagaaaggaa 
tctaattgcc 
attgttgcac 
taagcacaac 
ccagtctcca 
aaccacaatg 
actatcaagg 



55860 
55920 
55980 
56040 
56100 
56160 
56220 
56280 
56340 
56400 
56460 
56520 
56580 
56640 
56700 
56760 
56820 
56880 
56940 
57000 
57060 
57120 
57180 
57240 
57300 
57360 
57420 
57480 
57540 
57600 
57660 
57720 
57780 
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cattgcatga 
ttacatgaat 
ctgtatgata 
atatggccaa 
tcacaaccct 
cagcagatgg 
cccacaagca 
ttcctaggaa 
atgtaattaa 
tgaagtgcac 
attgccaatt 
tttggggctc 
aggaggccca 
gagaacctga 
actcaactgg 
ttgtttaagt 
ttacatgctg 
tacagggtgc 
caatgcgaaa 
tacaagacaa 
tcccaggcat 
ccatcaggga 
atattttttc 
gttctaaaaa 
aaagaaacat 
ttaccaactc 
ggaataacta 
tcatcattcc 
attcaacact 
acaagctccg 
tgtaatcccg 
actagcttgg 
tgtggtggca 



gggaggttct 
ctatacgtgt 
attttaaaaa 
atgtataaca 
gctgaccaaa 
tgaggaaagt 
ccatgacagt 
gttctaaata 
aaatgggttt 
tgcctaggag 
ccactggctt 
acctattctg 
gaggggctgt 
tttgggcagt 
ggggcacaag 
ctcctaggat 
taataagaac 
ttgatcataa 
aaactgtatt 
cttaaaactc 
ctccaaaaga 
agttggtgca 
tttgagaaca 
aaacagagaa 
aattatgtgc 
atcaaagatt 
aaatttgcat 
aggaaaccct 
ttatgcacaa 
aaataaacat 
gcactctggg 
gcaacatggc 
catgcctgta 



gggatgatgg 
gctgaaatct 
ttaaatgaat 
actcttatga 
acaggatgtg 
gatccctagc 
ttacaaatgt 
acctgtccct 
atgtgagtat 
ttatccttgc 
gtccttaaaa 
tatcagttat 
tgggttgccc 
ttgccctcat 
gccaaatttt 
tttttttttt 
tttaaaaaaa 
gactcttcaa 
cttatctggg 
attccaaaga 
cagtaatgag 
attggaagga 
tgaataacaa 
agcaagttag 
tcacatacct 
ggccacatac 
agatgttatg 
aagctggaaa 
gtaaatgtta 
actaaggtca 
aggccgaggt 
aaaaccccat 
atcccaacta 



aattgttttg 
gtataattat 
tagaaaatgg 
ggcagcagtc 
gtctacacaa 
tgccctcatt 
catggtaatt 
cagtttgcat 
acagttgcca 
tctacaaaga 
gctaaggacc 
actgacatac 
agggtctcag 
ggtcattatt 
tctgagtttt 
tttttacaaa 
gtagatttac 
gaaaaagata 
tccttctatc 
tgaaggcagt 
aatccaaccc 
aggaaggaaa 
tattcatcaa 
aaaatccgca 
gaaaaatgaa 
gatgaagact 
atcagatcat 
cattcaacat 
agggaggcaa 
aatttatcgc 
gggcggatca 
ctctactaaa 
ctcaggaggc 



tgtcctgatt 
atacaacata 
ttaacagtta 
tggcagaact 
agtgaagaaa 
gctcattagc 
acctggaagt 
tggcttgccc 
ggagcccata 
gcagtactgt 
cttctgggat 
ccattttgca 
agctaataaa 
caaaatctct 
caggtagctg 
ttacatgttt 
aacagctgaa 
ttttagaaca 
agtgaagcca 
tgtctgtaca 
gacagtgaag 
gaagaggtga 
tttctcatac 
accatagcaa 
caggttatat 
ttgaatacca 
tatgaataag 
tcaagcctaa 
tatgcagagt 
caggcacggt 
cctgaggtcg 
aaatacaaaa 
tgaggctgga 



gtagtggtgg 
gttaatttta 
atactcactc 
tattttctgg 
ccgcaggaac 
atatgacact 
taccacccct 
cttaatttgc 
tgttgctgac 
tcaacaaaag 
aagcaccaat 
gatgaagaaa 
tggcagagct 
tcattaactg 
gtgattgttt 
ttgtaatttg 
tttcctaaaa 
ctaataaata 
aaagagctat 
atgcagtgca 
ggagccatgc 
tccaatcagc 
ccacaaaaat 
gcagtatcct 
tatatagatt 
tcctgaagta 
atgctagtat 
gttggatatt 
gattaagagt 
ggctcacacc 
ggagtttgag 
atcagctggg 
gaactgcctg 



57840 
57900 
57960 
58020 
58080 
58140 
58200 
58260 
58320 
58380 
58440 
58500 
58560 
58620 
58680 
58740 
58800 
58860 
58920 
58980 
59040 
59100 
59160 
59220 
59280 
59340 
59400 
59460 
59520 
59580 
59640 
59700 
59760 
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aacctgggag 


atggaggttg 


cagtgagctg 


agatcatgac 


actgcactcc 


agcctgggtg 


59820 


acagaataag 


actccgtctc 


aaaaaaaaaa 


aaaaaaaaaa 


aagaaaaaac 


taaggtaaat 


59880 


ttatcataaa 


attgtggact 


tgcacatgct 


ggctaggtgg 


aataggcatg 


ttgcttaacc 


59940 


tctctcaccc 


tcatatctaa 


aatagaatta 


aaaatggtac 


ctgtcttata 


gggcttgcct 


60000 


gaggattaaa 


tgggatgatt 


catgagaaat 


atgtagttaa 


taatgtggta 


cagaaaaata 


60060 


ctcaataaat 


agtattcatg 


ggctgggcgc 


ggttgctcat 


gcctgtaatt 


tcagcacttt 


60120 


ggggggctga 


ggcgggtgga 


ctacctgagg 


tcaggacttt 


gagaccaggc 


tggccaacat 


60180 


ggtgaaaccc 


cctctctatt 


aaaaatacaa 


aaattagctg 


ggcgtggtgg 


tgcgtgcttg 


60240 


taatcttagc 


tacttgggag 


gctgaggcag 


aagaatctct 


tgagtccagg 


aggcagaggt 


60300 


tgcagtgagc 


caagatcgca 


ccactgccct 


ccagcctgtg 


caacagagtg 


agactctgtc 


60360 


tcaaacaaca 


acaacaacaa 


caacaaaaca 


acaacaacaa 


caactggtat 


taatgcaaac 


60420 


aaaaccacac 


tgtgaatcca 


ctgctcactt 


acctgacagg 


caaatgctca 


cagcgcaccc 


60480 


tgctggcgaa 


tctgtgggaa 


aacaggctct 


caagtccact 


gcgggtgcaa 


gagtaaatag 


60540 


cacttacaca 


tctgggaatt 


tactctttac 


acatttgcat 


atacaagctt 


tgccactgta 


60600 


gtactgtttg 


taacagcaaa 


acccaggaga 


cacccacatg 


tccttcacaa 


caaatgacct 


60660 


ccaaaatcta 


ctgttaaatg 


gaaaaagatg 


tagatagtgg 


tgggcaggct 


gacacacttg 


60720 


tgaataagaa 


tcgctgcaga 


tctattggat 


ctaagatgcc 


aggagtgaca 


aagccaccat 


60780 


taatttatat 


gccactaaga 


aagaccattg 


ctgattaaat 


tggcacaatg 


cttagaattt 


60840 


tatatttgag 


aactcattta 


gacttattta 


gacatgaatt 


tatatcatat 


caactttggg 


60900 


cacaaataaa 


aaggaaacat 


atagacaaaa 


taaatatgtt 


aaggtattag 


gtgacaccag 


60960 


gactgccttc 


ttgtatgatg 


cattctgatt 


tcagagttgc 


taaaatatgg 


gaaacaatgg 


61020 


atgcctcaga 


atagacagag 


agtatcggct 


tgtatttagg 


aactctgcaa 


ggacaactaa 


61080 


gaaacttata 


gtggggaggg 


agggagggag 


gggaaattgg 


gcaaatggca 


tggataagaa 


61140 


ggg a ggtatc 


taagacattt 


tttggcacca 


tgtaaatata 


ttacctattt 


aaaagtaatt 


61200 


ttttttaaaa 


aggccattcc 


caggtcatag 


tcaagatttt 


gaacttcatt 


tagaagtaca 


61260 


gcttcttccc 


tctctcaggg 


gcagggtcgc 


aggggacatg 


gggaagggcc 


tgctggtttc 


61320 


ctgtggccgg 


tgcagatgct 


ctgggcttcc 


ctctagggtg 


cacttgttgg 


ttcttcagat 


61380 


cttggttcac 


ttcccttgag 


gaagccaata 


gattctctag 


ctggctgctt 


gtaactcctc 


61440 


cctcagtcct 


gcaacccaag 


gtctatcttg 


cactaaggtc 


cctctgtcct 


tccagagcaa 


61500 


gacccaggac 


agtccagtct 


ggctgcctca 


tgggtccaca 


tttggctgat 


gggacttata 


61560 


gcacaagctc 


cttcacacca 


agttctcttt 


gcttcatcag 


cctcttgctt 


tcaagattgc 


61620 


tcaggtgtga 


ggtgggtgcc 


tggcaccttc 


gtcatctcca 


agctcttgag 


tggtctcctt 


61680 


gagacaccaa 


tccctaggct 


gagggagaag 


gaaagctccc 


ccttcccctg 


tgcactcaaa 


61740 
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gccctccagt 


aacttccttt 


aaagaaaact 


cttctcagag 


ctccaacttg 


aacctttaac 


61800 


gtctttggtg 


tgggaaagag 


gcaaggagac 


acacagctag 


tttttgacca 


tgtctttgaa 


61860 


agccctgtgt 


gtggacagca 


attcatcctg 


ggaggtggag 


tagctaggcc 


ccctattgcc 


61920 


ttgggaaccc 


agccaaattg 


ggatggaaat 


aattccatct 


tagtatattg 


tcacatggat 


61980 


gatcaaacta 


aggaacctgc 


cgaggccaca 


cagctagtac 


ccagcaggct 


gactcctaag 


62040 


cctgagcttt 


tcctgctgca 


ggtggttcac 


ccagagctga 


cttaaaataa 


gctcatggta 


62100 


cagaggccag 


gccaggagga 


tggagttaga 


tggcccttgg 


ttcaaactca 


gttgtcattt 


62160 


attagtagtg 


tgtccttgac 


tgctttctcc 


tctctgattc 


tccgatcatt 


taaccaatag 


62220 


acgtttaatg 


gccaggttgt 


ctaccacgtg 


caaggcactc 


aatttcattc 


tctgtaaaga 


62280 


tgtgaataat 


aaaagcacct 


gtttcacagg 


agtgttgaga 


attaatgaga 


tcatgctcaa 


62340 


gtgtttgaca 


gcgcccggca 


catggtaagg 


gctacacagc 


agcacctatt 


gtcattcata 


62400 


aagttcctcc 


tatgcgtcaa 


gggcttcaca 


gacatcttta 


atccccatag 


tctaagaggt 


62460 


aggaactacc 


attatccctg 


ttttctgaat 


gaggaagcca 


aggctcagag 


aagcttaggt 


62520 


gacttgtcta 


aggtcatgcc 


tggtataaga 


tggaacctta 


agttcaaagc 


ctgccccaag 


62580 


cctccacatg 


ccctctgagt 


ttgtctcttg 


aggaaggaca 


acttttttgc 


cttttcgtca 


62640 


gagaaccaac 


ctttaatcac 


ccttcacaac 


ccagttcaag 


ggtgtccgct 


tccgttttcc 


62700 


ctgtccctcc 


ctgcccgacc 


caatcgtccc 


tcctgccact 


gcctttgtgc 


ctgccttttt 


62760 


cacagcagta 


gagcctcggg 


gtcaagggct 


gtggctctgc 


gttcaggtag 


ttggggattc 


62820 


aaatgcctct 


tactccgtgt 


gtggcttcag 


gcaagtccca 


tcaccgctct 


aagcctcagt 


62880 


aacttcttcc 


atagtgggct 


aaccatggta 


cccttgggtt 


gttaaggcac 


aaacggcctg 


62940 


gcacaaagtg 


agtgctcaaa 


tgatggcagc 


tgctattacg 


attagtagta 


gcaagtccta 


63000 


gtcctggcat 


tgaggttctc 


agttgctcaa 


cacggagggt 


aactggccct 


taataaacct 


63060 


cttggtccag 


ctgagacagg 


gcaagaaggg 


actggggaca 


ttcctgtcac 


acccgcttcc 


63120 


taccccagac 


acatcttctt 


agcacctgtt 


gcaggaacac 


cctgtggctc 


taggtgccct 


63180 


ttaggacgcc 


ccctcatggc 


tgagaacctg 


ctttgggagg 


agggactgca 


gttcccaagc 


63240 


aggcaccaca 


tgggggtgct 


ttaaaagcct 


tcttgccttc 


catcctttta 


gataaggtct 


63300 


ggtctccatt 


tcacaggttc 


atccaagcac 


gcacttgttg 


aggatctact 


atgcgtcaga 


63360 


caccatgcca 


cctgctccgg 


atacaagagt 


gaggaacagg 


catttctgcc 


ctcatggagt 


63420 


ttataagcta 


gtggggggac 


caaggaaaca 


agcacgttaa 


taaatagagt 


acatattaga 


63480 


tggagcagag 


agaagaaaaa 


tgaagcaggt 


caaagggatg 


gagggtggtg 


ggaaggggcc 


63540 


agggcctatg 


gggctctgca 


ggtcttagaa 


gtttccaggg 


gtaatggaaa 


gctcccaagg 


63600 


acgttaaagg 


atgggagtgg 


caggctgtgg 


ttaatggtgc 


caaagaagcc 


ctttgcctgg 


63660 


gtggggcaag 


ggcagaagct 


gggggactga 


tgagattctg 


cagtcatagg 


tgagtgacta 


63720 
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cggaggctgg 
atggactgga 
gagctcagac 
ccctgtcctg 
caccctcaac 
ggaatcagga 
ggaaccctta 
cctggcaggg 
tggaagacac 
ttccctggcc 
ctgggcatga 
ctgcactttt 
ttgggtatct 
atgccaggag 
actgaattca 
aacctatctg 
ggaacatcct 
actgtctctc 
cgcttacttc 
aagtgggtgt 
aaggaggtag 
tactgcactc 
ttactagcag 
acttaagtac 
aactccattg 
cagacccata 
attgccccag 
cccttgctca 
tagtgttggt 
cctgcttgga 
actgattctg 
cctcctctcc 
ggctaggact 



cccagatgat 
catggcatga 
tgggacctgg 
gcctgggaag 
acaggagccc 
gttggcagtt 
tttctgtacc 
aagggcatgc 
tttggaacgc 
ttctactgag 
ttgttaacaa 
agaaagggca 
atcaaggcat 
gttctcttac 
gaagccccgg 
ggtggatggg 
tccccagcct 
aactgtggtg 
ccagaggtgc 
ttttacaatc 
ggggaggtca 
catggtggct 
tgtgactggg 
ttctgctggc 
tcctcattct 
tgtaggttcc 
caggccactg 
ggatgggtct 
tcttggctca 
aagaggattg 
tctctggttt 
caaacctgca 
actgcctatg 



cgtaggggag 
gatgaggcca 
gtcagatgct 
agtgtggcct 
aacgcccatt 
ctctctgaaa 
agctgcttcc 
tttgtcctat 
cattaaagcc 
gaagcagccg 
gatcaaacaa 
tcatgacaat 
atccaatgaa 
caaccagttt 
aaccagtggc 
cctttccatc 
ggaaccagac 
getgcatcaa 
tqgqqqccct 
tcttctgcaa 
agtgtatgta 
gaacgtgggc 
gctcaaggtt 
tgctgtagtt 
ggtttttaat 
ataatctcca 
ccggtgtggg 
tggttgaaac 
ttgcaggggt 
aggcacatta 
gtttaatacg 
tagcaatcaa 
tttctgcaag 



gggtgaccag 
ccgaaacaga 
acaagtcaaa 
ggaagagggg 
taaagaagga 
tgctgggagt 
cctgaatgag 
ggatgggtat 
atgcctagct 
gatctgtgca 
cccacatccc 
tactttgcct 
ctgacatgca 
ttggggagat 
tgagtatcct 
tggactgccc 
cagtgtgatc 
caatataggt 
gtgcaaacta 
tatactaatt 
tatgggcctg 
tctggatggg 
ttgcactgta 
tccgtcaaag 
ggtcaaggtg 
cctgctggag 
aactttggga 
cacaagccct 
gaagcaggaa 
cgattccaaa 
ggaaagggtt 
acttataggg 
tcacaagtca 



gggcacccag 
gaggcacagt 
aagtgttttc 
gactgggatc 
aggcctttta 
taggagacag 
ctctaagtca 
gaaaagggcc 
cttgaccaca 
agactctacc 
acagcaaaga 
atttttcatt 
tccttgtcct 
ccaaaatgcc 
ttttcttcta 
aaaacagaaa 
cctggtccaa 
aagagttaga 
ccgtagatga 
aattaagcag 
gcagttaggg 
aagaggcagt 
aagtgggacc 
caacccatta 
acaacagtgt 
aaaacaccgt 
tcaaaagcac 
tctgcagttc 
agagaaagag 
ccaggagatc 
ccatccaaga 
gtggtggagg 
gcaggtcaaa 



aggattgctg 
cacagtgcag 
tactctgctt 
cccagccaca 
tttgggcctg 
ggagcagcag 
tctttaagct 
gctgcccctc 
tgcctgcttc 
tacagggttg 
ctagttaaaa 
ttgatgagtt 
ggcccattta 
ccagttgaga 
aacctgtgaa 
actagggctg 
ggtcagaggg 
tcacctgcct 
tacaggtttt 
acactgtgag 
atggagtgta 
accttaccac 
tttgtgaagc 
gaaagtacaa 
acagtttttc 
gacagatgcc 
caagccaagt 
taggtggatg 
actggtgagg 
ctgagtcagc 
gcccaatagg 
gtctttacca 
gaacaagtgt 



63780 
63840 
63900 
63960 
64020 
64080 
64140 
64200 
64260 
64320 
64380 
64440 
64500 
64560 
64620 
64680 
64740 
64800 
64860 
64920 
64980 
65040 
65100 
65160 
65220 
65280 
65340 
65400 
65460 
65520 
65580 
65640 
65700 
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gaagcagaac 


ctgctaagca 


aagccaagta 


gtgacactca 


cttccaaaac 


atacccagca 


65760 


gaagcctcct 


gcaagtacca 


acagtgacag 


gtgcttgtag 


cacagaaaac 


tcaccccttc 


65820 


ttcaacagtt 


gatttgattt 


gccacacatc 


actagtgaac 


agctcggtgg 


cattttgact 


65880 


gtttatctta 


tagggcaaga 


taccctgatt 


ctgaactcac 


ttaggatggg 


ttggcatgag 


65940 


ctgtatccta 


gtgaaaaaaa 


atatcccacc 


tacctcctag 


gtccactcaa 


gacttctgca 


66000 


cgtggagtaa 


atcaagccat 


aatggagccc 


ctgagaatcc 


ccaggaggcg 


agcagtctgg 


66060 


atggtaatgg 


aggaaagggc 


caggcaggca 


ggtggaacag 


aatctcaact 


ggccaagacc 


66120 


tggcaagatt 


agatacccca 


ggggttgagt 


aaaaggagca 


cagggaaata 


tttattttca 


66180 


ccttctgaag 


acactgtgtg 


catggagctc 


tgacttccca 


cttcagggaa 


ctctggctgc 


66240 


cgcccagttt 


tatctgggca 


agtgacatat 


tctcgtggga 


acaagtggtg 


gcgaagcctc 


66300 


tttctacaca 


tttcccctcc 


ttcctccagt 


catctgtggg 


gctggcgggt 


gggacacact 


66360 


agtgaataag 


cattgtgtgc 


cacaagtttt 


tatgcagaga 


agatggaagg 


aagtttcctc 


66420 


ccacaggccc 


caagataaat 


ataattttaa 


agcaattaaa 


gcctgcttca 


gtgggagagt 


66480 


ttccgtacaa 


catgctggtg 


atattccttc 


aatttttttg 


gttgttttta 


tttttttttt 


66540 


cattaaagtc 


cattgatcat 


cacaaaaacc 


caggaaatgc 


aactaaggag 


aaaacaaacg 


66600 


tccaaccaag 


atctaagaac 


ccagagctat 


ggaggagacg 


ttgcactgga 


ctgctgggtg 


66660 


tgcacaaggg 


ggcaggaggg 


gcgatcccca 


tggggcatgg 


ccactggcca 


tgggaaacac 


66720 


aggagggagg 


ccaggcagct 


ggctgggcgg 


ttatgttaac 


cgctgcacga 


tgacagcatt 


66780 


gagcaggttg 


gcttccttca 


gggtctggct 


ctcatcagcc 


agctctttgt 


tcgggaaagt 


66840 


agtcatgagg 


ataaagctgg 


tggcagccat 


ggctggccgg 


gcatccacga 


tgaagagtcg 


66900 


gatgtcgctg 


atcctgcagg 


agttggggaa 


gcggtgagca 


gtgccatcct 


ctgctgtcca 


66960 


tacccctgcc 


ctgtggaaag 


ctaaacacct 


cgcaaatccc 


ctttcctgac 


tttctccaca 


67020 


gaacagcgaa 


agctacgctc 


aggcatgtgg 


gaccaagtcc 


cttccttgcc 


aagagtcctt 


67080 


cactgttgtt 


tccattttcc 


ttgagataaa 


caccaacaac 


cctactgtgt 


tcccaaggac 


67140 


ctaattttat 


accaccctct 


ttcccctcgt 


tctcttctgc 


ccgcttctag 


ttcatcaggc 


67200 


catactctct 


tcccacattt 


gggtccttct 


ttccagaggc 


tcccctgcct 


gatccccttt 


67260 


ctgtaatcct 


aatcacaact 


caggcctcgg 


atccaatgcc 


acctcctcag 


gaaagccctc 


67320 


cttagctcct 


tggctccatc 


cctggccctc 


cttccacgtt 


tctgggatga 


tctgattagt 


67380 


gtctcctcct 


gcagctcatg 


aatttcacaa 


ggacagtgtg 


tgtctctttt 


gtatatcaca 


67440 


ggaggcactt 


aaactatctg 


tcagaaatta 


atggtcaact 


tctcagggcc 


aggaatcgtt 


67500 


tctccagaca 


ctacctgcct 


tctgaacctg 


gagatcatat 


gacaatgaaa 


ccacctggaa 


67560 


acaatgcctc 


cttccctaga 


gcacttaaac 


ataagtttcc 


tttttgcccc 


aaacccctaa 


67620 


aatctatgca 


acttacaatt 


tggcacatct 


aagggcatgg 


acctgcagga 


ttctgcctgt 


67680 
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gacttttagc 


aaaccaagct 


ttttcaccta 


gcaaagcctc 


tgcatgggct 


gtccaccctg 


67740 


ggaatgggca 


gcagtgtgct 


gagcttaatg 


agtgaaatga 


aactgagaca 


aataactcac 


67800 


atcactggga 


tgggtcactc 


gcttaaccac 


caggcacttg 


agtgtaatga 


atgttcctga 


67860 


tgaaggaggt 


ctcaataggc 


tctagatgca 


cctggctcac 


agctggggct 


tgtctcccgc 


67920 


tgtcacccac 


aggcgagccc 


agtcaatatt 


caacgactga 


caaacaattc 


actgatccca 


67980 


catgtgggtg 


ctggcttagt 


tggctcatga 


ccaataacat 


ttagacactt 


ctgttctaca 


68040 


gaaaggaggc 


accaaatata 


tttactggca 


acagtcctct 


agcacctctc 


ctactagtct 


68100 


cttcactttg 


ctgtggctca 


gtttccccat 


ctttaaaatg 


aagaaggcac 


tgatccagcc 


68160 


cagatggtct 


gagatgtgga 


gcaggcattc 


ccagaattct 


cgacagccag 


atctagaaga 


68220 


gatcttcctg 


gcccagtaat 


tttcacaggc 


cccttgtggg 


gagggaggtg 


gaggaagcca 


68280 


ggtgagtggg 


acgctgacac 


tgcaccccct 


tctcctccat 


caaccacagc 


agttctaatt 


68340 


tgatgtcttc 


acaggacttt 


agcatgggac 


ttcctctgaa 


gtctggtagc 


ttaaaaaaag 


68400 


ccctgagaaa 


tctaatactc 


taattttaca 


gatgaagaat 


gagacacaca 


gggggaagtg 


68460 


aacagtcact 


ggccacacta 


atggaagagt 


ggggaccaga 


acttaaggct 


tcagacttgt 


68520 


agtccttacc 


accctcgtgt 


ctgctttggg 


gaaagcatgg 


agtgcctgct 


ggtatttagg 


68580 


aggaagaacg 


gctctctgct 


tcccacacat 


ttgcgtgagg 


cccagaggac 


actcctagaa 


68640 


taagctaggc 


cacacaatgc 


aaggtacctg 


tggctgtggt 


taaatttctg 


caccagcctc 


68700 


ccgccgtctg 


caagccgaat 


ttggatgttt 


gtggtaggct 


ctgattcgtc 


gattaagatg 


68760 


gaagagctgg 


ctttggcttc 


attttctgcc 


tgttgggctg 


gagagctggt 


actcaacacc 


68820 


tggggggcag 


tgctgaggag 


agaggatggc 


atcagaacac 


aagcagaaac 


aaggccccta 


68880 


gcaagaaggg 


aatcccttct 


tggactgtta 


ctgagcattt 


gcaatgcgcc 


tggcattgtt 


68940 


tggtgctgct 


gatctattga 


cccagacagg 


gaaaatcgtg 


cccttatgga 


acttacaggt 


69000 


ccagcagaat 


tcacttcaaa 


ccctgagtca 


tatatttcat 


acgttattgc 


tagctccctc 


69060 


gctcctgagt 


aatgtgggca 


agttactcgg 


cctttttcct 


ccttggtgtc 


ttcaactgaa 


69120 


caagggcttg 


aagggaggaa 


agcaggacag 


cctagggtgg 


gagagacagg 


gtcataaggc 


69180 


tggaagacat 


aatagaacag 


ggtcagtttt 


agcctcaatg 


gagtggtgga 


ggggagtgtt 


69240 


ccaagtctgc 


agctgaggca 


gccttggcac 


agcctggcag 


gtgagtggca 


ggatgcaggc 


69300 


aaagcaatcc 


agattcttct 


tctgtgatgg 


aattttcagg 


cctgcattac 


ctagtgcacc 


69360 


tcactcccat 


gtgtatctgt 


actcatacat 


ccactattga 


gggcagggga 


gagagttcta 


69420 


aagggcactg 


aaaagccaat 


taagtgctgg 


gttctgctgg 


gattcatcat 


acaatgaaca 


69480 


ggacacggtg 


tcagacacag 


tgttagattt 


catatctcag 


aatcacatgg 


accagggttt 


69540 


gaattactca 


agcaccctta 


gtttcaacaa 


aggtagtaat 


tagattttta 


aagggttaag 


69600 


gcataggcct 


tgctcagttt 


ttgttaggat 


taaaggggaa 


aattgcataa 


tgcactcagg 


69660 
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atggctgaca 


aacacaaaat 


gcacatagga 


ctcccaattc 


tccacaactg 


tatggagccg 


69720 


ccttctctcc 


tccaaaccac 


ctgtccactt 


cactcccagt 


ctttctctta 


gcagatgacc 


69780 


tgacttagac 


ctttgcaaag 


aagaaaggcc 


actagatgag 


catttgcttc 


ccctcaaagc 


69840 


ctctaattag 


atcagttctt 


gtaacttact 


cttccccctt 


cacagcccca 


aaaatggtac 


69900 


tgagagcaaa 


tccaactgaa 


agtgctttcc 


aaagtgtgtt 


ccataggaag 


gaaggtgtag 


69960 


gaaaggccac 


atattacact 


agcagcttca 


gaggccattg 


gcacattaaa 


ggttttgaga 


70020 


gattgcacag 


ttaaatattg 


ccctgaagca 


tataattaaa 


gaatgactga 


aaagcaaact 


70080 


tactcttttc 


tgtgaatgtg 


aaaaacatgg 


acttacagaa 


ttacaaagta 


gagctcagag 


70140 


gagaatgtca 


cccacattac 


tagcactaga 


gaagctgctt 


ctctgcatca 


gcctcaaagc 


70200 


atgtgggact 


caaaaagtgt 


gggctgggac 


acacagttta 


aatgacacta 


cgataggcca 


70260 


caagagttga 


ttggaaatag 


tgaataggta 


aatctcatat 


acctgtaaat 


gcctaagctc 


70320 


tgcaccaagc 


ttgtccaacc 


acccatggct 


catgggccgt 


atgcgaccca 


ggacagtttt 


70380 


gaatgcagcc 


caacacaaat 


ttgtaaactt 


tcttaaaatg 


ttatgagttt 


tttttttttt 


70440 


ttgctttttg 


ttgttgttag 


ctcatcagct 


atcattagta 


tcagtgtatt 


ttatgtgtgg 


70500 


cccaaagcaa 


ttcttccaaa 


gtggcccagg 


gaagccaaaa 


gactggacat 


tcctgatcta 


70560 


cactatctcg 


ttttgttcat 


tagtttcaca 


gacattaggt 


taactctcca 


attagacttt 


70620 


aggcagcctg 


tccctcaact 


atttataata 


attcaaagta 


tacgtactca 


ttgaaaccac 


70680 


cgcctgccag 


aaagggaact 


ataacgtttt 


caggcaggcc 


taagatgaga 


aagaagctgt 


70740 


taagccaaaa 


tagctgatat 


cagttaaggg 


ggtggggagc 


agaaaaaaca 


ggagtgacat 


70800 


ttacaccgac 


tctgtgcagg 


tattgtctaa 


aggggctttc 


acagccacga 


cctcgctgaa 


70860 


tcaccacaac 


catcctctga 


gaggggtgta 


tctccatttt 


atagatgaga 


aaacacacac 


70920 


acacgctatg 


gatcattttt 


aaaaactaat 


gcaatgaaca 


agcctccttt 


cagtatatat 


70980 


tctgtgtatt 


cccaccagcc 


aggattttgt 


caagctttac 


aattacgatg 


gttttagaaa 


71040 


aataatattt 


atattggaaa 


tgctttctca 


aacttctcct 


tgagtttcac 


tcctcactta 


71100 


tgagctgatg 


accctcagca 


agttactgag 


catcttggca 


cctcaatttc 


cttttctata 


71160 


aagtggagat 


actctcctta 


ccacagctcc 


acgccttttg 


gggaagcagt 


ccctactgtc 


71220 


cctattatca 


aggagagttg 


gtgtgatgcc 


agagaaatgg 


cacaagcttt 


ggagctgagc 


71280 


caccaccatt 


tggcctctgc 


tctgcctcta 


aacagacagt 


gtggccttaa 


gcaagtcaca 


71340 


acttcccagg 


gcttcagtgt 


ctttgtgtgt 


aaaatgagga 


gctgttctgt 


tgtgaggatg 


71400 


agacgagata 


atgtgcacgc 


aaggcctggt 


atttaggaaa 


tcctccacac 


aaggaagcag 


71460 


ctgctgtttg 


ggtttgcttc 


ccagcacgtc 


ccattgcaga 


ctgctggtgg 


gtcatcactg 


71520 


gaagagatga 


ggaaagcctg 


atgcctggac 


ttggctgtgt 


agcttctgac 


tggctgtttc 


71580 


tcttacacac 


tccctaaaaa 


ttaggtgagg 


cagggtggcc 


tgataaacat 


ggtgactatt 


71640 
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tatgaggcac 


ccattcctaa 


gccaggccct 


gtgctgagta 


cttcacatgt 


attaacttac 


71700 


ttaacccaca 


ggcttaaccc 


ccagcctatg 


aggtagggat 


tcattacaga 


tgaagaaact 


71760 


gaggcacagc 


agggtgaagc 


aacttgccca 


aaatcccagt 


gttggttcac 


ggtagaggca 


71820 


gtatacaatc 


cgagctattt 


ggctctccat 


cctgtgctct 


tcacactgtc 


ccactctcct 


71880 


gttgggcctt 


acactcagac 


aggtataggc 


ctggatttca 


agacccagtt 


tcctcatcaa 


71940 


taaaacagag 


ttaaaacttc 


ccagatactt 


gagaaaatag 


ctaaaaacat 


gcactgtacc 


72000 


caacacatac 


taaaagtaca 


aacaaatgtc 


tatgtggcta 


tgcaagaata 


tccaggatgc 


72060 


tatgcaggtt 


ggcaggtaaa 


ggcagagact 


ggagggaccc 


agctctgcac 


tggccagcaa 


72120 


tatggatctc 


accaagtctc 


aggatccttc 


tttgtagaat 


ggggattaaa 


acaggattaa 


72180 


agaagataaa 


ataaatgaaa 


tacttagcat 


agcgcttagc 


taacaacata 


aaacactcga 


72240 


ctaactaatt 


atatcattct 


tcaaggtcct 


gccccactta 


tatttgcctc 


aattctggac 


72300 


caaaatcgac 


tagaaatgct 


atcagctgcc 


atgggctgta 


agtggaaggt 


cacctgacag 


72360 


gcattcccag 


tctatactgc 


tctcaaggag 


gatggggagt 


ggaagaggag 


gggaaacctg 


72420 


aagaccaggc 


ctcctgattt 


ttcaaataat 


aagagcacat 


cattcaaaga 


atattagttc 


72480 


catagtgctc 


taatcatccc 


gcagggcagc 


cacacgcatc 


tgttcaaagg 


agctggcctg 


72540 


ccagctcttc 


ctgagaactg 


ccaacagctg 


ggctactgct 


cccagtgagc 


ggctggccat 


72600 


ctgcagctgt 


gagggtgctt 


gattcacagg 


caggaaaggt 


tagagcagac 


gtctataaat 


72660 


agtgtttttt 


ggtgtctccc 


tgcaaacatc 


gtaagttatg 


gggaaaatga 


gtctcaattc 


72720 


aagagcccga 


atcacccaac 


tcctcctatc 


tttacagggg 


gaataaactg 


gcactaggta 


72780 


ctttcttgcc 


acagttacaa 


atcctgagac 


cagccatctt 


ctccacaaaa 


ataaccacta 


72840 


cagaaggcac 


gggagcagct 


aaagctcact 


tccagcagca 


gtgacccctc 


ctcccaagtg 


72900 


cactcttgct 


gtttgcaatt 


cgaaccttca 


gatcagctcc 


caactcaaac 


aaactaacgt 


72960 


aaaacctaaa 


acaacaacaa 


aattctccgg 


tttctcttca 


gattgtatac 


atcttttgcc 


73020 


ttttactaaa 


acaacaaaaa 


aaatttaata 


caactgaatt 


ttctcaaaat 


attttaactg 


73080 


agacaactta 


ttcattcact 


tgaagtattt 


tcccagataa 


ttaagatttt 


gaaaaagccc 


73140 


agtactgact 


gatttttgaa 


gcaaatctga 


gaaaattttc 


aggaaaaatt 


tcaagaaaag 


73200 


ttcaagactt 


ttggcttctg 


atcattttgg 


ttcacaagac 


aatgaaaaac 


atagtaaaat 


73260 


ttatgagaaa 


aactaaagca 


gctgtcctga 


tttagactga 


aaagctaaag 


tcccatctca 


73320 


cttaacttta 


taaaactgtg 


gctgtttttt 


ttttaagcta 


agttttcata 


aaaagccaga 


73380 


actgaaataa 


aatgcaagtg 


gaactggcag 


tgaacacttt 


gttgataaac 


atcatggtga 


73440 


tatcaagttc 


tatcttgtgc 


tcattctcca 


cattaatatt 


tattcctatc 


atgctaaaat 


73500 


agactttaaa 


gatattttaa 


ttttctgaga 


tgcagagttt 


cacacacata 


atatggttag 


73560 


actttccaat 


agaaacattt 


cctgttagta 


ttataaaatc 


atacccaaag 


tgcatggtgt 


73620 
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tctgaagttc 
aagggcaatt 
cccaagtgta 
tgcctaaatg 
tatgtaagca 
acttcactga 
gagtaagaga 
ttattcttta 
aaaaaaatta 
agctgtcctg 
gacttaacta 
gaggcatgaa 
gagggcatgg 
cagtagctac 
tgcaggaagg 
tgcccaagga 
catattggca 
agaacactca 
cagcctacct 
ctattaacca 
agagggtaca 
gcagagtgag 
tggtggcaca 
aacacactgt 
catttcagcc 
ccacagcagc 
ctacatgcat 
tagtaccaat 
agtgaagcag 
ctcccataca 
agtgatacac 
gtgctgcccc 
tgggcttcac 



tgagccctcc 
tgacatctta 
caaagattta 
tttaacagca 
ttataattaa 
taaagtaaaa 
agaaagatac 
cctgcacttt 
ggtgccctat 
ggctagtcca 
ctttgggcca 
tggtcaacag 
ttgttggaag 
tttgagaact 
aatgccagtc 
aaggccccta 
aggagggtca 
tcaggtgacc 
atgggctggc 
atcagatatc 
ggagtgagaa 
tgtcaggaag 
ccagcctgca 
gaggcctggc 
ttaagccatc 
aattacgtac 
cagctcactt 
ttatagttga 
agatataaac 
aataaaattt 
agggtctgct 
ttacctgccc 
aaagtcctcg 



cttgtaactg 
aaagtatgaa 
atcacagaga 
aggactggtt 
aagtgtagaa 
agcaggtgat 
acttgccaga 
ctattaagat 
aaagctcatc 
cagcccttga 
ggtaaatcta 
gcaggtaagg 
accaagcttt 
gccagatcta 
agaaggcctg 
atatccaaga 
ctatgctcta 
ccatggccat 
caagagtctg 
atcagaggct 
ggcagtagca 
ggccaaataa 
aaggggcagc 
taggcaagag 
aaggagatga 
actttctgct 
attccttgca 
ggaaactgag 
tcaggtctgt 
gaagtatttt 
gggcttggca 
agtttctgac 
tcccgatggt 



gtggtgggca 
gcccttttga 
tattcactgc 
aaattatggc 
ataagcttac 
acaacagcat 
tatttctggg 
gaacatgtat 
acaactgaca 
tgcagtagat 
ataccctgaa 
gattccagga 
gatctctgaa 
ggttagaaag 
gggtcttggc 
gcctcagctt 
aatgcctatc 
ggccaaagct 
gtgggagaac 
ttgaatggaa 
gaggacacaa 
gtagaaataa 
aaggttcctg 
tctgtaattt 
caccttccct 
tacattgact 
acaataatcc 
gctatatagt 
taactccagt 
gtaaacagta 
ggtgtgattg 
cctcgccagt 
cctccatatc 



taaaaaatat 
aacaataatc 
aatgttgtaa 
acatttatgg 
tgataaagga 
gtttacaaat 
tgttagcttc 
tattttaata 
gggacactct 
gaaatgatga 
ctctgaccct 
gagggccagc 
gatagtgagg 
gatgtctcat 
tctaacacac 
tctctctaca 
atgtgcacag 
aagtggatcc 
cgtatgaggg 
gatagagaat 
tgcagaaaaa 
gagctgctga 
agtgtccctg 
cttattcccc 
gaacacccta 
gctcactatg 
taggaggtat 
ccaaggtcac 
ccatgttctc 
aagagctaat 
acagagtctg 
gaaggctttg 
caagttcacc 



agcctttttg 
atatgtctag 
ttctggtagc 
gctagaaaat 
tgatagccat 
acatgcaaat 
aggacagctt 
atcaaagaaa 
ctgtgagaat 
gaacagggat 
tgctcctgat 
cagaagctca 
tgagcaaggg 
tgtgcaggag 
accagccatg 
aaataaggat 
ttccctctga 
tgagagaagg 
ataccagtga 
gtctgttagt 
gtcacaagtg 
gctgtcataa 
catcctgagc 
ttggaatcct 
gattactgag 
gaacagtgtt 
ggactcttat 
actgctagaa 
cacactcttc 
aaccaaagtg 
gctctaacct 
aaggctcctt 
tgtccaccgt 



73680 
73740 
73800 
73860 
73920 
73980 
74040 
74100 
74160 
74220 
74280 
74340 
74400 
74460 
74520 
74580 
74640 
74700 
74760 
74820 
74880 
74940 
75000 
75060 
75120 
75180 
75240 
75300 
75360 
75420 
75480 
75540 
75600 



223 



gagctagcct 
cacagagaga 
gtggtgaaaa 
ctccaccttt 
aggtctgcct 
gaatccgtat 
attctgcctc 
tttttcactc 
cttctgagtt 
acctgtgatg 
tgcaaattag 
cacacatata 
agaataggaa 
gttgcatctt 
gctttgcttg 
catggactat 
acacacattc 
gaggataaaa 
tttaaaacat 
tattgaataa 
atgcacaggg 
tggtgttaag 
agagaacccc 
tcatttgccc 
aacctccttt 
ctgttagttt 
aaaaatggca 
gctggaatgc 
aaggcggtag 
ttggtccatg 
gaaagaggac 
agactcagtg 
ttaagagctg 



ccgaagctct 
agatggaaat 
atcgctgggc 
tctcttgttt 
caggcccaaa 
ctcaactatg 
ctcctttccc 
accctctgcg 
ctccattatc 
acagggagta 
caggttttta 
tacatgtgtg 
ggtggcctag 
gactgtgcca 
tgcttggtat 
tccacagtca 
acagcaaagg 
tttttatttt 
attatagaaa 
aaaagactca 
ctaaaaagta 
tcttctctgg 
agatacactg 
atcccctttc 
gattttccag 
ccctttcaga 
gaacagtcca 
tgcctctttt 
ccacctcctg 
gtacaagggt 
agggttcctg 
cctacatgcc 
gaaggggcag 



gctggcacct 
gacagtgatg 
ctccaaaggg 
gttcagccat 
ggggaaaaat 
ctgaatctgc 
aactgctatc 
gatagactcc 
caggctgaat 
aacagttacc 
ctatttctca 
cacaagcaac 
cacagactaa 
ctcactagct 
gccgtgagtg 
ttaaaaatgt 
gtctagaagg 
cttcttgctt 
ttaatgatca 
aaattgtgtg 
gtggacaatg 
tggtctgaag 
tacctctgcc 
cccacctgtt 
taagcgtctt 
ggctgctggt 
caagcttccc 
ctcctgccac 
caaatggcta 
tactcagata 
atcaagcttg 
caggcagtat 
tgcctggcta 



ccctgtggaa 
ggaaaagggg 
agcaggctac 
ggccgacacc 
ggacatacaa 
ttcaaacaat 
cactcactga 
agaaactggg 
ccactcttcc 
agggatctgg 
gtgttgctac 
tcaacaagca 
gagcaggggt 
atatggctct 
tccgactaaa 
tatctacaag 
ctaaaaacca 
gactttattt 
caagactaca 
tatgattaca 
aggaaaacta 
accaagttct 
tgagatccat 
ctcaccagct 
tgttcgtgaa 
taatgcacaa 
tcatgggaag 
ataggcagac 
taagggacaa 
caatgatata 
ttagctacta 
ggtaaatgaa 
aaggaaacag 



gaaaaggcca 
agaagaaacc 
tctggtggct 
tatttcttat 
ggtttttgga 
ttactcctca 
tttgggacct 
cattggatgg 
agagtttcaa 
caagcatacc 
tattaaaaca 
aactaaataa 
tttgttttag 
gggcaggtga 
ctaccatggc 
ttctgttcac 
atgcattagc 
tggaataaaa 
agaagatgtt 
cttgtgggga 
aaaaaaaaga 
tcagctatac 
gggctgctca 
ctctcaccca 
ccacagcaag 
tatgtaacca 
gtggatgcac 
tcttcctctg 
gttcatacac 
tatatcttag 
gatgcacttt 
ttaggtggcc 
atgctactaa 



tgctgaggtc 
tctcagtccc 
acctgtctgc 
ttggccactt 
gcagatctat 
aataataaac 
acaggagggc 
gtcttggtag 
tactacatga 
aatttgaact 
cacatagaga 
gcattaacct 
gacacctgag 
ctcaatcgac 
aaatcttgct 
aacaactccc 
agctgcctcg 
cccaaaatga 
tgtggtataa 
aggagaccct 
aaagaaaaat 
tcgcatcact 
aaaaactcct 
gcacccagga 
ggcactgtct 
atcccttcag 
tcacatcttg 
gtgctgcccc 
atttaagggg 
gtaagaggaa 
ctctgatatc 
agaattgggg 
actctcatta 



75660 
75720 
75780 
75840 
75900 
75960 
76020 
76080 
76140 
76200 
76260 
76320 
76380 
76440 
76500 
76560 
76620 
76680 
76740 
76800 
76860 
76920 
76980 
77040 
77100 
77160 
77220 
77280 
77340 
77400 
77460 
77520 
77580 
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accgtgacca 


tgtaggaatt 


tgggtacaag 


acaatatcaa 


agactttttg 


attttctcaa 


77640 


aggagacaga 


aatcccgatt 


ttatataaaa 


cagatgacta 


ttaattcaag 


taaaacaaaa 


77700 


taaaacacta 


agtcagtcaa 


atttgatagg 


ccaaacaaaa 


catgtatgca 


gaacccaatc 


77760 


tagaccatag 


gctgtaggtc 


tgaaaactct 


gccccaaatc 


ttggtttcac 


gttaaagggt 


77820 


gagataaact 


acactcgtgt 


tccgcacaga 


agaccaagta 


agcaaatgaa 


aaaaagaaaa 


77880 


aaatcagtca 


ctaccggggt 


gaagaaggtg 


gcattcccag 


ttctggaatc 


tcagtcctgt 


77940 


gggcacagac 


aatgaccctt 


atactcactc 


tcggtttact 


ggtctctcca 


gggctcttgg 


78000 


tcactcgctc 


cacagctaca 


gctccatgct 


ctttggcacc 


tttaaagaga 


tcatccacca 


78060 


gctcgttggg 


acttttcttc 


ctgggagggc 


caacaatctg 


ctgtccactt 


ctctctgagc 


78120 


ccccagcata 


aaacctgtgt 


acaaaataca 


cctctaacat 


gaaacactca 


tggaaaacat 


78180 


gaatagagca 


tgtgccaggt 


tggtgctggg 


cacactgagg 


caaagggtac 


aatgcttgtc 


78240 


tttaaagaat 


ttactggcta 


gttgggaaca 


catggaagga 


ggcaagcagg 


taaaatgcag 


78300 


tgtgagcagc 


aacagaagtc 


agtgagggaa 


cactgggtgg 


gaaggacagc 


caaggcttcc 


78360 


tttaagggtg 


tcttctgggc 


tgaatcttga 


ggataaggat 


gagtttatca 


ggtgaacaaa 


78420 


ctggggaaag 


gcattccaag 


catgcaaaac 


agcttatcag 


ttcaggagag 


agtctcagct 


78480 


gggactatca 


atctggtggc 


caggctcctc 


tccaggagac 


agtgactaca 


gtcatagtca 


78540 


gaagtagcta 


ccactagtga 


cttggggtta 


atggtggcac 


tggcatggtt 


agtacaagca 


78600 


gctaggctcc 


agtcttggct 


ctgccactgt 


atgtcctggg 


taagccagtg 


cactactctg 


78660 


tgactcactt 


tccttgtctt 


tgaaacggga 


gggaaggacc 


acatgcccta 


cctacctgct 


78720 


ccttaagtca 


gagccgtgag 


gttcaaatca 


gcagatgtat 


gcaaaagaac 


aagcacagag 


78780 


taatgcacac 


aggtaaggtg 


gtgtgacaca 


gcaccaggag 


ctcccccaag 


cctcacctca 


78840 


ccttgccatt 


catgtgacac 


acactgtggc 


ccctgaggaa 


agggtactgg 


aggtcagaga 


78900 


agctccaatc 


tcaaatacaa 


gccccaagac 


acccacactg 


ggctttgcaa 


taggccaggc 


78960 


atggcttgag 


ataataaagt 


tagtactttt 


ttatatgggc 


ctgaaaacca 


gttgtcatgc 


79020 


agcctggccc 


actgcctcct 


tattactcct 


attcagagct 


aagtcaacag 


cttgtcccca 


79080 


agcaagaaaa 


attgagaacc 


tataaaaatt 


agtctcagcc 


ctctatttcc 


tgacattcac 


79140 


cagggaatga 


gaggcaaagc 


cacaggcccc 


gacaaggaca 


acagtaccag 


tgtcctttca 


79200 


ggtctgaaat 


gctgaggggt 


caaggaagta 


agcggaatgt 


gaaataaagg 


aaggtcactg 


79260 


cctggaggac 


gtgactgggt 


gggaggagaa 


cgagaaagac 


atttaggagc 


tgggcattca 


79320 


cgtacttgat 


gacactgcct 


ttcactcagg 


agtgtgaaac 


cccaaaatta 


acatatattt 


79380 


ttatatccag 


aagtatctaa 


aaggaaggtt 


ttgagtcggt 


gtgaaggtca 


caataggaat 


79440 


gaaaatagag 


aatagaacac 


atgtaatttc 


tcagcccact 


tccccaaaga 


ctgaccatga 


79500 


tgagataact 


gcattcccga 


aatagttatt 


atacaatttt 


ccttaggaat 


gtctgacaga 


79560 
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ccgaggcaga 


tcctgtggag 


aaccaaaacc 


catgaaatga 


ggctggcgtt 


cattcttgtt 


79620 


cattccaggt 


agatgaagtt 


ctgctaaatg 


gactataaag 


tctttattaa 


gggatctcaa 


79680 


agccctggct 


tcagaactgg 


gagcctgtga 


tcaagagcct 


taaaaatatg 


catgcccttg 


79740 


acctggtatt 


tccattttta 


aaaactatcc 


taaaaaaaat 


ctgaaatgtg 


gttaattaat 


79800 


ccacaaaaat 


gttcatagca 


ctgatattta 


cagtagtaaa 


acattgaaaa 


aaatctaaat 


79860 


gtcaggcatc 


ccatataatg 


gattattatt 


atagcatatg 


aaaaggcata 


tgaaggattt 


79920 


taaggacatg 


gggaaacgtc 


tgagatgtag 


cattgatcca 


gcaaaaccat 


atttatatac 


79980 


agaacaaaga 


ctggatggaa 


atatgccaga 


atatcaaccg 


tagttaccaa 


agggtagatg 


80040 


agtttaagac 


tttttcatta 


tactagtctg 


tagtttccat 


aatggatatt 


tttattataa 


80100 


tgttctaaag 


gttaaaaaca 


aatagttgat 


gggtacatgt 


ctattggggg 


aaatatacac 


80160 


ttataagcct 


attattctgt 


tttttacatg 


atgtttttta 


aattaaaaag 


aaaaagctgg 


80220 


aaagaaatat 


accaaaaaat 


ggatacctgg 


ttacgtatgg 


actgtaatat 


aatgaataac 


80280 


tttttctttc 


ttttccttat 


tttttaaaat 


tgtaaattgg 


caatttataa 


ttgtatatac 


80340 


ttatggtgta 


caaagtgatg 


ttatgcttta 


acaatatgaa 


gtggattaaa 


tcaagctagt 


80400 


tagcatattc 


atcacctcaa 


atactcaaaa 


tttttgtggt 


gagaacactt 


gaaattaaca 


80460 


cttggcaatt 


ttgaaatgta 


caatgctgtt 


ttattaacta 


tattcatcat 


gctgtgcaag 


80520 


agatctaaaa 


aagaaaaagc 


cccaaaccat 


attcctcctg 


tcttaagatt 


ttataccctt 


80580 


tgaccaccat 


ctccccatta 


tgccctcact 


tctgcctctg 


taaccacact 


ctgtcgattg 


80640 


ttctagattg 


gaattgttct 


agattccaca 


cgagagcatg 


ctttatttgt 


gtttctgtgc 


80700 


ctggcttatt 


ttagttagca 


taatgttctc 


tatccatgtt 


gttgaaaatg 


acaatttcct 


80760 


tctttttaaa 


gactgagtag 


tattcctact 


gtgtatatac 


accacatttg 


ctttatccat 


80820 


tcatctgctg 


gtaagacact 


tatgctgatc 


cataacttcg 


ctactgtgaa 


gagcaccgca 


80880 


atgagcacgg 


gaacgtagac 


acctctttac 


aaactgattt 


caaatctttt 


tagtcaatac 


80940 


caaaaagtgg 


gactgctaga 


tcttttcctt 


gtttccctcc 


cctaatattc 


ctcaataaat 


81000 


acattaagta 


acggaacagg 


ggtcacttct 


aagctacaag 


gagtagaaga 


gacttcctaa 


81060 


gatataaccc 


acacagacca 


gcccacagta 


gtaatggcta 


acaataacca 


aacatgttta 


81120 


ccaggtcctg 


ttctaggtga 


tttacacatt 


accctggact 


tccctgtgaa 


ctgtccccct 


81180 


gaccccctct 


agaagactca 


cctctggcct 


tcctcttcct 


cctcatcttc 


atcttggtca 


81240 


tgaatgaggt 


ctctgaagga 


tgtcactcta 


ttatcactgg 


agacacagaa 


aggagcaaaa 


81300 


tgatctcagg 


gagcattaag 


aaaggtaacc 


ctcatcacca 


gctgctaagg 


aggtgaagac 


81360 


actgaggtta 


catttttggt 


aggcgagagg 


aggacgttat 


gtggagaaag 


gttaatcccc 


81420 


taagattaca 


cataaaataa 


tgtggcattt 


attttttcaa 


gatcacacag 


attgagtata 


81480 


aattagaaag 


tcctatcatg 


aggtaaaatg 


gaatcccaat 


ttaagctgcc 


ctggctttaa 


81540 
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taaaaactag 


aaagtattta 


ttaatattta 


ggaaaaaaag 


cagtgttgtg 


tggggtgggc 


81600 


acaactaaaa 


atgagtacag 


acttaagtag 


tacagacagc 


ggggagtaac 


agggaaacta 


81660 


agaaaggctt 


cccagaaaaa 


tgaaatattt 


ggaccaactg 


ccaaagaact 


agtggacaat 


81720 


catggtgatg 


gggctgctgg 


ggaaaagggg 


ttggtgtagc 


attataggaa 


agcagcatac 


81780 


acagtgcaca 


gagaccagag 


agttgaagga 


aggacacata 


gccaagaagt 


aggaatgaat 


81840 


gaatacgagg 


gtgacagcac 


tggaggaaaa 


gcaagctcca 


gtgtacttct 


gctgcaggtt 


81900 


agtcaagaag 


tatttatttt 


tagaaaaaaa 


gcagtgttgt 


atgggatggg 


cacaactaaa 


81960 


aatgagcgtg 


agaagggtta 


attctctctg 


aaattatctt 


ccactgccac 


tttccaccta 


82020 


gtttagatct 


gtcctcaagg 


aacaagctta 


agtttttcaa 


ggatcataag 


acaagtttta 


82080 


tcaagattta 


aaaaaattct 


gtatttctta 


ggggaaaaaa 


gcagcttcca 


tataatatgg 


82140 


gacaaagagg 


gtgacatggt 


ttggctctgt 


gtccccaccc 


aaatctcatg 


ttgaattgta 


82200 


attcccagtg 


ttggaggagg 


gacctggatc 


atgcaggtgg 


atttccctca 


tgctgttctc 


82260 


atgatagtga 


gtgagctctc 


acaagatatg 


atcgttttaa 


aatgtctggc 


acttccccct 


82320 


tcacacatgc 


ttt ctcctgc 


caccatgtga 


agatgtgctt 


gcttcccctt 


cgccttctac 


82380 


catgattgta 


agtttcctaa 


ggccttccag 


ctatgcttcc 


tgtacagctg 


tggaaatgtg 


82440 


agtcaattaa 


atctcttttc 


ttcataaatt 


acctagtctc 


aggtagtttt 


ttatagcagt 


82500 


gtgagaaaag 


actaacagag 


agtaatacag 


gtttagtgag 


gctttaatga 


gctgtttact 


82560 


aggaagaaag 


ctccagttca 


gtcttgaaga 


tttatttcaa 


ggagacaatc 


aggggacaga 


82620 


agagttttga 


ggatccatca 


actagaagtg 


agaagacaaa 


aaccaatcaa 


tgtagcaaac 


82680 


aagctccctg 


catgagttgg 


ctcctgagaa 


cagtctgccg 


ggcattcctt 


gatgcttgat 


82740 


atgacatggt 


tcaaaaggat 


ccaagtgatg 


agatctgtac 


tagtaccctg 


agagtactag 


82800 


ttccactcat 


tcatcttccc 


aaagggaatt 


ttccatacat 


gctcagccta 


aagtttcttc 


82860 


caatgactag 


gctaggatga 


gcatctatga 


aaaaaatatt 


ttctatctcc 


ctgttgttaa 


82920 


actttcaaat 


atatgtgtgt 


acacttgctt 


gggcaaatca 


cttgctctgc 


tatggctttg 


82980 


tttctttccc 


ccaaaactca 


tacacccaga 


ctctgatggt 


atccgacatt 


gattctggta 


83040 


tccatgtacc 


agattccaat 


cccaattctg 


cctcctaccc 


ttgggatctt 


ggacatgcta 


83100 


tttaaattct 


caaagccttc 


attttctcac 


atgtaaataa 


gacaatcaca 


gcaccaacct 


83160 


atgggctttc 


tgtgtgcagg 


tggggtactg 


atgcacggaa 


agtcttttgc 


atggtgtggc 


83220 


acatttaagt 


actactcttg 


agtagcagtt 


ctcaaagtgt 


ggtcatggac 


caggagcatc 


83280 


agcattacag 


tgaacctgtc 


agaaatgcaa 


atccccaggc 


cccctcttaa 


ttctcctgaa 


83340 


tcagagcctc 


tggaaggggt 


atccagcaat 


ctagccttaa 


ggagcccctg 


aggtaattcc 


83400 


gacatatatt 


caagttcaga 


accactgtct 


ggagtaatgc 


tttcagttac 


cttatggcat 


83460 


ggatgtccta 


gggatattag 


caattgcaca 


atacttttgt 


cctatggtct 


ctacaaattg 


83520 
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gctaaatatc 


tcagaaagtt 


caatttttca 


atattagaac 


tatctcccag 


gctactctgg 


83580 


catactgaag 


tggcacaaaa 


ctccttcatc 


agatgacatt 


ttctgctttt 


aatccggtta 


83640 


ccctagctct 


gcctctctgt 


gatgatggaa 


atgctctatc 


tgcactgtcc 


aacagagaag 


83700 


ccactagcca 


catttggcta 


ttaagcatct 


gaaatgtggt 


tagagaaaac 


gagtaacaat 


83760 


gtttgtttaa 


tttcaattaa 


tttaaatagc 


tagtagctac 


cttgttggat 


cgtgtaattt 


83820 


tagagaatca 


gacaatcgta 


gttcccggaa 


gtttaaagta 


caacttttgc 


tggatgaaag 


83880 


aggggaaaaa 


aggaagaaac 


tgttacctct 


tgcttgaccc 


tgcatacagg 


ggtgggaggt 


83940 


gctggcaggg 


aggtagcatg 


tggcagcaga 


agcagctttg 


gacttaggca 


gacttcgcct 


84000 


tgaatctgtg 


gtaacagcag 


ctgtaagtta 


cttgaccttt 


ctaagaatta 


gcatcctgac 


84060 


cagcgaaatg 


gtaagcacct 


tacctatttc 


aaagctgttg 


aacagtatca 


gaagagaaca 


84120 


caggtgagaa 


acatggcaga 


gctttggtga 


ctgctcctga 


aatactagcc 


gtcccacttc 


84180 


caggaattta 


caatttactt 


ggggagaaaa 


attaagttaa 


atatcaggaa 


aagagttcag 


84240 


ggcaatgtgg 


gagagatgcc 


acccagtagt 


acatggatat 


agtcaaagaa 


ctgaaggagt 


84300 


gatagttgtg 


actggagttc 


tgtggaacag 


aattatggcg 


tgcagcctgg 


tcacagggtt 


84360 


agcaataaca 


cgctcagcag 


agtggggatg 


gaggtaaaca 


tggaaggatg 


catgggattt 


84420 


gtataggcag 


aaagcaagag 


agcgggcaca 


cctgatcagg 


tgagaggctc 


aaacaaaagc 


84480 


aggagaacca 


aaaataagga 


agaattagag 


caccaaagaa 


atcagtttgg 


ttggaacaaa 


84540 


ggatttaaga 


aatgaggaaa 


agggaatcag 


attaggaagg 


tgggtccaag 


ggtaaactct 


84600 


ggaggacttt 


gaatgtccac 


aagaagaggc 


agaacattgt 


tggggctgag 


agctgaaatg 


84660 


ctgaatgtag 


aaaacagccc 


tacacttaaa 


tccttgtttt 


actagctctg 


tgatcttgga 


84720 


aagataccca 


acttcagtgt 


cctcatctgt 


aaaataggaa 


tagtactaac 


etcagtgeta 


84780 


acagtactaa 


caacagtact 


aacctcacag 


ggttgctgtg 


aggactaaaa 


agatgttcat 


84840 


gtaaaagctt 


aact cagtgc 


ctcactcgta 


aatactcaat 


aaatggcagc 


tgttattact 


84900 


gagtttaaac 


tgtctcctat 


agcaatggtt 


aacattttta 


tgtctgtcag 


ccctttgaga 


84960 


atctcataaa 


agccatggac 


tctcttgcca 


caaaagatac 


ctgctaacat 


gtacacaaac 


85020 


ttttgcctgt 


aatttcaggt 


attaatagag 


accttctcac 


get cat t tea 


tagattcctc 


85080 


ctagggttct 


cgggctccat 


attaagaatc 


cttattctag 


agttgggtgt 


tgctctgagg 


85140 


cagcagtgac 


aacataaaag 


ggtatgtgag 


aagtcaaaag 


tgggggatgg 


gagagggcag 


85200 


cagctggcta 


agtgtcctgc 


aactgccagg 


tcaaagcaga 


ggcaggcccc 


acacagaatt 


85260 


cctctgaggt 


gctagcacaa 


gtttggtttt 


tcctgagaat 


gtagtcctag 


catttgettt 


85320 


cctcctcaac 


aaggacaaac 


catgcaacac 


actgcgccct 


cctccctccc 


tttttcttgt 


85380 


cttcagttct 


tttctaagcc 


tactaccaag 


tctgagcctt 


aaccagagca 


ataaagcaat 


85440 


gcctcttgga 


ccaaatgtgc 


gtccagtctt 


tttactcact 


tcagttctaa 


tgttaaactc 


85500 
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tatgtccttg 


attcttttac 


ttttatgcct 


tttttttttt 


tgagacagag 


tcttgctctg 


85560 


tcgcccaggc 


tggagtgcag 


tggcgcaatc 


tcgactcact 


gcaagctccg 


ccccccgggt 


85620 


tcacgccatt 


ctcctgcctc 


agcctcccgg 


gtagctggga 


tgacaggctc 


ctgccaccac 


85680 


acctggctaa 


ttttttttgt 


atttttagta 


gagacggggt 


ttcaccatgt 


tagccaggat 


85740 


ggtctcaatc 


tcctgacctc 


gtgatccacc 


agtctcggcc 


tcccaaagtg 


ctgggattac 


85800 


aggtgtgagc 


caccgcgcct 


ggccactttt 


atgcctattc 


ttaaatgtac 


atacttgttg 


85860 


gggaatagag 


taaacaaaac 


aggtcaattg 


agaatgaatg 


ctaaaaatga 


taatactaaa 


85920 


attataataa 


caacacatgc 


tgtgttctat 


ttgctttgta 


agtattaact 


cattcagtct 


85980 


cccatgtggt 


aggcactatc 


attaccattt 


gacaggcgag 


gaaaatgagg 


aactgaaacg 


86040 


ttaagtaacc 


tgcccaaggt 


cacaaagctt 


ttacttaagt 


ggcagagctg 


ggatttgaac 


86100 


caacgcagtc 


aggctcctgg 


gcccatgcta 


ataaaccact 


gccttaatag 


aactttggga 


86160 


ttactggaga 


aaagaaagga 


gtaaacatgt 


aactggcatt 


agagactaag 


tttaaatctc 


86220 


tccccctcta 


taattctgac 


atgccaacat 


cccaacaaca 


ccctaaggtg 


gctgtcaaag 


86280 


actcataccc 


cagaaaatca 


gccatctcta 


ctagcagctg 


caagaacagc 


acttacccta 


86340 


acaacatgtc 


ccaagcagta 


atacccagat 


gtgccatcac 


caacatctca 


taggttagca 


86400 


cgtgcaaaca 


gttacaagat 


cactttcctc 


ctacctcttt 


tctctggatg 


ggagttaggg 


86460 


aaagaagaaa 


gcaatgagat 


ctggggttag 


tgctccttct 


tcgaagggag 


gaaatatatt 


86520 


ttaaacctca 


gttgccttta 


gagagaaaca 


taatttacca 


cttcatggca 


aagaaacact 


86580 


gttggttata 


ttctggggtt 


gaattcaaac 


ccaaataaaa 


tttcctggct 


aaaacataca 


86640 


ctagagagta 


gaagcaataa 


ggcgaaagca 


gagaggggag 


acacctctgc 


ttacacactc 


86700 


tctgtaaagg 


ttcagacacc 


tttacaggaa 


gcacccctgc 


ctgtctcctg 


gaagaccagc 


86760 


attgtctcac 


tctgcagagc 


acaggagtaa 


tctgctgtgg 


gtgctgtggg 


aggcagcgac 


86820 


aggggatgca 


aatgggattg 


caaaggttaa 


cactgtttta 


cctagtaaga 


caaggtctcc 


86880 


ctaatcaact 


tggcaaaggg 


tgggttacac 


aggtttattt 


tgtacaagac 


ttcttaataa 


86940 


ggtaacgggc 


atcctaaaat 


atcaaaacag 


ctttcctaag 


tcatttcgcc 


taaactttca 


87000 


catctatagc 


acccttgaaa 


ggaagttttt 


tggcttttac 


ttaaaaactt 


tagagttgca 


87060 


gtggtcattc 


ctcatactac 


ataagtaaaa 


gtcttaaaag 


taggtttgtg 


gtttccccca 


87120 


ggattgaacc 


ataaaccaca 


cccagttaaa 


agtcatgcat 


ctctgtatag 


gaaatgactg 


87180 


aggcctgctg 


ggaagtacta 


cccattgact 


cagtctaacc 


ttctcattca 


gacctggtcc 


87240 


acacacccag 


gcctgaacgc 


tctggtcaga 


aaatagctcc 


tcttcactgc 


tggaaacact 


87300 


catgtagcga 


taattgaagc 


tggcccttac 


ctgggggctg 


tgcctctgga 


cactgaactg 


87360 


ggggttgcct 


gcgaaatggt 


cacaatgtct 


tcatcccctc 


cgtcctcata 


aaagctcgct 


87420 


agcgcgatct 


gaaacagaga 


ggtagtacct 


tgggaccctt 


aaacaggcct 


tcacctaacg 


87480 
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cacatctcct 


ttgagcacaa 


aggaatacag 


acatggccaa 


cacttacaag 


gtagcttgca 


87540 


tccatgggcc 


aaagaaaatt 


agaccagaag 


gttaacagct 


cagctgttag 


tcttcgtgtc 


87600 


aactgaaaca 


aattccaccc 


actaaggtga 


aaagaaggca 


gtaagaatgg 


ctggggtgga 


87660 


agacactctt 


tattctcatt 


ttatgaagaa 


acgtgatcta 


gtaaaagtag 


cacacattta 


87720 


gtgagcattt 


acatgccagg 


ttgttctgag 


cattctacat 


acgttaattt 


gtttaatcct 


87780 


caagaactct 


atgctattag 


tactcttatc 


atctcatttt 


atagttgata 


cagaagcact 


87840 


gaggattaaa 


aaaaaatttg 


ttcaagttta 


cacaactggt 


aaagagagga 


gccaggttcc 


87900 


atccctgcta 


gtgtgcttag 


gccctcactc 


ttaagcgctt 


ccagtacagc 


ccggagtcag 


87960 


gaactgtgga 


gtcagtccag 


gttgctactt 


ttcctttctt 


tcaagttgtt 


tcctaatctg 


88020 


tgaaatgggg 


gtacctgtct 


caccaacctg 


cacactggat 


gagataatcc 


attaagattt 


88080 


atgcatactc 


gcatcttagg 


tttacacata 


cagaaggaat 


atgggaatcc 


tttggtcatt 


88140 


tgtgacatct 


ctgtcaccaa 


ctcaacggac 


aggcattcac 


taatcacttg 


ctttgcacaa 


88200 


acacaagaaa 


gcattgaggt 


cacagagatg 


aaatagacat 


ggcctctgtc 


ctcagggtca 


88260 


ccaacttcac 


aggagacagt 


gagctgtcaa 


gggataaaag 


taatctgctg 


ggaggcagtg 


88320 


tgctgtctca 


ggccatgtag 


tgaactggca 


ttctcaggga 


gcctacattc 


aagtcctgtt 


88380 


cctgccaggc 


aagtcacatg 


catgatcctc 


agtttcccca 


ctacaatgtg 


aggggaacga 


88440 


gacagaagat 


ctgttggtca 


caacactgtg 


tgcttttagg 


tctttcaggt 


agaaactttt 


88500 


tatttctgcc 


cagcataggg 


gcttcccatt 


gtgtctaggt 


gtgatctagg 


tgtgatgctt 


88560 


taccgaattc 


ttatgtttgg 


ggagtaattt 


acgtttggca 


gcagactcag 


ttcaaattcc 


88620 


aaccccgcta 


cttactggct 


atgtgaccct 


gagcaaattc 


tttgccctct 


gtgcttccaa 


88680 


ttcctcatcc 


ataaaatggg 


tctagtcttt 


acctcatagt 


gttgctagga 


tccaacgaat 


88740 


catattatgt 


aaagtgcttg 


gcacatggtg 


gtttaaagct 


tgggctctgt 


ctgcttgcaa 


88800 


tcagacagaa 


ctgggttcca 


cttctacctc 


ttctgcctgg 


tagctagtga 


ggccttgagc 


88860 


aagttactta 


acctctttaa 


tctcagctgc 


aaaatgcgaa 


ggttaaatga 


caaaagacat 


88920 


gtaaagcagt 


cagaacagcg 


cttggctcat 


ggtaggtact 


caataaatat 


tagtcatcac 


88980 


cgtcatcatc 


tacctaagac 


gaagctggcc 


aagaatattt 


atgcaattct 


ttctacagtt 


89040 


aattaccgaa 


tgcttattat 


gtgccaggca 


ttgttccagg 


cactgggaat 


tcatcagtgt 


89100 


acaaaaatcc 


ctgcctcgtg 


aagcttaagt 


cttcttagca 


agtatttagt 


gaatactcag 


89160 


tacgtgccaa 


tgaactacac 


agcaatttcc 


acgagactcc 


cattttacag 


ataagttaac 


89220 


tacgcaaggt 


gaagaagctc 


caaccttgcg 


ccaccacccc 


agaggtattc 


tcccagcaat 


89280 


taggaaggct 


gggcggcggt 


caactcccgg 


gctggacttc 


ggaagtggaa 


atgagcggcc 


89340 


acctagtccc 


gagtggggct 


tcacccaaga 


gctgctcact 


cggaccagcc 


cggcctccag 


89400 


cagatactcg 


gcgcggcagc 


cacgccccca 


ggcgctccct 


ctcctcgccg 


gctgccgcag 


89460 
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cgcccgaagt 


ctcgctgacg 


ccgcaagcgg 


gcgaggcagg 


gtgaaactgg 


cacggcagaa 


89520 


ctggctgggg 


ctggcccgcg 


ttcccccact 


cccaagccga 


gcaggcgacg 


cgtgacaagc 


89580 


ggtcccggga 


ccatgaggcc 


tgggtcgggc 


cgcggtagag 


cggggatgac 


tgtgcgcttc 


89640 


ggccgccgcg 


ggcttaaggc 


accaggcgcc 


cgctcccagc 


agtccccggc 


ccacccgaca 


89700 


cagcccgccg 


cgcggcgcta 


cctgcaagtc 


ccagccggcc 


gactcgagaa 


agaagcgggc 


89760 


ccggtcctcc 


tcggcgcccg 


tcaccgccac 


gaactccctc 


agcgcctcct 


gtcgctccgc 


89820 


cgccatcttc 


gccccgtgcg 


ccttccaaag 


cgctccggcg 


gccgccgcac 


aggcccagcc 


89880 


ccgctgccgc 


gttccgcttg 


ccggtcgacg 


aggcccagcc 


gatgagggcc 


cagcagctgg 


89940 


gagcccgccc 


gcagccccgc 


cccacgcggt 


gcctcacgca 


aagccctccg 


tgcgggaagc 


90000 


cccgccgctc 


cgcgccctct 


ggcgaccgcg 


gcgcgaaccg 


cagcctaacg 


gcgggggtgg 


90060 


gagcccgaag 


gatgagaggc 


ggggcgggtc 


ttacatacac 


ctgtgggctg 


aaggctccct 


90120 


gcaggagtca 


gattcccagt 


tattcattga 


cgcagccctc 


atttcattaa 


ttgtgcattc 


90180 


gttcattcac 


ttacttgtca 


agcatttact 


gagagctatc 


aatggcccga 


cgtttttcta 


90240 


gggctgtgga 


tatggcaggg 


agcaaaacaa 


agtccctgct 


cccatgcttc 


ttacattcta 


90300 


ggggtaaaaa 


ttcagacctt 


gaacaggcta 


ggcctccgct 


cacaacacgt 


ccatgcctcg 


90360 


ttatctcgcc 


ccgcataaaa 


gacagtctca 


tggcctgcct 


gcaggaccca 


tgagagatgg 


90420 


gccagttcct 


ccctctcatc 


aagggatccg 


ctagcttcct 


ctgctccagg 


cgccttgccc 


90480 


tccttgctgt 


tcctggaact 


tgccagttat 


cttgcatttg 


cctcagggcc 


gttgcattag 


90540 


ctgcttctgt 


gcctggagca 


cctttccctt 


accgatgggc 


aaggcgctct 


ccccgctttc 


90600 


tttgggcctc 


tgctccaagg 


ccactttctt 


aggcacaatc 


ctgtcttctg 


ggtcctcagc 


90660 


ttctttgccc 


tcttgcctct 


ccaaagagga 


acttacttgt 


tcagcttact 


tgttctttgt 


90720 


tctctatttt 


caaagcctaa 


cttccttgtt 


ctttgtacct 


ccttacccct 


agttacggta 


90780 


aacaaccttc 


ccgcgggtcc 


taatctataa 


ctcacatctg 


ttcccttgga 


taccctcgct 


90840 


acaattgcca 


ttcccgcgga 


aactcttctt 


cctgccgaaa 


ccgcttgccc 


taccactgta 


90900 


gcccacattt 


ctgctccatt 


tgaactagcc 


aatcgggatt 


agcttagatt 


gcgcagtcca 


90960 


gccccagcca 


atgggaacag 


gacacagaag 


cagcgactaa 


ccgcattagg 


gataaaaacc 


91020 


ccttctctct 


tttgttcggt 


gtgctttcct 


gaagaccaga 


tgtgtgagtg 


gcacccttct 


91080 


gcagaagtaa 


attggctttg 


ctgaaaaatc 


ttttatttca 


gtgctggttt 


tccttgagac 


91140 


ttcgagcttt 


aatttccaac 


accaccgtgg 


gacactcttc 


ccttcctctt 


cctctgtcgg 


91200 


cccctgctca 


ttcttcagct 


ctcagttcag 


gtgtcccttt 


ctcaaggaga 


ccttgagaag 


91260 


gtgcccaggc 


ttagtcaaaa 


cccctcttaa 


tcaggttatg 


aacagcacaa 


agtccagtct 


91320 


tccctcaatt 


gacacaatag 


ttgctttcct 


ggaaaattcg 


gtgtcttatt 


aacactgtgc 


91380 


aagaaatcct 


ttaagtttat 


atgacaaacg 


agttagggct 


tgggttaggt 


tattaggagc 


91440 
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atggttgcag 
tgtgagactc 
cccctttcat 
tagaggctca 
gacaacgact 
ctggctggta 
cagggaaagc 
catcctttcc 
gacactctgc 
gttatcattt 
tatggcacag 
caggactgtg 
tggagtttaa 
tctaagtgtc 
ctcctatgtc 
ccaaattcta 
cacctgaccc 
caccctccaa 
tcttccttcc 
cccgccccac 
tcactttggg 
gtcccctaag 
aatgattgat 
cggtaccact 
cttcacaaaa 
acactaccac 
ctaatgacaa 
tagtcagcag 
gtaaaacatt 
ggagcgtttg 
ggcggccagc 
ctggccctaa 
actgacgagc 



ccacaatagg 
tcctttctat 
cattgtgtca 
ctctggacct 
aaccccagct 
ttggagtcat 
tctttgttcg 
cataacacta 
aaagagcctt 
ccattttgca 
ctcctgagtc 
ctggtcactt 
ggcaggggat 
cttaacaaaa 
caaccacacc 
ccaccacgac 
accccgcccc 
agcccacttt 
cactccagtc 
cccagccttc 
caggagctgt 
cgctaaaccc 
ttctcagctg 
cacccttctc 
ggtgacagag 
tgcctcagca 
taataataaa 
tgagaaccaa 
tacaagtctg 
ggaaaagaag 
aaagagacaa 
aggggactta 
atgtgcactc 



ccctggcagg 
tgcaaggcca 
actcgaaatg 
cacgattggc 
taaagatctg 
tgaaactcat 
gccagagggt 
cctggcagct 
agatacacta 
gatggggaaa 
tgcttctaac 
cctatggctg 
gtgagggcat 
ctagagaagg 
agcccccaac 
cacctccagc 
actttccctt 
cactccattt 
tcaccccagc 
ctttggcacc 
gtgtacccag 
tctatagctt 
acattcagac 
tactacctca 
cgagactctg 
aagttgggac 
ataacagtac 
tgaaaactgc 
actgttagag 
tcctggagac 
tggctacact 
tgaggcctta 
ctccagtaac 



aggcatggga 
cccaggacca 
caccccaact 
aaccagtaag 
caggcgatca 
tgtcaccccc 
ccctgatccc 
agtgtttact 
actcatgcac 
cctagacttc 
cgctacacca 
gtttctggaa 
gaacttgaaa 
aggtgctgca 
ctccagcccc 
ctcacctcta 
ctaactccac 
cacccccagc 
ccctcccttt 
ccctctgccg 
gactggtgtc 
agggggccag 
cttccagagg 
gcctcagcac 
tctcaaaaaa 
tatttgtctc 
tgccagccgg 
aatgagattc 
taggcagata 
tccattcact 
ggcaacttct 
cccagagata 
tcgccctaca 



ggagggtcct 
gccccggtcc 
ttccaggaag 
gtctttctac 
gctcctcaag 
cctcttcatt 
tcttctagag 
gagcacttac 
cctatgaagt 
taaagagttt 
cactgtctct 
gcagctccag 
ctacatttac 
ggctcagctt 
atcccaccca 
cctcacagat 
cctcagtact 
cccctccggg 
aatcctatct 
tgtcctcact 
tcctctgacc 
gggagctgct 
cccctataca 
tgccttcttc 
aaataataat 
tcttttcaca 
tgactaatgc 
ccttttgcct 
gccagaaata 
gacagtcagc 
ggccttgtgg 
accatggtag 
gtagcctttt 



ttctttgtgg 
ctaggactta 
tccaagaagc 
cctggaaact 
gtccagttcc 
tttgtgccat 
gacttgaggg 
tatgccccta 
gagttctatt 
tgaatccagg 
ccttagactg 
atgacccaac 
ataacactta 
tagctccact 
agccccatcc 
ccgccaccag 
aaatgcaccc 
ctcatctcca 
tccaccacct 
ggtggtgact 
ccctactcca 
aggtggagca 
tggaagctgc 
taccactctt 
aataataaca 
acatcttcaa 
ttggttgcat 
tatccaactg 
agcaggcaag 
gccacccact 
ttgggctcct 
ggactttccc 
gctcattata 



91500 
91560 
91620 
91680 
91740 
91800 
91860 
91920 
91980 
92040 
92100 
92160 
92220 
92280 
92340 
92400 
92460 
92520 
92580 
92640 
92700 
92760 
92820 
92880 
92940 
93000 
93060 
93120 
93180 
93240 
93300 
93360 
93420 
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ataacaagcc 


gggcacagtg 


gctcatgcct 


gtaatcccag 


cactttgagt 


ggccgaggtg 


93480 


ggcggatgac 


gaagtcagga 


atttgagatc 


agcctggcca 


atatggtgaa 


accccgtctc 


93540 


tactaaaaaa 


atacaaaaat 


tagccaggca 


tggtggtgcg 


tgcctgtagt 


cccagctact 


93600 


caggaagctg 


aggcaggaga 


atcgctggaa 


cccggaaggc 


agagattgca 


gtgaactgag 


93660 


atcacaccac 


tgcactccag 


cctaggtgac 


agagcgagac 


tctgtctcaa 


aaaataataa 


93720 


taataacaac 


aaaacacacc 


cctgagtgga 


gattttaaat 


gctaatgaga 


caggcaatgt 


93780 


gtttactagc 


gcgtacaaac 


acacaacatt 


cacagccagg 


gggaccacct 


aaaacatgat 


93840 


tgtaagtgac 


gctccctcat 


gcccctgcac 


gaataatcat 


gtaagattct 


cataaagagg 


93900 


gtcccccagc 


accagctgct 


gctggctcgt 


tctttcagag 


tgtactgtct 


ctttaaataa 


93960 


acactgctac 


tgctgttttt 


tgcctgatgc 


tgttttccag 


ccaggtcagc 


ccactccttt 


94020 


ctaggaacgt 


actttatctt 


tcttcaataa 


actctgctac 


ttcacctttg 


ctgtgtgtct 


94080 


cttggctgaa 


atctttcttc 


caagcagaca 


agaactgaag 


attcccgcac 


ttccctgtaa 


94140 


tgtgaccata 


ggaaatattg 


gcataagcct 


gaaacaacag 


gaattttcct 


gtgtctaaca 


94200 


gcagtatatg 


ttggcttaat 


ggcattgggg 


catgatttgg 


ccaatctagt 


ggagttgaag 


94260 


aagcacagaa 


cctgtataac 


cctccagttc 


tacttgtggg 


tgtgtgcact 


tgtgcatgca 


94320 


tcaggagaca 


cagtgaaact 


gtctctgttt 


gggatagcga 


gaaactggaa 


caactaaggt 


94380 


ctccatccat 


caacagaaat 


cacaaatgta 


atatgttaat 


acaatggaat 


actatacagt 


94440 


tctgaagatg 


aatgaattag 


agttacaggt 


aaccaacctg 


gatataactc 


aaatgttgag 


94500 


tcagaaagca 


aggttgagaa 


tgatctgtgt 


agcaaagtgc 


cattaatcag 


tgccatttag 


94560 


atagaattta 


gaaatgtgct 


tgactaggcc 


tggcattccc 


cactttctca 


ggccaatgac 


94620 


atgtagctgc 


tctctgggcg 


gtgtgtcttg 


tggagaggac 


ggactattct 


tgacctggct 


94680 


ggcacctcct 


ctcactgcac 


cccgataccg 


ccaccccaat 


actgcatgca 


gcagggctgc 


94740 


catccttggg 


ttgtcaggtt 


ataggaagcc 


cctgtcaaat 


ggtgtttgct 


ccttttcttc 


94800 


ctccagctct 


aggtctaacc 


tgcaggggga 


aatggagggt 


cctcgagccc 


gaggagagtg 


94860 


gcgtgaatag 


acctatctct 


cacagggagc 


agtcacaaag 


tctgggactt 


tggcagcctt 


94920 


gatgggggtt 


ccttggggca 


ggaagagcat 


gggacaagaa 


ccatgggaag 


ggaaggaaag 


94980 


agctaaagaa 


gagctgcagg 


aaggagaaaa 


cagaagggga 


gggagagaaa 


cggatgccct 


95040 


gattcaggga 


tcttggagtg 


tagtcactga 


catcaaggca 


tcagatctga 


aggcccaggc 


95100 


aggacatgta 


atagtggcct 


gttggccctt 


agtgggggct 


gtggcatgcc 


ccctgctctg 


95160 


tctttggtgg 


gtcatctcac 


ctgtgcaatg 


cctggggccc 


caaagcagca 


gaagggctgg 


95220 


gctgaggagt 


tctgtctccc 


atccattccc 


caccctttct 


atctgtggtc 


agcaggtttc 


95280 


ccagagtccc 


cacgaagggc 


cttaaattgt 


tcatcttttg 


ttatatttgt 


cttctttagt 


95340 


ggacttgcct 


ccaccttgct 


cccctgccat 


gtccctataa 


gtccctggat 


ccaagcaggg 


95400 
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ccaactttct 


ataggatttt 


acaactgagt 


ctgtggtgag 


tagggtcatc 


tgacttctga 


95460 


agttgcccga 


taaggggccc 


aggcactgta 


ggctgccatg 


ctccttgtca 


tggggaggat 


95520 


agtgactaca 


gtttatagtt 


agaattgcat 


aacaatagcc 


taatgaaata 


atgtaactat 


95580 


aataattatt 


tagggcttct 


tatgtgccag 


gtgctgcaca 


tataccaatg 


cattttagcc 


95640 


tcaaaactac 


ctaataaggg 


agacacgcat 


gttattacca 


gtttatagac 


aaggaaactg 


95700 


agagaaacaa 


actcacccaa 


gagataagta 


ggagaactgg 


aatttgaacc 


tgcacagcca 


95760 


gatttccgag 


actgtgtgct 


tcatctctgc 


catgtatgta 


gttcaggcgt 


ttacggggtc 


95820 


taatacaggc 


caggcattct 


gcttggtgtt 


tgctgttctt 


gtgcaagtca 


agcacgctcc 


95880 


tgcctcagga 


cctttgcatt 


cgctgttcct 


tgtacttttc 


agctcttccc 


ctgggtatct 


95940 


gcagggctct 


cttcctcacc 


tccttcaggt 


gtctgctcaa 


atgtcacttt 


atcaggaggc 


96000 


ctcttctgtc 


caccctgcat 


aaaatagtgt 


cacttcccct 


ttgctctggc 


aacttccttc 


96060 


cccctcctcc 


tgcgttgtga 


aggccctcag 


cactcagtat 


agtggggcct 


gttactcacc 


96120 


tagggttact 


tgctcattgt 


ctgtcttctc 


tcgggaggag 


gtaagctctg 


agagagcaga 


96180 


cttctgtttc 


tttctcagca 


cactgattag 


ggcctggcac 


agagtcagct 


ttcaaccacg 


96240 


tttcaggatt 


caatgagggt 


ggctacaata 


gtggaccatt 


aggttcctgt 


ccccagggag 


96300 


ctcaaattct 


agtggggaca 


actaacaacc 


atcaaggaag 


cagatacaca 


aacacacacg 


96360 


cacacacaga 


cacgcacaca 


tgcacacacg 


cacacacacg 


cacacacacg 


tgcacacgca 


96420 


ggcacacaga 


tgcacacatg 


catgcacaca 


cacccacata 


ggtgcacaca 


cacatgcatg 


96480 


tgcgctcaca 


cacacacacc 


acacacatgt 


tttcaggtag 


cagtaagtac 


tatgaagaaa 


96540 


acttaagtgg 


caagcaggaa 


tgagagtgat 


ggaggtgctt 


ttttggatag 


agtggtccag 


96600 


agaggccttt 


aaaggtaaga 


gttaagcaga 


gacttgaatg 


aatcagggag 


ctttgtgtgg 


96660 


tcaaagtcca 


gaggggtgct 


ggagaagagt 


cagcttacag 


gatctgggga 


gatgaggtca 


96720 


gagggggtgg 


cagggaccag 


ctcatgcagg 


gccctacagg 


gctagggggc 


ttgcaagggc 


96780 


aggtgggacc 


cacctccagt 


tagtggagaa 


ccacctccat 


gctttcctgc 


tgtttcagct 


96840 


tcccgtggcc 


gctgtaacag 


atcactgcaa 


acctgataat 


ttaaaacaac 


agaaatttat 


96900 


tttctcatat 


ttctgaagtc 


ccgaagtctg 


aaatcaaggt 


attggcaggg 


ccacacttcc 


96960 


tccggaggct 


ccagggggag 


aatttcttcc 


ttgattcttc 


cagcttctgg 


tggctgctgg 


97020 


cattccttaa 


cctgtggtca 


catagctcca 


aactctgcct 


ctgtggtcac 


attgctttct 


97080 


cttctacatc 


gaagatccat 


ccgtgtctct 


cttgtaagga 


tacttaacat 


ctcttttagg 


97140 


gctcacttag 


ataatccagg 


gtaaaccccc 


acccccatct 


caagattctt 


aatttaatca 


97200 


cacctgtata 


gtcttgtttt 


cttttttctt 


tttattttta 


cttttgccat 


acaaggtaac 


97260 


agtcaaaggt 


tccagagatt 


aggacatgga 


tatctttggg 


gtgggggtta 


gtattcagcc 


97320 


taccttccct 


accctctcta 


atgtctggta 


attcaataat 


ttattccatt 


ctcagactaa 


97380 
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attactgttg 


tcgctggctt 


agttcaagct 


gtttttctgt 


ttgtggtaat 


gaaaaacatc 


97440 


tagactcatc 


tactcgccgc 


tatagtgagt 


gctaataaat 


gtttgcctgg 


aaagagaaca 


97500 


gggaatttac 


atgtatcgag 


tgcatgcagt 


gcacacagca 


catagtaggc 


cctcagtaaa 


97560 


tgcagaattg 


aattggttct 


tttttttttt 


ttgagacgga 


gttttgctct 


tgttgcccag 


97620 


gctggagtgc 


aatggcgcga 


tctcagctca 


ct gcagcctc 


tgcctcccag 


ttcaagcggt 


97680 


tctcctgccc 


catcctccca 


agtagctggg 


attacaggtg 


cacaccacca 


cgcctggcta 


97740 


attttttgta 


tttttagtag 


agacgaggtt 


tcaccatgtt 


agccaggctg 


gtctcaaact 


97800 


cctgaactca 


ggtgatccac 


ccacctcggc 


ctcccaaagt 


gctgggatta 


catgcataag 


97860 


ccaccgtgcc 


tggtcttgaa 


ttggttctta 


cacaatgcag 


agaagtccac 


attagtatcc 


97920 


tggatgttcc 


gtgatgggaa 


gggactctga 


ttagtcactg 


agggtgcaca 


gggaggaggc 


97980 


agaggcctca 


gggttaaagg 


caggtgtgtc 


tgactcctgg 


gcatgcacac 


tcttccccat 


98040 


gtcagggctt 


ctcagtccac 


tagatggtgg 


tagcaccccc 


ccaggttgtg 


ccaaccaaaa 


98100 


acatctctag 


acattgccaa 


aagt ccagtg 


ggggcaaaat 


cactcatctt 


gggaactact 


98160 


gccccacatc 


atgctgcccc 


aggggaggtg 


atagtgggaa 


gaagtgctgg 


ctagctagct 


98220 


gggcattgaa 


ctcaggtgtc 


ccacagggca 


ggtgagaggc 


tgtctgtatg 


ctgctgtggt 


98280 


ggagataact 


ggttatcccc 


tgatatctgc 


catctggttt 


ctctagtgaa 


aacttgcagc 


98340 


tgggcgcatt 


gctgccagaa 


ataaagacta 


catctcccag 


tgtttcttgc 


agctaggtgt 


98400 


gaccatgtga 


ccacattcca 


gccaagtaga 


gataagtgag 


gtggccaagt 


tcctgactgt 


98460 


gcacttaaag 


gggagggtcc 


tgctcccctt 


tcctgccctc 


ttttccagtc 


tggctgccta 


98520 


gaaggtggac 


ctggtagcaa 


tgagatcagt 


gaatcctggg 


tctcaatacc 


agggagtctc 


98580 


tgtattgctt 


ggcctgctga 


tggtcaactt 


tctggttgat 


ttccactggt 


ttaagccact 


98640 


gttatttaag 


agctttgtta 


tagttgctga 


acctgcattc 


taatattata 


cctgcccaag 


98700 


ccagccatga 


gggggatgga 


aggaaggcag 


gaaggagtgg 


ggagaaaggt 


gtagatggag 


98760 


gggcacagat 


ggtctggctg 


gttgagttca 


gagattctta 


cagacatctc 


ctgggaagaa 


98820 


gactctgagt 


tggatgttgg 


aggccaagaa 


ggatgtagcg 


aggtggggaa 


aggggcaggg 


98880 


cgcaccagaa 


agggctgcag 


caggggcaag 


ggtgttgagg 


agagactgag 


ccagggactg 


98940 


aaaagcaagg 


aggtcttgaa 


caggccaaaa 


agagaaaggg 


agacatttta 


gagggaagcc 


99000 


cggtgcaaag 


aagggaattt 


cactaggtgg 


accaaaacca 


gatgtaggga 


tctaggagtt 


99060 


tgtcatgagg 


cctgggggca 


cctagaggct 


gggactggag 


gtagggaaat 


ggttgaggag 


99120 


ccctggctcc 


tctccaactc 


agagggtcct 


cactctgggg 


ctgacccctc 


actcttgacc 


99180 


cttgctccat 


gctaaggtgt 


tcatggctcc 


tgctgggcct 


gtggtcttga 


catcttcttg 


99240 


cccagggctc 


ct ccgagagg 


tagccagggc 


cagtaggagt 


gcagccaagg 


taattgcctt 


99300 


cagccccagg 


accacaggtg 


cgaacacaac 


caggaggcct 


gggaggcaca 


ggagagagct 


99360 
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caggcgggac 


ccgtggtgag 


ggccccacag 


cccacgcctc 


attgctgccc 


atgggcaagg 


99420 


tcacatcctg 


ctgctgtata 


acctctggag 


ctgtatcctt 


tctacattga 


aagaggagat 


99480 


caaagaccac 


ccttccctct 


gccctgggcc 


cagagaacgg 


ttgcccaata 


ttctgcctgc 


99540 


atctgtaatc 


atctcagtca 


catccctaac 


ctctgctatt 


cctaattgcc 


taatgcaatc 


99600 


ctcaaggtaa 


tcctacagtg 


taggatagtg 


atccaatttt 


tatagataag 


gagacagacc 


99660 


cagagtgggg 


aaatgatttt 


ctcagggcca 


catgtgttaa 


agaagtcacg 


ggacccaggc 


99720 


cgtctggccc 


ccatgaatgg 


caggagcagg 


gccgagcatc 


aggaaggcaa 


atctgaccac 


99780 


atctatcaca 


agctcccacc 


agatactgag 


agtccttgaa 


tgttaacatg 


agatgtgcta 


99840 


ggcacagttc 


tggacacctg 


gcatgtgtga 


tctccttgag 


tgcacacaca 


accccatgaa 


99900 


gtagggtctc 


tgattcttgt 


cccctccccg 


ctagttcata 


gagtcagata 


ccagactcaa 


99960 


ggggcgagaa 


cctgcccatt 


acactaggaa 


ggggctccat 


ccaggaggct 


tagctacaaa 


100020 


gccatgttct 


ccagtgtcgc 


tgtgcatagc 


ctcacagtgt 


gtccctacac 


tcagaatcac 


100080 


agggagctca 


ccacctctca 


aacaacattt 


cccactaaac 


agttacatgg 


ccctggctat 


100140 


gagaaagttc 


gttatagctg 


agctgttata 


acatggttct 


ctggggtcct 


agttctgcag 


100200 


ttgagatgaa 


gtcctgggag 


cattcttggt 


ggcaggttag 


ccccaggagt 


ctgggactgc 


100260 


tcccttccca 


tgaccaagcc 


attcatggcc 


cccttgcctg 


tgggggactc 


attgactcca 


100320 


ctgaggtggg 


tacgctcacc 


tgttggagac 


atctcagttg 


caggttcact 


ggtgaattct 


100380 


gcctctttgg 


aagaggtaga 


ttttgctgca 


agggagagag 


gctttgtcat 


acttcccttt 


100440 


atctttatct 


cccaccactt 


cctaagtccc 


aggagctggg 


atctctggga 


tgagtctgcc 


100500 


agtttctatg 


tgggtatggg 


ctagaagtca 


aaccctgcag 


ctatgaagga 


caaagttaga 


100560 


ctttctactg 


gagcacgttt 


agggtatgga 


cctgtctaat 


tcattgcagt 


gtctgcagta 


100620 


cttagcatag 


tgcaggacac 


tcaacagtca 


tgtagtagat 


gtttgttgaa 


ttattattgt 


100680 


tactattatt 


ttttgagacg 


gagttttgct 


cttgttgccc 


aggctggagt 


acaagggtgc 


100740 


gatcttggct 


cactgcaacc 


tccgcctccc 


aggttcaaga 


gactctcctg 


cctcagcctt 


100800 


ccaagtatct 


gggattacag 


gcatgcacca 


ccacgcctga 


ctaattttgt 


atttttatta 


100860 


cagacggggt 


ttcaccgtgt 


tggtcaggct 


ggtcttgaac 


tcctgactca 


ggtgatccac 


100920 


ctgccttggc 


ctcccaaagt 


gctgggatta 


caagagtgaa 


ctacggtgcc 


tggccaatgt 


100980 


ttgttgaatt 


attaatgatc 


tatacagagt 


tctgtggaaa 


ccagaatggg 


gagaaattaa 


101040 


ctctgcttga 


gaggaggaga 


aggttttaca 


gaggaagggc 


catttgtgct 


gggccttgaa 


101100 


ggatgagtag 


gagttttcag 


agaaaaggag 


aaagcattcc 


aggtagaggg 


aaaaacttat 


101160 


gtaaagacat 


ggaggctgtg 


aagaactggc 


ttgttcggga 


catgtagaaa 


aattcctgtt 


101220 


gaatacctgc 


tccgctctcc 


cgacaagtcc 


aaaaccaatt 


gtctcacctt 


tcactttcag 


101280 


gctggtgccc 


tgtccagaca 


ggtattgcct 


gttgggtttc 


ctctgaaact 


ttacacagta 


101340 
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ataggtgcct 


gcatcctcac 


tggagacgtt 


ttgcagaaga 


atgctgaagt 


cattgttgga 


101400 


ggcctgcacc 


gctgtctcct 


tggggtggga 


gatgcctcca 


aagttgtaaa 


tggcctcccg 


101460 


gctcagacca 


gctccctgga 


accacctgat 


gggtccaggg 


ggaccgtctc 


caagcactgt 


101520 


gcagttcaga 


aagacagtgt 


ctccagtggt 


ccccaacacc 


aattcctggg 


gctggatgat 


101580 


ccacaggtct 


ggttcagggt 


ccccagctcc 


tgaagccaaa 


gaggaggtcc 


ttgttgaatt 


101640 


ccctctcctc 


ttccatcgtt 


cactcatttc 


ctacctggtg 


ttttccctcc 


cttccttctt 


101700 


tccagatttc 


ttcactcagc 


cactccttcc 


tgctttcttt 


attactcacc 


agttgactca 


101760 


ttcagtaaaa 


aagctctgag 


tacctactac 


ataccaatgg 


taggattggg 


gaacatgaaa 


101820 


ctcaggaaga 


cacaagtgcc 


cggccctgaa 


gccattctct 


gtcttccagt 


ggagatggtc 


101880 


aaaaaattgc 


ccagaggcgg 


aaacccagaa 


gatggcagga 


ctacagagga 


ggcaccatca 


101940 


tagctcggaa 


gaagccagtg 


aagccttcct 


gaatctggca 


tcaagttaaa 


atgaactccc 


102000 


acgtacagat 


actctccatg 


tcaccagttt 


atggggtgtt 


tccacaagca 


tccattctat 


102060 


ttaatcaccc 


gaatgaccct 


tgaagtacaa 


attgttttgc 


ctgtttttca 


agcaaagcac 


102120 


ttgaggcatg 


tagagccagg 


gtaactgact 


taagaaggaa 


ctactattca 


atgacaggcc 


102180 


caggatttgg 


gtattcaggt 


caccataggt 


ggacttacag 


atgccatgat 


tgagtacttg 


102240 


gggagtgtgg 


tagatgacat 


gatcagcctc 


aggttttgac 


tctgtgcttg 


taatagggta 


102300 


catccacact 


cttacctttg 


gtgcatggtg 


gaagactatt 


cttccttgtc 


ccttgacttg 


102360 


gagctgagcc 


atgtgacttg 


ctttagccag 


tgggctgtta 


gcagacataa 


tgtgagtaga 


102420 


tgcttgaggt 


gtacttgaag 


agttgggact 


gggcttctgc 


ttctgccatc 


tttatgagaa 


102480 


aacatgcccc 


acatagttgc 


tacctctcca 


gcctgggctc 


tggcatgaga 


catgaggagt 


102540 


ggaaccaccc 


agccacatgt 


aaatgtgcat 


gtagagatac 


aaatatgtat 


tgttgtatgc 


102600 


cactgaaatt 


ttgtgtgata 


cagcatgata 


cagtggataa 


aggtgactgt 


gcagggaaac 


102660 


agactggagc 


aaatgtgtgg 


tctgcagggc 


ctgatcctta 


cccttcacaa 


gcactgaggt 


102720 


gccttcatcc 


gatttcattt 


ctgagtgttc 


actcaaacca 


tcaaacctca 


cacagtggta 


102780 


ggttccagtg 


tgctccctgg 


tgacattgtg 


gatatagatg 


gaataatcac 


aattcagtgg 


102840 


ttctgatgtc 


cgttggatca 


tgggcattac 


cccagggaag 


gagccacgtt 


taaagttata 


102900 


aatttcctgt 


tggtcctgag 


tgctcacctt 


cacccatttt 


atcataccat 


cagtgcagga 


102960 


gccgaccacc 


atacacctca 


gtagaagtgt 


ctcaccttct 


gccaccagca 


tggggccctc 


103020 


gggctgtagc 


acctgccagt 


cattcctgct 


gctctgccca 


gaggcatcta 


caaaagagga 


103080 


agaaagacct 


tgcactgggc 


aggaaggact 


tggagcccta 


aatgacaagc 


ttaaaacaat 


103140 


caaaccatta 


tctggccaag 


aacaatggcc 


caggataaga 


caggagtgtc 


attagacagg 


103200 


gaagggaaag 


aggggatgag 


atggctggct 


gcagagagag 


aactgagcta 


tgcaatggca 


103260 


aacctacaaa 


caataaataa 


cactcaagtg 


ctcaccgtgt 


gctgggccct 


gcgtgcatga 


103320 



237 



tgtcacttat 


tcttcacaat 


gcttctgtaa 


ggtaaatggc 


atcattccca 


ttttttgaca 


103380 


gaggaaactg 


agggtccgga 


aaggttaggc 


agctgtccca 


ggatcatcgg 


ctaggattgt 


103440 


gtctcccgaa 


tgcacatgtt 


gatgtcctaa 


cctccagttc 


ctcagaatgt 


gatgtatttg 


103500 


gagatagggt 


ctttaaggag 


gtaattcagt 


taaaatgagg 


tcattggggt 


tgggccttaa 


103560 


tctcacccaa 


ctggtgtcct 


tataaggaga 


ggaaatttaa 


acatacgcat 


gcagggggaa 


103620 


gaccatgtga 


agatacaggg 


agaaggtggc 


cgtctatagg 


ctgaggagag 


gcgcctcaga 


103680 


caaaccagcc 


ctgcagacat 


cttgatctca 


gtttccagcc 


tccagaattg 


tgagaaatta 


103740 


catttctatt 


gttcaagccg 


cccaggccat 


gctactttgt 


tatggaagct 


ctggcacact 


103800 


cagacatcac 


tcagtaagag 


ggtgacaggc 


ttgattcaag 


ccctctcaac 


ctgtttctgg 


103860 


agctctggct 


attaatcttc 


aaatgccacc 


cttcagagac 


ataggtttgt 


gtgttgcggg 


103920 


gttcagtgta 


aatacccttt 


ctgcctcatg 


tgaattatca 


gcagactgca 


gttcgtgtta 


103980 


atgtgttatg 


aagtgaggct 


attttgaaga 


taggttgaac 


tgttgagttt 


atcctcaaag 


104040 


tggatacaga 


gaaagagggc 


tgaggcctcc 


catggatatt 


ctgggtaaca 


aacatcatca 


104100 


catgtattcc 


ttctaagaat 


tctgtgaggt 


agatgctgtt 


ataatctcaa 


ttttaaaaac 


104160 


ttccccattt 


attatttatt 


tattttttaa 


ttttttttgt 


agtgatgggg 


tctcactatg 


104220 


gtgcccaggc 


tggtctcaaa 


ctcctgtgct 


caagtgattc 


cttccccttg 


gcttcccaaa 


104280 


gtgctgggat 


tacaggtgtg 


agccaccatg 


cccagcctat 


aatctccatt 


ttcgagatga 


104340 


gaaagaaaac 


gaatgctcac 


agtggtaaag 


aaacatgagg 


tgaaccatgc 


attcagtaga 


104400 


tatcgtgtcc 


aggatttgaa 


ctcagatcag 


gtgacttaag 


attctgctca 


actcaaggtc 


104460 


agcagctttg 


taccccgagt 


ttcctttttg 


tctgtattcc 


catcagcctt 


tgtgaatagc 


104520 


tcagtctcac 


tccacacatt 


tgtttgcagt 


atatcatggt 


gtttctcagt 


tgtgaatgag 


104580 


gcaaggagag 


taagaaggtg 


aagcaaacat 


ttccttctaa 


gagggtctag 


gaaagactta 


104640 


tggaattcta 


aattctattt 


ctacctatct 


tcagctaggc 


atgtgctgtt 


aaccaccaag 


104700 


aataactttc 


tcacaattgt 


gaccaagtga 


taaccgcatg 


ttgaatccta 


gggattgctt 


104760 


ctgtccttga 


tgtccttagt 


tccaagaaat 


tcagcgacat 


ccactctcaa 


acattatttg 


104820 


agctagtcag 


atctgttatc 


actgatcctt 


cctgtttttt 


tccctggcct 


cagggagttt 


104880 


cctcacacac 


acgtacagga 


ctgtgcccat 


cactcagcac 


agggctaaga 


atggtgcctg 


104940 


ttcccaccag 


ccaaactggt 


aaaacccatg 


attgtcaggg 


cactggggaa 


agtccacaga 


105000 


agagagatgc 


agcccagaaa 


gaagtgttct 


ggtccaccca 


acaaatctta 


aaagcaaggc 


105060 


cccaaactga 


ttttaaaaaa 


aaataacatt 


ctattgtgag 


gctt ctaaca 


catgtatatg 


105120 


tagaagttat 


gacatcgata 


gaataaagac 


tgggagtgga 


gaaatgtgag 


tttactactg 


105180 


taagtttctt 


ttttttctgg 


tatccatcac 


ctgagtattt 


attatttcta 


tgtgttgggt 


105240 


acattgcagg 


tcctctttcc 


tagctgttct 


gaaaaacaat 


acattgttgt 


gaattatagt 


105300 
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caccctactc 


tgctatcaaa 


cattaaaatt 


tgttcctttt 


atctaactgt 


gtgtttgtac 


105360 


ccattcacca 


acctcactct 


taacccctct 


ccctgagacc 


catcaccttt 


cctagtcttt 


105420 


ggtatctatc 


attatagttt 


ctacttccgt 


gagatcattt 


ttagcacctg 


catagttgtc 


105480 


tttctgtgtc 


tggctcactc 


cttccttcct 


tccctccttc 


cttcctttct 


ttcttccttt 


105540 


cttccttcct 


tccttccttc 


ctctctctct 


ttctccttcc 


ctccctccct 


ccctcccttc 


105600 


cttctttcct 


tctttttgga 


gtgcaatggc 


actatctcgg 


ctcactgcaa 


cctccgcctc 


105660 


ccaggttcaa 


gcagttctcc 


cacctcagcc 


tcctgagtac 


agcttacttc 


acttaacata 


105720 


ataatctcca 


gttccatccg 


tgttgctgtg 


aatgactaca 


tgatttcatt 


attttttttt 


105780 


cacggttgaa 


tagtattcca 


ttgtgggtgt 


gcttggggac 


actatatata 


tgtatttttt 


105840 


ttatcaattc 


atccattgat 


tgacgcttag 


attgattcca 


tacatttgca 


attgtgaata 


105900 


ttgctgcaat 


aaacgtagaa 


atgcatgcac 


tcctttgata 


tattgatttc 


ttttcctgta 


105960 


gataaatacc 


tgttctagga 


ttgctggatc 


atatggcagt 


tctattttta 


gatttttgag 


106020 


aaatctccat 


actgttttcc 


atagtggctg 


tactaattta 


cattcccacc 


aatagtgtat 


106080 


aagagttccc 


ttttctcctc 


atcctcatca 


tttttttttt 


ttttttgaga 


gggagtcttg 


106140 


ctctgtcacc 


caggctcgag 


tgcagtggca 


ccatctcagc 


tcactgcaac 


ctccgcctcc 


106200 


tggggtcaag 


tgattctcct 


gcctcaggct 


cctgagtagc 


tgggattaca 


ggcacatgac 


106260 


actacacttg 


gctaatgttt 


gtatttttag 


tagggacaga 


atttcaccat 


gttggtcagg 


106320 


ctggtctcga 


acccctgacc 


tcaggtgatc 


tgcccacctc 


agcctcccat 


agtgctggga 


106380 


ttacaggcac 


gagccacagc 


acctggcctt 


tttttgggtc 


tttttaacaa 


tagccattct 


106440 


aactgggata 


agacgatatc 


tcattatggt 


tttgatttgc 


atttccctga 


tgagtgatgt 


106500 


tgagcatatt 


ttttcatata 


cctctaggcc 


atttgtatgt 


cttctttggg 


aaatgtttat 


106560 


tcattccttt 


cctttgctca 


tttttaatta 


gattatttat 


ttgtttgttt 


gcttttttaa 


106620 


ctgttgaatt 


gtttgagttc 


cttgtatatt 


ccagatatta 


gtcccttgtc 


aaatgggtac 


106680 


tttgtgaata 


ttatctctca 


ttcaggaggt 


tgtctcttca 


ctcttttgat 


tatttttctg 


106740 


cagtgcagaa 


gctttttagt 


ttaatatagt 


cccatttgtc 


ttttttttgc 


ctttgttgcc 


106800 


tgtctttcga 


agtcttagcc 


acaaaacctt 


tgcctagagc 


aatgtcttgg 


agtgttttct 


106860 


gatttctttg 


tattgttttt 


cagaattatc 


ttgtatctta 


ctgatcttcc 


ttagtatcga 


106920 


tattttgtgt 


tctttttctg 


ggattttgta 


aatttcttct 


tgattgggat 


gtgtattggt 


106980 


ataatagacc 


aagggcatag 


aatacataga 


ccaatggtat 


aatagaccaa 


tggcacagaa 


107040 


tagaaaacac 


agaaataaat 


ccatgtattt 


acagccaatt 


gatttttggc 


aaaggtatca 


107100 


agaatacaca 


ttcaataaat 


ggtgctggaa 


aaactggata 


tccatatgca 


gaagaataaa 


107160 


ggtagactgc 


tatttctcac 


catataccaa 


aatcaactaa 


agatgaatta 


aagatctaac 


107220 


tgtaggacct 


aaaactataa 


aaactactag 


gagaaaacag 


ggaagggact 


ccaggacact 


107280 
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ggtataggta 


aagattttat 


gactaagacc 


tcaaaagggt 


caggcaacta 


agacaaaaat 


107340 


agacaaatgg 


gactatatta 


aactaaaaag 


cttcttcata 


acaaaagcaa 


ctatcaacac 


107400 


agtgaagaga 


caaactcttg 


aatgagagaa 


aatatttgca 


aagtactcac 


ctgacagggg 


107460 


actaatctaa 


tatccaaaat 


atacaggaaa 


ctcaaacaac 


tcaacagtta 


aaaaaaatct 


107520 


cattaaaaag 


tgggcaaagg 


acatgaatca 


acatctctca 


aaagaagaca 


tacaaatggc 


107580 


caacaggcac 


atgaaaaaat 


gctcaacatt 


actaatcatc 


ggggaaatgc 


aaatcaaaac 


107640 


cacaatgaga 


tatcatctta 


ccccagttgg 


aacgactgtt 


aaaaaggcaa 


caataaaaaa 


107700 


aaaaaacaaa 


ataaataaac 


aaaccaccac 


aaatatatgc 


tggtaaggtt 


gcaaagaaaa 


107760 


ggaaacttta 


tacatggttg 


gtgggaatgt 


aaattagtac 


agccactatg 


aaaaacagta 


107820 


tggagacttc 


tcaacaaact 


aaaaatagaa 


atgccatatc 


acccagcaat 


accactactg 


107880 


gatggccagt 


atggaatact 


atttggctat 


aaaaacaaat 


gaaattctgt 


cattcgtagc 


107940 


aacatgaatg 


aagatggagt 


tcattatgtt 


aagtgaaata 


agccaggcac 


agaaagacaa 


108000 


acatcacatg 


ttttcactca 


tacgtggaag 


ctaaaaaaat 


tgatctcatg 


aaagcagagg 


108060 


gtagaatgat 


accagacgtg 


gggaaaagtg 


agtgtaggga 


gaggggcatg 


agagagattt 


108120 


gttaatgggt 


acaaacatac 


agttagatag 


aaggaataag 


atcctgccat 


ttgatatcag 


108180 


agtatggtaa 


ctgtagttaa 


caacaatgta 


ttgtagattt 


caaaatagct 


tgaagagagg 


108240 


acttaaaatg 


ttcctaacac 


agataaatga 


aaaatacatg 


aggtgatgga 


tatcctaaat 


108300 


actttgactc 


atttattaca 


catcctatgc 


atggaacaaa 


gtattacatg 


aaccccataa 


108360 


atatgtacaa 


atgttatgta 


tcgattaaaa 


aagaaaaatt 


ggaaaatatt 


ttgaactgaa 


108420 


ggaaaatgaa 


aacataatat 


aaaaatttgc 


gggattctgt 


taaagcaagg 


ggaagtttgt 


108480 


agtattaaat 


gcctatattt 


ggaaagaaga 


aaggactcaa 


ataaattacc 


cactttccac 


108540 


cttaagaaac 


tagaaaaaaa 


ggccaataaa 


ctaaactcaa 


agtagtgaaa 


gaaaggaaat 


108600 


catcaagctg 


gaaatgaaac 


ttaatacagt 


agaacacaca 


cacacacaca 


cacaccacac 


108660 


acacacacac 


acacagaaaa 


aatcaatgag 


aagaagaaaa 


tctttgagaa 


gatcactaaa 


108720 


actgataaat 


ctctagtcag 


attgaacaga 


ggggacacac 


acagaaagaa 


cctaaattat 


108780 


taaaataagg 


aataagattg 


gtgatactac 


tacagatttt 


actcttatta 


atagaataat 


108840 


aaaagaatat 


tatggaaaac 


ttcaagtcat 


acatatttga 


caaattaggt 


aacatgaaca 


108900 


aattccttga 


aaaagataca 


ctgccaaagc 


tttctcaaga 


agaaaaagac 


aacctggtta 


108960 


gccctattat 


ctattaaaaa 


gttcaatctg 


ttattaaaaa 


tcttcccaga 


aataaaggtc 


109020 


caatccaaga 


aagtttcatt 


tgtgaatttt 


ccatatcttt 


ttcttttctt 


ttcttttctt 


109080 


tttttttttt 


ttgagacagg 


gcctcactct 


gtcacccagg 


ctggaatatg 


gtggcgtgat 


109140 


ctcagctcac 


tccaacctct 


gcctcccagg 


ttcaagcgat 


tctcctgcct 


cagcctcctg 


109200 


agtagctgag 


attacaggca 


tgcaccacca 


tgcccggcta 


atttttatat 


ttttggtaga 


109260 
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ggcagggttt 


cgccatgtta 


gccaggctgg 


tcttgaactc 


ctggcctcaa 


gtgattcgcc 


109320 


tgcctcagcc 


tccaaaactg 


ctgggattgc 


aggcatgagt 


caccatgccc 


agccaaattt 


109380 


tccatatctt 


taagaaagag 


ataataccaa 


ttttatacaa 


atacttttag 


aaaattgaaa 


109440 


aaaggagcat 


acttttctaa 


ttattctatg 


agtcccagtg 


ttatcttgaa 


accgaagcct 


109500 


tttcctttcg 


agaaaggaaa 


atcaatatct 


ctcatgaaca 


tagataaaaa 


attttacaca 


109560 


aaattttagt 


aaaccgaatt 


cagcaatcag 


caatatttag 


aaagtataat 


acattataat 


109620 


caaattgagc 


ttatccctgg 


aatataaagt 


tggtttaaca 


ttcaaaaatc 


aatcaatgta 


109680 


atttaccata 


ttactaaact 


aacacacaca 


cacacgcata 


tacatgcact 


catataatca 


109740 


tctcaacaga 


atgcagaaaa 


agcagttttc 


aaacttgaac 


atgcattcct 


aataataact 


109800 


ctcagcaaac 


tgggaagaca 


aggaaggttt 


ttcaagttga 


taaggggcac 


ctgtgaaaac 


109860 


cctacaacaa 


ctctatcaag 


cttagtggtg 


caaaaatcaa 


tgttttccct 


gcagatcagg 


109920 


aactagacaa 


agatgcctgt 


ttttactatt 


tctattcaat 


tttgtaggat 


aggtactaac 


109980 


tgtgaaaaag 


gtagtaggaa 


ataaaagaca 


tccagatttg 


aaagaaaaaa 


gaaaactgtc 


110040 


tttatgtgca 


tatgacataa 


ttaaaattta 


aatgaaaatt 


tcttaaaaag 


gctactagac 


110100 


ctaataaatg 


agcttagcaa 


ggtggacgat 


aaaagatcaa 


tgtacaaaat 


tatatgtatt 


110160 


actatacact 


agcaataaac 


cacttgaaat 


tggaatttta 


aaatttccag 


tcatcaatgt 


110220 


tataaaaata 


gaaaatattt 


agccaaaaat 


gtaaaggaac 


tgcaaactga 


aaatgtataa 


110280 


gccattgcta 


agataaaaaa 


aatcaagcct 


aaataaatag 


agaggtacac 


actgttcata 


110340 


tgttggaaga 


ttcaatattg 


cttagatgtc 


aattcttctc 


aagttgatat 


ataaactcaa 


110400 


tgccattccc 


attcaaatcc 


tagcaggctt 


cactttagca 


ttgataaact 


aaatctaaaa 


110460 


tttatagaat 


agccaaaacc 


atttgaaaaa 


gaataaagtt 


agaaaactaa 


taccacctgc 


110520 


tttcaagact 


tagataatgt 


tacagtaatc 


aagacaatgt 


ggtattgcac 


aaagatagat 


110580 


aaacatatca 


gtggaactga 


atagagagtc 


tagaaatagt 


ccatgcaaat 


agaggcaact 


110640 


gattttttaa 


aaagagatga 


ggtctcgcta 


tgttttccag 


gctggagtgc 


agtgctattt 


110700 


tgggtgtgat 


cgtcatagca 


cactgcagcc 


tcaaactgct 


agtctcaagc 


aatcctcctg 


110760 


agtagctagg 


agtacaggtg 


catgccatgg 


ctcctaacta 


taattatttg 


atatttgaca 


110820 


aaggtgcaaa 


gacaattcaa 


tggagaatgg 


ggagtttttt 


caacaatggt 


gcaagaacca 


110880 


ttggaaatac 


atgtgcaaac 


aaatgaactt 


tggtttatat 


ctcaaactat 


ataaaaatta 


110940 


actcaaaata 


gatcatataa 


ctaaacataa 


aatgttaaac 


gatacaactt 


ctagctgcaa 


111000 


acatggaaaa 


aaactttgta 


actttgggtt 


aggcaaagat 


ttcttagatg 


taacaccaaa 


111060 


atcatgatcc 


attaaagaca 


aattgatgaa 


ttggacttca 


taaaaattaa 


gaactcctgc 


111120 


tgttcggaaa 


acacttgtaa 


aagaataaaa 


agacaagtca 


cagagtagga 


gaaaaatctt 


111180 


tgcaaagcat 


atatctggca 


aaatatttgt 


atccataata 


tataacgaac 


tctcaaaact 


111240 
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caataataag 


aaacacactt 


aaaaaatgag 


agtcgaatag 


acacttcacc 


aaaaaggatg 


111300 


catgatgtaa 


aaaatgttca 


gcatcattac 


atattaggga 


gttaaaatca 


cagtgagagg 


111360 


ttggtaatcc 


taggacttcg 


ggaggctgag 


gcaggcggat 


cactggatcc 


caggagttca 


111420 


agaccagcct 


gggcaatatg 


gtgaaatttt 


gtctctacca 


aaacaaaaaa 


actaaccaac 


111480 


caaccagaca 


accacaaaaa 


ttagctgggt 


gtagtgatgt 


gcgcttgtag 


tcacagttat 


111540 


ttggtaggct 


aaggtgggag 


gatcgcttga 


gccagggaga 


tggaggttgc 


agtgagctga 


111600 


gatcaagcca 


ttgcactcca 


gcctgggcaa 


cagagtgaga 


ccctgtctca 


aaaaaaaaaa 


111660 


atcacagtaa 


gatattacta 


tgtacccatt 


agaatgacta 


aaattaaaaa 


gattgaccat 


111720 


aataagtgtt 


ggtgaggagg 


tgtaggaact 


gccatcctcc 


tacattgctg 


atgagaatgt 


111780 


aaaatggtac 


aactcctttg 


aaaaacactt 


tggcagtgtc 


tgaaaaagtt 


aaacgtatgg 


111840 


caaccatatg 


atccatttta 


ttctcagata 


tttccctaag 


agaaatgaaa 


gtatatatcc 


111900 


acacaaagac 


ttgtacatga 


atattcatag 


atgctttatt 


tataatagcc 


ctaaactgca 


111960 


aacaacccaa 


atgtctgtct 


acaggtgaat 


gggaaagggt 


ttatccatac 


aatggataga 


112020 


catgagaaga 


aatgaactat 


tgacatatgc 


aacaacatga 


atgaatctca 


aaataattat 


112080 


gcggagtaaa 


agaagccagc 


caaaaaggag 


tataactgtg 


tgatccttat 


tatatacaat 


112140 


tctagaaaat 


gcaaactata 


gtgacagaat 


acagatccgt 


ggttgttttg 


gagacaagga 


112200 


ggagtggcaa 


ggacgaatca 


caaggaaact 


tttgggcgct 


ggatatgttc 


atgatgctga 


112260 


ttttggtgat 


gatttcacaa 


gtgtgaaata 


cacccagcac 


tcacaaaaaa 


aacttatcaa 


112320 


attgtgtact 


ttacatatgt 


acggtttaat 


atatgtcact 


tacacttcaa 


tagagctgtt 


112380 


aaaaataaat 


tatttgtaaa 


gatgaagcct 


gcgtgtgtga 


ggagaaagaa 


gcaatggagg 


112440 


agaggaagaa 


ggaagcactc 


agaaagtctt 


atctcagcta 


ggggtgagtc 


tggggaagtg 


112500 


aacaccaggg 


aagaagctgg 


agcctggact 


cagtcctggt 


gcccacaccc 


cttccctccc 


112560 


tctccccttc 


tgagtcccct 


tctgtgttgt 


cacttgggct 


ttaggaggtg 


tcctaggagg 


112620 


tttgcctctg 


ccttgtcagt 


ggagctggac 


cttctcatct 


attttccatc 


tgcatcctct 


112680 


gcctttcatg 


gttcctgtat 


ggggctccct 


ttaaaagcct 


tatagaaaat 


gtgttagccc 


112740 


cagtctcctc 


tactgcaaaa 


taggggcact 


catatttttc 


tcggggctgc 


tgtgagtatt 


112800 


aaatagagaa 


gtggtgaggc 


tcaatcctgg 


gccagctacg 


taatttgtga 


ggccaagtgc 


112860 


aaaacgggaa 


tgcaggtccc 


ttgttcaaaa 


actattgagc 


aacacagcag 


aacattaaac 


112920 


caagcatggg 


gcccttctaa 


gcaggaggct 


ctgtgccact 


atatagaggg 


cacacccaag 


112980 


aaccagccct 


gactcagctt 


gagatgcagc 


tggactcaaa 


cattccaact 


gactggttta 


113040 


agcaacttct 


cttattttcc 


atctattcta 


ttgcaacaat 


cattggggaa 


tattttttat 


113100 


tctgagtagt 


ttagatttct 


gatttcctag 


tctagtgcct 


aaaacatagc 


agacactcaa 


113160 


aagtacctgt 


ggaatgagac 


ctagcaatta 


tgattcacat 


cttagaattg 


aggaaatcag 


113220 
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cttagagaat 


tgaagtggtg 


tcttgagtca 


tacggccaat 


gagtaaggga 


gcacctaggt 


113280 


ccgaccccac 


acctgggttc 


tgccaggatc 


tctcctgggg 


atggccaccc 


cggaggacca 


113340 


aagatgtcat 


ggacagaatc 


tagatctcag 


tagagcctgg 


agcagaggcc 


cagatgggca 


113400 


ggagatggaa 


tgagcccact 


gagagccaag 


tatccctgcc 


tggtagatca 


gagagttctg 


113460 


gactcagagg 


ctgagctata 


tattcagggg 


tctcaagact 


ctggagctaa 


cctggcctgc 


113520 


ccctgagtta 


gaggaaacat 


gggaatgata 


ataataatcg 


ccaagagtta 


tcaaatcttt 


113580 


gttatgccag 


gcacttatgg 


gtattatctt 


gttaaattct 


cctaagaaag 


tcccaaggtg 


113640 


ggtcctattt 


ttagctccat 


tttacagttg 


gaaaaactga 


ggctcagaaa 


gaaattactt 


113700 


aaactggtta 


gtggtgaggt 


ttgagcctac 


tgcgtcttaa 


gctgagccag 


ggctggttca 


113760 


tggctgtgcc 


atctatgtag 


tcgcacaggg 


ccctgtgctt 


agaaggagcc 


catgcttggt 


113820 


ttactgctct 


gctgtgttgc 


tcaatacttt 


ttgaacaaaa 


gaccgcagtt 


ttcattttgc 


113880 


agtgggtctc 


ataaactatg 


cagccggccc 


agggctgagc 


ctcaccactt 


ttctatttaa 


113940 


tactcacagt 


agccctagag 


aaaggtccca 


tgagcgtccc 


tgttttgtag 


aagaggctcc 


114000 


tggggctaaa 


agagctgcag 


catctgacgt 


gggcatagga 


gcaatcaagc 


tggaagccag 


114060 


tgggtgtgag 


cgcagagcct 


gggagcttat 


cacttcacta 


cgctgcttct 


tgggacactg 


114120 


ggggtgccct 


ctgccggagt 


caggcaaatt 


ttcagtggac 


ccctctttac 


tctatcttca 


114180 


tggggtcaag 


cttcttcagg 


catggcagag 


cacttagtgc 


ccctctaggg 


actgaccagc 


114240 


cgggggtgga 


ccctgttcta 


tcctagaccc 


cacttacctg 


aggggacaag 


gaccagtgcc 


114300 


agcagcagga 


agcagggagg 


caagtgggcc 


aggcaggtgg 


gggccgacat 


cgtggagcac 


114360 


atggcatctt 


ctgtggtccc 


caagacttgg 


ggctcctctg 


ctctcttgtg 


agtgttggag 


114420 


tctgaggcgg 


ggcccgtgga 


caaggcagtt 


tctgcgtctc 


ttggccacag 


ctgcttgggg 


114480 


aagtgttttc 


attgcagcaa 


cacaaggctg 


ttggtgcaat 


aggaaggagc 


ccggtcaaag 


114540 


ggtttcctgc 


ttttgtgtct 


gggctgtgat 


tcctgtagtc 


actgtgctaa 


aaccttgcca 


114600 


taggctccat 


cctaggtgcc 


cgggagggag 


gtgggcactg 


aggtcatagg 


acgcactcca 


114660 


gaatcgggtg 


gaatttggag 


caaacattgg 


atcttcctct 


tcttggctgt 


gcaagatttc 


114720 


aaagtcactt 


cccatttctg 


agccttttgt 


ttcttcatct 


gcagcgtagg 


aacaacggca 


114780 


gttccctcct 


cagaacagtt 


ttggtaagat 


tatgagaaat 


aatgtgaggg 


cacagaacaa 


114840 


tgtaaatgct 


aaacatatta 


accattatta 


ttcatgatgt 


gcagaaagta 


gaggaggtga 


114900 


cattgcttaa 


gaagaaggat 


ttattataaa 


gcaagcccca 


tgggggcctc 


cttttagcac 


114960 


tgcagggagg 


gtacaggcct 


aattcctaaa 


agtataatca 


tgtgtaactc 


tctcagcctc 


115020 


tgtttcctgg 


ggtccaagtg 


aaacatactc 


agattgtgca 


aacatttgcg 


tttgtggcat 


115080 


ctttgtttcc 


tgtaagtgat 


ctgaacttcc 


tcaggagcct 


cctggtgctg 


gctatcaaga 


115140 


aggaaaagct 


taatcttgcc 


aattcatgca 


atccaggcaa 


tctctttagc 


cacactgtct 


115200 
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gggttcaaat 


cttggcttta 


ctcagtctgg 


ctgtgtgacc 


ttaggacaat 


catttgacca 


115260 


ctttatgcct 


cggtttcctc 


atctgtaaaa 


caggaataaa 


aatgtggtag 


catgtgtggg 


115320 


gtggagtaag 


cactctatag 


gctttcacca 


ttgtctttta 


ggttaactca 


gtcttttaat 


115380 


taactcaggg 


aaaagtacaa 


gaacaactca 


gcctttcatt 


atttcacttc 


ctccctcatg 


115440 


cttcagaagg 


ttctgggtgc 


agaggaagct 


gaagattctc 


cagcaacagg 


gtggcaggcc 


115500 


ttggatctga 


gtatgtcccc 


tgggtcccag 


aggtctggtg 


tctactatga 


ggaggttagt 


115560 


ctggcctggt 


ccccaaggac 


tttgcactgg 


gtctgtgact 


ggtcttttct 


agacttttga 


115620 


ggccttgcat 


tgatacccct 


gctcaattcc 


attactccct 


ctacttgttc 


tcctgtcaat 


115680 


gagatctata 


tagtgaaact 


tctttgaaag 


ggccacaagc 


ctagatgatt 


ccaccagacc 


115740 


ctcagtactt 


tccatgtcat 


tcttacacgg 


gaatttctga 


atcacctgct 


catctatgca 


115800 


gatttctttc 


tcagctattg 


tttttttcta 


aagttttact 


tacaaataat 


tttattttaa 


115860 


taggcaaggc 


attgtattgg 


ttagctattg 


ctgcataaca 


aagcacccca 


aaatttagaa 


115920 


gcttaaaaac 


taaatgttca 


gttaatttac 


tattttgtgg 


gttgacaatt 


cagtcagggc 


115980 


tccatttggt 


ggttcggtct 


tctcatctca 


gcagattttg 


gctgggaatg 


ttcatgcact 


116040 


tgaggtcagc 


tgcaggttgg 


ctaggtggct 


ttgttactgc 


ggttgactga 


ttgttaaccc 


116100 


aggtacctca 


gctgtcctct 


atgtggtctc 


tcatcttcca 


ggacactaac 


ttagtcttgt 


116160 


tctcatgaaa 


ggggcagttt 


tgagagacag 


tgcaaggtac 


aaggaaactt 


ctgccatatt 


116220 


cttt.tggcca 


catcaagtta 


caagaccaga 


caagattcaa 


ggaatggaaa 


atagactttg 


116280 


cctcttgtta 


gggaactgca 


aagcctaatt 


gcaaaaggtg 


tggatacaaa 


gagggggtat 


116340 


agaattgtgg 


atatttttgt 


gatttatctg 


ccatgggcat 


ctacaggtac 


aaaattcaga 


116400 


ggtctcagtg 


tctcatttat 


agggctccca 


gacattactt 


tccttagggt 


taaccacagt 


116460 


caccagtttt 


tgaagacatt 


catttccttt 


actgtttctg 


atctagtgct 


cagaagccag 


116520 


gttgaatatg 


gtttctttgt 


gatgtcgtgg 


actatgaaca 


ccctgggaag 


acaggccatg 


116580 


atcccttatg 


ctgtaggaat 


ccctaaactc 


cattcccacc 


ccaccccagc 


atttggacct 


116640 


caggactgtg 


gggttggcag 


gactctagca 


tctcaacccc 


tgtcttctcc 


ctctttttct 


116700 


tacttcctca 


ccaagtcata 


aggggaggag 


ttccccttct 


tttccttctg 


gtagggactt 


116760 


tcctaatctc 


agtcttcttc 


ctaacagctg 


gccttctttg 


ttctagatgg 


aatccctcct 


116820 


gccccttcct 


caagacagca 


agtctcacac 


tccagcttag 


aataggaaaa 


aagcttccag 


116880 


ggaaggaatt 


aaactgctgg 


gaggtggaga 


aatgcaaaag 


gaaatagtta 


aaaatgttat 


116940 


atctgtcacg 


tcatctataa 


aacacatgaa 


atgcgattgc 


gcgtgaagca 


ctggcttgcg 


117000 


ataattgctc 


agtaactagg 


aacagtggca 


ttcctcctgg 


tcagtgtgct 


tgggtatcac 


117060 


atgaactata 


gtgtctatta 


ctagcctgag 


ttaagttatc 


ctcaacaaga 


gcacccgagg 


117120 


tatatataga 


acacaagtct 


acccataaag 


ctttttttcc 


ttccactaca 


aaaatggaac 


117180 
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tttgttaaaa 


caacagcttt 


ttgattgttt 


accataaaat 


ggaaaacata 


ctaagcaagc 


117240 


acagggaaag 


cgttcaacct 


tagcagcaat 


caagtaaata 


ccagtcttaa 


aaagagcaac 


117300 


actggtgtct 


ttgcaatcag 


catctatctc 


cactttttct 


atgctctcct 


ctttttttgg 


117360 


aggttctaaa 


agcctaagaa 


ctgcattttc 


tgtaactctt 


taccatcatt 


attctaggag 


117420 


agaataatga 


accaaggaga 


ggttcttgct 


tagatttgga 


aggtaaaagg 


agaggcatgc 


117480 


ttgcttctct 


agccatgaag 


agggggcaga 


tacgtgagaa 


ttggtggatt 


taatttatgc 


117540 


aaatgtgagg 


ttttgcagtg 


ctgcctgtct 


tctataaatc 


acctctaaag 


cacaggcagc 


117600 


tggcatcatt 


agcagcagtt 


tctgtgagtc 


tctcagattc 


ctgattttcc 


aagagctacc 


117660 


agtgaacttg 


agagataaag 


cagtgaggat 


ttccgatggt 


ctgtaaacac 


caaatgccac 


117720 


aagtcccatg 


agaaccaagc 


atggcttttt 


atgaccgaac 


acaaaagtca 


tccagcctca 


117780 


tttcttctct 


tttcatttag 


gaggaagcat 


ttagtgtctc 


aatactaaag 


tctctaaggt 


117840 


cctcgaactt 


gattttctgc 


tattggcaat 


ttgtcctgcc 


ttgtggcttg 


gtttgccttt 


117900 


cttactccct 


tttcctgttt 


catgtcaaat 


cccatggctt 


gctttttggt 


gtttttgttt 


117960 


taaattttta 


tggagttctg 


acttacatac 


agaaaaaggc 


acaaacattt 


aaatgtgcag 


118020 


ttcagtgaat 


ttttagactt 


ttacatccat 


atacatctgt 


gtaataacca 


ccccaagatg 


118080 


tagaaagttc 


cttcttgttt 


cattccattc 


aatctctggc 


cccagaggca 


gccacctctg 


118140 


atttctatca 


ccatagatta 


gttttgcctg 


tttttggagt 


ctttaggttt 


ttccaaatat 


118200 


aagagcatat 


catctgcaaa 


caaggataat 


ctgacttctt 


cctttacaat 


ttggatgcca 


118260 


tttttttctt 


tctcttctct 


gattgctgta 


gctaggactt 


ccattactac 


actgaataac 


118320 


agtggtgaaa 


atgggcatcc 


ttgtcatgct 


ccaggtctta 


gaggataggc 


tttcagtctc 


118380 


cctcattcag 


tacgatacta 


gctgtgcgtt 


tgtcatatat 


gggttgtact 


atgttgaggt 


118440 


atagtcctcc 


taaatccagt 


ttttttgagg 


atttttttat 


catgaaggga 


tgttacattt 


118500 


tatcaaatgc 


tttttcagca 


tcaattgaaa 


tggtcatatg 


gtttttgtcc 


ttcattctgt 


118560 


tgatatgatg 


tatcacattt 


attgatttgt 


gtatggtgaa 


ctatccttga 


tgcttgcatc 


118620 


ccaggaataa 


atcccacttg 


gtcatgatga 


atgagctttt 


taatgtattg 


ttgaattcag 


118680 


tttactaata 


ttttgttggg 


attttttgca 


acaatattca 


ttagagatat 


tggtctgcag 


118740 


ttttcctttt 


tctatgtgtt 


tttatgtggt 


tttggcatca 


gggtaatacc 


ggtctcatag 


118800 


aatgagtttg 


gaagtattcg 


ctcctcctct 


attttttgga 


atagtttgag 


taggattggt 


118860 


aatagttctt 


ctttaaatga 


ttggtaaaat 


tcagcagtga 


agccactgtt 


tctttactgg 


118920 


gagacttttt 


attatagctt 


caatctcgtt 


acttaatact 


ggtctgttca 


ggttttggat 


118980 


ttcttcatgg 


ttcaatcttg 


gtaggttgta 


tgtgtctagg 


aatttgttta 


ttctttctag 


119040 


attttccaat 


ttattggcat 


aaagttgctc 


ctaatgatgc 


ttggaatttc 


tgcagtatca 


119100 


gttgtgatgt 


ctcttttttc 


attgctgatt 


ttatttggat 


cttcttgctt 


tttttcttag 


119160 
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tctggctaaa ggtttgtaaa ttttgtttaa cttttcaaaa agccaacttt ttgtttcatt 119220 
gatcctttgt gttgttttat t 119241 

<210> 98 

<211> 1433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (179) . . (796) 

<400> 98 

gcgatagctg agtggcggcg gctgctgatt gtgttctagg ggacggagta ggggaagacg 60 

tttgctctcc cggaacagcc tatctcattc ctttctttcg attacccgtg gcgcggagag 120 

tcagggcggc ggctgcggca gcaagggcgg cggtggcggc ggcggcagct gcagtgac 178 

atg tec age atg aat ccc gaa tat gat tat tta ttc aag tta ctt ctg 226 
Met Ser Ser Met Asn Pro Glu Tyr Asp Tyr Leu Phe Lys Leu Leu Leu 
15 10 15 

att ggc gac tea ggg gtt gga aag tct tgc ctt ctt ctt agg ttt gca 274 
lie Gly Asp Ser Gly Val Gly Lys Ser Cys Leu Leu Leu Arg Phe Ala 
20 25 30 

gat gat aca tat aca gaa age tac ate age aca att ggt gtg gat ttc 322 
Asp Asp Thr Tyr Thr Glu Ser Tyr lie Ser Thr lie Gly Val Asp Phe 
35 40 45 

aaa ata aga act ata gag tta gac ggg aaa aca ate aag ctt caa ata 370 
Lys lie Arg Thr lie Glu Leu Asp Gly Lys Thr lie Lys Leu Gin lie 
50 55 60 

tgg gac aca gca ggc cag gaa aga ttt cga aca ate ace tec agt tat 418 
Trp Asp Thr Ala Gly Gin Glu Arg Phe Arg Thr lie Thr Ser Ser Tyr 
65 70 75 80 

tac aga gga gee cat ggc ate ata gtt gtg tat gat gtg aca gat cag 466 
Tyr Arg Gly Ala His Gly lie lie Val Val Tyr Asp Val Thr Asp Gin 
85 90 95 

gag tec ttc aat aat gtt aaa cag tgg ctg cag gaa ata gat cgt tat 514 
Glu Ser Phe Asn Asn Val Lys Gin Trp Leu Gin Glu lie Asp Arg Tyr 
100 105 110 

gee agt gaa aat gtc aac aaa ttg ttg gta ggg aac aaa tgt gat ctg 562 
Ala Ser Glu Asn Val Asn Lys Leu Leu Val Gly Asn Lys Cys Asp Leu 
115 120 125 

ace aca aag aaa gta gta gac tac aca aca gcg aag gaa ttt get gat 610 
Thr Thr Lys Lys Val Val Asp Tyr Thr Thr Ala Lys Glu Phe Ala Asp 
130 135 140 

tec ctt gga att ccg ttt ttg gaa ace agt get aag aat gca acg aat 658 
Ser Leu Gly lie Pro Phe Leu Glu Thr Ser Ala Lys Asn Ala Thr Asn 
145 150 155 160 

gta gaa cag tct ttc atg acg atg gca get gag att aaa aag cga atg 706 
Val Glu Gin Ser Phe Met Thr Met Ala Ala Glu lie Lys Lys Arg Met 
165 170 ' " 175 
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ggt ccc gga gca aca get ggt ggt get gag aag tec aat gtt aaa att 754 
Gly Pro Gly Ala Thr Ala Gly Gly Ala Glu Lys Ser Asn Val Lys lie 
180 185 190 

cag age act cca gtc aag cag tea ggt gga ggt tgc tgc taa 796 
Gin Ser Thr Pro Val Lys Gin Ser Gly Gly Gly Cys Cys 



195 


200 




205 






aatttgeetc 


catccttttc 


tcacagcaat 


gaatttgcaa 


tctgaaccca 


agtgaaaaaa 


856 


caaaattgee 


tgaattgtac 


tgtatgtagc 


tgcactacaa 


cagattctta 


ccgtctccac 


916 


aaaggt caga 


gattgt aaat 


ggtcaatact 


gacttttttt 


ttattccctt 


gactcaagac 


976 


agctaacttc 


attttcagaa 


ctgttttaaa 


cctttgtgtg 


ctggtttata 


aaataatgtg 


1036 


tgtaatcctt 


gttgetttec 


tgataccaga 


ctgtttcccg 


tggttggtta 


gaatatattt 


1096 


tgttttgatg 


tttatattgg 


catgtttaga 


tgtcaggttt 


agtcttctga 


agatgaagtt 


1156 


cagecatttt 


gtatcaaaca 


gcacaagcag 


tgtctgtcac 


tttccatgea 


taaagtttag 


1216 


tgagatgtta 


tatgtaagat 


ctgatttget 


agttcttcct 


tgtagagtta 


taaatggaaa 


1276 


gattacacta 


tctgattaat 


agtttcttca 


tactctgeat 


ataatttgtg 


getgeagaat 


1336 


attgtaattt 


gttgeacact 


atgtaacaaa 


acaactgaag 


atatgtttaa 


taaatattgt 


1396 


acttattgga 


agtaaaaaaa 


aaaaaaaaaa 


aaaaaaa 
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<210> 99 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<400> 99 

Met Ser Ser Met Asn Pro Glu Tyr Asp Tyr Leu Phe Lys Leu Leu Leu 
1 5 10-15 



lie Gly Asp Ser Gly Val Gly Lys Ser Cys Leu Leu Leu Arg Phe Ala 
20 25 30 



Asp Asp Thr Tyr Thr Glu Ser Tyr lie Ser Thr lie Gly Val Asp Phe 
35 40 45 



Lys lie Arg Thr lie Glu Leu Asp Gly Lys Thr lie Lys Leu Gin lie 
50 55 60 



Trp Asp Thr Ala Gly Gin Glu Arg Phe Arg Thr lie Thr Ser Ser Tyr 
65 70 75 80 



Tyr Arg Gly Ala His Gly lie lie Val Val Tyr Asp Val Thr Asp Gin 
85 90 95 



Glu Ser Phe Asn Asn Val Lys Gin Trp Leu Gin Glu lie Asp Arg Tyr 
100 105 110 
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Ala Ser Glu Asn Val Asn Lys Leu Leu Val Gly Asn Lys Cys Asp Leu 
115 120 125 

Thr Thr Lys Lys Val Val Asp Tyr Thr Thr Ala Lys Glu Phe Ala Asp 
130 135 ~ 140 

Ser Leu Gly lie Pro Phe Leu Glu Thr Ser Ala Lys Asn Ala Thr Asn 
145 ~ 150 155 160 

Val Glu Gin Ser Phe Met Thr Met Ala Ala Glu lie Lys Lys Arg Met 
165 170 175 

Gly Pro Gly Ala Thr Ala Gly Gly Ala Glu Lys Ser Asn Val Lys lie 
180 185 190 

Gin Ser Thr Pro Val Lys Gin Ser Gly Gly Gly Cys Cys 
195 200 205 

<210> 100 

<211> 787 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48) . . (545) 

<400> 100 

cccgttttgc agacgccacc gccgaggaaa accgtgtact attagcc atg gtc aac 56 

Met Val Asn 
1 

ccc acc gtg ttc ttc gac att gcc gtc gac ggc gag ccc ttg ggc cgc 104 
Pro Thr Val Phe Phe Asp lie Ala Val Asp Gly Glu Pro Leu Gly Arg 
5 10 15 

gtc tec ttt gag ctg ttt gca gac aag gtc cca aag aca gca gaa aat 152 
Val Ser Phe Glu Leu Phe Ala Asp Lys Val Pro Lys Thr Ala Glu Asn 
20 25 30 35 

ttt cgt get ctg age act gga gag aaa gga ttt ggt tat aag ggt tec 200 
Phe Arg Ala Leu Ser Thr Gly Glu Lys Gly Phe Gly Tyr Lys Gly Ser 
40 45 ~ 50 

tgc ttt cac aga att att cca ggg ttt atg tgt cag ggt ggt gac ttc 248 
Cys Phe His Arg lie lie Pro Gly Phe Met Cys Gin Gly Gly Asp Phe 
55 60 65 

aca cgc cat aat ggc act ggt ggc aag tec ate tat ggg gag aaa ttt 296 
Thr Arg His Asn Gly Thr Gly Gly Lys Ser lie Tyr Gly Glu Lys Phe 
70 75 " 80 

gaa gat gag aac ttc acc eta aag cat acg ggt cct ggc ate ttg tec 34 4 

Glu Asp Glu Asn Phe Thr Leu Lys His Thr Gly Pro Gly lie Leu Ser 
85 90 95 
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atg gca aat get gga ccc aac aca aat ggt tec cag ttt ttc ate tgc 392 
Met Ala Asn Ala Gly Pro Asn Thr Asn Gly Ser Gin Phe Phe lie Cys 
100 105 ' 110 115 

act gee aag act gag tgg ttg gat ggc aag cat gtg gtg ttt ggc aaa 440 
Thr Ala Lys Thr Glu Trp Leu Asp Gly Lys His Val Val Phe Gly Lys 
120 125 130 

gtg aaa gaa ggc atg aat att gtg gag gec atg gag cgc ttt ggg tec 488 
Val Lys Glu Gly Met Asn lie Val Glu Ala Met Glu Arg Phe Gly Ser 
135 140 145 

agg aat ggc aag ace age aag aag ate acc att get gac tgt gga caa 536 
Arg Asn Gly Lys Thr Ser Lys Lys lie Thr lie Ala Asp Cys Gly Gin 
150 "* 155 160 

etc gaa taa gtttgacttg tgttttatct taaccaccag atcattcctt 585 
Leu Glu 
165 

ctgtagctca ggagagcacc cctccacccc atttgetege agtatcctag aatctttgtg 645 

ctctcgctgc agttcccttt gggttccatg ttttccttgt tccctcccat gectagctgg 705 

attgeagggt taagtttatg attatgaaat aaaaactaaa taacaattgt ctaaaaaaaa 765 

aaaaaaaaaa aaaaaaaaaa aa 787 

<210> 101 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 101 

Met Val Asn Pro Thr Val Phe Phe Asp lie Ala Val Asp Gly Glu Pro 
1.5 10 15 

Leu Gly Arg Val Ser Phe Glu Leu Phe Ala Asp Lys Val Pro Lys Thr 
20 25 30 

Ala Glu Asn Phe Arg Ala Leu Ser Thr Gly Glu Lys Gly Phe Gly Tyr 
35 4 0 4 5 

Lys Gly Ser Cys Phe His Arg lie lie Pro Gly Phe Met Cys Gin Gly 
50 55 60 

Gly Asp Phe Thr Arg His Asn Gly Thr Gly Gly Lys Ser lie Tyr Gly 
65 70 75 80 

Glu Lys Phe Glu Asp Glu Asn Phe Thr Leu Lys His Thr Gly Pro Gly 
85 90 95 

lie Leu Ser Met Ala Asn Ala Gly Pro Asn Thr Asn Gly Ser Gin Phe 
100 105 110 



Phe lie Cys Thr Ala Lys Thr Glu Trp Leu Asp Gly Lys His Val Val 
115 " 120 * 125 
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Phe Gly Lys Val Lys Glu Gly Met Asn He Val Glu Ala Met Glu Arg 
130 135 140 



Phe Gly Ser Arg Asn Gly Lys Thr Ser Lys Lys He Thr He Ala Asp 
145 150 " 155 160 



Cys Gly Gin Leu Glu 
165 



<210> 102 

<211> 749 

<212> DNA 

<213> Homo sapiens 

<400> 102 



tttttttttt 


tttttttttt 


tttttttttt 


ttttttttcc 


agatgaaatt 


ccaggctttt 


60 


atcaaaagca 


aaagtttatc 


cctatccaaa 


aatgaaatta 


tacaaattca 


tacatatggt 


120 


aaagattcta 


gctgcctctt 


aaacgagaca 


aattttcagc 


agaggggccc 


aaaacaaaat 


180 


ggtcctagcc 


ctctgaagta 


aaaatattta 


tgggaaaaat 


cagtttttgt 


aagaaagaaa 


240 


aattaagaat 


agtctctctc 


ccaggccata 


gagcttcctt 


tgtccaatca 


ggttggatca 


300 


tgccagggga 


gatcagcttg 


ctcaaaagtc 


actatttaac 


gaagaaaaac 


ataaatcctt 


360 


tcagagaagg 


gacactcaga 


aagaacaggt 


gaggagtgtg 


taacatcaaa 


ccaaaccaac 


420 


ctcatttcaa 


ccccactcag 


ggcctctctg 


atgcaatccc 


aaagttagca 


gtggcaatgc 


480 


aactttcaga 


ccgggagagc 


tctgactgcc 


tgttggatac 


tcgagtcaca 


gtccatgggg 


540 


tgttttgtta 


ttggccaatg 


tctgttaacc 


attaactctc 


ttcatgattg 


caccagttag 


600 


accatttgcc 


ctgatggggg 


gaaaaagaag 


aagaaaaaac 


aaattagaag 


aaaaaaagtg 


660 


acaagagaaa 


gcaagctgct 


aatggccgat 


cccaacacac 


tttctgggag 


acagtagatg 


720 


aaatcacagc 


cacagtgacc 


acatgctgc 








749 



<210> 103 

<211> 863 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (173) . . (829) 

<400> 103 

ggaaagcgtg gcggctgctg ctagagcctt tccctttacc gcacccaagg agctggagcg 60 

acaacaacga cgtcgtttcc gtttccacca cctcttcctg ttcccgtcct tgaggacgcc 120 

gtgccgggtc agtgttagcc tccagccctg gttgtggaag gcgacagaag tc atg gcg 178 

Met Ala 
1 
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atg ttt gag cag atg aga gcc aac gtg ggc aag ttg etc aag ggt ate 226 
Met Phe Glu Gin Met Arg Ala Asn Val Gly Lys Leu Leu Lys Gly lie 
5 10 15 

gac agg tac aat cct gag aac ctg gcc acc ctg gag cgc tat gta gag 274 
Asp Arg Tyr Asn Pro Glu Asn Leu Ala Thr Leu Glu Arg Tyr Val Glu 
20 25 30 

acg cag gcc aag gaa aat gcc tat gat ctg gaa gcc aac ctg get gtc 322 
Thr Gin Ala Lys Glu Asn Ala Tyr Asp Leu Glu Ala Asn Leu Ala Val 
35 40 45 50 

ctg aag ctg tac cag ttc aac cca gcc ttc ttt cag acc acg gtc acc 370 
Leu Lys Leu Tyr Gin Phe Asn Pro Ala Phe Phe Gin Thr Thr Val Thr 
55 60 65 

gcc cag ate ctg ctg aag gcc etc acc aac ttg ccg cac aca gac ttc 418 
Ala Gin lie Leu Leu Lys Ala Leu Thr Asn Leu Pro His Thr Asp Phe 
70 75 80 

acc ctg tgc aag tgc atg ate gac cag gca cat caa gaa gaa egg cca 4 66 

Thr Leu Cys Lys Cys Met lie Asp Gin Ala His Gin Glu Glu Arg Pro 
85 90 95 

ate cga cag att ttg tac etc ggg gac ctg ctg gag acc tgc cat ttc 514 
lie Arg Gin lie Leu Tyr Leu Gly Asp Leu Leu Glu Thr Cys His Phe 
100 105 110 

cag gcc ttc tgg aaa gcc ctg gat gaa aac atg gac etc ttg gaa ggt 562 
Gin Ala Phe Trp Lys Ala Leu Asp Glu Asn Met Asp Leu Leu Glu Gly 
115 120 125 130 

ata act ggc ttt gaa gac tct gtc cga aag ttt ate tgc cat gtt gtg 610 
He Thr Gly Phe Glu Asp Ser Val Arg Lys Phe He Cys His Val Val 
135 140 145 

ggt ate act tac cag cac att gac cgc tgg ctg ctg gcc gag atg etc 658 
Gly He Thr Tyr Gin His He Asp Arg Trp Leu Leu Ala Glu Met Leu 
150 155 160 

ggg gat ctg teg gac age cag eta aag gtg tgg atg age aaa tac ggc 706 
Gly Asp Leu Ser Asp Ser Gin Leu Lys Val Trp Met Ser Lys Tyr Gly 
165 170 175 

tgg agt gcc gac gag teg ggg cag ate ttc ate tgt age caa gaa gag 754 
Trp Ser Ala Asp Glu Ser Gly Gin He Phe He Cys Ser Gin Glu Glu 
180 185 190 

age att aaa ccc aag aac att gtg gag aag att gac ttt gac agt gtg 802 
Ser He Lys Pro Lys Asn lie Val Glu Lys He Asp Phe Asp Ser Val 
195 200 205 * 210 

tec age ate atg gcc tec tec cag taa cttcaggtgt ttaataaaga 849 
Ser Ser He Met Ala Ser Ser Gin 
215 

tgtgttgact caga 863 



<210> 104 

<211> 218 

<212> PRT 

<213> Homo sapiens 



<400> 104 
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Met Ala Met Phe Glu Gin Met Arg Ala Asn Val Gly Lys Leu Leu Lys 
15 10 15 



Gly lie Asp Arg Tyr Asn Pro Glu Asn Leu Ala Thr Leu Glu Arg Tyr 
20 25 30 



Val Glu Thr Gin Ala Lys Glu Asn Ala Tyr Asp Leu Glu Ala Asn Leu 
35 40 45 



Ala Val Leu Lys Leu Tyr Gin Phe Asn Pro Ala Phe Phe Gin Thr Thr 
50 55 60 



Val Thr Ala Gin lie Leu Leu Lys Ala Leu Thr Asn Leu Pro His Thr 
65 70 75 80 



Asp Phe Thr Leu Cys Lys Cys Met lie Asp Gin Ala His Gin Glu Glu 
85 90 95 



Arg Pro lie Arg Gin lie Leu Tyr Leu Gly Asp Leu Leu Glu Thr Cys 
100 105 ' 110 



His Phe Gin Ala Phe Trp Lys Ala Leu Asp Glu Asn Met Asp Leu Leu 
115 120 125 



Glu Gly lie Thr Gly Phe Glu Asp Ser Val Arg Lys Phe lie Cys His 
130 135 140 



Val Val Gly lie Thr Tyr Gin His lie Asp Arg Trp Leu Leu Ala Glu 
145 150 155 160 



Met Leu Gly Asp Leu Ser Asp Ser Gin Leu Lys Val Trp Met Ser Lys 
165 170 " 175 



Tyr Gly Trp Ser Ala Asp Glu Ser Gly Gin lie Phe lie Cys Ser Gin 
180 185 190 



Glu Glu Ser lie Lys Pro Lys Asn lie Val Glu Lys lie Asp Phe Asp 
195 200 205 



Ser Val Ser Ser lie Met Ala Ser Ser Gin 
210 215 



<210> 105 

<211> 529 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (33) . . (488) 
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<400> 105 

cgctctcctt tcgttgcctg atcgccgcca tc atg ggt cgc atg cat get ccc 53 

Met Gly Arg Met His Ala Pro 

1 " 5 

ggg aag ggc ctg tec cag teg get tta ccc tat cga cgc age gtc ccc 101 

Gly Lys Gly Leu Ser Gin Ser Ala Leu Pro Tyr Arg Arg Ser Val Pro 

10 15 ~ " 20 

act tgg ttg aag ttg aca tct gac gac gtg aag gag cag att tac aaa 149 
Thr Trp Leu Lys Leu Thr Ser Asp Asp Val Lys Glu Gin lie Tyr Lys 
25 30 ~ ' 35 

ctg gee aag aag ggc ctt act cct tea cag ate ggt gta ate ctg aga 197 
Leu Ala Lys Lys Gly Leu Thr Pro Ser Gin lie Gly Val lie Leu Arg 
40 45 50 55 

gat tea cat ggt gtt gca caa gta cgt ttt gtg aca ggc aat aaa att 245 
Asp Ser His Gly Val Ala Gin Val Arg Phe Val Thr Gly Asn Lys lie 
60 65 70 

tta aga att ctt aag tct aag gga ctt get cct gat ctt cct gaa gat 293 
Leu Arg lie Leu Lys Ser Lys Gly Leu Ala Pro Asp Leu Pro Glu Asp 
75 80 85 

etc tac cat tta att aag aaa gca gtt get gtt cga aag cat ctt gag 341 
Leu Tyr His Leu lie Lys Lys Ala Val Ala Val Arg Lys His Leu Glu 
90 95 100 

agg aac aga aag gat aag gat get aaa ttc cgt ctg att eta ata gag 389 
Arg Asn Arg Lys Asp Lys Asp Ala Lys Phe Arg Leu lie Leu lie Glu 
105 110 " 115 

age egg att cac cgt ttg get cga tat tat aag ace aag cga gtc etc 437 
Ser Arg lie His Arg Leu Ala Arg Tyr Tyr Lys Thr Lys Arg Val Leu 
120 125 130 135 

cct ccc aat tgg aaa tat gaa tea tct aca gee tct gee ctg gtc gca 485 
Pro Pro Asn Trp Lys Tyr Glu Ser Ser Thr Ala Ser Ala Leu Val Ala 
140 145 150 

taa atttgtctgt gtactcaagc aataaaatga ttgtttaact a 529 

<210> 106 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 106 

Met Gly Arg Met His Ala Pro Gly Lys Gly Leu Ser Gin Ser Ala Leu 
15 10 15 

Pro Tyr Arg Arg Ser Val Pro Thr Trp Leu Lys Leu Thr Ser Asp Asp 
20 -25 30 

Val Lys Glu Gin lie Tyr Lys Leu Ala Lys Lys Gly Leu Thr Pro Ser 
35 4 0 4 5 

Gin lie Gly Val lie Leu Arg Asp Ser His Gly Val Ala Gin Val Arg 
50 55 60 
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Phe Val Thr Gly Asn Lys lie Leu Arg lie Leu Lys Ser Lys Gly Leu 
65 70 75 80 

Ala Pro Asp Leu Pro Glu Asp Leu Tyr His Leu lie Lys Lys Ala Val 
8 5 90 95 

Ala Val Arg Lys His Leu Glu Arg Asn Arg Lys Asp Lys Asp Ala Lys 
100 105 110 

Phe Arg Leu lie Leu lie Glu Ser Arg lie His Arg Leu Ala Arg Tyr 
115 120 125 

Tyr Lys Thr Lys Arg Val Leu Pro Pro Asn Trp Lys Tyr Glu Ser Ser 
130 135 140 

Thr Ala Ser Ala Leu Val Ala 
145 150 

<210> 107 

<211> 1198 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (213) . . (1013) 

<400> 107 

cccacgcgtc cgcggacgcg tgggcgcgcg ggagctggga ggctgcgaga tccctaccgc 60 

agtagccgcc tctgccgccg cggacttccc gaacctcttc agccgcccgg agccgctccc 120 

ggagcccggc cgtagaggct gcaatcgcag cgggagcccg cagcccgcgc cccgagcccg 180 

ccgccgccct tcgaggggcc ccaggccgcg cc atg gtg aag gtg acg ttc aac 233 

Met Val Lys Val Thr Phe Asn 
1 5 

tec get ctg gec cag aag gag gec aag aag gac gag ccc aag age ggc 281 
Ser Ala Leu Ala Gin Lys Glu Ala* Lys Lys Asp Glu Pro Lys Ser Gly 
10 15 ~ 20 

gag gag gcg etc ate ate ccc ccc gac gec gtc gcg gtg gac tgc aag 329 
Glu Glu Ala Leu lie lie Pro Pro Asp Ala Val Ala Val Asp Cys Lys 
25 30 ' 35 

gac cca gat gat gtg gta cca gtt ggc caa aga aga gec tgg tgt tgg 377 
Asp Pro Asp Asp Val Val Pro Val Gly Gin Arg Arg Ala Trp Cys Trp 
40 45 50 55 

tgc atg tgc ttt gga eta gca ttt atg ctt gca ggt gtt att eta gga 425 
Cys Met Cys Phe Gly Leu Ala Phe Met Leu Ala Gly Val lie Leu Gly 
60 65 70 

gga gca tac ttg tac aaa tat ttt gca ctt caa cca gat gac gtg tac 473 
Gly Ala Tyr Leu Tyr Lys Tyr Phe Ala Leu Gin Pro Asp Asp Val Tyr 
75 80 85 
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tac tgt gga ata aag tac ate aaa gat gat gtc ate tta aat gag ccc 521 
Tyr Cys Gly lie Lys Tyr lie Lys Asp Asp Val lie Leu Asn Glu Pro 
90 95 100 

tct gca gat gec cca get get etc tac cag aca att gaa gaa aat att 569 
Ser Ala Asp Ala Pro Ala Ala Leu Tyr Gin Thr lie Glu Glu Asn lie 
105 110 115 

aaa ate ttt gaa gaa gaa gaa gtt gaa ttt ate agt gtg cct gtc cca 617 
Lys lie Phe Glu Glu Glu Glu Val Glu Phe He Ser Val Pro Val Pro 
120 125 130 135 

gag ttt gca gat agt gat cct gec aac att gtt cat gac ttt aac aag 665 
Glu Phe Ala Asp Ser Asp Pro Ala Asn He Val His Asp Phe Asn Lys 
140 145 150 

aaa ctt aca gec tat tta gat ctt aac ctg gat aag tgc tat gtg ate 713 
Lys Leu Thr Ala Tyr Leu Asp Leu Asn Leu Asp Lys Cys Tyr Val He 
155 " 160 165 

cct ctg aac act tec att gtt atg cca ccc aga aac eta ctg gag tta 761 
Pro Leu Asn Thr Ser He Val Met Pro Pro Arg Asn Leu Leu Glu Leu 
170 175 180 

ctt att aac ate aag get gga ace tat ttg cct cag tec tat ctg att 809 
Leu He Asn He Lys Ala Gly Thr Tyr Leu Pro Gin Ser Tyr Leu He 
185 190 195 

cat gag cac atg gtt att act gat cgc att gaa aac att gat cac ctg 857 
His Glu His Met Val lie Thr Asp Arg lie Glu Asn He Asp His Leu 
200 205 210 215 

ggt ttc ttt att tat cga ctg tgt cat gac aag gaa act tac aaa ctg 905 
Gly Phe Phe He Tyr Arg Leu Cys His Asp Lys Glu Thr Tyr Lys Leu 
220 225 230 

caa cgc aga gaa act att aaa ggt att cag aaa cgt gaa gee age aat 953 
Gin Arg Arg Glu Thr lie Lys Gly He Gin Lys Arg Glu Ala Ser Asn 
235 240 245 

tgt ttc gca att egg cat ttt gaa aac aaa ttt gec gtg gaa act tta 1001 
Cys Phe Ala lie Arg His Phe Glu Asn Lys Phe Ala Val Glu Thr Leu 
250 255 260 

att tgt tct tga acagtcaaga aaaacattat tgaggaaaat taatatcaca 1053 
lie Cys Ser 
265 

gcataacccc accctttaca ttttgtgcag tgattatttt ttaaagtctt ctttcatgta 1113 

agtagcaaac agggctttac tatcttttca tctcattaat tcaattaaaa ccattacctt 1173 

aaaaaaaaaa aaaaaaaaaa aaaaa 1198 



<210> 108 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<400> 108 



Met Val Lys Val Thr Phe Asn Ser Ala Leu Ala Gin Lys Glu Ala Lys 
15 10 15 
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Lys Asp Glu Pro Lys Ser Gly Glu Glu Ala Leu lie lie Pro Pro Asp 
20 25 30 



Ala Val Ala Val Asp Cys Lys Asp Pro Asp Asp Val Val Pro Val Gly 
35 40 45 



Gin Arg Arg Ala Trp Cys Trp Cys Met Cys Phe Gly Leu Ala Phe Met 
50 55 60 



Leu Ala Gly Val lie Leu Gly Gly Ala Tyr Leu Tyr Lys Tyr Phe Ala 
65 70 75 80 



Leu Gin Pro Asp Asp Val Tyr Tyr Cys Gly lie Lys Tyr lie Lys Asp 
85 90 95 



Asp Val lie Leu Asn Glu Pro Ser Ala Asp Ala Pro Ala Ala Leu Tyr 
100 105 110 



Gin Thr lie Glu Glu Asn lie Lys lie Phe Glu Glu Glu Glu Val Glu 
115 120 125 



Phe lie Ser Val Pro Val Pro Glu Phe Ala Asp Ser Asp Pro Ala Asn 
130 135 ~ 140 



lie Val His Asp Phe Asn Lys Lys Leu Thr Ala Tyr Leu Asp Leu Asn 
145 150 155 " 160 



Leu Asp Lys Cys Tyr Val lie Pro Leu Asn Thr Ser lie Val Met Pro 
165 170 175 



Pro Arg Asn Leu Leu Glu Leu Leu lie Asn He Lys Ala Gly Thr Tyr 
180 185 190 



Leu Pro Gin Ser Tyr Leu He His Glu His Met Val He Thr Asp Arg 
195 200 205 

He Glu Asn He Asp His Leu Gly Phe Phe He Tyr Arg Leu Cys His 
210 215 220 



Asp Lys Glu Thr Tyr Lys Leu Gin Arg Arg Glu Thr He Lys Gly He 
225 230 235 240 



Gin Lys Arg Glu Ala Ser Asn Cys Phe Ala He Arg His Phe Glu Asn 
245 250 255 



Lys Phe Ala Val Glu Thr Leu He Cys Ser 
260 265 



<210> 109 
<211> 444 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (61) . . (288) 

<400> 109 

ctttagtcag gaaggacgtt ggtgttgagg ttagcatacg tatcaaggac agtaactacc 60 

atg get ccc gaa gtt ttg cca aaa cct egg atg cgt ggc ctt ctg gee 108 
Met Ala Pro Glu Val Leu Pro Lys Pro Arg Met Arg Gly Leu Leu Ala 
15 10 15 

agg cgt ctg cga aat cat atg get gta gca ttc gtg eta tec ctg ggg 156 
Arg Arg Leu Arg Asn His Met Ala Val Ala Phe Val Leu Ser Leu Gly 
20 25 30 

gtt gca get ttg tat aag ttt cgt gtg get gat caa aga aag aag gca 204 
Val Ala Ala Leu Tyr Lys Phe Arg Val Ala Asp Gin Arg Lys Lys Ala 
35 40 45 

tac gca gat ttc tac aga aac tac gat gtc atg aaa gat ttt gag gag 252 
Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met Lys Asp Phe Glu Gl'u 
50 55 60 

atg agg aag get ggt ate ttt cag agt gta aag taa tcttggaata 298 
Met Arg Lys Ala Gly lie Phe Gin Ser Val Lys 
65 70 75 

taaagaattt cttcaggttg aattacctag aagtttgtca ctgacttgtg ttcctgaact 358 

atgacacatg aatatgtggg ctaagaaata gttcctcttg ataaataaac aattaacaaa 418 

tactttgaaa aaaaaaaaaa aaaaaa 444 

<210> 110 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 110 

Met Ala Pro Glu Val Leu Pro Lys Pro Arg Met Arg Gly Leu Leu Ala 
1 5 10 15 

Arg Arg Leu Arg Asn His Met Ala Val Ala Phe Val Leu Ser Leu Gly 
20 25 30 

Val Ala Ala Leu Tyr Lys Phe Arg Val Ala Asp Gin Arg Lys Lys Ala 
35 40 45 

Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met Lys Asp Phe Glu Glu 
50 55 60 

Met Arg Lys Ala Gly lie Phe Gin Ser Val Lys 
65 70 75 



<210> 111 
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<211> 417 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95) . . (250) 

<400> 111 

gtggtctgat cttcctgcgg ctgaaccgcc cggctgagcc gacattgccg gcgtcttggc 60 

gattcggccc gacgagctcc gctttcgcta cage atg gtg gec tac tgg aga cag 115 

Met Val Ala Tyr Trp Arg Gin 
1 5 

get gga etc age tac ate cga tac tec cag ate tgt gca aaa gca gtg 163 
Ala Gly Leu Ser Tyr lie Arg Tyr Ser Gin lie Cys Ala Lys Ala Val 
10 15 20 

aga gat gca ctg aag aca gaa ttc aaa gca aat get gag aag act tct 211 
Arg Asp Ala Leu Lys Thr Glu Phe Lys Ala Asn Ala Glu Lys Thr Ser 
25 30 35 

ggc age aac gta aaa att gtg aaa gta aag aag gaa taa tctaccctga 260 
Gly Ser Asn Val Lys lie Val Lys Val Lys Lys Glu 
40 45 * 50 

ctaaagcttg aaatgetaca tttccaaggt gaagatgtgt gggcacatgt tatggcagat 320 

tgaaaaggat ctcattccat gggaaaaaaa aaaatcctgt cttgttcata aattgacaat 380 

gtcaataaat tgaaatatgg ttcactgtta ctcttga 417 

<210> 112 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 112 

Met Val Ala Tyr Trp Arg Gin Ala Gly Leu Ser Tyr lie Arg Tyr Ser 
15 10 15 

Gin lie Cys Ala Lys Ala Val Arg Asp Ala Leu Lys Thr Glu Phe Lys 
20 25 30 

Ala Asn Ala Glu Lys Thr Ser Gly Ser Asn Val Lys lie Val Lys Val 
35 40 45 

Lys Lys Glu 
50 

<210> 113 
<211> 850 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 
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<222> (111) . . (716) 
<400> 113 

ctgcaggcgt cgcgccaatc ttcgctctga ggtgctgtct caccggtgag acctggaagc 60 

gggcgagtct cgtgctgtgt cggacctgca gcccctggcc ttccgccacc atg gag 116 

Met Glu 
1 

tac etc ate ggt ate caa ggc ccc gac tat gtt ctt gtc gee tec gac 164 
Tyr Leu lie Gly lie Gin Gly Pro Asp Tyr Val Leu Val Ala Ser Asp 
5 10 15 

egg gtg gee gee age aat att gtc cag atg aag gac gat cat gac aag 212 
Arg Val Ala Ala Ser Asn lie Val Gin Met Lys Asp Asp His Asp Lys 
20 25 30 

atg ttt aag atg agt gaa aag ata tta etc ctg tgt gtt gga gag get 260 
Met Phe Lys Met Ser Glu Lys lie Leu Leu Leu Cys Val Gly Glu Ala 
35 40 45 50 

gga gac act gta cag ttt gca gaa tat att cag aaa aac gtg caa ctt 308 
Gly Asp Thr Val Gin Phe Ala Glu Tyr lie Gin Lys Asn Val Gin Leu 
55 60 65 

tat aag atg cga aat gga tat gaa ttg tct ccc acg gca gca get aac 356 
Tyr Lys Met Arg Asn Gly Tyr Glu Leu Ser Pro Thr Ala Ala Ala Asn 
70 75 80 

ttc aca cgc cga aac ctg get gac tgt ctt egg agt egg ace cca tat 404 
Phe Thr Arg Arg Asn Leu Ala Asp Cys Leu Arg Ser Arg Thr Pro Tyr 
8 5 90 95 

cat gtg aac etc etc ctg get ggc tat gat gag cat gaa ggg cca gcg 452 
His Val Asn Leu Leu Leu Ala Gly Tyr Asp Glu His Glu Gly Pro Ala 
100 105 110 

ctg tat tac atg gac tac ctg gca gee ttg gee aag gee cct ttt gca 500 
Leu Tyr Tyr Met Asp Tyr Leu Ala Ala Leu Ala Lys Ala Pro Phe Ala 
115 120 125 130 

gee cac ggc tat ggt gee ttc ctg act etc agt ate etc gac cga tac 548 
Ala His Gly Tyr Gly Ala Phe Leu Thr Leu Ser lie Leu Asp Arg Tyr 
135 140 145 

tac aca ccg act ate tea cgt gag agg gca gtg gaa etc ctt agg aaa 596 
Tyr Thr Pro Thr lie Ser Arg Glu Arg Ala Val Glu Leu Leu Arg Lys 
150 155 160 

tgt ctg gag gag etc cag aaa cgc ttc ate ctg aat ctg cca ace ttc 644 
Cys Leu Glu Glu Leu Gin Lys Arg Phe lie Leu Asn Leu Pro Thr Phe 
165 170 175 

agt gtt cga ate att gac aaa aat ggc ate cat gac ctg gat aac att 692 
Ser Val Arg lie lie Asp Lys Asn Gly lie His Asp Leu Asp Asn lie 
180 185 190 

tec ttc ccc aaa cag ggc tec taa catcatgtcc tccctcccac ttgccaggga 746 
Ser Phe Pro Lys Gin Gly Ser ~ " ~ • 

195 200 

actttttttt gatgggctcc tttatttttt tctactcttt tcaggcgcac tcttgataaa 806 
tggttaattc agaataaagg tgactatgga tataattgaa aaaa 850 
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<210> 114 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<400> 114 

Met Glu Tyr Leu lie Gly lie Gin Gly Pro Asp Tyr Val Leu Val Ala 
15 10 15 



Ser Asp Arg Val Ala Ala Ser Asn lie Val Gin Met Lys Asp Asp His 
20 25 30 



Asp Lys Met Phe Lys Met Ser Glu Lys lie Leu Leu Leu Cys Val Gly 
35 40 45 



Glu Ala Gly Asp Thr Val Gin Phe Ala Glu Tyr He Gin Lys Asn Val 
50 55 60 



Gin Leu Tyr Lys Met Arg Asn Gly Tyr Glu Leu Ser Pro Thr Ala Ala 
65 70 75 80 



Ala Asn Phe Thr Arg Arg Asn Leu Ala Asp Cys Leu Arg Ser Arg Thr 
85 90 ~ 95 



Pro Tyr His Val Asn Leu Leu Leu Ala Gly Tyr Asp Glu His Glu Gly 
100 105 * " 110 



Pro Ala Leu Tyr Tyr Met Asp Tyr Leu Ala Ala Leu Ala Lys Ala Pro 
115 120 125 

Phe Ala Ala His Gly Tyr Gly Ala Phe Leu Thr Leu Ser He Leu Asp 
130 135 140 

Arg Tyr Tyr Thr Pro Thr He Ser Arg Glu Arg Ala Val Glu Leu Leu 
145 150 155 160 

Arg Lys Cys Leu Glu Glu Leu Gin Lys Arg Phe He Leu Asn Leu Pro 
165 170 175 

Thr Phe Ser Val Arg He He Asp Lys Asn Gly He His Asp Leu Asp 
180 185 190 

Asn He Ser Phe Pro Lys Gin Gly Ser 
195 200 



<210> 115 

<211> 1233 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (182) . . (514) 

<400> 115 

ccccactggc tgctctgaaa agccatcttt gcattgttcc tcatccgcct ccttgctcgc 60 

cgcagccgcc tccgccgcgc gcctcctccg ccgccgcgga ctccggcagc tttatcgcca 120 

gagtccctga actctcgctt tctttttaat cccctgcatc ggatcaccgg cgtgccccac 180 

c atg tea gac gca gec gta gac acc age tec gaa ate ace ace aag gac 229 
Met Ser Asp Ala Ala Val Asp Thr Ser Ser Glu lie Thr Thr Lys Asp 
15 10 15 

tta aag gag aag aag gaa gtt gtg gaa gag gca gaa aat gga aga gac 277 
Leu Lys Glu Lys Lys Glu Val Val Glu Glu Ala Glu Asn Gly Arg Asp 
20 25 30 

gee cct get aac ggg aat get aat gag gaa aat ggg gag cag gag get 325 
Ala Pro Ala Asn Gly Asn Ala Asn Glu Glu Asn Gly Glu Gin Glu Ala 
35 40 45 

gac aat gag gta gac gaa gaa gag gaa gaa ggt ggg gag gaa gag gag 373 
Asp Asn Glu Val Asp Glu Glu Glu Glu Glu Gly Gly Glu Glu Glu Glu 
50 55 60 

gag gaa gaa gaa ggt gat ggt gag gag gag ggt gga gat gaa gat gag 421 
Glu Glu Glu Glu Gly Asp Gly Glu Glu Glu Gly Gly Asp Glu Asp Glu 
65 70 75 80 

gaa get gag tea get acg ggc aag egg gca get gaa gat gat gag gat 4 69 

Glu Ala Glu Ser Ala Thr Gly Lys Arg Ala Ala Glu Asp Asp Glu Asp 
85 90 95 

gac gat gtc gat acc aag aag cag aag acc gac gag gat gac tag 514 
Asp Asp Val Asp Thr Lys Lys Gin Lys Thr Asp Glu Asp Asp 
100 105 110 



acagcaaaaa 


aggaaaagtt 


aaactaaaaa 


aaaaaaggee 


gccgtgacct 


attcaccctc 


574 


cacttcccgt 


ctcagaatct 


aaacgtggtc 


accttcgagt 


agagaggece 


gcccgcccac 


634 


cgtgggcagt 


gccacccgca 


gatgacaege 


gctctccacc 


acccaaccca 


aaccatgaga 


694 


atttgeaaca 


ggggaggaaa 


aaagaaccaa 


aacttccaag 


gccctgcttt 


ttttcttaaa 


754 


agtactttaa 


aaaggaaatt 


tgtttgtatt 


ttttatttac 


attttatatt 


tttgtacata 


814 


ttgttagggt 


cagecatttt 


taatgatctc 


ggatgaccaa 


accagccttc 


ggagcgttct 


874 


ctgtcctact 


tctgacttta 


cttgtggtgt 


gaccatgttc 


attataatct 


caaaggagaa 


934 


aaaaaacctt 


gtaaaaaaag 


caaaaatgac 


aacagaaaaa 


caatcttatt 


ccgagcattc 


994 


cagtaacttt 


tttgtgtatg 


tacttagctg 


tactataagt 


agttggtttg 


tatgagatgg 


1054 


ttaaaaaggc 


caaagataaa 


aggtttcttt 


ttttttcctt 


ttttgtctat 


gaagttgctg 


1114 


tttatttttt 


ttggcctgtt 


tgatgtatgt 


gtgaaacaat 


gttgtccaac 


aataaacagg 


1174 


aattttattt 


tgctgagttg 


ttctaacaga 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaa 


1233 



<210> 116 
<211> 110 
<212> PRT 
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<213> Homo sapiens 
<400> 116 

Met Ser Asp Ala Ala Val Asp Thr Ser Ser Glu lie Thr Thr Lys Asp 
15 10 15 



Leu Lys Glu Lys Lys Glu Val Val Glu Glu Ala Glu Asn Gly Arg Asp 
20 " 25 30 



Ala Pro Ala Asn Gly Asn Ala Asn Glu Glu Asn Gly Glu Gin Glu Ala 
35 40 45 



Asp Asn Glu Val Asp Glu Glu Glu Glu Glu Gly Gly Glu Glu Glu Glu 
50 55 60 



Glu Glu Glu Glu Gly Asp Gly Glu Glu Glu Gly Gly Asp Glu Asp Glu 
65 70 75 80 



Glu Ala Glu Ser Ala Thr Gly Lys Arg Ala Ala Glu Asp Asp Glu Asp 
85 90 95 



Asp Asp Val Asp Thr Lys Lys Gin Lys Thr Asp Glu Asp Asp 
100 105 110 



<210> 117 
<211> 622 
<212> DNA 
<213> Homo sapiens 












<400> 117 
cggacttgtc 


agtaggcttc 


tgtctcttta 


gagccgagaa 


aatagtaatt 


aagtggccta 


60 


gatataggaa 


gggcaggaat 


aagcacttac 


tccccctgac 


cttccaatga 


tgaacaggag 


120 


aagcagtgcc 


aaatcctcaa 


taattgcaag 


tcctgatgag 


aagtgatctt 


gtgagaatgc 


180 


agcagaacac 


gataggtgga 


tctggataga 


cgtcttgact 


ctattcaacc 


ggtacgtctc 


240 


gtgatctgga 


cgagtgccag 


attaaggtaa 


cccacgattg 


ttagacaacc 


gtcttcctgc 


300 


tgagccaaag 


tttgctcatt 


acccctccac 


tggggaagca 


gctgaggccc 


agggccttgc 


360 


tccctgggaa 


attctcttac 


tctccgatct 


ttcggtgcta 


ttggaccatg 


ttactgtgcc 


420 


aaagtgtctt 


aatgcttgtc 


ccatctatac 


tcagcttggc 


cttggaaccc 


acataggagt 


480 


tggtggggga 


gggatgggta 


gatgggtatt 


attcattgta 


tgttgatcca 


ggtgtgtgta 


540 


ttatatatag 


agacccctcg 


ccttattgtg 


gtgtttgtcc 


atccctcttc 


cttaacagga 


600 


ttgaaatata 


tatgcttctg 


tt 








622 



<210> 118 

<211> 515 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (47) . . (484) 

<400> 118 

ctgcgcaggc gcggaccaaa gcgatctctt ctgaggatcc ggcaag atg gca gaa 55 

Met Ala Glu 
1 

gta gag cag aag aag aag egg acc ttc cgc aag ttc acc tac cgc ggc 103 
Val Glu Gin Lys Lys Lys Arg Thr Phe Arg Lys Phe Thr Tyr Arg Gly 
5 10 15 

gtg gac etc gac cag ctg ctg gac atg tec tac gag cag ctg atg cag 151 
Val Asp Leu Asp Gin Leu Leu Asp Met Ser Tyr Glu Gin Leu Met Gin 
20 25 30 35 

ctg tac agt gcg cgc cag egg egg egg ctg aac egg ggc ctg egg egg 199 
Leu Tyr Ser Ala Arg Gin Arg Arg Arg Leu Asn Arg Gly Leu Arg Arg 
40 45 50 

aag cag cac tec ctg ctg aag cgc ctg cgc aag gee aag aag gag gcg 247 
Lys Gin His Ser Leu Leu Lys Arg Leu Arg Lys Ala Lys Lys Glu Ala 
55 1 60 ~ "* 65 

ccg ccc atg gag aag ccg gaa gtg gtg aag acg cac ctg egg gac atg 295 
Pro Pro Met Glu Lys Pro Glu Val Val Lys Thr His Leu Arg Asp Met 
70 75 80 

ate ate eta ccc gag atg gtg ggc age atg gtg ggc gtc tac aac ggc 343 
He He Leu Pro Glu Met Val Gly Ser Met Val Gly Val Tyr Asn Gly 
85 90 95 

aag acc ttc aac cag gtg gag ate aag ccc gag atg ate ggc cac tac 391 
Lys Thr Phe Asn Gin Val Glu He Lys Pro Glu Met He Gly His Tyr 
100 105 110 115 

ctg ggc gag ttc tec ate acc tac aag ccc gta aag cat ggc egg ccc 439 
Leu Gly Glu Phe Ser He Thr Tyr Lys Pro Val Lys His Gly Arg Pro 
120 125 " 130 

ggc ate ggg gee acc cac tec tec cgc ttc ate cct etc aag taa 484 
Gly He Gly Ala Thr His Ser Ser Arg Phe He Pro Leu Lys 
135 140 145 

tggctcagct aataaaggcg cacatgactc c 515 

<210> 119 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 119 

Met Ala Glu Val Glu Gin Lys Lys Lys Arg Thr Phe Arg Lys Phe Thr 
15 10 15 

Tyr Arg Gly Val Asp Leu Asp Gin Leu Leu Asp Met Ser Tyr Glu Gin 
20 25 30 



Leu Met Gin 
35 



Leu Tyr Ser Ala Arg Gin Arg Arg Arg Leu Asn Arg Gly 
4 0 4 5 
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Leu Arg Arg Lys Gin His Ser Leu Leu Lys Arg Leu Arg Lys Ala Lys 
50 55 60 

Lys Glu Ala Pro Pro Met Glu Lys Pro Glu Val Val Lys Thr His Leu 
65 70 75 80 

Arg Asp Met lie lie Leu Pro Glu Met Val Gly Ser Met Val Gly Val 
85 90 95 

Tyr Asn Gly Lys Thr Phe Asn Gin Val Glu lie Lys Pro Glu Met lie 
100 105 110 

Gly His Tyr Leu Gly Glu Phe Ser lie Thr Tyr Lys Pro Val Lys His 
115 120 "* 125 

Gly Arg Pro Gly lie Gly Ala Thr His Ser Ser Arg Phe lie Pro Leu 
130 135 140 

Lys 
145 

<210> 120 
<211> 842 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21) . . (590) 

<400> 120 

gaattcggca cgagataaaa atg get tec aaa aga get ctg gtc ate ctg get 53 

Met Ala Ser Lys Arg Ala Leu Val lie Leu Ala 
15 10 

aaa gga gca gag gaa atg gag acg gtc ate cct gta gat gtc atg agg 101 
Lys Gly Ala Glu Glu Met Glu Thr Val lie Pro Val Asp Val Met Arg 
15 20 25 

cga get ggg att aag gtc ace gtt gca ggc ctg get gga aaa gac cca 14 9 

Arg Ala Gly lie Lys Val Thr Val Ala Gly Leu Ala Gly Lys Asp Pro 
30 35 40 

gta cag tgt age cgt gat gtg gtc att tgt cct gat gee age ctt gaa 197 
Val Gin Cys Ser Arg Asp Val Val lie Cys Pro Asp Ala Ser Leu Glu 
45 50 55 

gat gca aaa aaa gag gga cca tat gat gtg gtg gtt eta cca gga ggt 245 
Asp Ala Lys Lys Glu Gly Pro Tyr Asp Val Val Val Leu Pro Gly Gly 
60 65 ^ 7Q 75 

aat ctg ggc gca cag aat tta tct gag tct get get gtg aag gag ata 293 
Asn Leu Gly Ala Gin Asn Leu Ser Glu Ser Ala Ala Val Lys Glu lie 
80 85 90 
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ctg aag gag cag gaa aac egg aag ggc ctg ata gec gec ate tgt gca 341 

Leu Lys Glu Gin Glu Asn Arg Lys Gly Leu lie Ala Ala lie Cys Ala 

95 100 105 

ggt cct act get ctg ttg get cat gaa ata ggt tgt gga agt aaa gtt 389 

Gly Pro Thr Ala Leu Leu Ala His Glu lie Gly Cys Gly Ser Lys Val 

110 115 ^ 120 

aca aca cac cct ctt get aaa gac aaa atg atg aat gga ggt cat tac 437 

Thr Thr His Pro Leu Ala Lys Asp Lys Met Met Asn Gly Gly His Tyr 

125 130 135 

acc tac tct gag aat cgt gtg gaa aaa gac ggc ctg att ctt aca age 485 

Thr Tyr Ser Glu Asn Arg Val Glu Lys Asp Gly Leu lie Leu Thr Ser 

140 145 150 155 

c< ?g cct 999 acc a( 3 c ttc gag ttt gcg ctt gca att gtt gaa gee 533 

Arg Gly Pro Gly Thr Ser Phe Glu Phe Ala Leu Ala lie Val Glu Ala 
160 165 170 

ctg aat ggc aag gag gtg gcg get caa gtg aag get cca ctt gtt ctt 581 

Leu Asn Gly Lys Glu Val Ala Ala Gin Val Lys Ala Pro Leu Val Leu 

175 180 ~ 185 

aaa gac tag ageagegaac tgegacgate acttagagaa acaggcegtt 630 
Lys Asp 



aggaatccat 


tctcactgtg 


ttcgctctaa 


acaaaacagt 


ggtaggttaa 


tgtgttcaga 


690 


agtcgctgtc 


cttactactt 


ttgcggaagt 


atggaagtca 


caactacaca 


gagatttctc 


750 


agectacaaa 


ttgtgtctat 


acatttctaa 


gccttgtttg 


cagaataaac 


agggcattta 


810 


gcaaactaaa 


aaaaaaaaaa 


aaaaaactcg 


ag 






842 



<210> 121 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<400> 121 

Met Ala Ser Lys Arg Ala Leu Val lie Leu Ala Lys Gly Ala Glu Glu 
1 5 10 15 

Met Glu Thr Val lie Pro Val Asp Val Met Arg Arg Ala Gly lie Lys 
20 25 " 30 



Val Thr Val Ala Gly Leu Ala Gly Lys Asp Pro Val Gin Cys Ser Arg 
35 4 0 4 5 



Asp Val Val lie Cys Pro Asp Ala Ser Leu Glu Asp Ala Lys Lys Glu 
50 55 60 

Gly Pro Tyr Asp Val Val Val Leu Pro Gly Gly Asn Leu Gly Ala Gin 
65 70 75 80 



Asn Leu Ser Glu Ser Ala Ala Val Lys Glu lie Leu Lys Glu Gin Glu 
8 5 90 95 



265 



Asn Arg Lys 



Gly Leu lie Ala Ala lie Cys Ala 
100 105 



Gly Pro Thr Ala Leu 
110 



Leu Ala His 
115 



Glu lie Gly Cys Gly Ser Lys Val 
120 



Thr Thr His Pro Leu 
125 



Ala Lys Asp 
130 



Lys Met Met Asn Gly Gly His Tyr 
135 



Thr Tyr Ser Glu Asn 
140 



Arg Val Glu 
145 



Lys Asp Gly Leu lie Leu Thr Ser 
150 155 



Arg Gly Pro Gly Thr 
160 



Ser Phe Glu 



Phe Ala Leu Ala He Val Glu Ala 
165 170 



Leu Asn Gly Lys Glu 
175 



Val Ala Ala 



Gin Val Lys Ala Pro Leu Val Leu 
180 185 



Lys Asp 



<210> 122 
<211> 636 
<212> DNA 
<213> Homo sapiens 












<400> 122 
tttttttttt 


tttttttttt 


tccatcaaaa 


gtttctaatt 


ttattctgag 


aaaagataac 


60 


accaagaaaa 


caattttaac 


tacagaaaca 


atggttagcg 


taaaaaatta 


ataatcaaaa 


120 


agataaacca 


tgttataagt 


acttaacaaa 


cttataaact 


atttcttcca 


taacattctc 


180 


catattttaa 


gttcatacat 


gttgatatga 


tcagatttac 


aatttttcag 


aaaagacggg 


240 


ggaaaaggtg 


tgattatcgt 


cagctagatg 


tgctcactgc 


atgctccatt 


atttatctgc 


300 


aaggcctggg 


tgactggaag 


tgcagttgac 


aggcatttta 


ataaactgga 


cagccatttg 


360 


ttcttcagga 


caaggcgtgt 


tttccccagg 


agcaatcaga 


agaaaacagg 


aagcagctca 


420 


gcactctgca 


ctgcaacagg 


ccaccttaat 


agctaaccag 


catcactcaa 


ctgctacgca 


480 


gccgggcctg 


gtgcacaaaa 


acacaaagga 


gattagacct 


gtgtttgcta 


aaccccagtc 


540 


ctttcacatg 


aaaatcttat 


acaaattggg 


tccaatacct 


ttagccttgg 


aggtaataaa 


600 


tttccatatg 


attacccact 


tttgaagttt 


tgagag 
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<210> 123 

<211> 574 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (106) . . (507) 



<400> 123 
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cagtgacgtg acacgcagcc cacggtctgt actgacgcgc cctcgcttct tcctctttct 60 

cgactccatc ttcgcggtag ctgggaccgc cgttcagtcg ccaat atg cag etc ttt 117 

Met Gin Leu Phe 
1 

gtc cgc gec cag gag eta cac acc ttc gag gtg acc ggc cag gaa acg 165 
Val Arg Ala Gin Glu Leu His Thr Phe Glu Val Thr Gly Gin Glu Thr 
5 10 15 20 

gtc gec cag ate aag get cat gta gee tea ctg gag ggc att gee ccg 213 
Val Ala Gin lie Lys Ala His Val Ala Ser Leu Glu Gly lie Ala Pro 
25 30 35 

gaa gat caa gtc gtg etc ctg gca ggc gcg ccc ctg gag gat gag gee 261 
Glu Asp Gin Val Val Leu Leu Ala Gly Ala Pro Leu Glu Asp Glu Ala 
40 45 50 

act ctg ggc cag tgc ggg gtg gag gec ctg act acc ctg gaa gta gca 309 
Thr Leu Gly Gin Cys Gly Val Glu Ala Leu Thr Thr Leu Glu Val Ala 
55 60 65 

ggc cgc atg ctt gga ggt aaa gtc cat ggt tec ctg gec cgt get gga 357 
Gly Arg Met Leu Gly Gly Lys Val His Gly Ser Leu Ala Arg Ala Gly 
70 75 80 

aaa gtg aga ggt cag act cct aag gtg gee aaa cag gag aag aag aag 405 
Lys Val Arg Gly Gin Thr Pro Lys Val Ala Lys Gin Glu Lys Lys Lys 
85 90 95 " " 100 

aag aag aca ggt egg get aag egg egg atg cag tac aac egg cgc ttt 453 
Lys Lys Thr Gly Arg Ala Lys Arg Arg Met Gin Tyr Asn Arg Arg Phe 
105 110 115 

gtc aac gtt gtg ccc acc ttt ggc aag aag aag ggc ccc aat gee aac 501 
Val Asn Val Val Pro Thr Phe Gly Lys Lys Lys Gly Pro Asn Ala Asn 
120 125 130 

tct taa gtcttttgta attctggctt tctctaataa aaaagecact tagttcagtc 557 
Ser 

aaaaaaaaaa aaaaaaa 574 

<210> 124 

<211> 133 

<212> PRT 

<213> Homo sapiens 

<400> 124 

Met Gin Leu Phe Val Arg Ala Gin Glu Leu His Thr Phe Glu Val Thr 
15 10 15 

Gly Gin Glu Thr Val Ala Gin lie Lys Ala His Val Ala Ser Leu Glu 
20 25 30 

Gly He Ala Pro Glu Asp Gin Val Val Leu Leu Ala Gly Ala Pro Leu 
35 40 45 

Glu Asp Glu Ala Thr Leu Gly Gin Cys Gly Val Glu Ala Leu Thr Thr 
50 55 60 
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Leu Glu Val Ala Gly Arg Met Leu Gly Gly Lys Val His Gly Ser Leu 
65 70 75 80 

Ala Arg Ala Gly Lys Val Arg Gly Gin Thr Pro Lys Val Ala Lys Gin 
85 90 95 

Glu Lys Lys Lys Lys Lys Thr Gly Arg Ala Lys Arg Arg Met Gin Tyr 
100 105 110 

Asn Arg Arg Phe Val Asn Val Val Pro Thr Phe Gly Lys Lys Lys Gly 
115 120 125 

Pro Asn Ala Asn Ser 
130 

<210> 125 

<211> 947 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (66) . . (440) 

<400> 125 

ctccccccga gcgccgctcc ggctgcaccg cgctcgctcc gagtttcagg ctcgtgctaa 60 

gctag cgc cgt cgt cgt etc cct tea gtc gec ate atg att ate tac egg 110 
Arg Arg Arg Arg Leu Pro Ser Val Ala lie Met lie lie Tyr Arg 
1 5 10 15 

gac etc ate age cac gat gag atg ttc tec gac ate tac aag ate egg 158 
Asp Leu lie Ser His Asp Glu Met Phe Ser Asp lie Tyr Lys lie Arg 
20 25 30 

gag ate gcg gac ggg ttg tgc ctg gag gtg gag ggg aag atg gtc agt 206 
Glu lie Ala Asp Gly Leu Cys Leu Glu Val Glu Gly Lys Met Val Ser 
35 40 45 

agg aca gaa ggt aac aat gat gac teg etc att ggt gga aat gec tec 254 
Arg Thr Glu Gly Asn Asn Asp Asp Ser Leu lie Gly Gly Asn Ala Ser 
50 55 s 60 

get gaa ggc ccc gag ggc gaa ggt acc gaa age aca gta ate act ggt 302 
Ala Glu Gly Pro Glu Gly Glu Gly Thr Glu Ser Thr Val lie Thr Gly 
65 70 75 

gtc gat att gtc atg aac cat cac ctg cag gaa aca agt ttc gca aaa 350 
Val Asp lie Val Met Asn His His Leu Gin Glu Thr Ser Phe Ala Lys 
80 85 90 95 

gaa gac gac aga agg gca gca aaa tea gga aaa ggg tgc atg aac aaa 398 
Glu Asp Asp Arg Arg Ala Ala Lys Ser Gly Lys Gly Cys Met Asn Lys 
100 105 . 110 

atg aaa ata tea aca aag aga aac tgt aaa aac gta tea taa 440 
Met Lys lie Ser Thr Lys Arg Asn Cys Lys Asn Val Ser 
115 120 
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tacaaattaa 


aaagctgaag 


aatacactga 


aatgaaaatt 


cactgtagag 


aatcaagagc 


500 


agaccggatc 


aaaccgaaaa 


ataagtccac 


aagtttgagg 


acaggtcatt 


tgaaattatc 


560 


aagccagagg 


agcaaaaaga 


gaatgaaaaa 


aagctaagaa 


agtctaaagg 


acttttggga 


620 


caccaacagg 


cagaccaata 


tacacataag 


ggaagtaaag 


gaagacagag 


agaaagataa 


680 


ataattgctg 


aaaatgtctg 


aaactggaag 


aagaaaatgg 


agatgcaaat 


tcaagaagct 


740 


caaagacctc 


caactattgt 


taacccaaaa 


acatctacac 


tgagatacat 


tataaccaag 


800 


ctgcctgaat 


cacagtaaat 


aatcttgaaa 


gcagtaagag 


aaaagcaact 


cataacaaca 


860 


cacaagggaa 


ctcccataag 


ataacacgca 


agatatctca 


gcagaaatct 


tgtaggcctt 


920 


gaaagagtga 


gataatatat 


tatcaaa 








947 



<210> 126 

<211> 124 

<212> PRT 

<213> Homo sapiens 

<400> 126 

Arg Arg Arg Arg Leu Pro Ser Val Ala lie Met lie lie Tyr Arg Asp 
15 10 15 



Leu lie Ser His Asp Glu Met Phe Ser Asp lie Tyr Lys lie Arg Glu 
20 25 30 



lie Ala Asp Gly Leu Cys Leu Glu Val Glu Gly Lys Met Val Ser Arg 
35 40 45 



Thr Glu Gly Asn Asn Asp Asp Ser Leu lie Gly Gly Asn Ala Ser Ala 
50 55 60 



Glu Gly Pro Glu Gly Glu Gly Thr Glu Ser Thr Val lie Thr Gly Val 
65 70 75 "* 80 



Asp lie Val Met Asn His His Leu Gin Glu Thr Ser Phe Ala Lys Glu 
85 90 95 



Asp Asp Arg Arg Ala Ala Lys Ser Gly Lys Gly Cys Met Asn Lys Met 
100 105 110 

Lys lie Ser Thr Lys Arg Asn Cys Lys Asn Val Ser 
115 120 



<210> 127 

<211> 611 

<212> DNA 

<213> Homo sapiens 



<400> 127 

ggcagtgtca agcctgaaac caagcaatac cgtcatgttt cagccaagcc cagagcccta 



60 



269 



agattacaaa 


caactatggc 


cggaacctcc 


tcagctctcc 


ctctgcagag 


ttccctaccc 


120 


taagagaatg 


ttaccacctg 


aacagtcctc 


ggtgaatctg 


agaggagagg 


atggggtaag 


180 


gcagaagcac 


cagctgtact 


actagaaggg 


agcttttggt 


ggtagatccc 


ctggtgtctc 


240 


caacctgact 


aggtggacag 


agctcaaaga 


ggccctctta 


ccgctagcga 


ggtgatagga 


300 


catctggctt 


gccacaaagg 


tctgttcgac 


cagacatatc 


ctagctaagg 


gatgtccaaa 


360 


catcagaatg 


tgaggccaac 


cttctatcag 


agttaaactt 


ttgacaaggg 


aacaaatctc 


420 


aaactgatcc 


atcagtcatg 


tagctagctg 


tagagcttgc 


aacttaatag 


cagcagctgc 


480 


ccaatgccat 


gtgaagtaac 


aaactggttt 


ttggtttttt 


tttccccttc 


agttttaatg 


540 


ttatgtgtaa 


tgtatttaaa 


cccttattta 


aataaaactt 


gttttcagaa 


ataaaaaaaa 


600 


aaaaaaaaaa 


r 










611 



<210> 128 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (18) . . (227) 

<400> 128 

gccgccgcgc cgccatc atg gac acc age cgt gtg cag cct ate aag ctg 50 

Met Asp Thr Ser Arg Val Gin Pro lie Lys Leu 

15 10 

gee agg gtc acc aag gtc ctg ggc agg acc ggt tct cag gga cag tgc 98 
Ala Arg Val Thr Lys Val Leu Gly Arg Thr Gly Ser Gin Gly Gin Cys 
15 20 25 

acg cag gtg cgc gtg gaa ttc atg gac gac acg age cga tec ate ate 146 
Thr Gin Val Arg Val Glu Phe Met Asp Asp Thr Ser Arg Ser lie lie 
30 '35 40 

cgc aat gta aaa ggc ccc gtg cgc gag ggc gac gtg etc acc ctt ttg ' 194 
Arg Asn Val Lys Gly Pro Val Arg Glu Gly Asp Val Leu Thr Leu Leu 
45 50 55 

gag tea gag cga gaa gee egg agg ttg cgc tga gcttggctgc tcgctgggtc 247 
Glu Ser Glu Arg Glu Ala Arg Arg Leu Arg 
60 65 

ttggatgtcg ggttcgacca ettggecgat gggaatggtc tgtcacaatc tgctcctttt 307 

ttttgtccgc cacacgtaac tgagatgetc ctttaaataa agcgtttgtg tttcaagtta 367 

aaaaaaaaaa aaaaaaa 384 

<210> 129 

<211> 69 

<212> PRT 

<213> Homo sapiens 



<400> 129 



270 



Met Asp Thr Ser Arg Val Gin Pro lie Lys Leu Ala Arg Val Thr Lys 
15 10 15 

Val Leu Gly Arg Thr Gly Ser Gin Gly Gin Cys Thr Gin Val Arg Val 
20 25 30 

Glu Phe Met Asp Asp Thr Ser Arg Ser lie lie Arg Asn Val Lys Gly 
35 4 0 4 5 

Pro Val Arg Glu Gly Asp Val Leu Thr Leu Leu Glu Ser Glu Arg Glu 
50 55 60 

Ala Arg Arg Leu Arg 
65 

<210> 130 

<211> 1148 

<212> DNA 

<213> Homo sapiens 



<400> 130 



cttttacata 


tttctaaata 


-gatagaacta 


aatgatcaga 


gaatttcttc 


tgt aaaaatt 


60 


ggccaaattt 


tatcaaaaat 


ctaacatacg 


atacaatcca 


aattataaaa 


agactacttg 


120 


ggatcataat 


attccaaatg 


tatgacagtt 


ataactccat 


cttaacaagt 


gtgaaaagta 


. 180 


cttgctctca 


tgttgctttg 


gtccaaaaga 


gtagagctaa 


ctcagtaaca 


ggaaactaag 


240 


tacccaatct 


tttgccaaaa 


ttaatttaga 


ttgtgactgg 


cagcagaaat 


atccataatg 


300 


aacagctcta 


ctataacaaa 


gaataattaa 


agaatacttt 


tcgtgaacat 


atcacagtat 


360 


caaatacatt 


tttataagag 


aaaaatatga 


aggaaatgat 


aaaatagcta 


tcacaaacaa 


420 


aaagaagcat 


ttcccccata 


aggtgaatta 


gagggttgat 


gatgctaata 


tgaaaggaag 


480 


ttgagtactg 


tatttatttc 


ttattttata 


caactcttac 


tctttacaaa 


aatggttata 


540 


gtcatgccca 


taaaagtgta 


acccatggca 


tttgaaagca 


aacactcttt 


gtaattattt 


600 


aaaagggcct 


ttttaaaaat 


tataatacaa 


aggtctgtgc 


tctataagca 


gtcctccact 


660 


gtgcattgta 


acaataaggc 


ttacttttaa 


tacaaagact 


aagcgtttgg 


gagttatgac 


720 


ccactggatt 


tacaaacatc 


aatttataaa 


ttgctttatg 


caatctatgt 


gctataggga 


780 


tactccactt 


catcaagggt 


tctccacaag 


cttggagata 


cttcgaagaa 


ttctctcatt 


840 


acatgaaatc 


tggattcctt 


cagaatcacc 


tggactttac 


ggaacgaggg 


agcaaacaac 


900 


ggcacgtaat 


aactcggaca 


cgtaacaaac gatcaagaag 


gagaccacag 


cacgatgcca 


960 


agcacaatag 


gcgagaatac 


cggatcaata 


gagcccaatg 


gcgagagtca 


aagcagcgtc 


1020 


acaatgagag 


cactccaggt 


aggagtggtg 


cattagacaa 


gtgaggatac 


caggagaaga 


1080 


agagagacga 


tagagacata 


agagaggagc 


cgaaacaaga 


cacccaccac 


agaacaaaga 


1140 


agaagaca 












1148 
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<210> 131 

<211> 1000 

<212> DNA 

<213> Homo sapiens 



<400> 131 



gtgtgctcgt 


ttggtgcgga 


cctggtacct 


cttttgtgaa 


gcggcagctg 


aggagactcc 


60 


ggcgctcgcc 


atggccgacg 


aaaagcccaa 


ggaaggagtc 


aagactgaga 


acaacgatca 


120 


tattaatttg 


aaggtggcgg 


ggcaggatgg 


ttctgtggtg 


cagtttaaga 


ttaagaggca 


180 


tacaccactt 


agtaaactaa 


tgaaagccta 


ttgtgaacga 


cagggattgt 


caatgaggca 


240 


gatcagattc 


cgatttgacg 


ggcaaccaat 


caatgaaaca 


gacacacctg 


cacagttgga 


300 


aatggaggat 


gaagatacaa 


ttgatgtgtt 


ccaacagcag 


acgggaggtg 


tctactgaaa 


360 


agggaacctg 


cttctttact 


ccagaactct 


gttctttaaa 


gaccaagatt 


acattctcaa 


420 


ttagaaaact 


gcaatttggt 


tccaccacat 


cctgactact 


accgtatagt 


tttctctatt 


480 


ctttcatttc 


ccccttcccc 


attcctttat 


tgtacataaa 


gtaactggta 


tatgtgcaca 


540 


agcatattgc 


L t 1 1 J t 1 J 1 

attttt ttt t 


ttttaactaa 


acagccaatg 


gtatgttttg 


attgacatca 


600 


agtggagacg 


ggatggggaa 


aaatactgat 


tctgtgaaaa 


tacccccttt 


ctccattagt 


660 


ggcatgctca 


ttcagctctt 


atctttatat 


tccagtaagt 


tattttgctc 


tcactgtttt 


720 


aacaaaaaaa 


aaaaaacaac 


aacataaaaa 


tccttgcata 


ccttgttcaa 


ttggagaatt 


780 


ttaatgtttt 


tcatttatca 


ttgtaaaacc 


aaggacaatt 


ttataacttt 


tttgtacgta 


840 


gctgttacat 


gt agggcaat 


ctgtctttaa 


gtagggataa 


attactctaa 


aacaaaaaag 


900 


aatcctagat 


agttttccct 


tcaagtcaag 


cgtcttgttg 


tttaaataaa 


cttcttgttt 


960 


aaaatgaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 
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<210> 132 

<211> 1744 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (29) . . (1156) 

<400> 132 

ccgccgtcgc gtttctctgc cggtcgca atg gaa gaa gag ate gec gcg ctg 52 

Met Glu Glu Glu lie Ala Ala Leu 
1 5 

gtc att gac aat ggc tec ggc atg tgc aaa get ggt ttt get ggg gac 100 
Val He Asp Asn Gly Ser Gly Met Cys Lys Ala Gly Phe Ala Gly Asp 
10 15 20 

gac get ccc cga gee gtg ttt cct tec ate gtc ggg cgc ccc aga cac 148 
Asp Ala Pro Arg Ala Val Phe Pro Ser He Val Gly Arg Pro Arg His 
25 30 35 40 
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cag ggc gtc atg gtg ggc atg ggc cag aag gac tec tac gtg ggc gac 196 
Gin Gly Val Met Val Gly Met Gly Gin Lys Asp Ser Tyr Val Gly Asp 
45 50 55 

gag gec cag age aag cgt ggc ate ctg acc ctg aag tac ccc att gag 244 
Glu Ala Gin Ser Lys Arg Gly lie Leu Thr Leu Lys Tyr Pro lie Glu 
60 65 70 

cat ggc ate gtc acc aac tgg gac gac atg gag aag ate tgg cac cac 292 
His Gly lie Val Thr Asn Trp Asp Asp Met Glu Lys lie Trp His His 
75 ~ 80 ~ 85 ■ 

acc ttc tac aac gag ctg cgc gtg gee ccg gag gag cac cca gtg ctg 340 
Thr Phe Tyr Asn Glu Leu Arg Val Ala Pro Glu Glu His Pro Val Leu 
90 95 100 

ctg acc gag gee ccc ctg aac ccc aag gee aac aga gag aag atg act 388 
Leu Thr Glu Ala Pro Leu Asn Pro Lys Ala Asn Arg Glu Lys Met Thr 
105 110 115 * 120 

cag att atg ttt gag acc ttc aac acc ccg gee atg tac gtg gee ate 436 
Gin lie Met Phe Glu Thr Phe Asn Thr Pro Ala Met Tyr Val Ala lie 
125 130 135 

cag gec gtg ctg tec etc tac gee tct ggg cgc acc act ggc att gtc 484 
Gin Ala Val Leu Ser Leu Tyr Ala Ser Gly Arg Thr Thr Gly lie Val 
140 145 150 

atg gac tct gga gac ggg gtc acc cac acg gtg ccc ate tac gag ggc 532 
Met Asp Ser Gly Asp Gly Val Thr His Thr Val Pro lie Tyr Glu Gly 
155 160 165 

tac gee etc ccc cac gee ate ctg cgt ctg gac ctg get ggc egg gac 580 
Tyr Ala Leu Pro His Ala lie Leu Arg Leu Asp Leu Ala Gly Arg Asp 
170 175 * 180 

ctg acc gac tac etc atg aag ate etc act gag cga ggc tac age ttc 628 
Leu Thr Asp Tyr Leu Met Lys lie Leu Thr Glu Arg Gly Tyr Ser Phe 
185 190 195 " "* 200 

acc acc acg gee gag egg gaa ate gtg cgc gac ate aag gag aag etg 676 
Thr Thr Thr Ala Glu Arg Glu lie Val Arg Asp lie Lys Glu Lys Leu 
205 210 215 

tgc tac gtc gee ctg gac ttc gag cag gag atg gee acc gee gca tec 724 
Cys Tyr Val Ala Leu Asp Phe Glu Gin Glu Met Ala Thr Ala Ala Ser 
220 225 230 

tec tct tct ctg gag aag age tac gag ctg ccc gat ggc cag gtc ate 772 
Ser Ser Ser Leu Glu Lys Ser Tyr Glu Leu Pro Asp Gly Gin Val lie 
235 240 245 

acc att ggc aat gag egg ttc egg tgt ccg gag gcg ctg ttc cag cct 820 
Thr lie Gly Asn Glu Arg Phe Arg Cys Pro Glu Ala Leu Phe Gin Pro 
250 255 260 

tec ttc ctg ggt atg gaa tct tgc ggc ate cac gag acc acc ttc aac 868 
Ser Phe Leu Gly Met Glu Ser Cys Gly lie His Glu Thr Thr Phe Asn 
265 270 275 280 

tec ate atg aag tgt gac gtg gac ate cgc aaa gac ctg tac gee aac 916 
Ser lie Met Lys Cys Asp Val Asp lie Arg Lys Asp Leu Tyr Ala Asn 
285 290 295 
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acg gtg ctg teg ggc ggc acc acc atg tac ccg ggc att gec gac agg 964 

Thr Val Leu Ser Gly Gly Thr Thr Met Tyr Pro Gly lie Ala Asp Arg 

300 305 310 

atg cag aag gag ate acc gec ctg gcg ccc age acc atg aag ate aag 1012 

Met Gin Lys Glu lie Thr Ala Leu Ala Pro Ser Thr Met Lys lie Lys 

315 320 325 

ate ate gca ccc cca gag cgc aag tac teg gtg tgg ate ggt ggc tec 1060 

lie lie Ala Pro Pro Glu Arg Lys Tyr Ser Val Trp lie Gly Gly Ser 

330 335 340 

ate ctg gee tea ctg tec acc ttc cag cag atg tgg att age aag cag 1108 

lie Leu Ala Ser Leu Ser Thr Phe Gin Gin Met Trp lie Ser Lys Gin 



345 


350 


355 




360 




gag tac gac gag teg ggc ccc tec ate gtc cac 
Glu Tyr Asp Glu Ser Gly Pro Ser lie Val His 
365 370 


cgc aaa tgc ttc taa 
Arg Lys Cys Phe 
37 5 


1156 


aeggactcag 


cagatgegta 


geatttgetg 


catgggttaa 


ttgagaatag 


aaatttgece 


1216 


ctggcaaatg 


cacacacctc 


atgetagect 


cacgaaactg 


gaataagect 


tcgaaaagaa 


1276 


attgtccttg 


aagcttgtat 


ctgatatcag 


cactggattg 


tagaacttgt 


tgctgatttt 


1336 


gaccttgtat 


tgaagttaac 


tgttcccctt 


ggtattaacg 


tgtcagggct 


gagtgttctg 


1396 


ggatttctct 


agaggctggc 


aagaaccagt 


tgttttgtct 


tgcgggtctg 


tcagggttgg 


1456 


aaagtccaag 


ccgtaggacc 


cagtttcctt 


tcttagctga 


tgtctttggc 


cagaacaccg 


1516 


tgggctgtta 


ettgetttga 


gttggaagcg 


gtttgcattt 


acgcctgtaa 


atgtattcat 


1576 


tcttaattta 


tgtaaggttt 


tttttgtacg 


caattctcga 


ttctttgaag 


agatgacaac 


1636 


aaattttggt 


tttctactgt 


tatgtgagaa 


cattaggccc 


cagcaacacg 


tcattgtgta 


1696 


aggaaaaata 


aaagtgctgc 


cgtaaccaaa 


aaaaaaaaaa 


aaaaaaaa 




1744 



<210> 133 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<400> 133 

Met Glu Glu Glu lie Ala Ala Leu Val lie Asp Asn Gly Ser Gly Met 
15 10 15 



Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg Ala Val Phe Pro 
20 25 30 



Ser He Val Gly Arg Pro Arg His Gin Gly Val Met Val Gly Met Gly 
35 40 45 

Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser Lys Arg Gly He 
50 55 60 



Leu Thr Leu Lys Tyr Pro He Glu His Gly He Val Thr Asn Trp Asp 
65 70 75 80 
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Asp Met Glu Lys lie Trp His His Thr Phe Tyr Asn Glu Leu Arg Val 
85 90 95 



Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn Pro 
100 105 110 



Lys Ala Asn Arg Glu Lys Met Thr Gin lie Met Phe Glu Thr Phe Asn 
115 120 125 



Thr Pro Ala Met Tyr Val Ala lie Gin Ala Val Leu Ser Leu Tyr Ala 
130 135 140 



Ser Gly Arg Thr Thr Gly lie Val Met Asp Ser Gly Asp Gly Val Thr 
145 150 155 160 



His Thr Val Pro lie Tyr Glu Gly Tyr Ala Leu Pro His Ala lie Leu 
165 170 175 



Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Leu Met Lys lie 
180 185 190 



Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu lie 
195 200 205 



Val Arg Asp lie Lys Glu Lys Leu Cys Tyr Val Ala Leu Asp Phe Glu 
210 215 220 



Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu Glu Lys Ser Tyr 
225 230 235 240 



Glu Leu Pro Asp Gly Gin Val lie Thr lie Gly Asn Glu Arg Phe Arg 
245 250 255 



Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly Met Glu Ser Cys 
260 265 270 



Gly lie His Glu Thr Thr Phe Asn Ser lie Met Lys Cys Asp Val Asp 
275 280 285 



lie Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser Gly Gly Thr Thr 
290 295 300 



Met Tyr Pro Gly lie Ala Asp Arg Met Gin Lys Glu lie Thr Ala Leu 
305 310 315 320 



Ala Pro Ser Thr Met Lys lie Lys lie lie Ala Pro Pro Glu Arg Lys 
325 330 335 
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Tyr Ser Val Trp lie Gly Gly Ser He Leu Ala Ser Leu Ser Thr Phe 
340 345 350 

Gin Gin Met Trp He Ser Lys Gin Glu Tyr Asp Glu Ser Gly Pro Ser 
355 360 365 

He Val His Arg Lys Cys Phe 
370 375 

<210> 134 

<211> 6040 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (3195) 

<400> 134 

atg aat cat gat ttt caa get ctt gca tta gaa tct egg gga atg gga 4 8 

Met Asn His Asp Phe Gin Ala Leu Ala Leu Glu Ser Arg Gly Met Gly 

1 5 10 15 

gag ctt ttg cct acc aaa aag ttt tgg gaa cct gat gat tea aca aaa 96 
Glu Leu Leu Pro Thr Lys Lys Phe Trp Glu Pro Asp Asp Ser Thr Lys 
20 25 ' 30 

gat gga caa aaa ggc ata ttt ctt ggg gat gat gaa tgg aga gag act 144 
Asp Gly Gin Lys Gly He Phe Leu Gly Asp Asp Glu Trp Arg Glu Thr 
35 40 45 

gca tgg gga get tct cac cat tea atg tec cag cct att atg gta cag 192 
Ala Trp Gly Ala Ser His His Ser Met Ser Gin Pro He Met Val Gin 
50 55 60 

aga aga tct gga cag ggt ttt cat gga aac agt gaa gta aat gca ata 24 0 

Arg Arg Ser Gly Gin Gly Phe His Gly Asn Ser Glu Val Asn Ala He 
65 70 75 80 

ctg tct ccg cga tea gaa agt gga ggc ctt ggt gtg age atg gta gaa 288 
Leu Ser Pro Arg Ser Glu Ser Gly Gly Leu Gly Val Ser Met Val Glu 
85 90 ' 95 

tat gta tta agt tct tct cct get gat aaa ttg gat tct cga ttt agg 336 
Tyr Val Leu Ser Ser Ser Pro Ala Asp Lys Leu Asp Ser Arg Phe Arg 
100 105 110 

aag gga aat ttt ggc act aga gat get gaa aca gat gga cct gag aaa 384 
Lys Gly Asn Phe Gly Thr Arg Asp Ala Glu Thr Asp Gly Pro Glu Lys 
115 120 125 

gga gat caa aaa ggc aag get tct cca ttt gag gag gac caa aac aga 432 
Gly Asp Gin Lys Gly Lys Ala Ser Pro Phe Glu Glu Asp Gin Asn Arg 
130 135 140 

gac ctt aaa caa gga gat gat gat gat tct aaa ata aat ggc aga ggt 480 
Asp Leu Lys Gin Gly Asp Asp Asp Asp Ser Lys He Asn Gly Arg Gly 
145 150 155 ^ 160 

ttg cca aat gga atg gat gec gat tgc aaa gat ttt aat cgt act cct 528 
Leu Pro Asn Gly Met Asp Ala Asp Cys Lys Asp Phe Asn Arg Thr Pro 
165 170 175 
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gga agt cgt 
Gly Ser Arg 



aat act aat 
Asn Thr Asn 
195 

aat aaa cca 
Asn Lys Pro 
210 

gat gcc atg 
Asp Ala Met 
225 

ggt aat cag 
Gly Asn Gin 



gac tac aat 
Asp Tyr Asn 



gtt caa cag 
Val Gin Gin 
275 

get cag cag 
Ala Gin Gin 
290 

get gca ttt 
Ala Ala Phe 
305 

acc gat ccg 
Thr Asp Pro 



ggt cca gca 
Gly Pro Ala 



tat cca gcc 
Tyr Pro Ala 
355 

aca gcc agt 
Thr Ala Ser 
370 

gtt etc cgt 
Val Leu Arg 
385 

cag caa ggg 
Gin Gin Gly 



cca aca ttg 
Pro Thr Leu 



caa gcc tct 
Gin Ala Ser 
180 

ccc tea gaa 
Pro Ser Glu 



ctt gtt gaa 
Leu Val Glu 



gaa caa gtt 
Glu Gin Val 
230 

gta cca atg 
Val Pro Met 
245 

tec cag cag 
Ser Gin Gin 
260 

tta act gca 
Leu Thr Ala 



cca cat ata 
Pro His lie 



gtg cca aat 
Val Pro Asn 
310 

tat act gca 
Tyr Thr Ala 
325 

gtg gtt cca 
Val Val Pro 
340 

aac tta ttt 
Asn Leu Phe 



cag caa gca 
Gin Gin Ala 



get gga gca 
Ala Gly Ala 
390 

cag caa gca 
Gin Gin Ala 
405 

get ttt ggt 
Ala Phe Gly 
420 



cca act gaa 
Pro Thr Glu 
185 

gga ctg ggg 
Gly Leu Gly 
200 

gaa ttt tea 
Glu Phe Ser 
215 

ggt ctg gaa 
Gly Leu Glu 



gac tct tea 
Asp Ser Ser 



cag etc ttt 
Gin Leu Phe 
265 

get caa cag 
Ala Gin Gin 
280 

get ggt gta 
Ala Gly Val 
295 

cca tac att 
Pro Tyr lie 



gca gga ttg 
Ala Gly Leu 



cct cag tat 
Pro Gin Tyr 
345 

cag cag caa 
Gin Gin Gin 
360 

gca tea caa 
Ala Ser Gin 
375 

ggt cag cgt 
Gly Gin Arg 



gaa tea ctt 
Glu Ser Leu 



cag ggt ctt 
Gin Gly Leu 
425 



gta gtt gag 
Val Val Glu 



cct ctt cct 
Pro Leu Pro 



aat cct gaa 
Asn Pro Glu 
220 

tec tta cag 
Ser Leu Gin 
235 

gga get act 
Gly Ala Thr 
250 

cag agg act 
Gin Arg Thr 



cag caa tat 
Gin Gin Tyr 



ttc tea gca 
Phe Ser Ala 
300 

att agt get 
lie Ser Ala 
315 

get gca gca 
Ala Ala Ala 
330 

tac ggc gtt 
Tyr Gly Val 



get gca get 
Ala Ala Ala 



get cag cct 
Ala Gin Pro 
380 

cct ctt act 
Pro Leu Thr 
395 

gcg gca get 
Ala Ala Ala 
410 

get act ggc 
Ala Thr Gly 



cgc ttg ggc 
Arg Leu Gly 
190 

aat cct aca 
Asn Pro Thr 
205 

act cag aat 
Thr Gin Asn 



ttt gac tat 
Phe Asp Tyr 



gta ggc ctt 
Val Gly Leu 
255 

aat gca eta 
Asn Ala Leu 
270 

gca tta gca 
Ala Leu Ala 
285 

ggc ctt get 
Gly Leu Ala 



get cct cca 
Ala Pro Pro 



get aca tta 
Ala Thr Leu 
335 

cca tgg ggg 
Pro Trp Gly 
350 

gcg gca aat 
Ala Ala Asn 
365 

gga cag caa 
Gly Gin Gin 



ccc aat cag 
Pro Asn Gin 



gca gca gca 
Ala Ala Ala 
415 

atg cca ggc 
Met Pro Gly 
430 



ccc 576 
Pro 



get 624 
Ala 



ctg 672 
Leu 



cct 720 

Pro 

240 

ttt 768 
Phe 



aca 816 
Thr 



gca 864 
Ala 



cca 912 
Pro 



ggg 960 

Gly 

320 

gca 1008 
Ala 



gtg 1056 
Val 



aac 1104 
Asn 



cag 1152 
Gin 



ggt 1200 

Gly 

400 

aat 1248 
Asn 



tat 1296 
Tyr 
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caa gta eta 
Gin Val Leu 
435 

gtt ggc cct 
Val Gly Pro 
450 

get cca aca 
Ala Pro Thr 
465 

gca gca gca 
Ala Ala Ala 



ggt ctg ttt 
Gly Leu Phe 



cag cca age 
Gin Pro Ser 
515 

ttg act aat 
Leu Thr Asn 
530 

caa cct gga 
Gin Pro Gly 
545 

get get ata 
Ala Ala lie 



tct gca agt 
Ser Ala Ser 



gac ttg tac 
Asp Leu Tyr 
595 

ttt tac aat 
Phe Tyr Asn 
610 

cct ctg cca 
Pro Leu Pro 
625 

ctt tea tea 
Leu Ser Ser 



aat ggt agt 
Asn Gly Ser 



tat cga agt 
Tyr Arg Ser 
675 



get cca act 
Ala Pro Thr 



gga gca agg 
Gly Ala Arg 



cct gtt tta 
Pro Val Leu 
470 

get gga gga 
Ala Gly Gly 
485 

egg cca att 
Arg Pro lie 
500 

act aat ctg 
Thr Asn Leu 



age tec cag 
Ser Ser Gin 



agt aca tct 
Ser Thr Ser 
550 

ggc tea gee 
Gly Ser Ala 
5 65 

agt agt gee 
Ser Ser Ala 
580 

aaa aga tct 
Lys Arg Ser 



agt ctg gga 
Ser Leu Gly 



age caa act 
Ser Gin Thr 
630 

cat gga tec 
His Gly Ser 
645 

ggt cga tat 
Gly Arg Tyr 
660 

get tea age 
Ala Ser Ser 



gee tat tat 
Ala Tyr Tyr 
4 4 0 

act ggc ctt 
Thr Gly Leu 
455 

att agt tea 
lie Ser Ser 



act gca agt 
Thr Ala Ser 



ggc act cag 
Gly Thr Gin 
505 

caa tct aat 
Gin Ser Asn 
520 

agt agt tct 
Ser Ser Ser 
535 

ctt ggc ttt 
Leu Gly Phe 



etc agt gga 
Leu Ser Gly 



aca agg aga 
Thr Arg Arg 
585 

agt age age 
Ser Ser Ser 
600 

ttt tec tec 
Phe Ser Ser 
615 

cca gga cat 
Pro Gly His 



tea tec agt 
Ser Ser Ser 



ate tct gca 
lie Ser Ala 
665 

act tec agt 
Thr Ser Ser 
680 



gat cag act 
Asp Gin Thr 



gga get cca 
Gly Ala Pro 
460 

gca gca gca 
Ala Ala Ala 
475 

age ctt aca 
Ser Leu Thr 
490 

cca cca cag 
Pro Pro Gin 



tea ttt tat 
Ser Phe Tyr 



tta ttt tct 
Leu Phe Ser 
540 

gga agt ggt 
Gly Ser Gly 
555 

ttt ggt tea 
Phe Gly Ser 
570 

gag tct eta 
Glu Ser Leu 



eta gca ccc 
Leu Ala Pro 



tct cca agt 
Ser Pro Ser 
620 

tea ctt acg 
Ser Leu Thr 
635 

ttg cat tta 
Leu His Leu 
650 

gca cct gga 
Ala Pro Gly 



eta ttt age 
Leu Phe Ser 



ggt gee tta 
Gly Ala Leu 
445 

gtt egg tta 
Val Arg Leu 



caa get gca 
Gin Ala Ala 



ggc age aca 
Gly Ser Thr 
495 

cag cag caa 
Gin Gin Gin 
510 

gga age agt 
Gly Ser Ser 
525 

cat gga cct 
His Gly Pro 



aac tct ttg 
Asn Ser Leu 



tea gtt ggc 
Ser Val Gly 
575 

tct act age 
Ser Thr Ser 
590 

ata ggg caa 
He Gly Gin 
605 

cca ata ggc 
Pro He Gly 



cca ccg cca 
Pro Pro Pro 



gga gga ctg 
Gly Gly Leu 
655 

gca gaa gca 
Ala Glu Ala 
670 

tec age age 
Ser Ser Ser 
685 



gtg 1344 
Val 



atg 1392 
Met 



gca 14 4 0 

Ala 

480 

aat 1488 
Asn 



cag 1536 
Gin 



tct 1584 
Ser 



ggt 1632 
Gly 



ggt 1680 

Gly 

560 

agt 1728 
Ser 



tct 1776 
Ser 



cca 1824 
Pro 



atg 1872 
Met 



tea 1920 

Ser 

640 

aca 1968 
Thr 



aaa 2016 
Lys 



cag 2064 
Gin 
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etc ttt cct 
Leu Phe Pro 
690 

tct ggc cgc 
Ser Gly Arg 
705 

aac ctt cag 
Asn Leu Gin 



gac cag cat 
Asp Gin His 



cca get gag 
Pro Ala Glu 
755 

caa tta atg 
Gin Leu Met 
770 

gag ttt ggg 
Glu Phe Gly 
785 

ggt cat gtt 
Gly His Val 



cag aaa gca 
Gin Lys Ala 



aag gag ctg 
Lys Glu Leu 
835 

aac cat gtt 
Asn His Val 
850 

cag ttc ate 
Gin Phe lie 

865 

cat cct tat 
His Pro Tyr 



gca gaa cag 
Ala Glu Gin 



cag ttg gta 
Gin Leu Val 
915 

gaa cac ggt 
Glu His Gly 
930 



cct tec egg 
Pro Ser Arg 



agt aga tta 
Ser Arg Leu 
710 

ctt aga gac 
Leu Arg Asp 
725 

ggt tct aga 
Gly Ser Arg 
740 

cga cag atg 
Arg Gin Met 



act gat gtt 
Thr Asp Val 



agt ctg gat 
Ser Leu Asp 
790 

eta ccc tta 
Leu Pro Leu 
805 

tta gaa tct 
Leu Glu Ser 
820 

gat ggt cat 
Asp Gly His 



gta caa aaa 
Val Gin Lys 



att gat get 
lie Asp Ala 
870 

ggc tgc aga 
Gly Cys Arg 
885 

acc tta cct 
Thr Leu Pro 
900 

cag gat cag 
Gin Asp Gin 



cga cct gaa 
Arg Pro Glu 



ctt egg tat 
Leu Arg Tyr 
695 

ttg gaa gat 
Leu Glu Asp 



ttg att gga 
Leu lie Gly 



ttc ata cag 
Phe lie Gin 
745 

gta ttt aat 
Val Phe Asn 
760 

ttt ggc aac 
Phe Gly Asn 
775 

caa aaa tta 
Gin Lys Leu 



gee ttg cag 
Ala Leu Gin 



att tct tct 
lie Ser Ser 
825 

gtg etc aaa 
Val Leu Lys 
840 

tgt ate gaa 
Cys lie Glu 
855 

ttc aag gga 
Phe Lys Gly 



gta att cag 
Val He Gin 



ate tta gaa 
He Leu Glu 
905 

tat ggc aat 
Tyr Gly Asn 
920 

gac aag age 
Asp Lys Ser 
935 



aat agg tct 
Asn Arg Ser 
700 

ttc aga aac 
Phe Arg Asn 
715 

cat ata gtt 
His He Val 
730 

caa aaa eta 
Gin Lys Leu 



gaa att ctg 
Glu He Leu 



tat gtt ata 
Tyr Val He 
780 

gee ctg get 
Ala Leu Ala 
795 

atg tat ggc 
Met Tyr Gly 
810 

gac cag cag 
Asp Gin Gin 



tgt gtg aaa 
Cys Val Lys 



tgt gtt cag 
Cys Val Gin 
860 

caa gta ttt 
Gin Val Phe 
875 

cgc ate eta 
Arg He Leu 
890 

gaa etc cac 
Glu Leu His 



tat gtt att 
Tyr Val He 



aaa att gtt 
Lys He Val 
940 



gat att atg 
Asp lie Met 



aac cgc ttc 
Asn Arg Phe 



gag ttt tct 
Glu Phe Ser 
735 

gag aga get 
Glu Arg Ala 
750 

caa gca gee 
Gin Ala Ala 
765 

cag aag ttt 
Gin Lys Phe 



act cgt att 
Thr Arg He 



tgc cgc gtt 
Cys Arg Val 
815 

agt gaa atg 
Ser Glu Met 
830 

gat cag aat 
Asp Gin Asn 
845 

cca cag tea 
Pro Gin Ser 



gtg ctt tea 
Val Leu Ser 



gag cat tgc 
Glu His Cys 
895 

caa cat aca 
Gin His Thr 
910 

cag cat gta 
Gin His Val 
925 

tec gaa ate 
Ser Glu He 



cct 2112 
Pro 



cca 2160 

Pro 

720 

caa 2208 
Gin 



act 2256 
Thr 



tat 2304 
Tyr 



ttt 2352 
Phe 



cgt 2400 

Arg 

800 

att 2448 
He 



gta 2496 
Val 



gga 2544 
Gly 



eta 2592 
Leu 



act 2640 

Thr 

880 

act 2688 
Thr 



gag 2736 
Glu 



ctg 2784 
Leu 



agg 2832 
Arg 
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gga aag gtt tta gcc ctg agt caa cac aaa ttt gcc age aat gta gta 2880 
Gly Lys Val Leu Ala Leu Ser Gin His Lys Phe Ala Ser Asn Val Val 
945 950 955 960 

gaa aag tgt gtt act cat gcc tec cgt get gag aga get tta ctg att 2928 
Glu Lys Cys Val Thr His Ala Ser Arg Ala Glu Arg Ala Leu Leu lie 
965 970 975 

gac gag gtt tgc tgc cag aat gat ggt cct cac agt gcc tta tac ace 2976 
Asp Glu Val Cys Cys Gin Asn Asp Gly Pro His Ser Ala Leu Tyr Thr 
980 985 990 

atg atg aag gac cag tat gcc aat tac gtg gtt caa aag atg att gat 3024 
Met Met Lys Asp Gin Tyr Ala Asn Tyr Val Val Gin Lys Met lie Asp 
995 1000 1005 

atg get gaa cct get cag aga aag ata ate atg cac aag att cga 3069 
Met Ala Glu Pro Ala Gin Arg Lys lie lie Met His Lys lie Arg 
1010 1015 1020 

cct cac att act act ttg cgc aaa tac aca tac ggg aag cat ata 3114 
Pro His lie Thr Thr Leu Arg Lys Tyr Thr Tyr Gly Lys His lie 
1025 1030 " 1035 

ctg gcc aag ttg gaa aag tat tat ttg aag aat age ccg gac eta 3159 
Leu Ala Lys Leu Glu Lys Tyr Tyr Leu Lys Asn Ser Pro Asp Leu 
1040 "* 1045 " ~ 1050 

gga cct att gga gga cca cca aat gga atg ctg taa attacaggag 3205 
Gly Pro lie Gly Gly Pro Pro Asn Gly Met Leu 
1055 1060 



caagagaaag 


aagataattt 


aaccatgtga 


aaagaatttt 


tttgtgcgtg 


aattatcaaa 


3265 


acacaactca 


actatgaatc 


ttcaattttt 


ttttaaagca 


aaactattta 


ttgactttat 


3325 


tcatccattt 


gtaaattttt 


taaggttctt 


gtgtatattt 


ggggggtggg 


ggatgaatta 


3385 


taaattatat 


tcagccctga 


gtggagacct 


atcagattgg 


attgetggea 


aagcacagaa 


3445 


tgcctgtata 


tgatgtaact 


gtatcaaaaa 


taaaaagctg 


tcacatattt 


tgtaaatttt 


3505 


taccttgtaa 


agtcacaaaa 


atagttttta 


aaggaaaaag 


tacagtattc 


ttttaataaa 


3565 


ctggctcaca 


gtctggtagg 


tctacaaccc 


catagcacaa 


caggtttata 


gagatgtata 


3625 


tagaattata 


gtccttattt 


ttttcctttg 


cgtgaaacct 


tttataacag 


attaacaatc 


3685 


aactgeataa 


atattattaa 


tattttaaaa 


agagttaagt 


tgtattttga 


taattcacaa 


3745 


actatcatgc 


aaataacgag 


taagtagaca 


agaataaagt 


ggtttgagat 


gaaaagaacc 


3805 


taacattatt 


tacagtagat 


gtggttttaa 


tacaattact 


gecctaaaat 


gtctctggca 


3865 


atgtacagaa 


atattgtata 


tacttacata 


tgtaattgtt 


gtaagagtta 


aatacaaaat 


3925 


catggtgaca 


cttccaatta 


agtgcactaa 


atgaaaagtt 


aagtcactta 


ttaacttttc 


3985 


agtttggttt 


gcaatgagaa 


agagtggaaa 


tttgtatttt 


gttttgetta 


tagaattaca 


4045 


gacatgttga 


ggaagtgttg 


agctttattt 


tgetttttea 


tagaggcaga 


aagtaggaac 


4105 


cagatagaga 


tgaaaagggg 


ccactgaaaa 


gtgaatttga 


tagctcagca 


tttaagcatg 


4165 


attacatatt 


cagatagctc 


tttttgcttt 


ctataaatat 


atgcattgtg 


tgtgtagtaa 


4225 
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tagatgtaag 


tttacacttt 


gaaaggaaat 


cttgtttcaa 


tgtttattat 


aaaagccttg 


4285 


ctaatttagt 


agtgatgctt 


tccttggttg 


tacaggtgta 


catttgtaaa 


ccttcatgct 


4345 


gtaaatggaa 


tttgttttat 


ctctttggga 


tacatttgca 


ttttagtgta 


catttacgtc 


4405 


cctgccctct 


ttgacctggc 


aatatagtgt 


tgtataatgt 


aaatttattt 


ctccaaatcg 


4465 


agagtgattt 


tttaaaaatt 


ttttatcttt 


atatggtttc 


agaagtatga 


accagctttc 


4525 


tttttattat 


tgtgagatca 


ttttgtttta 


taacatagtt 


gttgactgtt 


aatatggacc 


4585 


tgctagaatt 


tggatcactt 


tcaattgaag 


tcagggtatt 


gtgcataata 


gaaagtattg 


4645 


gactgagata 


tttggttacc 


atggaggcca 


atgctttttt 


catcttatta 


aatgtgatgt 


4705 


gacttttttc 


tttgtacaga 


agagtactgt 


atttttgaat 


agcctactcc 


caagtaagag 


4765 


caaat ctgta 


tgataacatt 


ttttcctctg 


gacataagac 


ataacagtaa 


cacgatgtac 


4825 


atttacaagc 


ggccttatgt 


acatttccca 


acaatctttt 


taaggcaaaa 


ttgtgaccat 


4885 


atgtgtataa 


ttaaaatcgt 


ttttaatcct 


ttgcctatga 


aaatattttg 


gaaaaaaact 


4945 


tgctgtgtat 


attcagtttc 


tgaaagataa 


agaaagtgct 


ttgtattttg 


ttgaagtcag 


5005 


tattttgtat 


aaacatttat 


gttgacccac 


ttatgttcag 


tgctgaaaac 


taaaatgaac 


5065 


atgctattct 


gtcagctgaa 


tatggaagag 


atcttttttt 


actagagatc 


tgcagaagaa 


5125 


acgcaatctt 


ctgagcacaa 


tatggaatct 


aaaggtttta 


tcacttagtt 


gttcatatta 


5185 


tgaacctaaa 


aataatggca 


taaagtttgg 


ggatgccagg 


catacttttt 


catgtttggt 


5245 


gttgagttat 


tttacttttc 


taacccaaca 


ttccttggtg 


agaccattaa 


atccaaacac 


5305 


ttgtcaccgt 


tccttctcat 


agtcactctg 


ggtcatcagc 


atgtcccagt 


cactgcagca 


5365 


acgccttgtg 


tttgtttcat 


ttttttaaaa 


cccacacaaa 


gccgctgtct 


cactttttcc 


5425 


tactttacca 


acctcagagt 


atttcggccc 


gtatcgaact 


tttgttctca 


gtatcagccc 


5485 


atggtttcag 


gatcaaagct 


gtcatgttgg 


agattggtaa 


tggctttcct 


gtctttgtac 


5545 


agttgaattc 


ctagtcttcc 


ttcatccttg 


ccctctgttg 


gcacaggcat 


tatctctgca 


5605 


attttagaaa 


atgacaagta 


gagaatacta 


cattgagaaa 


ctaaaccctc 


ttcttggggt 


5665 


cctgatactc 


attcccattt 


gtcccagtgc 


tgacaaccca 


atcttcccaa 


tactttcagg 


5725 


cctgctctac 


aaaagtacct 


gttcttgtag 


aaattttaca 


gtctgccatt 


ttgggtgccc 


5785 


accccaattt 


ttacctttta 


gtaagttggc 


atgaaatttt 


ggtaaaatct 


gaaaatcaca 


5845 


4-4_4__.__,_ —.4- 

t ttcagaata 


aaacaattgg 


gcaaaactac 


ctaggcttta 


ctcttgagtg 


tctccttttg 


5905 


atagggattg 


tttctggacc 


agtttgtcta 


agtcctggct 


cttattggtt 


catatgaaat 


5965 


aatgttaact 


tcacttcttt 


gtatattatg 


tataaattag 


aaaatgaaaa 


atgtgtgaat 


6025 


aacattgtat 


gaaat 
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<210> 135 
<211> 1064 
<212> PRT 
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<213> Homo sapiens 
<400> 135 

Met Asn His Asp Phe Gin Ala Leu Ala Leu Glu Ser Arg Gly Met Gly 
15 10 15 



Glu Leu Leu Pro Thr Lys Lys Phe Trp Glu Pro Asp Asp Ser Thr Lys 
20 25 ' 30 



Asp Gly Gin Lys Gly lie Phe Leu Gly Asp Asp Glu Trp Arg Glu Thr 
35 40 45 



Ala Trp Gly Ala Ser His His Ser Met Ser Gin Pro He Met Val Gin 
50 55 60 



Arg Arg Ser Gly Gin Gly Phe His Gly Asn Ser Glu Val Asn Ala He 
65 70 75 80 



Leu Ser Pro Arg Ser Glu Ser Gly Gly Leu Gly Val Ser Met Val Glu 
85 90 95 



Tyr Val Leu Ser Ser Ser Pro Ala Asp Lys Leu Asp Ser Arg Phe Arg 
100 105 110 



Lys Gly Asn Phe Gly Thr Arg Asp Ala Glu Thr Asp Gly Pro Glu Lys 
115 120 125 

Gly Asp Gin Lys Gly Lys Ala Ser Pro Phe Glu Glu Asp Gin Asn Arg 
130 135 140 



Asp Leu Lys Gin Gly Asp Asp Asp Asp Ser Lys He Asn Gly Arg Gly 

145 150 155 ^ ' 160 

Leu Pro Asn Gly Met Asp Ala Asp Cys Lys Asp Phe Asn Arg Thr Pro 

165 170 175 

Gly Ser Arg Gin Ala Ser Pro Thr Glu Val Val Glu Arg Leu Gly Pro 

180 185 190 

Asn Thr Asn Pro Ser Glu Gly Leu Gly Pro Leu Pro Asn Pro Thr Ala 

195 200 205 



Asn Lys Pro Leu Val Glu Glu Phe Ser Asn Pro Glu Thr Gin Asn Leu 
210 215 220 



Asp Ala Met Glu Gin Val Gly Leu Glu Ser Leu Gin Phe Asp Tyr Pro 

225 230 235 240 

Gly Asn Gin Val Pro Met Asp Ser Ser Gly Ala Thr Val Gly Leu Phe 

245 250 ~ 255 
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Asp Tyr Asn Ser Gin Gin Gin Leu Phe Gin Arg Thr Asn Ala Leu Thr 
260 265 270 



Val Gin Gin Leu Thr Ala Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala 
275 280 285 



Ala Gin Gin Pro His lie Ala Gly Val Phe Ser Ala Gly Leu Ala Pro 
290 295 300 



Ala Ala Phe Val Pro Asn Pro Tyr lie lie Ser Ala Ala Pro Pro Gly 
305 310 315 320 



Thr Asp Pro Tyr Thr Ala Ala Gly Leu Ala Ala Ala Ala Thr Leu Ala 
325 330 335 



Gly Pro Ala Val Val Pro Pro Gin Tyr Tyr Gly Val Pro Trp Gly Val 
340 345 350 



Tyr Pro Ala Asn Leu Phe Gin Gin Gin Ala Ala Ala Ala Ala Asn Asn 
355 360 365 



Thr Ala Ser Gin Gin Ala Ala Ser Gin Ala Gin Pro Gly Gin Gin Gin 
370 375 380 



Val Leu Arg Ala Gly Ala Gly Gin Arg Pro Leu Thr Pro Asn Gin Gly 
385 390 395 400 



Gin Gin Gly Gin Gin Ala Glu Ser Leu Ala Ala Ala Ala Ala Ala Asn 
405 410 415 



Pro Thr Leu Ala Phe Gly Gin Gly Leu Ala Thr Gly Met Pro Gly Tyr 
420 425 430 



Gin Val Leu Ala Pro Thr Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val 
4 35 440 ' 44 5 

Val Gly Pro Gly Ala Arg Thr Gly Leu Gly Ala Pro Val Arg Leu Met 
450 455 460 

Ala Pro Thr Pro Val Leu lie Ser Ser Ala Ala Ala Gin Ala Ala Ala 
465 470 475 480 

Ala Ala Ala Ala Gly Gly Thr Ala Ser Ser Leu Thr Gly Ser Thr Asn 
485 490 495 

Gly Leu Phe Arg Pro lie Gly Thr Gin Pro Pro Gin Gin Gin Gin Gin 
500 505 510 
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Gin Pro Ser Thr Asn Leu Gin Ser Asn Ser Phe Tyr Gly Ser Ser Ser 
515 520 " 525 



Leu Thr Asn Ser Ser Gin Ser Ser Ser Leu Phe Ser His Gly Pro Gly 
530 535 540 



Gin Pro Gly Ser Thr Ser Leu Gly Phe Gly Ser Gly Asn Ser Leu Gly 
545 550 555 560 



Ala Ala lie Gly Ser Ala Leu Ser Gly Phe Gly Ser Ser Val Gly Ser 
565 570 575 



Ser Ala Ser Ser Ser Ala Thr Arg Arg Glu Ser Leu Ser Thr Ser Ser 
580 585 590 



Asp Leu Tyr Lys Arg Ser Ser Ser Ser Leu Ala Pro lie Gly Gin Pro 
595 600 605 



Phe Tyr Asn Ser Leu Gly Phe Ser Ser Ser Pro Ser Pro lie Gly Met 
610 615 620 



Pro Leu Pro Ser Gin Thr Pro Gly His Ser Leu Thr Pro Pro Pro Ser 
625 630 635 640 



Leu Ser Ser His Gly Ser Ser Ser Ser Leu His Leu Gly Gly Leu Thr 
645 650 " 655 



Asn Gly Ser Gly Arg Tyr lie Ser Ala Ala Pro Gly Ala Glu Ala Lys 
660 665 670 



Tyr Arg Ser Ala Ser Ser Thr Ser Ser Leu Phe Ser Ser Ser Ser Gin 
675 680 685 



Leu Phe Pro Pro Ser Arg Leu Arg Tyr Asn Arg Ser Asp lie Met Pro 
690 " 695 ~ " 700 

Ser Gly Arg Ser Arg Leu Leu Glu Asp Phe Arg Asn Asn Arg Phe Pro 
705 710 715 720 

Asn Leu Gin Leu Arg Asp Leu lie Gly His lie Val Glu Phe Ser Gin 
725 730 735 



Asp Gin His Gly Ser Arg Phe lie Gin Gin Lys Leu Glu Arg Ala Thr 
740 745 750 

Pro Ala Glu Arg Gin Met Val Phe Asn Glu He Leu Gin Ala Ala Tyr 
755 760 765 

Gin Leu Met Thr Asp Val Phe Gly Asn Tyr Val He Gin Lys Phe Phe 
770 775 780 
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Glu Phe Gly Ser Leu Asp Gin Lys Leu Ala Leu Ala Thr Arg lie Arg 
785 790 795 800 



Gly His Val Leu Pro Leu Ala Leu Gin Met Tyr Gly Cys Arg Val lie 
805 810 815 



Gin Lys Ala Leu Glu Ser lie Ser Ser Asp Gin Gin Ser Glu Met Val 
820 825 830 



Lys Glu Leu Asp Gly His Val Leu Lys Cys Val Lys Asp Gin Asn Gly 
835 " ~ 840 ~ ~ 845 



Asn His Val Val Gin Lys Cys lie Glu Cys Val Gin Pro Gin Ser Leu 
850 855 860 



Gin Phe lie lie Asp Ala Phe Lys Gly Gin Val Phe Val Leu Ser Thr 
865 870 875 880 



His Pro Tyr Gly Cys Arg Val lie Gin Arg lie Leu Glu His Cys Thr 
885 890 895 



Ala Glu Gin Thr Leu Pro lie Leu Glu Glu Leu His Gin His Thr Glu 
900 905 910 



Gin Leu Val Gin Asp Gin Tyr Gly Asn Tyr Val lie Gin His Val Leu 
915 * 920 925 



Glu His Gly Arg Pro Glu Asp Lys Ser Lys lie Val Ser Glu lie Arg 
930 935 940 



Gly Lys Val Leu Ala Leu Ser Gin His Lys Phe Ala Ser Asn Val Val 
945 950 955 960 



Glu Lys Cys Val Thr His Ala Ser Arg Ala Glu Arg Ala Leu Leu lie 
965 970 975 



Asp Glu Val Cys Cys Gin Asn Asp Gly Pro His Ser Ala Leu Tyr Thr 
980 985 990 



Met Met Lys Asp Gin Tyr Ala Asn Tyr Val Val Gin Lys Met lie Asp 
995 1000 1005 

Met Ala Glu Pro Ala Gin Arg Lys lie lie Met His Lys lie Arg 
1010 1015 1020 



Pro His lie Thr Thr Leu Arg Lys Tyr Thr Tyr Gly Lys His lie 
1025 1030 1035 
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Leu Ala Lys Leu Glu Lys Tyr Tyr Leu Lys Asn Ser Pro Asp Leu 
1040 1045 ' " 1050 

Gly Pro lie Gly Gly Pro Pro Asn Gly Met Leu 
1055 1060 

<210> 136 

<211> 1130 

<212> DNA 

<213> Homo sapiens 



<400> 136 



cgtccgccca 


cgcgtccggc 


cgccgccgcg 


ccgccgtcgc 


gtctccaacg 


ccagcgccgc 


60 


ctctcgctcg 


ccgagctcca 


gccgaaggag 


aaggggqgta 


agtaaqgaqg 


tctctgtacc 


120 


atggctcgta 


caaagcagac 


tgcccgcaaa 


tcgaccggtg 


gtaaagcacc 


caggaagcaa 


180 


ctggctacaa 


aagccgctcg 


caagagtgcg 


ccctctactg 


gaggggtgaa 


gaaacctcat 


240 


cgttacaggc 


ctggtactgt 


ggcgctccgt 


gaaattagac 


gttatcagaa 


gtccactgaa 


300 


cttctgattc 


gcaaacttcc 


cttccagcgt 


ctgqtgcgaq 

ZJ 3 ZJ ZJ ZJ 


aaattgct ca 


ggactttaaa 


360 


acagatctgc 


gcttccagag 


cgcagctatc 


ggtgctttgc 


aggaqqcaaq 


tgaggcctat 


420 


ctggttggcc 


tttttgaaga 


caccaacctg 


tgtgctatcc 


atgccaaacg 


tgtaacaatt 


480 


atgccaaaag 


acatccagct 


agcacgccgc 


atacgtggag 


aacgtgctta 


agaatccact 


54 0 


atgatgggaa 


acatttcatt 


ctcaaagcac 


aaacagactt 


actcttctcc 


ggtcacggca 


600 


gttctgaacc 


gtagatattc 


ttccccatgg 


ggttccacag 


cgtaccttaa 


ggtatatgat 


660 


tgccacgttc 


acaccactgt 


gggccagcaa 


tcagcgtatg 


gccagctatc 


caattcccat 


720 


tcggcgcgtg 


acccttcaaa 


ttaactggct 


gagaacgctt 


agcataatgc 


cgctcaaatg 


780 


ttccggtacc 


aagtccggag 


ctaccgttat 


aagacttcat 


cacaaaccgt 


gtaaattctc 


840 


cgggcgacac 


gccgacttag 


gggcgttcct 


aaaccccgga 


agatctaata 


gagcggcccc 


900 


cacacgcggt 


aagacgccag 


tattataaac 


agcggatcgc 


cacccgagta 


tatcaccacc 


960 


gaccgcccac 


ggcagctcta 


cattctgggc 


tatcagacgc 


cgtctcggag 


agaaaactct 


1020 


ataaaacaaa 


ggcgcgctaa 


cccgtacccc 


aactcatgag 


cgcagacgat 


gacggccccg 


1080 


cagactcgca 


tcacaaactt 


cctttagtta 


ttcgtcagct 


acagtcgaca 




1130 



<210> 137 

<211> 580 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (60) . . (371) 



<400> 137 

cttccggcgg gtgacattca gccggcggtt cggggcgacg gactctccat tccagaacc 



59 
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atg gcc caa ttt gtc cgt aac ctt gtg gag aag acc ccg gcg ctg gtg 107 
Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
1 5 10 15 

aac get get gtg act tac teg aag cct cga ttg gcc aca ttt tgg tac 155 
Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 

tac gcc aag gtt gag ctg gtt cct ccc acc cct get gag ate cct aga 203 
Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 40 45 

get att cag age ctg aaa aaa ata gtc aat agt get cag act ggt age 251 
Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 55 60 

ttc aaa cag etc aca gtt aag gaa get gtg ctg aat ggt ttg gtg gcc 299 
Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 80 

act gag gtg ttg atg tgg ttt tat gtc gga gag att ata ggc aag egg 347 
Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu -lie lie Gly Lys Arg 
85 90 95 

ggc ate att ggc tat gat gtt tga agaccaatct ttaacatctg attatatttg 401 
Gly lie lie Gly Tyr Asp Val 
100 

atttattatt tgagtgttgt tggaccatgt gtgatcagac tgctatctga ataaaataag 4 61 

atttgtcaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 521 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagaaa aaaaaaaaaa aaaaaaaaa 580 

<210> 138 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 138 

Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 

Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 40 45 

Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 55 60 

Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 80 

Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu lie He Gly Lys Arg 
85 90 95 
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Gly lie lie Gly Tyr Asp Val 
100 



<210> 139 

<211> 1769 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (105) . . (1067) 
<400> 139 

gagagggcga aggtaggctg gcagatacgt tcgtcagctt gctcctttct gcccgtggac 60 

gccgccgaag aagcatcgtt aaagtctctc ttcaccctgc cgtc atg tct aag tea 116 

Met Ser Lys Ser 
1 

gag tct cct aaa gag ccc gaa cag ctg agg aag etc ttc att gga ggg 164 
Glu Ser Pro Lys Glu Pro Glu Gin Leu Arg Lys Leu Phe lie Gly Gly 
5 10 15 " 20 

ttg age ttt gaa aca act gat gag age ctg agg age cat ttt gag caa 212 
Leu Ser Phe Glu Thr Thr Asp Glu Ser Leu Arg Ser His Phe Glu Gin 
25 30 35 

tgg gga acg etc acg gac tgt gtg gta atg aga gat cca aac acc aag 260 
Trp Gly Thr Leu Thr Asp Cys Val Val Met Arg Asp Pro Asn Thr Lys 
40 45 50 

cgc tct agg ggc ttt ggg ttt gtc aca tat gee act gtg gag gag gtg 308 
Arg Ser Arg Gly Phe Gly Phe Val Thr Tyr Ala Thr Val Glu Glu Val 
55 60 65 

gat gca get atg aat gca agg cca cac aag gtg gat gga aga gtt gtg 356 
Asp Ala Ala Met Asn Ala Arg Pro His Lys Val Asp Gly Arg Val Val 
70 75 80 

gaa cca aag aga get gtc tec aga gaa gat tct caa aga cca ggt gee 404 
Glu Pro Lys Arg Ala Val Ser Arg Glu Asp Ser Gin Arg Pro Gly Ala 
85 90 95 100 

cac tta act gtg aaa aag ata ttt gtt ggt ggc att aaa gaa gac act 452 
His Leu Thr Val Lys Lys lie Phe Val Gly Gly lie Lys Glu Asp Thr 
105 110 115 

gaa gaa cat cac eta aga gat tat ttt gaa cag tat gga aaa att gaa 500 
Glu Glu His His Leu Arg Asp Tyr Phe Glu Gin Tyr Gly Lys lie Glu 
120 125 "* 130 

gtg att gaa ate atg act gac cga ggc agt ggc aag aaa agg ggc ttt 548 
Val lie Glu lie Met Thr Asp Arg Gly Ser Gly Lys Lys Arg Gly Phe 
135 140 " 145 

gee ttt gta acc ttt gac gac cat gac tec gtg gat aag att gtc att 596 
Ala Phe Val Thr Phe Asp Asp His Asp Ser Val Asp Lys lie Val lie 
150 155 160 

cag aaa tac cat act gtg aat ggc cac aac tgt gaa gtt aga aaa gee 644 
Gin Lys Tyr His Thr Val Asn Gly His Asn Cys Glu Val Arg Lys Ala 
165 170 175 180 
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ctg tea aag caa gag atg get agt get tea tec age caa aga ggt cga 692 
Leu Ser Lys Gin Glu Met Ala Ser Ala Ser Ser Ser Gin Arg Gly Arg 
185 190 195 

agt ggt tct gga aac ttt ggt ggt ggt cgt gga ggt ggt ttc ggt ggg 740 
Ser Gly Ser Gly Asn Phe Gly Gly Gly Arg Gly Gly Gly Phe Gly Gly 
200 * 205 210 

aat gac aac ttc ggt cgt gga gga aac ttc agt ggt cgt ggt ggc ttt 788 
Asn Asp Asn Phe Gly Arg Gly Gly Asn Phe Ser Gly Arg Gly Gly Phe 
215 220 225 

ggt ggc age cgt ggt ggt ggt gga tat ggt ggc agt ggg gat ggc tat 836 
Gly Gly Ser Arg Gly Gly Gly Gly Tyr Gly Gly Ser Gly Asp Gly Tyr 
230 235 240 

aat gga ttt ggc aat gat gga age aat ttt gga ggt ggt gga age tac 884 
Asn Gly Phe Gly Asn Asp Gly Ser Asn Phe Gly Gly Gly Gly Ser Tyr 
245 250 255 "* 260 

aat gat ttt ggg aat tac aac aat cag tct tea aat ttt gga ccc atg 932 
Asn Asp Phe Gly Asn Tyr Asn Asn Gin Ser Ser Asn Phe Gly Pro Met 
265 270 * 275 

aag gga gga aat ttt gga ggc aga age tct ggc ccc tat ggc ggt gga 980 
Lys Gly Gly Asn Phe Gly Gly Arg Ser Ser Gly Pro Tyr Gly Gly Gly 
280 285 " ' 290 

ggc caa tac ttt gca aaa cca cga aac caa ggt ggc tat ggc ggt tec 1028 
Gly Gin Tyr Phe Ala Lys Pro Arg Asn Gin Gly Gly Tyr Gly Gly Ser 

1077 



1137 
1197 
1257 
1317 
1377 
1437 
1497 
1557 
1617 
1677 
1737 
1769 



295 


300 




305 




age age age agt age tat ggc agt ggc aga aga 
Ser Ser Ser Ser Ser Tyr Gly Ser Gly Arg Arg 
310 315 


ttt taa ttaggaaaca 
Phe 
320 


aagcttagca 


ggagaggaga 


gecagagaag 


tgacagggaa 


gctacaggtt 


acaacagatt 


tgtgaactca 


gccaagcaca 


gtggtggcag 


ggcctagctg 


ctacaaagaa 


gacatgtttt 


agacaaatac 


tcatgtgtat 


gggcaaaaaa 


ctcgaggact 


gtatttgtga 


ctaattgtat 


aacaggttat 


tttagtttct 


gttctgtgga 


aagtgtaaag 


cattccaaca 


aagggtttta 


atgtagattt 


ttttttttgc 


accccatgct 


gttgattget 


aaatgtaaca 


gtctgatcgt 


gaegctgaat 


aaatgtcttt 


tttttaatgt 


gctgtgtaaa 


gttagtctac 


tettaageca 


tcttggtaaa 


tttccccaac 


agtgtgaagt 


tagaattcct 


tcagggtgat 


gecaggttet 


atttggaatt 


tatatacaac 


ctgcttgggt 


ggagaageca 


ttgtcttcgg 


aaaccttggt 


gtagttgaac 


tgatagttac 


tgttgtgacc 


tgaagttcac 


cattaaaagg 


gattacccaa 


gcaaaatcat 


ggaatggtta 


taaaagtgat 


tgttggcaca 


tectatgeaa 


tatatctaaa 


ttgaataatg 


gtaccagata 


aaattataga 


tgggaatgaa 


gcttgtgtat 


ccattatcat 


gtgtaatcaa 


taaacgattt 


aattctcttg 


aa 







<210> 140 

<211> 320 

<212> PRT 

<213> Homo sapiens 
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<400> 140 

Met Ser Lys Ser Glu Ser Pro Lys Glu Pro Glu Gin Leu Arg Lys Leu 
1 5 10 15 



Phe He Gly Gly Leu Ser Phe Glu Thr Thr Asp Glu Ser Leu Arg Ser 
20 25 30 



His Phe Glu Gin Trp Gly Thr Leu Thr Asp Cys Val Val Met Arg Asp 
35 40 ' 45 



Pro Asn Thr Lys Arg Ser Arg Gly Phe Gly Phe Val Thr Tyr Ala Thr 
50 55 60 



Val Glu Glu Val Asp Ala Ala Met Asn Ala Arg Pro His Lys Val Asp 
65 70 75 80 



Gly Arg Val Val Glu Pro Lys Arg Ala Val Ser Arg Glu Asp Ser Gin 
85 90 95 



Arg Pro Gly Ala His Leu Thr Val Lys Lys He Phe Val Gly Gly He 
100 105 110 



Lys Glu Asp Thr Glu Glu His His Leu Arg Asp Tyr Phe Glu Gin Tyr 
115 120 125 



Gly Lys He Glu Val He Glu He Met Thr Asp Arg Gly Ser Gly Lys 
130 135 140 



Lys Arg Gly Phe Ala Phe Val Thr Phe Asp Asp His Asp Ser Val Asp 
145 150 155 J 160 

Lys He Val He Gin Lys Tyr His Thr Val Asn Gly His Asn Cys Glu 
165 170 ~ 175 

Val Arg Lys Ala Leu Ser Lys Gin Glu Met Ala Ser Ala Ser Ser Ser 
180 185 190 

Gin Arg Gly Arg Ser Gly Ser Gly Asn Phe Gly Gly Gly Arg Gly Gly 
195 200 205 

Gly Phe Gly Gly Asn Asp Asn Phe Gly Arg Gly Gly Asn Phe Ser Gly 
210 215 220 



Arg Gly Gly Phe Gly Gly Ser Arg Gly Gly Gly Gly Tyr Gly Gly Ser 
225 230 235 240 

Gly Asp Gly Tyr Asn Gly Phe Gly Asn Asp Gly Ser' Asn Phe Gly Gly 
245 250 255 
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Gly Gly Ser Tyr Asn Asp Phe Gly Asn Tyr Asn Asn Gin Ser Ser Asn 
260 265 270 



Phe Gly Pro Met Lys Gly Gly Asn Phe Gly Gly Arg Ser Ser Gly Pro 
275 280 * 285 



Tyr Gly Gly Gly Gly Gin Tyr Phe Ala Lys Pro Arg Asn Gin Gly Gly 
290 295 300 



Tyr Gly Gly Ser Ser Ser Ser Ser Ser Tyr Gly Ser Gly Arg Arg Phe 
305 310 315 320 



<210> 141 
<211> 1010 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (25) . . (25) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (26) . . (26) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (28) . . (28) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc__f eature 

<222> (82) . . (82) 

<223> n is a, c, g, or t 

<400> 141 



gaggattcag 


cdkcnbnycc 


cttgnnyncc 


ctcgcttccc 


gacgttccgt 


kccvccctgc 


60 


ccgccttctc 


ccgccaccgc 


ynccgccgcc 


ttccgcagcc 


gtttccaccg 


aggaaaagga 


120 


atcgtatcgt 


atgtmcgcta 


tccagaacct 


ccactctttc 


gacccctttg 


ctgatgcaag 


180 


taagggtgat 


gacctgcttc 


ctgctggcac 


tgaggattat 


atccatataa 


gaattcaaca 


240 


gagaaacggc 


aggaagaccc 


ttactactgt 


ccaagggatc 


gctgatgatt 


acgataaaaa 


300 


gaaactagtg 


aaggcgttta 


agaaaaagtt 


tgcctgcaat 


ggtactgtaa 


ttgagcatcc 


360 



ggaatatgga gaagtaattc agctacaggg tgaccaacgc aagaacatat gccagttcct 420 
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cgtagagatt 


ggactggcta 


aggacgatca 


gctgaaggtt 


catgggtttt 


aagtgcttgt 


480 


ggctcactga 


agcttaagtg 


aggatttcct 


tgcaatgagt 


agaatttccc 


ttctctccct 


540 


tgtcacaggt 


ttaaaaacct 


cacagcttgt 


ataatgtaac 


catttggggt 


ccgcttttaa 


600 


cttggactag 


tgtaactcct 


tcatgcaata 


aactgaaaag 


agccatgctg 


tctagtcttg 


660 


aagtccctca 


tttaaacaga 


ggtcaagcaa 


taggcgcctg 


gcagtgtcaa 


gcctgaaacc 


720 


aagcaatacc 


gtcatgtttc 


agccaagccc 


agagccctaa 


gattacaaac 


aactatggcc 


780 


ggaacctcct 


cagctctccc 


tctgcagagt 


tccctaccct 


aagagaatgt 


taccacctga 


840 


acagtcctcg 


gtgaatctga 


gaggagagga 


tggggtaagg 


cagaagcacc 


agctgtwcta 


900 


ctagaaggga 


gcttttggtg 


gtagatccct 


tggtgtctcc 


acctgactag 


gtggacagag 


960 


ctcaaagagg 


cctcttaccg 


ctagcgaggt 


gataggacaw 


ctggcttgca 




1010 



<210> 142 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 142 



acttttattt 


ttccttacac 


aatgacgtgt 


tgchggggcc 


taatgttctc 


acataacagt 


60 


agaaaaccaa 


aatttgttgt 


catctcttca 


aagaatcgag 


aattgcgtac 


aaaaaaaacc 


120 


ttacataaat 


taagaatgaa 


tacatttaca 


ggcgtaaatg 


caaaccgctt 


ccaactcaaa 


180 


gcaagtaaca 


gcccacggtg 


ttctggccaa 


agacatcagc 


taagaaagga 


aactgggtcc 


240 


tacggcttgg 


actttccaac 


cctgacagac 


ccgcaagaca 


aaacaactgg 


ttcttgccag 


300 


cctctagaga 


aatcccagaa 


cactcagccc 


tgacacgtta 


ataccctgca 


cagatcagag 


360 


gctgctggcc 


acacagactc 


accaagccac 


agacttgtct 


tccacaagca 


cgttcttacc 


420 


ttagccacga 


agkaccaagc 


cacacgtact 


aaaggttgaa 


ctcaaagata 


tgtacagggt 


480 


attaaacaaa 


taccaagggg 


aacagttaac 


ttcaatacaa 


ggtcaaaatc 


agcaacaagt 


540 


tctacaatcc 


agtgctgata 


tcagatacaa 


gcttcaagga 


caatttcttt 


tcgaaggctt 


600 


attccagttt 


cgtgaggcta 


gcatgaggtg 


tgtgcatttg 


ccaggggcaa 


atttctattc 


660 


tcaattaacc 


catgcagcaa 


atgctacgca 


tctgctgagt 


ccgtttagaa 


gcatttgcgg 


720 


tggacgatgg 


aggggcccga 


ctcgtcgtac 


tcctgcttgc 


taatccacat 


ctgctggaag 


780 


gtggacagtg 


aggccaggat 


ggagccaccg 


atccacaccg 


agtacttgcg 


ctctgggggt 


840 


gcgatgatct 


tgatcttcat 


ggtgctgggc 


gccagggcgg 


tgatctcctt 


ctgcatcctg 


900 


tcggcaatgc 


ccggatacat 


ggtggtgccg 


cccgacagca 


ccgtgttggc 


gtacaggtct 


960 


ttgcggatgt 


ccacgtcaca 


cttcatgatg 


gagttgaagg 


tggtctcgtg 


gatgcggcag 


1020 


attcataccc 


aggaaggaag 


gctggacasg 


ccttccggca 


cggaacgctc 


attgc 


1075 



<210> 143 
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<211> 802 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (165) . . (674) 

<400> 143 

cgacgttcgc agcgctaccc ttttccgctc cacggtgacc tccgtgcggc cgggtgcggg 60 

cggagtcttc ctcgatcccg tggtgctccg cggcgcggcc ttgctctctt ccggtcgcgg 120 

gacaccgggt gtagagggcg gtcgcggcgg gcagtggcgg caga atg ttg get acc 17 6 

Met Leu Ala Thr 
1 

agg gta ttt age eta gtt ggc aag cga gca att tec acc tct gtg tgt 224 
Arg Val Phe Ser Leu Val Gly Lys Arg Ala lie Ser Thr Ser Val Cys 
5 10 15 20 

gta cga get cat gaa agt gtt gtg aag age gaa gac ttt teg etc cca 272 
Val Arg Ala His Glu Ser Val Val Lys Ser Glu Asp Phe Ser Leu Pro 
25 30 35 

get tat atg gat egg cgt gac cac ccc ttg ccg gag gtg gee cat gtc 320 
Ala Tyr Met Asp Arg Arg Asp His Pro Leu Pro Glu Val Ala His Val 
40 45 50 

aag cac ctg tct gee age cag aag gca ctg aag gag aag gag aag gee 368 
Lys His Leu Ser Ala Ser Gin Lys Ala Leu Lys Glu Lys Glu Lys Ala 
55 60 ' 65 

tec tgg age age etc tec atg gat gag aaa gtc gag ttg tat cgc att 416 
Ser Trp Ser Ser Leu Ser Met Asp Glu Lys Val Glu Leu Tyr Arg lie 
70 75 80 

aag ttc aag gag age ttt get gag atg aac agg ggc teg aac gag tgg 464 
Lys Phe Lys Glu Ser Phe Ala Glu Met Asn Arg Gly Ser Asn Glu Trp 
85 90 95 100 

aag acg gtt gtg ggc ggt gee atg ttc ttc ate ggt ttc acc gcg etc 512 
Lys Thr Val Val Gly Gly Ala Met Phe Phe He Gly Phe Thr Ala Leu 
105 110 115 

gtt ate atg tgg cag aag cac tat gtg tac ggc ccc etc ccg caa age 560 
Val He Met Trp Gin Lys His Tyr Val Tyr Gly Pro Leu Pro Gin Ser 
120 125 ' 130 

ttt gac aaa gag tgg gtg gee aag cag acc aag agg atg ctg gac atg 608 
Phe Asp Lys Glu Trp Val Ala Lys Gin Thr Lys Arg Met Leu Asp Met 
135 140 145 

aag gtg aac ccc ate cag ggc tta gee tec aag tgg gac tac gaa aag 656 
Lys Val Asn Pro He Gin Gly Leu Ala Ser Lys Trp Asp Tyr Glu Lys 
150 155 160 

aac gag tgg aag aag tga gagatgetgg cctgcgcctg cacctgcgcc 704 

Asn Glu Trp Lys Lys 

165 



tggctctgtc accgccatgc aactccatgc ctatttactg gaaacctgtt atgecaaaca 764 
gttgtaccac tgctaataaa tgaccagttt acctgaaa 802 



<210> 144 

<211> 169 

<212> PRT 

<213> Homo sapiens 

<400> 144 

Met Leu Ala Thr Arg Val Phe Ser Leu Val Gly Lys Arg Ala lie Ser 
15 10 15 



Thr Ser Val Cys Val Arg Ala His Glu Ser Val Val Lys Ser Glu Asp 
20 25 30 



Phe Ser Leu Pro Ala Tyr Met Asp Arg Arg Asp His Pro Leu Pro Glu 
35 40 45 



Val Ala His Val Lys His Leu Ser Ala Ser Gin Lys Ala Leu Lys Glu 
50 55 60 



Lys Glu Lys Ala Ser Trp Ser Ser Leu Ser Met Asp Glu Lys Val Glu 
65 70 75 80 



Leu Tyr Arg lie Lys Phe Lys Glu Ser Phe Ala Glu Met Asn Arg Gly 
8 5 90 95 



Ser Asn Glu Trp Lys Thr Val Val Gly Gly Ala Met Phe Phe lie Gly 
100 105 110 



Phe Thr Ala Leu Val lie Met Trp Gin Lys His Tyr Val Tyr Gly Pro 
115 120 "* 125 



Leu Pro Gin Ser Phe Asp Lys Glu Trp Val Ala Lys Gin Thr Lys Arg 
130 135 140 



Met Leu Asp Met Lys Val Asn Pro lie Gin Gly Leu Ala Ser Lys Trp 
145 150 155 160 



Asp Tyr Glu Lys Asn Glu Trp Lys Lys 
165 



<210> 145 

<211> 776 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (590) . . (590) 

<223> n is a, c, g, or t 



<400> 145 

acacaagaat tacaaatata tttaaatctc agacctggga aatggactat acacagcctt 
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ctaggggaga 


agagaaatgc 


cttaaatgtt 


ctgacagcac 


tgcacctttg 


gcttgttttc 


120 


agtggttggt 


ggaacatgaa 


taggaaccac 


attgttgctt 


ggagacatgt 


cattttcgcg 


180 


tctgtctgac 


atttgcttct 


gagaaacaat 


gcggtaaatc 


tctgttaaaa 


ttgtctgaaa 


240 


agcagcttct 


acatttgtag 


agtctagggc 


cgaagtttca 


atgaatgaca 


aaccattctt 


300 


ttctgcaaaa 


gctcttgctt 


catctgtagg 


aactgccctg 


agatgacgta 


catcactctt 


360 


attgcccaca 


agcatgataa 


caatgttact 


atcagcatga 


tctctcagtt 


ctttcagcca 


420 


tcgctctaca 


ttatcatatg 


tgagatgctt 


agcagtgtca 


taaaccaata 


aggcacctac 


480 


agctccacga 


taatatgctg 


atgttatagc 


tcgatatcga 


tcttgccctg 


ctgtgtccca 


540 


4— — i 4— 4- /~f 4— f-*€ /~* 

LaLCLytyCC 


TLXLL.aL.L.gL.T,L. 


LLCCaCCaaC 


ctggatgctt 


cttgatgcan 


actctactcc 


£ n n 


aatggtgctc 


ttgctttaca 


gataaactca 


tttcgagtaa 


atcgagacag 


gagattactc 


660 


tttccacacc 


agaatctgcc 


atatgacaac 


tttaaagagt 


agtcgtactc 


gtcgtcacgg 


720 


gtgcccattg 


cgccggcgag 


gagcgaaggg 


cgggagcagc 


aatggtatct 


ggggga 


776 



<210> 146 

<211> 568 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (30) . . (512) 

<400> 146 

gaaccgccat cttccagtaa ttcgccaaa atg acg aac aca aag gga aag agg 53 

Met Thr Asn Thr Lys Gly Lys Arg 
1 5 

aga ggc acc cga tat atg ttc tct agg cct ttt aga aaa cat gga gtt 101 
Arg Gly Thr Arg Tyr Met Phe Ser Arg Pro Phe Arg Lys His Gly Val 
10 15 20 

gtt cct ttg gcc aca tat atg cga ate tat aag aaa ggt gat att gta 149 
Val Pro Leu Ala Thr Tyr Met Arg lie Tyr Lys Lys Gly Asp lie Val 
25 30 ' 35 " 40 

gac ate aag gga atg ggt act gtt caa aaa gga atg ccc cac aag tgt 197 
Asp lie Lys Gly Met Gly Thr Val Gin Lys Gly Met Pro His Lys Cys 
4 5 50 55 

tac cat ggc aaa act gga aga gtc tac aat gtt acc cag cat get gtt 245 
Tyr His Gly Lys Thr Gly Arg Val Tyr Asn Val Thr Gin His Ala Val 
60 65 70 

ggc att gtt gta aac aaa caa gtt aag ggc aag att ctt gcc aag aga 293 
Gly lie Val Val Asn Lys Gin Val Lys Gly Lys lie Leu Ala Lys Arg 
7 5 8 0 85 

att aat gtg cgt att gag cac att aag cac tct aag age cga gat age 341 
lie Asn Val Arg lie Glu His lie Lys His Ser Lys Ser Arg Asp Ser 
90 95 100 
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ttc ctg aaa cgt gtg aag gaa aat gat cag aaa aag aaa gaa gcc aaa 389 
Phe Leu Lys Arg Val Lys Glu Asn Asp Gin Lys Lys Lys Glu Ala Lys 
105 110 115 120 

gag aaa ggt acc tgg gtt caa eta aag cgc cag cct get cca ccc aga 437 
Glu Lys Gly Thr Trp Val Gin Leu Lys Arg Gin Pro Ala Pro Pro Arg 
125 130 135 

gaa gca cac ttt gtg aga acc aat ggg aag gag cct gag ctg ctg gaa 485 
Glu Ala His Phe Val Arg Thr Asn Gly Lys Glu Pro Glu Leu Leu Glu 
140 145 150 

cct att ccc tat gaa ttc atg gca taa taggtgttaa aaaaaaaaat 532 
Pro lie Pro Tyr Glu Phe Met Ala 
155 160 

aaaggacctc tgggctacaa aaaaaaaaaa aaaaaa 568 

<210> 147 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 147 

Met Thr Asn Thr Lys Gly Lys Arg Arg Gly Thr Arg Tyr Met Phe Ser 
15 10 15 

Arg Pro Phe Arg Lys His Gly Val Val Pro Leu Ala Thr Tyr Met Arg 
20 25 30 

lie Tyr Lys Lys Gly Asp lie Val Asp lie Lys Gly Met Gly Thr Val 
35 4 0 4 5 

Gin Lys Gly Met Pro His Lys Cys Tyr His Gly Lys Thr Gly Arg Val 
50 55 60 

Tyr Asn Val Thr Gin His Ala Val Gly lie Val Val Asn Lys Gin Val 
65 70 75 80 

Lys Gly Lys lie Leu Ala Lys Arg lie Asn Val Arg lie Glu His lie 
85 90 95 

Lys His Ser Lys Ser Arg Asp Ser Phe Leu Lys Arg Val Lys Glu Asn 
100 105 ~ 110 

Asp Gin Lys Lys Lys Glu Ala Lys Glu Lys Gly Thr Trp Val Gin Leu 
115 120 125 

Lys Arg Gin Pro Ala Pro Pro Arg Glu Ala His Phe Val Arg Thr Asn 
130 135 140 

Gly Lys Glu Pro Glu Leu Leu Glu Pro lie Pro Tyr Glu Phe Met Ala 
145 150 155 ~ 160 
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<210> 148 

<211> 3820 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(307) . . (3030) 



<400> 148 

cagcagtgag tcggagctct atggaggtgg cagcgggtac cgagtggcgg ctgcagcagc 

gactcctctg agctgagttt gaggccgtcc ccgactcctt cctccccctt ccctccccct 

tttttttgtt ttccgttccc ctttcccctc ccttccctat ccccgacgac cggatcctga 

ggaggcagct gcggtggcag ctgctgagtt ctcggtgaag gtatttcatt tctcctgtcc 

cctcccctcc ccaccccatc tattaatatt attcttttga agattcttcg ttgtcaagcc 

gccaaa gtg gag agt gcg att gca gaa ggg ggt get tct cgt ttc agt 
Val Glu Ser Ala He Ala Glu Gly Gly Ala Ser Arg Phe Ser 
15 10 

get tct teg ggc gga gga gga agt agg ggt gca cct cag cac tat ccc 
Ala Ser Ser Gly Gly Gly Gly Ser Arg Gly Ala Pro Gin His Tyr Pro 
15 20 25 " 30 

aag act get ggc aac age gag ttc ctg ggg aaa acc cca ggg caa aac 
Lys Thr Ala Gly Asn Ser Glu Phe Leu Gly Lys Thr Pro Gly Gin Asn 
35 40 45 

get cag aaa tgg att cct gca cga age act aga cga gat gac aac tec 
Ala Gin Lys Trp He Pro Ala Arg Ser Thr Arg Arg Asp Asp Asn Ser 
50 55 ' 60 

gca gca aac aac tec gca aac gaa aaa gaa cga cat gat gca ate ttc 
Ala Ala Asn Asn Ser Ala Asn Glu Lys Glu Arg His Asp Ala He Phe 
65 70 75 

agg aaa gta aga ggc ata eta aat aag ctt act cct gaa aag ttt gac 
Arg Lys Val Arg Gly He Leu Asn Lys Leu Thr Pro Glu Lys Phe Asp 
80 85 90 

aag eta tgc ctt gag etc etc aat gtg ggt gta gag tct aaa etc ate 
Lys Leu Cys Leu Glu Leu Leu Asn Val Gly Val Glu Ser Lys Leu He 
95 100 ~ 105 "* 110 

ctt aaa ggg gtc ata ctg ctg att gtg gac aaa gee eta gaa gag cca 
Leu Lys Gly Val He Leu Leu He Val Asp Lys Ala Leu Glu Glu Pro 
115 120 125 

aag tat age tea ctg tat get cag eta tgt ctg cga ttg gca gaa gat 
Lys Tyr Ser Ser Leu Tyr Ala Gin Leu Cys Leu Arg Leu Ala Glu Asp 
130 135 140 

gca cca aac ttt gat ggc cca gca gca gag ggt caa cca gga cag aag 
Ala Pro Asn Phe Asp Gly Pro Ala Ala Glu Gly Gin Pro Gly Gin Lys 
145 150 155 

caa age acc aca ttc aga cgc etc eta att tec aaa tta caa gat gaa 
Gin Ser Thr Thr Phe Arg Arg Leu Leu He Ser Lys Leu Gin Asp Glu 
160 165 170 



60 
120 
180 
240 
300 
348 

396 

444 

492 

540 

588 

636 

684 

732 

780 

828 
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ttt gaa aac 
Phe Glu Asn 
175 

ccc etc etc 
Pro Leu Leu 



atg ttg gga 
Met Leu Gly 



att cac gaa 
lie His Glu 
225 

aag aag aga 
Lys Lys Arg 
240 

tgt cag ata 
Cys Gin lie 
255 

aag tec tta 
Lys Ser Leu 



agt aag gaa 
Ser Lys Glu 



gag ttg cga 
Glu Leu Arg 
305 

gga cca aag 
Gly Pro Lys 
320 

ggg gtg ttt 
Gly Val Phe 
335 

ttt ctg gag 
Phe Leu Glu 



cca ctt gga 
Pro Leu Gly 



att ggt act 
lie Gly Thr 
385 

gga cgt cat 
Gly Arg His 
400 

atg cct ccc 
Met Pro Pro 
415 



cga act aga 
Arg Thr Arg 
180 

ccc gag gag 
Pro Glu Glu 
195 

aac ate aaa 
Asn lie Lys 
210 

tct ate ctt 
Ser lie Leu 



gtc caa etc 
Val Gin Leu 



atg agg aca 
Met Arg Thr 
260 

atg gat cag 
Met Asp Gin 
275 

ttg cca gca 
Leu Pro Ala 
290 

gaa cac cat 
Glu His His 



acg ate aat 
Thr lie Asn 



att cct get 
lie Pro Ala 
340 

gga ccg ttc 
Gly Pro Phe 
355 

gga ctt get 
Gly Leu Ala 
370 

ggt cca gga 
Gly Pro Gly 



cgt tea aat 
Arg Ser Asn 



aca caa teg 
Thr Gin Ser 
420 



aat gtt gat 
Asn Val Asp 



gag gaa cag 
Glu Glu Gin 



ttc att gga 
Phe He Gly 
215 

cat aag tgc 
His Lys Cys 
230 

aaa gat atg 
Lys Asp Met 
245 

gtg gga cct 
Val Gly Pro 



tac ttt gee 
Tyr Phe Ala 



agg att cgt 
Arg He Arg 
295 

tgg gtt cct 
Trp Val Pro 
310 

caa att cgt 
Gin He Arg 
325 

cct atg get 
Pro Met Ala 



atg cca ccc 
Met Pro Pro 



gat atg ttt 
Asp Met Phe 
375 

gtt ate cag 
Val He Gin 
390 

caa etc ttc 
Gin Leu Phe 
405 

cag ttt gga 
Gin Phe Gly 



gtc tat gat 
Val Tyr Asp 
185 

aga gee att 
Arg Ala He 
200 

gag ctt ggc 
Glu Leu Gly 



ate aaa aca 
He Lys Thr 



gga gag gat 
Gly Glu Asp 
250 

aga tta gac 
Arg Leu Asp 
2 65 

cga atg tgc 
Arg Met Cys 
280 

ttc ctg ctg 
Phe Leu Leu 



cgc aag get 
Arg Lys Ala 



caa gat gca 
Gin Asp Ala 
330 

caa ggg atg 
Gin Gly Met 
345 

agg atg aaa 
Arg Met Lys 
360 

gga caa atg 
Gly Gin Met 



gat aga ttt 
Asp Arg Phe 



aat ggc cat 
Asn Gly His 
410 

gag atg gga 
Glu Met Gly 
425 



aag cgt gaa 
Lys Arg Glu 



get aag ate 
Ala Lys He 
205 

aag ctt gat 
Lys Leu Asp 
220 

ctt ttg gaa 
Leu Leu Glu 
235 

ttg gag tgc 
Leu Glu Cys 



cat gaa cga 
His Glu Arg 



tec ttg atg 
Ser Leu Met 
285 

cag gat ace 
Gin Asp Thr 
300 

ttt ctt gac 
Phe Leu Asp 
315 

gta aaa gat 
Val Lys Asp 



aga agt gac 
Arg Ser Asp 



atg gat agg 
Met Asp Arg 
365 

cca ggt age 
Pro Gly Ser 
380 

tea ccc ace 
Ser Pro Thr 
395 

ggg gga cac 

Gly Gly His 



ggc aag ttt 
Gly Lys Phe 



aat 876 

Asn 

190 

aag 924 
Lys 



ctt 972 
Leu 



aag 1020 
Lys 



etc 1068 
Leu 



gee 1116 

Ala 

270 

tta 1164 
Leu 



gta 1212 
Val 



aat 1260 
Asn 



eta 1308 
Leu 



ttc 1356 

Phe 

350 

gac 1404 
Asp 



gga 1452 
Gly 



atg 1500 
Met 



ate 1548 
He 



atg 1596 

Met 

430 
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aaa age cag 
Lys Ser Gin 



tta tec cag 
Leu Ser Gin 



aag aaa gga 
Lys Lys Gly 
465 

teg ttc eta 
Ser Phe Leu 
480 

act atg att 
Thr Met lie 
495 

ctg gga cag 
Leu Gly Gin 



cag gaa aag 
Gin Glu Lys 



gaa etc ctt 
Glu Leu Leu 
545 

gga aat gca 
Gly Asn Ala 
560 

aaa cac ttt 
Lys His Phe 
575 

gat aga age 
Asp Arg Ser 



etc aaa cag 
Leu Lys Gin 



ctg aat gta 
Leu Asn Val 
625 

gtg aaa tec 
Val Lys Ser 
640 

ctg gtg age 
Leu Val Ser 
655 

ttt cct etc 
Phe Pro Leu 



ggg eta age 
Gly Leu Ser 
435 

ctg caa gga 
Leu Gin Gly 
450 

cag ctt aat 
Gin Leu Asn 



atg aat aaa 
Met Asn Lys 



cct cct agt 
Pro Pro Ser 
500 

aca cct cag 
Thr Pro Gin 
515 

cct gee aag 
Pro Ala Lys 
530 

aaa eta act 
Lys Leu Thr 



aat gag get 
Asn Glu Ala 



ctt cct gag 
Leu Pro Glu 
580 

gat gaa gat 
Asp Glu Asp 
595 

gaa ggg ata 
Glu Gly lie 
610 

ttg gac cag 
Leu Asp Gin 



tat tta gca 
Tyr Leu Ala 



att tea gaa 
lie Ser Glu 
660 

ttc eta ctt 
Phe Leu Leu 
675 



cag etc tac 
Gin Leu Tyr 



cag teg aag 
Gin Ser Lys 
455 

gca gat gag 
Ala Asp Glu 
470 

aat caa gtg 
Asn Gin Val 
485 

gca caa cca 
Ala Gin Pro 



ctt ggt etc 
Leu Gly Leu 



ace age aaa 
Thr Ser Lys 
535 

gaa act gtt 
Glu Thr Val 
550 

gtc aat ggt 
Val Asn Gly 
565 

atg tta age 
Met Leu Ser 



aaa gaa aaa 
Lys Glu Lys 



gee aca agt 
Ala Thr Ser 
615 

tgt ccc aaa 
Cys Pro Lys 
630 

cag ttt gca 
Gin Phe Ala 
645 

eta get caa 
Leu Ala Gin 



tgt ctt cag 
Cys Leu Gin 



cat aac cag 
His Asn Gin 
440 

gat atg cca 
Asp Met Pro 



att age ctg 
lie Ser Leu 



cca aag ctt 
Pro Lys Leu 
4 90 

cca cgc act 
Pro Arg Thr 
505 

aaa act aat 
Lys Thr Asn 
520 

aag cca cca 
Lys Pro Pro 



gtg act gaa 
Val Thr Glu 



gta aga gaa 
Val Arg Glu 
570 

aaa gta ate 
Lys Val lie 
585 

gca agt tct 
Ala Ser Ser 
600 

gac aac ttc 
Asp Asn Phe 



ctg gag gtt 
Leu Glu Val 



get cgt gee 
Ala Arg Ala 
650 

cca eta gaa 
Pro Leu Glu 
665 

cag tta get 
Gin Leu Ala 
680 



agt cag gga 
Ser Gin Gly 
445 

cct egg ttt 
Pro Arg Phe 
460 

agg cct get 
Arg Pro Ala 
475 

cag ccc cag 
Gin Pro Gin 



caa aca cca 
Gin Thr Pro 



cca cca ctt 
Pro Pro Leu 
525 

ccg tea aag 
Pro Ser Lys 
540 

tat eta aat 
Tyr Leu Asn 
555 

atg agg get 
Met Arg Ala 



ate ctg tea 
lie Leu Ser 



ttg ate agt 
Leu lie Ser 
605 

atg cag get 
Met Gin Ala 
620 

gac ate cct 
Asp lie Pro 
635 

ate att tea 
lie lie Ser 



agt ggc acc 
Ser Gly Thr 



aaa tta caa 
Lys Leu Gin 
685 



etc 1644 
Leu 



tct 1692 
Ser 



cag 1740 
Gin 



ata 1788 
He 



cct 1836 

Pro 

510 

ate 1884 
He 



gaa 1932 
Glu 



agt 1980 
Ser 



cct 2028 
Pro 



eta 2076 

Leu 

590 

tta 2124 
Leu 



ttc 2172 
Phe 



ttg 2220 
Leu 



gag 2268 
Glu 



cat 2316 

His 

670 

gat 2364 
Asp 
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cga gaa tgg tta aca gaa ctt ttt caa caa age aag gtc aat atg cag 2412 
Arg Glu Trp Leu Thr Glu Leu Phe Gin Gin Ser Lys Val Asn Met Gin 
690 695 700 

aaa atg etc cca gaa att gat cag aat aag gac cgc atg ttg gag att 2460 
Lys Met Leu Pro Glu lie Asp Gin Asn Lys Asp Arg Met Leu Glu lie 
705 710 ^ * 715 

ttg gaa gga aag gga ctg agt ttc tta ttc cca etc etc aaa ttg gag 2508 
Leu Glu Gly Lys Gly Leu Ser Phe Leu Phe Pro Leu Leu Lys Leu Glu 
720 ~ ~ 725 730 

aag gaa ctg ttg aag caa ata aag ttg gat cca tec cct caa ace ata 2556 
Lys Glu Leu Leu Lys Gin lie Lys Leu Asp Pro Ser Pro Gin Thr lie 
735 740 745 750 

tat aaa tgg att aaa gat aac ate tct ccc aaa ctt cat gta gat aaa 2604 
Tyr Lys Trp lie Lys Asp Asn lie Ser Pro Lys Leu His Val Asp Lys 
755 760 765 

gga ttt gtg aac ate tta atg act age ttc tta cag tac att tct agt 2652 
Gly Phe Val Asn lie Leu Met Thr Ser Phe Leu Gin Tyr lie Ser Ser 
770 775 780 

gaa gta aac ccc ccc age gat gaa aca gat tea tec tct get cct tec 2700 
Glu Val Asn Pro Pro Ser Asp Glu Thr Asp Ser Ser Ser Ala Pro Ser 
785 790 795 

aaa gaa cag tta gag cag gaa aaa caa eta eta eta tct ttc aag cca 2748 
Lys Glu Gin Leu Glu Gin Glu Lys Gin Leu Leu Leu Ser Phe Lys Pro 
800 805 810 

gta atg cag aaa ttt ctt cat gat cac gtt gat eta caa gtc agt gee 2796 
Val Met Gin Lys Phe Leu His Asp His Val Asp Leu Gin Val Ser Ala 
815 820 825 830 

ctg tat get etc cag gtg cac tgc tat aac age aac ttc cca aaa ggc 2844 
Leu Tyr Ala Leu Gin Val His Cys Tyr Asn Ser Asn Phe Pro Lys Gly 
835 840 845 

atg tta ctt cgc ttt ttt gtg cac ttc tat gac atg gaa att att gaa 2892 
Met Leu Leu Arg Phe Phe Val His Phe Tyr Asp Met Glu lie lie Glu 
850 855 860 

gaa gaa get ttc ttg get tgg aaa gaa gat ata acc caa gag ttt ccg 2940 
Glu Glu Ala Phe Leu Ala Trp Lys Glu Asp lie Thr Gin Glu Phe Pro 
865 870 875 

gga aaa ggc aag get ttg ttc cag gtg aat cag tgg eta acc tgg tta 2988 
Gly Lys Gly Lys Ala Leu Phe Gin Val Asn Gin Trp Leu Thr Trp Leu 
880 885 890 

gaa act get gaa gaa gaa gaa tea gag gaa gaa get gac taa 3030 
Glu Thr Ala Glu Glu Glu Glu Ser Glu Glu Glu Ala Asp 
895 900 905 

agaaccagcc aaagccttaa attgtgcaaa acatactgtt gctatgatgt aactgeattt 3090 

gacctaacca ctgcgaaaat tcattccgct gtaatgtttt cacaatattt aaagcagaag 3150 

caegtcagtt aggatttcct tetgeataag gtttttttgt agtgtaatgt cttaatcata 3210 

gtctaccatc aaatatttta ggagtatctt taatgtttag atagtatatt ageagcatge 3270 

aataattaca tcataagttc tcaagcagag gcagtctatt gcaaggacct tetttgetge 3330 
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cagttatcat 


aggctgtttt 


aagttagaaa 


actgaatagc 


aacactgaat 


actgtagaaa 


3390 


tgcactttgc 


tcagtaatac 


ttgagttgtt 


gcaatatttg 


attatccatt 


tggttgttac 


3450 


agaaaaattc 


ttaactgtaa 


ttgatggttg 


ttgccgtaat 


agtatattgc 


ctgtatttct 


3510 


acctctagta 


atgggcttta 


tgtgctagat 


tttaatatcc 


ttgagcctgg 


gcaagtgcac 


3570 


aagtcttttt 


aaaagaaaca 


tggtttactt 


gcacaaaact 


gatcagtttt 


gagagatcgt 


3630 


taatgccctt 


gaagtggttt 


ttgtgggtgt 


gaaacaaatg 


gtgagaattt 


gaattggtcc 


3690 


ctcctattat 


agtattgaaa 


ttaagtctac 


ttaatttatc 


aagtcatgtt 


catgccctga 


3750 


ttttatatac 


ttgtatctat 


caataaacat 


tgtgatactt 


gaaaaaaaaa 


aaaaaaaaaa 


3810 


aaaaaaaaaa 
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<210> 149 

<211> 907 

<212> PRT 

<213> Homo sapiens 

<400> 149 

Val Glu Ser Ala lie Ala Glu Gly Gly Ala Ser Arg Phe Ser Ala Ser 
15 10 15 



Ser Gly Gly Gly Gly Ser Arg Gly Ala Pro Gin His Tyr Pro Lys Thr 
20 25 30 



Ala Gly Asn Ser Glu Phe Leu Gly Lys Thr Pro Gly Gin Asn Ala Gin 
35 40 45 



Lys Trp lie Pro Ala Arg Ser Thr Arg Arg Asp Asp Asn Ser Ala Ala 
50 55 ~ * 60 



Asn Asn Ser Ala Asn Glu Lys Glu Arg His Asp Ala lie Phe Arg Lys 
65 70 ~ 75 80 

Val Arg Gly lie Leu Asn Lys Leu Thr Pro Glu Lys Phe Asp Lys Leu 

85 90 ^ 95 



Cys Leu Glu Leu Leu Asn Val Gly Val Glu Ser Lys Leu lie Leu Lys 
100 105 - 110 



Gly Val lie Leu Leu lie Val Asp Lys Ala Leu Glu Glu Pro Lys Tyr 
115 120 125 



Ser Ser Leu Tyr Ala Gin Leu Cys Leu Arg Leu Ala Glu Asp Ala Pro 
130 135 140 



Asn Phe Asp Gly Pro Ala Ala Glu Gly Gin Pro Gly Gin Lys Gin Ser 
145 150 155 160 
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Thr Thr Phe Arg Arg Leu Leu lie Ser Lys Leu Gin Asp Glu Phe Glu 
165 170 175 



Asn Arg Thr Arg Asn Val Asp Val Tyr Asp Lys Arg Glu Asn Pro Leu 
180 185 190 



Leu Pro Glu Glu Glu Glu Gin Arg Ala lie Ala Lys lie Lys Met Leu 
195 200 205 



Gly Asn lie Lys Phe lie Gly Glu Leu Gly Lys Leu Asp Leu lie His 
210 * 215 220 



Glu Ser lie Leu His Lys Cys lie Lys Thr Leu Leu Glu Lys Lys Lys 
225 230 ~ 235 240 



Arg Val Gin Leu Lys Asp Met Gly Glu Asp Leu Glu Cys Leu Cys Gin 
245 250 255 



lie Met Arg Thr Val Gly Pro Arg Leu Asp His Glu Arg Ala Lys Ser 
260 265 270 



Leu Met Asp Gin Tyr Phe Ala Arg Met Cys Ser Leu Met Leu Ser Lys 
275 280 285 



Glu Leu Pro Ala Arg lie Arg Phe Leu Leu Gin Asp Thr Val Glu Leu 
290 295 300 



Arg Glu His His Trp Val Pro Arg Lys Ala Phe Leu Asp Asn Gly Pro 
305 310 315 320 



Lys Thr lie Asn Gin lie Arg Gin Asp Ala Val Lys Asp Leu Gly Val 
325 330 ' 335 



Phe lie Pro Ala Pro Met Ala Gin Gly Met Arg Ser Asp Phe Phe Leu 

340 345 * 350 

Glu Gly Pro Phe Met Pro Pro Arg Met Lys Met Asp Arg Asp Pro Leu 
355 360 365 



Gly Gly Leu Ala Asp Met Phe Gly Gin Met Pro Gly Ser Gly lie Gly 
370 375 380 



Thr Gly Pro Gly Val lie Gin Asp Arg Phe Ser Pro Thr Met Gly Arg 
385 390 395 400 



His Arg Ser Asn Gin Leu Phe Asn Gly His Gly Gly His lie Met Pro 
405 ~ 410 ~ ' 415 



Pro Thr Gin Ser Gin Phe Gly Glu Met Gly Gly Lys Phe Met Lys Ser 
420 425 430 
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Gin Gly Leu Ser Gin Leu Tyr His Asn Gin Ser Gin Gly Leu Leu Ser 
435 440 445 



Gin Leu Gin Gly Gin Ser Lys Asp Met Pro Pro Arg Phe Ser Lys Lys 
450 455 460 



Gly Gin Leu Asn Ala Asp Glu lie Ser Leu Arg Pro Ala Gin Ser Phe 
465 470 475 480 



Leu Met Asn Lys Asn Gin Val Pro Lys Leu Gin Pro Gin lie Thr Met 
485 490 495 



lie Pro Pro Ser Ala Gin Pro Pro Arg Thr Gin Thr Pro Pro Leu Gly 
500 505 510 



Gin Thr Pro Gin Leu Gly Leu Lys Thr Asn Pro Pro Leu lie Gin Glu 
515 520 525 



Lys Pro Ala Lys Thr Ser Lys Lys Pro Pro Pro Ser Lys Glu Glu Leu 
530 535 540 



Leu Lys Leu Thr Glu Thr Val Val Thr Glu Tyr Leu Asn Ser Gly Asn 
545 550 555 * 560 



Ala Asn Glu Ala Val Asn Gly Val Arg Glu Met Arg Ala Pro Lys His 
5 65 * 57 0 57 5 



Phe Leu Pro Glu Met Leu Ser Lys Val lie lie Leu Ser Leu Asp Arg 
580 585 590 



Ser Asp Glu Asp Lys Glu Lys Ala Ser Ser Leu lie Ser Leu Leu Lys 
595 " 600 605 



Gin Glu Gly lie Ala Thr Ser Asp Asn Phe Met Gin Ala Phe Leu Asn 
610 615 620 



Val Leu Asp Gin Cys Pro Lys Leu Glu Val Asp lie Pro Leu Val Lys 
625 630 635 640 



Ser Tyr Leu Ala Gin Phe Ala Ala Arg Ala lie lie Ser Glu Leu Val 
645 650 655 



Ser lie Ser Glu Leu Ala Gin Pro Leu Glu Ser Gly Thr His Phe Pro 
660 665 670 



Leu Phe Leu Leu Cys Leu Gin Gin Leu Ala Lys Leu Gin Asp Arg Glu 
675 680 685 
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Trp Leu Thr Glu Leu Phe Gin Gin Ser Lys Val Asn Met Gin Lys Met 
690 695 700 



Leu Pro Glu lie Asp Gin Asn Lys Asp Arg Met Leu Glu lie Leu Glu 
705 710 715 720 



Gly Lys Gly Leu Ser Phe Leu Phe Pro Leu Leu Lys Leu Glu Lys Glu 
725 730 735 



Leu Leu Lys Gin lie Lys Leu Asp Pro Ser Pro Gin Thr lie Tyr Lys 
740 745 750 



Trp lie Lys Asp Asn lie Ser Pro Lys Leu His Val Asp Lys Gly Phe 
755 760 765 



Val Asn lie Leu Met Thr Ser Phe Leu Gin Tyr lie Ser Ser Glu Val 
770 775 780 



Asn Pro Pro Ser Asp Glu Thr Asp Ser Ser Ser Ala Pro Ser Lys Glu 
785 790 795 800 



Gin Leu Glu Gin Glu Lys Gin Leu Leu Leu Ser Phe Lys Pro Val Met 
805 810 815 



Gin Lys Phe Leu His Asp His Val Asp Leu Gin Val Ser Ala Leu Tyr 
820 " 825 830 



Ala Leu Gin Val His Cys Tyr Asn Ser Asn Phe Pro Lys Gly Met Leu 
835 840 845 



Leu Arg Phe Phe Val His Phe Tyr Asp Met Glu lie lie Glu Glu Glu 
850 855 860 



Ala Phe Leu Ala Trp Lys Glu Asp lie Thr Gin Glu Phe Pro Gly Lys 
865 870 875 880 



Gly Lys Ala Leu Phe Gin Val Asn Gin Trp Leu Thr Trp Leu Glu Thr 
885 890 " 895 



Ala Glu Glu Glu Glu Ser Glu Glu Glu Ala Asp 
900 905 



<210> 150 

<211> 924 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (105) . . (458) 
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<400> 150 

gctccgctga atccgcccgc gcgtcgccgc cgtcgtcgcc gccccccgtc ccggcccccc 60 

tgggttccct cagcccagcc ctgtccagcc cggttcccgg gagg atg aag ttc gtg 116 

Met Lys Phe Val 
1 

tac aaa gaa gag cat ccg ttc gag aag cgc cgc tct gag ggc gag aag 164 
Tyr Lys Glu Glu His Pro Phe Glu Lys Arg Arg Ser Glu Gly Glu Lys 
5 10 15 20 

ate cga aag aaa tac ccg gac egg gtg ccg gtg ata gta gaa aag get 212 
lie Arg Lys Lys Tyr Pro Asp Arg Val Pro Val lie Val Glu Lys Ala 
25 30 35 

ccc aaa get egg ata gga gac ctg gac aaa aag aaa tac ctg gtg cct 260 
Pro Lys Ala Arg lie Gly Asp Leu Asp Lys Lys Lys Tyr Leu Val Pro 
4 0 4 5 50 

tct gat etc aca gtt ggt cag ttc tac ttc ttg ate egg aag cga att 308 
Ser Asp Leu Thr Val Gly Gin Phe Tyr Phe Leu lie Arg Lys Arg lie 
55 60 " 65 

cat etc cga get gag gat gee ttg ttt ttc ttt gtc aac aat gtc att 356 
His Leu Arg Ala Glu Asp Ala Leu Phe Phe Phe Val Asn Asn Val lie 
70 75 80 

cca ccc ace agt gee aca atg ggt cag ctg tac cag gaa cac cat gaa 404 
Pro Pro Thr Ser Ala Thr Met Gly Gin Leu Tyr Gin Glu His His Glu 
85 90 95 100 

gaa gac ttc ttt etc tac att gee tac agt gac gaa agt gtc tac ggt 452 
Glu Asp Phe Phe Leu Tyr lie Ala Tyr Ser Asp Glu Ser Val Tyr Gly 
105 110 115 

ctg tga agctgctgcc cctgagctgg aggggggtct cattctacaa agagagaggt 508 
Leu 



ggcccccctt 


tcttgacctc 


ctcctccttc 


aagctcaaac 


accacctccc 


ttattcagga 


568 


ccggcacttc 


ttaatgtttg 


tggctttctc 


tccagcctct 


cttaggaggg 


gtaatggtgg 


628 


agttggcatc 


ttgtaactct 


cctttctcct 


ttcttcccct 


ttctctgccc 


gcctttccca 


688 


tcctgctgta 


gacttcttga 


ttgtcagtct 


gtgtcacatc 


cagtgattgt 


tttggtttct 


748 


gttccctttc 


tgactgccca 


aggggctcag 


aaccccagca 


atcccttcct 


ttcactacct 


808 


tcttttttgg 


gggtagttgg 


aagggactga 


aattgtgggg 


ggaaggtagg 


aggcacatca 


868 


ataaagagga 


aaccaccaag 


ctgaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 
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<210> 151 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 151 



Met Lys Phe Val Tyr Lys Glu Glu His Pro Phe Glu Lys Arg Arg Ser 
15 10 15 
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Glu Gly Glu Lys lie Arg Lys Lys Tyr Pro Asp Arg Val Pro Val lie 
20 25 30 

Val Glu Lys Ala Pro Lys Ala Arg lie Gly Asp Leu Asp Lys Lys Lys 
35 40 45 

Tyr Leu Val Pro Ser Asp Leu Thr Val Gly Gin Phe Tyr Phe Leu lie 
50 55 ' 60 

Arg Lys Arg lie His Leu Arg Ala Glu Asp Ala Leu Phe Phe Phe Val 
65 70 75 80 

Asn Asn Val lie Pro Pro Thr Ser Ala Thr Met Gly Gin Leu Tyr Gin 
85 90 95 

Glu His His Glu Glu Asp Phe Phe Leu Tyr lie Ala Tyr Ser Asp Glu 
100 105 110 

Ser Val Tyr Gly Leu 
115 

<210> 152 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (192) 

<400> 152 

atg ttg ggc cag age ate egg agg ttc aca ace tct gtg gtc cgt agg 48 
Met Leu Gly Gin Ser lie Arg Arg Phe Thr Thr Ser Val Val Arg Arg 
1 5 10 15 

age cac tgt gag gag ggc cct ggg aag aat ttg cca ttt tea gtg gaa 96 
Ser His Cys Glu Glu Gly Pro Gly Lys Asn Leu Pro Phe Ser Val Glu 
20 25 30 

aac aag tgg teg tta eta get aag atg tgt ttg tac ttt gga tct gca 144 
Asn Lys Trp Ser Leu Leu Ala Lys Met Cys Leu Tyr Phe Gly Ser Ala 
35 40 45 

ttt get aca ccc ttt ctt gta gta aga caa caa eta ctt aaa aca taa 192 
Phe Ala Thr Pro Phe Leu Val Val Arg Gin Gin Leu Leu Lys Thr 
50 55 60 

<210> 153 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 153 

Met Leu Gly Gin Ser lie Arg Arg Phe Thr Thr Ser Val Val Arg Arg 
15 10 15 
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Ser His Cys Glu Glu Gly Pro Gly Lys Asn Leu Pro Phe Ser Val Glu 
20 25 30 

Asn Lys Trp Ser Leu Leu Ala Lys Met Cys Leu Tyr Phe Gly Ser Ala 
35 40 45 

Phe Ala Thr Pro Phe Leu Val Val Arg Gin Gin Leu Leu Lys Thr 
50 55 60 

<210> 154 

<211> 1370 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (308) . . (679) 

<400> 154 

ggcggcggca gctgtacagg gcgggagaag cggtggtagc ggaggctgta gtggggctgg 60 

tggtgcttcc aactgcggga caggaagtgg ccgtagcggc ttgttggata agtggaagat 120 

agatgataag cctgtaaaaa ttgacaagtg ggatggatca gctgtgaaaa actctttgga 180 

tgattctgcc aaaaaggtac ttctggaaaa atacaaatat gtggagaatt ttggtctaat 240 

tgatggtcgc ctcaccatct gtacaatctc ctgtttcttt gccatagtgg ctttgatttg 300 

ggattat atg cac ccc ttt cca gag tec aaa ccc gtt ttg get ttg tgt 349 
Met His Pro Phe Pro Glu Ser Lys Pro Val Leu Ala Leu Cys 
15 10 

gtc ata tec tat ttt gtg atg atg ggg att ctg acc att tat ace tea 397 
Val He Ser Tyr Phe Val Met Met Gly He Leu Thr He Tyr Thr Ser 
15 20 25 30 

tat aag gag aag age ate ttt etc gtg gee cac agg aaa gat cct aca 445 
Tyr Lys Glu Lys Ser He Phe Leu Val Ala His Arg Lys Asp Pro Thr 
35 40 ' 45 

gga atg gat cct gat gat att tgg cag ctg tec tec agt ctt aaa agg 493 
Gly Met Asp Pro Asp Asp He Trp Gin Leu Ser Ser Ser Leu Lys Arg 
50 55 60 

ttt gat gac aaa tac acc ttg aag ctg acc ttc ate agt ggg aga aca 541 
Phe Asp Asp Lys Tyr Thr Leu Lys Leu Thr Phe He Ser Gly Arg Thr 
65 7 0 7 5 

aag cag cag egg gaa gee gag ttc aca aag tec att get aag ttt ttt 589 
Lys Gin Gin Arg Glu Ala Glu Phe Thr Lys Ser He Ala Lys Phe Phe 
80 85 90 

gac cac agt ggg aca ctg gtc atg gat gca tat gag cct gaa ata tec 637 
Asp His Ser Gly Thr Leu Val Met Asp Ala Tyr Glu Pro Glu He Ser 
95 100 105 110 

agg etc cat gac agt ctt gee ata gaa aga aaa ata aag tag 679 
Arg Leu His Asp Ser Leu Ala He Glu Arg Lys He Lys 
115 120 
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ccaattctaa 


aagtagccct 


ctttctcctg 


gatcttgctg 


aattagtggc 


ttggggggtg 


739 


ggggagataa 


aaagaactta 


aaatgggtaa 


agtaagaaat 


gttaaaaagt 


ccctgttttg 


799 


tcctgaaatt 


ttagtctatt 


ctgggtaaat 


aggattttct 


gacacagata 


tgagaagttg 


859 


tagctctgat 


gtctagctgt 


agtctccttg 


atctgctgat 


tgcattattt 


taatttgctt 


919 


ttctgggaaa 


gcagttttgc 


taaaagctgt 


acagactttt 


tcttttgtac 


ctagcagtac 


979 


tttatatagt 


atagctttgg 


gccatgtagc 


attttaagac 


tcaattttaa 


aaaattatta 


1039 


atctgttgct 


gactcttaat 


tcctatttca 


atatgtgttt 


ccttgaagaa 


ttcaggatac 


1099 


aacttcttgt 


gtatgacagc 


tttccttcac 


acactatttt 


tgtgggtgtg 


tatatatctg 


1159 


atttgggaag 


aatttaaaaa 


acacatagct 


f f f f ..f f f „ 
ctt taatttg 


t t t gaaacag 


actttctgcc 




tgttacattt 


ttgcttttaa 


ccaattaaag 


aagccaatgg 


cattttagtt 


ttatattgtg 


1279 


ttttccacta 


gtatatccct 


gttgatttgt 


ttgtgccttt 


tattaactgc 


cattttctaa 


1339 


aatttttttc 


aataaaagga 


aggaagatgt 


g 






1370 



<210> 155 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 155 

Met His Pro Phe Pro Glu Ser Lys Pro Val Leu Ala Leu Cys Val lie 
15 10 15 



Ser Tyr Phe Val Met Met Gly lie Leu Thr lie Tyr Thr Ser Tyr Lys 
20 25 30 



Glu Lys Ser lie Phe Leu Val Ala His Arg Lys Asp Pro Thr Gly Met 
35 4 0 4 5 



Asp Pro Asp Asp lie Trp Gin Leu Ser Ser Ser Leu Lys Arg Phe Asp 
50 55 60 



Asp Lys Tyr Thr Leu Lys Leu Thr Phe lie Ser Gly Arg Thr Lys Gin 
65 70 75 ~ 80 



Gin Arg Glu Ala Glu Phe Thr Lys Ser lie Ala Lys Phe Phe Asp His 
85 90 95 



Ser Gly Thr Leu Val Met Asp Ala Tyr Glu Pro Glu lie Ser Arg Leu 
100 105 110 



His Asp Ser Leu Ala lie Glu Arg Lys lie Lys 
115 120 



<210> 156 
<211> 124990 
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<212> DNA 

<213> Homo sapiens 

<400> 156 



gatctttaac 


attaagcttt 


tctaaataag 


actgaagatc 


aaggattagg 


gtaaaggaaa 


60 


gaatgtcctg 


aagtctcttc 


tttgttgcta 


tcacaatgga 


ggatcaacac 


atgggctggt 


120 


gaccagcttg 


gtgtgatata 


atagaacact 


ccagagaccc 


gagttctagt 


cacaaccttc 


180 


aagttgtcac 


tgccacatac 


cacatctttc 


tattatctat 


ttaacgcagt 


tggttaaact 


240 


ctaggatggc 


ctttacagtt 


ccaatattct 


gtggttctgg 


ggatagatct 


acacactgaa 


300 


aagaatattc 


aattactctg 


ctaatcagaa 


tgtgaagtga 


cttaggtttc 


tatacataga 


360 


agcttaagtt 


tcatttgctt 


attcaacaag 


tatttactga 


atgctagcgt 


cccaggcaag 


420 


gttttaactg 


aataacagca 


cataccctag 


aaaaacagtt 


aacaaatgct 


gacaacgctg 


480 


ttttccctgg 


ccaagaacaa 


agactcattt 


atttgaggcc 


cttcctactt 


gcagatgcta 


540 


aaatacgctt 


attttttaaa 


aaatcaaata 


gtggcaatat 


gcaatagtgg 


agttttttgg 


600 


gtttttttta 


atgtccttat 


ttagcaaaat 


caaagttagg 


tgagaatttg 


aaaaaaaaaa 


660 


aacaaaaact 


aagttagtcc 


ctacgtcagc 


tctcaacatt 


attactgtat 


tttagaaact 


720 


tgactaatat 


gtgaaactgt 


aattttgggg 


aactccactt 


ctctactgac 


atcctttcca 


780 


aaaagagaca 


ccagctctac 


agtctcggga 


ttagaaatat 


gatgtgaggc 


cgggcatagt 


840 


ggctcacacc 


tgtactccca 


atgctttggg 


aagccgaagt 


gggtggatca 


cttgaggtca 


900 


ggagttggag 


accagcctga 


ccaacatggt 


gaaacccctt 


atctgctaaa 


aatacaaaaa 


960 


ttagctgggc 


atggtaatac 


acacctgtaa 


tcccagctac 


ttgggaatca 


cttgaaccca 


1020 


ggaggtggag 


gttgcagtga 


gccaagatcg 


cgccactgca 


ttccagcctg 


ggcaacagag 


1080 


cgagactttg 


actcccccct 


cttgcccaaa 


aaaaaagaaa 


tatgatggag 


tgttatttcc 


1140 


cactcaggga 


aacagcataa 


cttagttact 


gaaaatattt 


attaacagac 


agatgttttg 


1200 


gttccaattc 


tcaattatct 


gggttaaaga 


agttaccatc 


agtctccaca 


caagaccttg 


1260 


taggattatt 


tctctgcagt 


gaaggacaat 


gaaggaggtt 


cagtgggaaa 


cgatcttagg 


1320 


acagaggaag 


tttccacttt 


gcctgggagg 


gtgaacagcc 


tgggagacct 


ggagatgagg 


1380 


gcaggcattc 


taggccaagg 


ggtcttcttg 


tgtggtcaga 


tggggaagga 


aaccctcctg 


1440 


gcaaaacagc 


agcaattctt 


tctccaggaa 


agcttctgag 


actgactcta 


atagtcaatt 


1500 


gugancaacL 


gt cct aggct 


cccagggcca 


cagcaat cct 


taggcacccc 


aaatgtgcca 


1560 


tccctgacta 


cccagcacac 


cctaacccca 


aagcattgtg 


acagctcaag 


gatgacttcc 


1620 


tctgaaaacc 


tctgtccaga 


tctaaaacca 


tcctgtttgt 


ttgcttgtaa 


ctgtcttttt 


1680 


ctaaaagtaa 


cacctcagga 


tggagactct 


gttgccttgt 


ccactgctgc 


ccccaatgcc 


1740 


tggaacaagg 


tgcctgacac 


aggagtaggc 


acgcgacaca 


tagctggtga 


ataaacgtca 


1800 


cggaattagc 


acacgtgtag 


aatcagtacg 


cacatgtttg 


gccacagtca 


ctaaacgtaa 


1860 
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ctgatcagaa 


attaaaatta 


agttgcatgt 


tcatcaaaac 


ttctacatgg 


ctatcagtga 


1920 


ctgccatcta 


attgccattc 


tgcaacttca 


agagtacaat 


ttcaagagcg 


taataaaaaa 


1980 


atcatattta 


atcacaccat 


aaagttcatc 


agcacaagca 


aaacaaaaac 


tgcactattt 


2040 


ggatttatac 


tcactctcct 


tacgaccctc 


caaaacaaaa 


atgctgggca 


tcctagggct 


2100 


atctctgaca 


gcaaatgcct 


tcagctcttg 


acttagaaac 


tgctaacata 


ctagacaaaa 


2160 


cactttcctt 


aaactctaag 


acaatgaata 


atactttaaa 


ccaggtttac 


atcgcttaaa 


2220 


accaattcgc 


tcatcagtaa 


tcgttaaagt 


ggttgtaaca 


ataaagatgt 


taataacaga 


2280 


atacagcaaa 


atagaaattc 


taatctacta 


acagcaaatc 


accattccaa 


ttgaatggtg 


2340 


tgtgtgcaca 


aacacaagcc 


ttcccagaag 


cctccagctc 


tccacactcc 


tgcacacaga 


2400 


aggcagcagt 


aaaccgatgg 


cactgctgtt 


aaagtaaatt 


gtctttctca 


acaaagaact 


2460 


ggaggggaaa 


aggaggatat 


tataatccaa 


gactataatc 


taaatgcttc 


tagcttgcaa 


2520 


gaaagtgagc 


attacgaaca 


cgctaagctt 


actgacaagt 


acttcacaaa 


aatggtttcc 


2580 


aatgtttaaa 


aacattttaa 


aatctttact 


caggtaaacg 


acagaactta 


actcatatac 


2640 


cccctaacac 


ctaaggcaag 


tgggctattg 


agtatagcca 


tattttgaaa 


gaaacttcta 


2700 


ttgggattat 


ttcagtagat 


acttttaaaa 


tttaccagag 


cataatcttt 


gaaacccagt 


2760 


gggaaccaca 


ctgctacaaa 


aggctggaat 


agaagtgtga 


tgttctttag 


gt cactaatt 


2820 


acacactgat 


ttgtgactaa 


agctaccatg 


aattctacca 


ctacctatag 


atcttgaaat 


2880 


tagcaaatag 


gacacattat 


acactgctta 


ataaaaagca 


cagtaatctg 


tgcttaagta 


2940 


caactaacta 


ggtacaacag 


ccactttgct 


gacaattact 


gtaacttggg 


aatatttttc 


3000 


tttacatcct 


gatgtactca 


aactgttaac 


ttttagaaac 


agcacagcct 


ctttgtttct 


3060 


tctgcttaat 


aggttatctt 


acactgttga 


tatggaatat 


gtatctacca 


taatacaaag 


3120 


caataaggta 


ttcaagtcct 


caaaaacaca 


gaaaaattat 


atttatacac 


aatttgtcat 


3180 


actgctaaca 


aagctacttt 


ttcccaagtt 


actgaggtgt 


ccaaataagg 


agttattaaa 


3240 


aaattcaact 


taaattgcta 


ttctctggcc 


aatgcatttg 


taccctgaaa 


actacaaaat 


3300 


tatctccaag 


acctggctag 


aagtttacat 


tttctctgaa 


agtttttcct 


ctgtctttta 


3360 


cacacagtat 


tttttcttaa 


tctgacaagt 


ggagaaaact 


ctgcatagcc 


atctactaac 


3420 


aatcaaaaag 


ctacaggttt 


ttttattttt 


tatttttaat 


gctctaaatt 


cttcaacact 


3480 


gtttcaagga 


aattactagg 


ggtcacaccc 


acgaggctaa 


atggtcaacc 


caactttcct 


3540 


aatttagctg 


tggaaagatg 


cttccaagtt 


aagcgaaaga 


aaaagattgg 


aatattcaaa 


3600 


gtttatattt 


aaggtt acaa 


cctaaact ct 


t caacttggg 


aagcttgtaa 


aggaaataat 


3660 


ttcattttgc 


tgaaattgtt 


cataaattac 


caattttaaa 


taggattaga 


gaccaaagta 


3720 


ctataaaaat 


ataatcatat 


agcatatttg 


agtgtcatta 


actagaaact 


gcctgaattc 


3780 


atcctaaatc 


agttaaggtc 


agttaaggga 


tcttagtaag 


aacttaaagt 


ataacatact 


3840 
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agttttagtt 


tcaatattaa 


cagatactgt 


catctgcaaa 


gtggttttta 


aaaacatcct 


3900 


gatctgaaaa 


aaagttataa 


ggaaagtgaa 


tttttaaaaa 


ctttaattaa 


gcaagactaa 


3960 


gcattgctat 


ccatttctcc 


tattactact 


acttaaccag 


tacaacctta 


aatatctgta 


4020 


aaaatttgac 


aggcctaact 


gcaccaaaaa 


aaaaagattt 


cagcaaatta 


attaactgtt 


4080 


aataaactgt 


tctatcttta 


cctgcactaa 


ctctctgcaa 


tgaaaacact 


gaacgtgtgt 


4140 


atacacacat 


ctatctatat 


atatatacac 


acacaaataa 


ctatacccac 


tactagacca 


4200 


gtacaccata 


ccactttttc 


caatgagcgc 


tctgaattaa 


acacaattca 


agtaacctag 


4260 


ctaaatacaa 


gcttaggcaa 


tgccttttaa 


ggcataagat 


cattcttctg 


caagatttaa 


4320 


atattcccct 


ccccatccta 


tcttttgctg 


actacatact 


aaagttgtat 


atctggctct 


4380 


ttccagtcac 


ctgtttgctt 


tcaaaatcaa 


gggggaaagt 


ctcctttcaa 


ttaataatac 


4440 


aatcattgtt 


cagtcgattt 


ataaactgaa 


gaaaaactct 


atattgatta 


caaaagaaag 


4500 


aaacacttct 


tcagtataac 


tgagatgctt 


tatgttatcc 


ttatttgata 


gaggtagaag 


4560 


taaaagtaac 


tattattcct 


aatgctgatt 


caagaaatgt 


ctagagtcta 


catttccagt 


4620 


ccatttaact 


acattttaaa 


ttccaaaggt 


ttccagacac 


accagaaaat 


aatggaacac 


4680 


caatacagaa 


acactacacg 


agtctgttaa 


aaacctagct 


tctgagtctg 


ggggagcttt 


4740 


tctataggaa 


gtacagtcat 


gtggaggtca 


gaaacaagtt 


ttgtaaagct 


taataagaac 


4800 


aaaggctaag 


taaggaatcc 


aactaactct 


ctcatacaac 


ttcttcagct 


gccctttcag 


4860 


gtttagtaat 


tttacttctc 


aactttatca 


taaaattacc 


aaactgtccc 


caaatttcca 


4920 


gtaactcaat 


tatgctgata 


ccctgggcag 


gaagtaatgg 


agatgttcag 


aacagtcagt 


4980 


caacaaatgt 


tcaaatggaa 


agcattccaa 


cattaaatat 


aaaagggtaa 


tatgtggcgg 


5040 


cagctggcta 


gcgggggctt 


cccccctatt 


tatctggaag 


atagatgtgt 


acaataattg 


5100 


agcatgtcat 


cgtgagctgc 


agattttagg 


aaagaatggt 


ccctgttctt 


ccactttctt 


5160 


aaagtcagat 


ttctatctct 


cttcgtggtc 


taaattcaaa 


aacctttgcc 


ccagatacca 


5220 


ctgcaaattt 


gtctgttatt 


actggttggg 


gaaaaataac 


ccagttcacc 


ttactccaaa 


5280 


aacatgagca 


tttcagaaaa 


gtttttattc 


tgcctctaaa 


atgaggccat 


taagtgatat 


5340 


tcaataatca 


ggcttccttc 


acccgaattc 


aagaaatttc 


ctgccgtctt 


tgtgtaataa 


5400 


acttttttct 


tccatgtgca 


ttttaatttt 


aacacccctc 


cccgccgcag 


aatctggaaa 


5460 


agaggtgtgc 


ggatcaagac 


ccctccaccc 


gccattgtct 


caagtttaat 


ttacatgctg 


5520 


taaccaaacc 


cttcactctt 


tcgaatattt 


aacaagattg 


agattccttt 


aattccatgt 


5580 


uyyLciyoLy \~ 




cctttcaggt 


4-4-4-4- -54-4-4-4-4- 


taatatccca 


gt aat ct aaa 


JU^U 


aactattctg 


ttgttagatt 


tcaattgaag 


gaactggatt 


taaaatctta 


ttacgtttat 


5700 


tttatcagtg 


gaatactcag 


tttatgcaac 


tgtctcatgt 


ttttcattcc 


tactttctaa 


5760 


ttctaaggct 


tgaaaacagc 


cattgctcag 


tccttcagct 


tcaccttccc 


aattcattca 


5820 
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ttaaacattc 


tgctcaggga 


ttaaactgaa 


atgggaaatt 


aggaaagaac 


catttaaaac 


5880 


aaatcatacc 


cagcaacctc 


aaaatctata 


acatacaggc 


catatgggca 


tacaggaaat 


5940 


gggacaattt 


gaattttttt 


ttttaagcaa 


atggaaacaa 


agcttcatat 


aaaacataaa 


6000 


aagggtccaa 


tcatttactt 


tcaaatagag 


tcagctaaaa 


gtagctcctt 


ttttaaagtg 


6060 


gcatctttca 


ggcagtcaag 


agtcattaaa 


actactccaa 


agttcttatc 


aaccaatatc 


6120 


atgtttgtga 


caactgtgag 


aaaagaatgt 


aattttataa 


agtgggaaaa 


cagcacatct 


6180 


tttgggaccc 


ctgaggctct 


aatcaggcat 


ctcagaatta 


agagtgctcc 


agggttggga 


6240 


aatggctacc 


ctgctgtggc 


gaaaacatgc 


catttcataa 


taaacgttgt 


taagagagaa 


6300 


aaaagtgata 


agcatgtacc 


tgcaatgagg 


agatagaacg 


acttagtcat 


tgccaggcca 


6360 


ttatattcct 


taattatttc 


atcagtctat 


aagtgacttg 


atgattaagt 


cttattttca 


6420 


gatttcctcc 


aaaacaagtc 


cactggaagg 


ggattagggg 


ctcctactcc 


tccctgaact 


6480 


tttcctgcca 


aaaatggagg 


ctcacaaaga 


aaatgcaaat 


ctacccccac 


cttaaaaaag 


6540 


taaaggcagt 


caaagtcaaa 


accttcactg 


ctcctccttc 


ctcccctact 


acgtggaaaa 


6600 


aaattttgac 


ctgttaccaa 


aatagattcc 


tcagggtaaa 


ggggagaaaa 


gttttctaca 


6660 


aattttttct 


aagtggtgta 


ttagttcctt 


tttttgagta 


agaagtgaaa 


gggaatagga 


6720 


acccaacaca 


actgctaaac 


ttcgatctca 


caagttatta 


aaaaacagca 


aaggtcaaac 


6780 


tgcaaagcgt 


tagaaaaatg 


tgaagacaaa 


aggattaaaa 


gagtgggaca 


ctaaagaaaa 


6840 


aagtgtgtgt 


ccttcaccaa 


taaaagtcgt 


atcttgtcct 


ctacttcctc 


cttctgtagg 


6900 


caaataaaga 


caattctaaa 


ggactagctt 


tcctcatcat 


gccaaataat 


taaaattcca 


6960 


aacagattat 


taatcctatt 


ctaacaatta 


aaataaatga 


taaatctgcc 


ttgtaactac 


7020 


tgacaactgt 


attttaaata 


acttacggcc 


tcttgaattt 


aaatataacc 


gattaaaaat 


7080 


ggcagcaaca 


tcagggttaa 


gaaacaaaat 


gaaacactat 


tagtctccag 


aatattgaac 


7140 


aaaacaatat 


ctaaaataaa 


tatgacttct 


cagaaggaaa 


aaagttatct 


accattaagg 


7200 


acatacctta 


aaagttctta 


gcacacatta 


agtaagcaca 


aactagtggc 


ttgcctgtta 


7260 


tattttcaga 


caaaaagcaa 


tgaggttatt 


cctctgcact 


tgtcactgca 


gacacataaa 


7320 


ggcttttaga 


aactacatct 


attactcatt 


gtctaagtat 


cataaaactt 


agcattttaa 


7380 


gtcttgtttg 


atatcaatca 


agaaagaaca 


tccacttcag 


gggaaagaag 


tacagtaaaa 


7440 


taagaacatt 


gtaaatgtcc 


ctcttgacat 


atacaaaaga 


gaaggtaaaa 


ggcctcctaa 


7500 


gacccctacc 


tagtggccag 


gcctggacgg 


cagctgttgc 


tacctcacct 


tttcttttgt 


7560 




CL.cau.gL.caa 


gt cat t caac 


caactcaaaa 


gcgat gaaga 


cattattgaa 


/ bz U 


tcaatctgaa 


ctaaatcaga 


cctaggcttc 


ttaaaacata 


cagcttaatg 


cttccaaacg 


7680 


atctagaaaa 


ctaagaaacc 


tagctacgct 


gtaggacaca 


ctttcatatg 


cgtccgtgtg 


7740 


aagagaccac 


caaacaggct 


ttgtgtgagc 


aacatggctg 


tttatttcac 


ctgggtgcag 


7800 
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gcgggctgag 


tccgaaaaga 


gtcagcaaag 


ggagatgggg 


tggggccatt 


ttataggatt 


7860 


tgggaaggta 


atggaaaatt 


acagtcaaag 


ggggttgttc 


tctggtgggc 


aggggtggat 


7920 


ctcacaaagt 


acattctcaa 


gggtggggag 


aattacaaac 


aaccttctta 


agggttgggg 


7980 


tcacggcacc 


aaatttcata 


cacgtccgtg 


tgaagagacc 


accaaacaag 


ctttgtgtga 


8040 


gcaatggcct 


ggcctgggct 


cagaggcctg 


acacacacag 


tggccaatta 


tacaggaccc 


8100 


ccaaactggc 


cagtggacca 


ctgcaaccgc 


catttacttt 


ctccgctgca 


agcaccatag 


8160 


gctgattcag 


gaagataaac 


tgaggctcaa 


ggaatttcga 


agtggaacaa 


tacaccaaag 


8220 


ccttaaacct 


gaaatgacta 


tccttttctg 


gggggtgggg 


gggaaagaaa 


aagaaaaaaa 


8280 


agtttctggg 


gctctcaggg 


tggcccagat 


gccagggtcc 


cagaagtggc 


cttttctagc 


8340 


tcctgtaact 


aaacctggcg 


gaaaactccc 


cgcctgctca 


ccccatccgc 


ccaagaatgc 


8400 


gccttcccgt 


cttcggtggc 


cctacccaga 


atcccaaaat 


gtggattcca 


acccaggccc 


8460 


tgaacgtctt 


ctcaaatccc 


cgggacttac 


gttgcggcgc 


gcgccccgct 


gtcgggtctt 


8520 


gcccctcggg 


cggtaccgcc 


caggcagccc 


taaatccagc 


ctcccaggcc 


cccagcagcg 


8580 


ccctccgccc 


ctccaccatc 


ccgtccggct 


cgcagtcggg 


gccaaatcga 


gagacaagag 


8640 


ggctgtgcct 


gaaactgagc 


ggtttcacca 


cttggcacct 


cctggcagaa 


acttcccttt 


8700 


aaaaaaagaa 


aagaaaaaaa 


aaaaaagcag 


cagcactttt 


gggctagcat 


ttcaatcctt 


8760 


cctgcccttt 


agagttccca 


gttctgcttc 


cagctgcctt 


tgggtgttcc 


actacaattg 


8820 


agttgtaaag 


atattcttta 


agtgtttata 


gaacattaag 


acttaagaaa 


aatctttaaa 


8880 


attagaggag 


ggaaaaaaaa 


gccaccttat 


cgcacacatc 


caggaaacgc 


agccccgtgc 


8940 


atccctgctc 


agggataagc 


aggcgcccca 


ggactcccgg 


ggacagattt 


ttgggcaccc 


9000 


gagggagtca 


cccggcgcac 


ctcggggtcc 


gcggagaggc 


ccagcccctc 


ccgcggtccc 


9060 


ttagacgcgc 


cctccgcctg 


gcccgtgtgg 


accgtcccgg 


ccattgttta 


cgggggaagc 


9120 


ctgtcccgac 


gcattgtttt 


ggccatttcc 


aacttccccc 


ggcccttccc 


ggggtatcgc 


9180 


gggggaccct 


acgccaacgt 


cccccctccg 


cccgcgcccc 


aagggccgac 


tgggcaaatt 


9240 


gggagacccg 


ccccgcgggg 


cgacccaact 


tttcggaaca 


gccccccacc 


gcccaccccc 


9300 


gcagaccccc 


ggacccccgc 


tcccggcgga 


gattcaggga 


accccgcacc 


ccaagccctt 


9360 


ctgaatcgtg 


cggcgtgagt 


gtgacggcca 


agagcggatg 


cagcccggga 


tcgcccgcac 


9420 


cttcccgcca 


gcggaagcgc 


aggagccggc 


tggggagggg 


gcgccctaga 


aagagcagct 


9480 


agaaagctga 


gacggggaac 


tgaggtcatc 


ctgggggggg 


acaagacaac 


gagagccggg 


9540 


cgcctcgggg 


gcggcgcggg 


agcctccgca 


ggaccaggcg 


ggcgccccgg 


ctggcgcggg 


9 600 


cggggggcgc 


ccccctttac 


ctgtggctcc 


ggcccctcgg 


ccatttcctc 


gcgcggcggc 


9660 


tgccgggact 


gagctgactc 


cactcgggcc 


ggccgggttt 


gaaagaggag 


gagcgggcgc 


9720 


ggaggggagg 


gggcggggag 


ggcggaggga 


gggaggcctc 


gcgcagtttt 


ctcggccttt 


9780 
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tgtgcggaca 


cctcccggat 


tccgcgcccg 


cacccggccc 


cccaaaagac 


aeggggagee 


9840 


gcaagcgagg 


ggtgcagcca 


tctgccgagg 


cgcctagtgc 


cttcgcgcct 


ccaagacccc 


9900 


caacaaaaaa 


ggagcgtccc 


gcacccccac 


ccccgcccgg 


aggatttagg 


ggccgggctc 


9960 


acctcgggcg 


cggggctaag 


tgcaggcgcg 


gggggggtcc 


ctagagccgc 


cagggegegg 


10020 


cgcgtccggc 


gctgggggac 


tgttgggtca 


gaaagtgttc 


agggagcagc 


tgctgcgccc 


10080 


tccctcggcc 


cgccgctcgg 


agacgccccg 


ccccgcccca 


ccccgccccc 


gcgcccacgt 


10140 


gactagcata 


ggcccgcccc 


cgctccgccc 


cccgccacag 


actccgcctc 


egggacgega 


10200 


gcgagcggcg 


agcgcgcgca 


ctcccagtta 


tcgctcggcg 


actcccgcgc 


acgcacgcgc 


10260 


cgtgccaccc 


tccccgcgcc 


ccccgcccca 


tacccctact 


cccgccatcc 


gatttaacgt 


10320 


ggcgggcgag 


cgccgcggcg 


gtagccgtga 


caggtacccg 


gcgggggggg 


egggggggge 


10380 


cgcgagggtg 


tgcgcaggcg 


cagacccggg 


tcccgtcccc 


gccgccccct 


cctctgcaag 


10440 


gtgtgcccgg 


gcgaggggag 


gggcccgcgg 


cccgaactcc 


tgggtcaccc 


cgaattacaa 


10500 


acaaaacctt 


aacgccgttg 


ctcgcgggtt 


agaaggcagc 


tgtgcgcgaa 


aaacacctca 


10560 


gattttcttc 


aagcgtgagg 


aaggtcgaga 


agataaagtt 


tttaaatgag 


tatcttcaga 


10620 


aagctattta 


attgttctga 


tttttttttt 


tctgaaagga 


ctgggcttgc 


gctattctaa 


10680 


cttgagattt 


ctaaacttag 


actaggttcc 


aagaatctac 


ttggttttga 


tagaaatcca 


10740 


tttggaggaa 


accggggaca 


aaaaaaaaca 


aaaaaccgct 


accctttccc 


ctcctcccta 


10800 


cgcacaactc 


atttaaatcg 


tttcccaact 


gttttttttt 


tcttactgaa 


aaaaaggaca 


10860 


aaaaaaatcc 


tgattcctaa 


ggcctgtgat 


atttccccat 


tttaagtaag 


cctcgaggaa 


10920 


ccacagacat 


aacaaacata 


tccacaattt 


ttctacccca 


aaatgcaaac 


taatgcaaat 


10980 


gtgaaatgga 


tctatgcaag 


tcgctaccaa 


caaaatagcc 


aaatatttgt 


ttttttactg 


11040 


gccttcggca 


tatccaaaat 


gaaaaaactt 


taaaacacat 


caagaaaagc 


atttaaaata 


11100 


tctatttcct 


aaatcaaaag 


aaagaacgca 


ctacagaaac 


gatccggagc 


tggtgagcaa 


11160 


tgcaatctta 


ataaatagga 


aaaggaattt 


gagaagacag 


ctcagcaaag 


gggaagaatt 


11220 


tgccaagtgt 


catgttttgc 


tgtcatttta 


tatataacta 


ctaacccccc 


atatggtctg 


11280 


gttagtcttt 


tttaaaaagg 


aagccaatca 


attactcaca 


attaattagc 


agtgccggta 


11340 


gattcttagg 


ccagcactaa 


aaaactaaat 


tgggtgaatt 


ttttttcact 


caagtccact 


11400 


gatattgatc 


acttttagta 


ttaggagtcc 


ttttctgaca 


aaagatgaat 


acctatcttt 


11460 


aaaatatatt 


ttttaatctt 


attgtcacat 


tctaaaacac 


agtccaaaaa 


cacttcataa 


11520 


acaagaaact 
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tcatttaact 


ttatgaaaac 


aaatgactat 


gagcctt get 


acacaacaaa 




gaaactatga 


acaagtgcaa 


ccaggttgag 


cctttaagtg 


tagectcatt 


ctacatgtta 


11640 


atggataacc 


tttgaactct 


gagaacttga 


atgctgtaaa 


cacaatagca 


ctgacagtta 


11700 


aaaattccag 


tgtcaaaatc 


gagcaaaaag 


aaaagtccaa 


acttttcagg 


gggaataggg 


11760 
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aaacaatcaa 


atattttgac 


aaataatcgt 


ttcagtaaga 


acaaggagat 


tcctggctct 


11820 


cagaccttgt 


tgctactgaa 


ttattttctg 


agcaaaaacg 


gttgtgcttg 


ttttccccct 


11880 


gtgccctcca 


aagctaccac 


tttgttcaca 


ttatagcatc 


atgatttgtt 


actgtttcgc 


11940 


tgcctccctc 


aaaaaaaaaa 


aagtgcctta 


ttatgttgta 


gcttttaaaa 


ttgaaagatg 


12000 


attatattca 


ctgatctatc 


cgctaagagt 


tttatttata 


tgtgatcctc 


cttatgtttg 


12060 


agcaaagaat 


tacaaagaac 


cttgtcctgg 


agtcgtgcca 


acgaaactgg 


gaaatcgttg 


12120 


caaaattctg 


ccagtgactg 


actgctgggt 


tgcaaataca 


tactgtgttt 


tcagaagaac 


12180 


atagagggat 


ctgaattcgt 


ccgggagggc 


ttccctgaga 


cacattcttc 


ccttagaatg 


12240 


tgagactcat 


acctcccatt 


tatttggaaa 


gcatgtatag 


ttcaaacaat 


taaaatatgg 


12300 


aaactccaaa 


agtaacagga 


gaacactgca 


aacatttggt 


tttgtaataa 


aagctagaaa 


12360 


ctcataactg 


catgaagtga 


aaattgaaaa 


tcgaacgttg 


gtcttcctat 


gcttagctcc 


12420 


acccacaaga 


aatccagctt 


tgccatcact 


cccttcctag 


gccatctcta 


aaggagtcag 


12480 


gtgctactag 


atgccagcaa 


aaaaaacaaa 


gaatggaacc 


aaaagagaag 


ctctgcacat 


12540 


ggtacttgga 


gaaggggcag 


aaaagcccca 


cttcaccttg 


gttcaatgca 


gcaaacatca 


12600 


gctacacctc 


atttttcaca 


attgtccaaa 


cagctcaggc 


agagctgacg 


aggagggtca 


12660 


gcaccttctg 


ccacctcctg 


ctgctgagct 


gtgcacctgt 


cccgcagtta 


actttctctg 


12720 


agctgagtca 


acctgagccc 


acctgtgggg 


agcccaaagc 


ttggtggaga 


cagatgccag 


12780 


ctggggccct 


ttgttgggag 


aagctaaagg 


acctggtgac 


tgcatgtggg 


ggcaagaaaa 


12840 


ggaagactcc 


aagggtttgc 


tcaggactct 


ggcccaggaa 


atgggggact 


gtgggactgg 


12900 


aaggggcctg 


gtggggagca 


gcagggggtg 


ctgagcttgt 


ttggcaccct 


ctgagctgga 


12960 


gaagtgtgtg 


gaggctggga 


gaggggccca 


gagggactgg 


aggtatagac 


aagacatgct 


13020 


cccagcttcc 


ctgggtcgca 


ggccaggcac 


tatttgatag 


atgagatcat 


cgagttccag 


13080 


ggaggaagga 


gagcgggcca 


tgtcaccaag 


gtcacccagt 


gatgagcatc 


cctgccgaca 


13140 


ggagtccagc 


tatcccagtc 


cctccacagt 


ccctgggact 


ttgctgctga 


ggggctcggg 


13200 


ctctccgggc 


gggagtccca 


aagacaggaa 


cagggcagac 


ttagagccca 


catggaggct 


13260 


gattctttgg 


gcggccttgg 


gcaagtctct 


tcacctttct 


gaggctcagt 


tgccgcacct 


13320 


gtgggtgtga 


aatgcctcct 


tccataaggg 


ttggaaggat 


taaactagag 


tttattttta 


13380 


ttttttattt 


atttatttat 


tttaatgtca 


tagcgctgga 


cccagcagca 


ggtatttagt 


13440 


aagcccggcg 


ggtggtgagc 


atgtcctccc 


cttccccttc 


tggctgaagc 


agttaggaag 


13500 
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gcugccugga 


ggaggcaggc 


ctt gaaggt a 


agggct gat t 


cagagagact 


cagaat gage 


135 60 


acaggagaga 


ctgccgggct 


ccccctggcc 


ccggggcccc 


tgaacacagg 


ccaagggctg 


13620 


tggaccttct 


gttgtcacag 


ctgcccatcc 


aggccccaca 


gcactggaac 


egtagecaga 


13680 


gagagctctg 


cctgagaatg 


ggacaagaaa 


acaagcccag 


ccgggcgcgg 


tggctcgagc 


13740 
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ctgtaatccc 


agcactttgg 


gaggecgagg 


tgggcagatc 


acgaggtcaa 


gagatcaaga 


13800 


ccatcctggc 


caacatggtg 


aaaccacatc 


tctactaaaa 


atacaaaaat 


tagctgggtg 


13860 


tggtggtgct 


tgcctatagt 


cccagctact 


egggaagctg 


aggcaggaga 


ategcttgaa 


13920 


cctgggaggc 


ggaggttgca 


gtgagctgag 


atcatgccac 


tgcactccag 


cctgggtgaa 


13980 


aaaaagaaaa 


gaaaagaagg 


aaggaaggaa 


agaaagagag 


aagaaagaaa 


agaaggaagg 


14040 


aaggaaggaa 


gaaaggaagg 


aaagaaaaaa 


aaagaaaaga 


aaagaaaaaa 


gaaaagagag 


14100 


agaagccctg 


attgccacca 


gcagctcata 


ccgattggcc 


ccaagcctgg 


ecagegaatg 


14160 


ttcaaaaagc 


ctccctgacc 


ccattgcatc 


tgetctagge 


aaagtcttgt 


tttctggaag 


14220 


gaaagcagca 


tttattaaag 


acactgctct 


gctctcacgc 


ttgeatgage 


ctcttgccca 


14280 


tgacgttgct 


gccctgagat 


gcaagtacca 


ttactaccct 


cagggaagga 


gaggtcttgc 


14340 


cgaacccagc 


atcttgactg 


cagagctggg 


gctctaacca 


ctgggctgct 


gccttttgta 


14400 


aatgaatggc 


tccccatctc 


ctgcgagctc 


ctgagggcag 


ageggagtet 


cccctgtgcc 


14460 


tggcatgggc 


cctgcattca 


gcagcctcct 


caggaatttt 


gagtaagtga 


ataaagacat 


14520 


gtaagggtga 


cagttcagtt 


tcagagtgac 


ccagaggcat 


cgccctaaga 


tgcaaagatg 


14580 


cagtggatct 


gaacagttgg 


aggeggaate 


acctgggaat 


gtatagagta 


gcttccagaa 


14640 


ggacacacaa 


gggaccaggc 


acggtggctc 


atacctgtaa 


tcccagcatt 


ttgggaggcc 


14700 


aaggcgggca 


gatcacctga 


ggtcaggagt 


tggagaccat 


cctggccaac 


atggcgaaaa 


14760 


ccgtctctac 


taaaaataca 


aaaaatagee 


gggcatggtg 


gtgcacgcct 


gttageccat 


14820 


ttactcagga 


ggctgaggca 


ggagaattgt 


ttgaacctgg 


gaggeggagg 


ctgeagagag 


14880 


ccaagatcac 


gccactgcac 


tccagcctga 


gcaacagagt 


gagactctgt 


ctcaaaaaaa 


14940 


aaaaaaaaaa 


aaggacacac 


aaggaattgg 


cacegggggt 


tgtgtctggg 


aatgggggtg 


15000 


ggagggagac 


atacttttct 


gcttgaatgt 


ctgtgttaca 


tattataatg 


tggtatcatt 


15060 


ataatgcgtc 


accacgcgca 


ggtccatgaa 


tgaatgcgga 


agtcagtcgt 


cacccgggag 


15120 


ctccctgggc 


atgtggactc 


ctgggctgca 


gccccaaagg 


gaggaagcag 


cagggctatg 


15180 


ggtggcaggg 


gccaggatga 


gctcctgggt 


gattctgtca 


caggtggccc 


tggaccacac 


15240 


ttaggaacaa 


aatcgccagc 


tgggtcctct 


tcccaccggc 


cacccagcca 


ggctcatttg 


15300 


catgatcttt 


tgcatatatt 


tgeatgaett 


ccctggttcc 


aaataaagee 


tgttagtcct 


15360 


tatcctcact 


tctgctgggt 


gctgagcaaa 


gcttcttccc 


tcccgccctc 


ccctagcact 


15420 


gcccccgccc 


agacctggct 


ggcctggact 


aaccccgtcc 


ttctcacctc 


ctagccccag 


15480 
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agtcccccaa 


ggcctggcac 


1 c c /i n 


acacacatca 


cctcccccac 


cccagagccg 


aaagcctgtt 


ctcagtccca 


cactcgtttt 


15600 


ttttttttgt 


ttgttttgct 


ttgtttttga 


gacagggtct 


cactctgttg 


tgcaggttac 


15660 


agtgtagtgg 


tgtgatctca 


gttcactgta 


acctctgcct 


ccagggctca 


agegategtc 


15720 
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ccacctcagc 


ctcccaaata 


gctgggacga 


caggccctcg 


ccaccacacc 


tggctaattt 


15780 


ttgtattttt 


tgtagaagca 


aggtttcgct 


atgttgctga 


ggctggtctc 


aaactcctgg 


15840 


actcaagtga 


tctgcccgcc 


ttggcctccc 


aaagtgctgg 


attacaggag 


tgagatacca 


15900 


tgcccagccc 


agtctcataa 


tctttagccc 


ctcttctgaa 


ctcccaaaac 


actggtcccc 


15960 


tctttttttt 


tttttttttt 


gagatggagt 


ttcattcttg 


ttgcctaggc 


tagagtgcag 


16020 


tagtgcagtc 


tcggctcact 


gcaacctcca 


cctcccgggt 


tcaaaggatc 


ctcctgcctc 


16080 


agcctccgga 


gtatctggga 


ttacaggcac 


gtgccaccat 


gcctggctaa 


ttcgtatttt 


16140 


tagtagtgac 


ggggtttcgc 


cacgttgacc 


aggctggtct 


tgaactcctg 


aactcaggtg 


16200 


atccgcctgc 


cttggcctcc 


caaagtgttg 


ggattacagg 


cgtgagccac 


tgcatccggc 


16260 


ccggtccccc 


tcttttcagt 


gcttctgtgt 


cctcctaaac 


atccactgag 


cacccagggc 


16320 


taaggcaggc 


cccttgccca 


tctcattctc 


cctaatcctc 


cagggactct 


gtgagacagg 


16380 


actccactgg 


gcccatttta 


cagatgaaga 


aactgagcct 


caggaaggtc 


ccatcacttg 


16440 


ccagaaagtg 


gcggctcttt 


ccatcccacc 


agcctgcctc 


tgcaaatggc 


cccgtggcat 


16500 


tttcgctcat 


ctcaagtgaa 


tgttatttgg 


gttttgtttt 


gcttcacttg 


ctgtaattag 


16560 


gtctttgaaa 


ttatgcaagt 


catatgcact 


tactgtaaaa 


acattaaaac 


cgctgggtgc 


16620 


ggtggctcac 


gcctgtaatc 


ccagcactct 


gggaggccga 


ggcgggtgga 


tcacgaggtc 


16680 


aggagatcaa 


gaccatcctg 


gctaacacgg 


tgaaatcccg 


tctctactaa 


aaaaatacaa 


16740 


aaaattatcc 


gggcgtggcg 


gtgggtgcct 


gtagtcccag 


ctacacggga 


ggctgaggca 


16800 


ggagaatggt 


gtgaacccag 


gaggcggagc 


ttgcagtgag 


ccgagatccc 


gccactgcac 


16860 


tccagcctgc 


gtgacagagc 


tagattctgt 


ctataaaaaa 


acaaaaacaa 


aaacaaaaaa 


16920 


aacacaacac 


taaaaccatc 


caggaatatt 


tgggtaaaat 


ataagtctcc 


tccttgaatg 


16980 


cacctgtccc 


ccaataacac 


tttttttttt 


ttttttttga 


gacagagtct 


tgttctgtgg 


17040 


cccaggctgg 


agtgcaatgg 


cacgatctcg 


gttctctgca 


aactccgcct 


cctgggttca 


17100 


agcgattctc 


ctctctcagc 


ctcctgagta 


gctgagatta 


caggcacccg 


ccaccacccc 


17160 


tggctaattt 


ttgtattttt 


agtagagatg 


gggtttcacc 


atgttggtca 


ggctggtctc 


17220 


aaactcctga 


tctcgtgatc 


cgtccacctt 


ggccttccta 


agtgctggga 


tgacaggcgt 


17280 


gagccaccgc 


gtccggcctc 


ccaataacac 


tttctaggaa 


gagccacagt 


gaacagtctg 


17340 


gggtctcctt 


ccagaactat 


tgacctacag 


acatgatata 


ttcaaatata 


tagacataat 


17400 


ttttattgta 


agatatacat 


gcaaaagaca 


tacaatttta 


aaaaaataga 


gataccatgt 


17460 


actcatcacc 


cataaaaact 


gctaacacct 


gaat t atacc 


cct gt at gt c 


t ctat gcct g 


i i c o r\ 


cacctcctct 


tttctctcta 


tttatttctg 


agacagaatt 


tcattcttgt 


tgcccagact 


17580 


ggagtgcaat 


ggcgtgatct 


cagctcactg 


caacctccgc 


ctcccgggtt 


caagcaattc 


17640 


tcctgcctca 


gcctcccaag 


tagctgggaa 


tacaggtgcc 


cgccaccacg 


cctggctaat 


17700 
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tttttgtatt 
tgatctcagg 
accatgccca 
aataagtgta 
gcaaggctaa 
gagagtcctc 
gccaagccag 
actaatgata 
gtttcgctct 
cgcctcccgg 
atgcactacc 
ccaggctggt 
taggattaca 
gattctttca 
attggcacca 
tagcttctcc 
cagaattgtt 
gccttgaagc 
tttttttttt 
tcagctcacc 
gtagctgaga 
gacggggctt 
tgcctcagcc 
tcggcctttc 
ttaaatctca 
tagttgggga 
tagataatga 
aaagggaatc 
agtatggagg 
actactgggt 
atgctcattg 
ggtggatgaa 
aaaaaagaga 



tttagtagag 
tgatccaccc 
gctgtatttc 
agatgagaat 
actatttttg 
actgattcat 
tgagagtaaa 
ttgaatatct 
tgttgcccag 
gttcaaacta 
atgccggtta 
cttgaactcc 
ggcgtgagtc 
tctttttgat 
gcattatcga 
ttgatttgct 
tttatcttcc 
ctagtttgtc 
gagatggagt 
gcaacctctg 
ttacaggcat 
ctctgtgttg 
tcccaaagtg 
aaagggctgg 
ttcaatctat 
aaccaggtca 
tctttagaaa 
cttgcatatg 
ttcctcaaaa 
gtgtatccaa 
cagttttatt 
tggatcaagg 
cagtcctgtc 



atagggtttc 
gcctcagcct 
tcttttttct 
tgctcaatta 
caggagattg 
ttccttgcca 
atcccaaccc 
gtcttgttta 
gctggagtgc 
ttctcctacc 
attttgtatt 
ccacctcagg 
accacacctg 
gtgtcagtca 
aagaaaggaa 
ttatatagtt 
tggagttata 
tgttattaat 
ttcgctcttg 
cctcccgggt 
gcgccaccac 
gtcaggctgg 
ctgggattac 
gattacaaac 
aggttcctac 
tttgtccttc 
tacatcttgg 
gttggtggga 
acaaaataaa 
aggaaatgaa 
cacaatagcc 
aaatgtggta 
actgtcagca 



accatgttgg 
ctcaaagtgc 
tactattagc 
ttgtgtgtgc 
aaccagttca 
aatctgaaac 
actgcggctt 
tatcttcttt 
aatggcatga 
tcagcctccc 
tttagtagag 
tgatccgcat 
gcccctgttt 
ctgaatgttt 
aaaaaactct 
tgaggttgtg 
tactccttct 
acaatgaaaa 
ttgcctgggc 
tcaagcgatt 
acccagctaa 
tctcaaactc 
aggcgtgagc 
gtgagccacc 
tctatctctt 
atataaaata 
atataacaag 
atgtaaatta 
aatagaacta 
atcagtatgt 
aagctgtgga 
tatatacacc 
ccgtgaacga 



tcaggctggt 
tgggattata 
cacatatatg 
aacatgttca 
tactcccgcc 
cgttcaattt 
taatttacat 
tttttttttt 
tctcagctca 
aggtagctgg 
acagggtttc 
gcctcagcct 
atattttcta 
gtcataaaat 
gtttagaata 
ttatcaggtg 
ttgtttctaa 
atcttttggt 
tggagtgcag 
ctcctgcctc 
ttttgtattt 
ctgacctcag 
cactgcgccc 
gtgcctggcc 
ctattttcct 
ttttgtttaa 
tgttggagag 
gtatagccat 
ccatatgatc 
caaaaagaca 
aacaactgaa 
atggaatact 
acctagagga 



ctccaactcc 
ggtgtgagcc 
ttccttaagt 
actttattag 
caaagcagat 
cataatatct 
ttcccttatt 
ctttgatgga 
ccacaacctc 
gattataggc 
tccatgttgg 
cccaaagtgt 
tatccttagt 
ctctaattat 
atggatttgt 
tataagagtt 
taatactttt 
tttaatcttt 
tggcgcgatc 
agcctcccaa 
ttttagtaga 
gtgatctgcc 
ggccctcacc 
tcaatgtctc 
tgcaatttgt 
tgaaattata 
gacgtgaaga 
tatggaaaac 
cagcaatccc 
tctgcacccc 
aatgtccatc 
attcagccta 
cattatgtta 



17760 
17820 
17880 
17940 
18000 
18060 
18120 
18180 
18240 
18300 
18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
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agcgcaataa 
taaacaagtt 
ggccgaggca 
aaaccctgtc 
tcccagctac 
agtgagccga 
aaaaaaaaaa 
agagggagtg 
aggaataagt 
ttcttgaaaa 
gtgacaccta 
aacatgttgt 
gattttaaaa 
ccttgtgtat 
gtactgggat 
ttatttcttt 
gcagggtcat 
ctggttttcc 
gagattaggg 
aagcacatcg 
gagagcacgg 
tcttagtaca 
caatctgatc 
tcgtcatcat 
cgggcagagg 
ccaaacgggg 
gccggacggg 
ctcctcacct 
gtcgcggccg 
ctcacatccc 
cggccgggca 
ggaggttgta 
gagtgagcga 



cacaggcaca 
gaactcagcc 
ggcagatcac 
tctaccaaaa 
tcaggaggct 
gatggcgcca 
gttggactca 
ggggtgttgg 
acaagagatc 
ttgctgagag 
cattacttag 
gtacaataac 
ataagtatat 
atatagctct 
tacaggcctg 
tttcagtatt 
aggacaatag 
tagacagagg 
agtggtgatg 
tgcaccgccc 
ggttgggggt 
gaacaaaatg 
tctctttctt 
ggcccgttct 
ggctcctcac 
cagtggccgg 
ggctgacccc 
cccagatggg 
ggcagaggcg 
acacaatggg 
gaggctgcaa 
gcgagccgag 
gactccgtct 



gaaagacaag 
gggcacagtg 
ctgaggtcag 
atacaaaaaa 
gaggcgggag 
ttgcactcca 
cagaagcaga 
gagatgttgg 
cattgtacat 
tacattttaa 
cttgatttag 
tacaattttt 
aaaatatatt 
caaactctgg 
agccactgca 
tattgatcat 
tggagggaag 
accctttggc 
actcttaacg 
ttaatccatt 
aaggttatag 
gagtctccca 
ttccccacat 
caatgagctg 
ttcccagacg 
gcggaggcgc 
ccacctccct 
gtggcagtcg 
ctcctcacat 
cggccaggca 
tctcggcact 
atcacgccac 
gcaatcccgg 



tacgcgtgat 
gctctcacct 
gagtttgaga 
ttagctgggt 
aatcacttga 
gcctgggtaa 
gaggagaacg 
tcaaaggata 
ggtgaccaca 
gtgttctcac 
ccattccaca 
atgttaattt 
ttattttatt 
agctcaagca 
cctggcctac 
tcttgggtgt 
gtcagcagat 
cttccgcagt 
agcatgctgc 
taaccctgag 
atcaacagca 
tgtctacttc 
ttcccccttt 
ttgggtacac 
gggcggccgg 
cccccacctc 
cccggacggg 
ggcagagaca 
cccagacggg 
gagacgctcc 
ttgggaggcc 
tgcactccag 
cacctcggga 



ttcacttaaa 
gtaatcccag 
ccagcctgac 
gtggtggtgc 
acccgggagg 
caagagcgaa 
gtggttgtgc 
caaaatttca 
gttaataaca 
cataaaacaa 
gtgcatacat 
ttaaaataaa 
attatactat 
gtcctcctcc 
agttattatt 
ttctcgcaga 
aaacatgtga 
gtttgtgtcc 
cttcaagcat 
tggacacagc 
tcccaaggca 
tttctacaca 
tctattcgac 
ctcccagacg 
gcagaggcgc 
cctcccggac 
gcggctgccg 
ctcctcagtt 
gcagcggggc 
tcacttccca 
aaggcaggcg 
cctgggcaac 
ggccgaggca 



ctatggaatc 
cactttggga 
caacatggag 
acgcctgtaa 
cagaggttgc 
actccgtctc 
tgaggctggc 
gttagatggg 
atgtattgta 
taagtatgtg 
aattcaaaac 
aaattttaat 
atgttaattt 
tcaacctaaa 
attattatta 
gggggatttg 
acaagggtct 
ctgggtactt 
ctgtttaaca 
acatgtttca 
gaagaatttt 
gacacagtaa 
aaaaccgcca 
cggtggcggc 
ccctcacctc 
ggggcggctg 
ggcagagacg 
cccagacggg 
agaggagctc 
gacggggtgg 
gctgggaggt 
attgagcact 
ggcagatcac 



19740 
19800 
19860 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
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tcgcggtcag 


gagctggaga 


ccagcccggc 


caacgcggtg 


aaaccccgtc 


tccaccaaaa 


21720 


aatgcaaaaa 


ccagtcaggt 


gtggcagcgc 


gtgcctgcaa 


tcccaggcac 


tctgcaggct 


21780 


gaggcaggag 


aatcaggcag 


ggaggttgca 


gtgagccgag 


atggcggcag 


tacagtccag 


21840 


cctcggcttt 


cacaactttg 


gtggcatcag 


agggagaccg 


gggagaaggg 


gagggggagg 


21900 


gagagggacc 


agttattatt 


ttttaaaatg 


tcttctcggc 


caagcacggt 


ggctcaagtc 


21960 


tgtaatccca 


gcactttggg 


aggccgagac 


aggtggattg 


cttgagcctt 


gggagtttga 


22020 


gaccagcctg 


ggcaacatag 


caagactctg 


tctctacaaa 


aaaatacaaa 


aattaactgt 


22080 


gtgtggtggt 


gtgtgcctgc 


agtcccagct 


actctggagg 


ctgaggtggg 


aggatcatct 


22140 


gagcccaggg 


aggttgaggc 


tgcagtgagc 


cgtgattgga 


caactgcact 


ctggtctggg 


22200 


tgacagagtg 


agacccagtc 


tcaaaaaaaa 


aaaaaaaagt 


cttctctccc 


ctacttacct 


22260 


actatgagta 


tagatgaggc 


aatttacttg 


acaaatattt 


aatgagcacc 


ccactatgtg 


22320 


ctgggcccca 


tgccagatcc 


tgagaaatat 


aacggtgaac 


aggcccgaca 


tattcctgga 


22380 


gcttcaatct 


gagatttggt 


agtttgcaga 


atcctgaaga 


gagcttatta 


aaatgcaggt 


22440 


cccaggaccc 


atctcacaca 


ggatgtcagg 


ggtgtgaggt 


ggggaccagg 


agtgggcacc 


22500 


ttttgccaat 


tgagtctagc 


cctgtcctac 


aatatgtaag 


ccacaaaatg 


atccacatca 


22560 


catcaattta 


aattttccag 


caattacatt 


aaaaagtaaa 


aagaaggccg 


ggcatggtgg 


22620 


ctcggctcac 


gcctgtaatc 


ccagcacttt 


gggaggctga 


ggcaggcaga 


tcacctgagg 


22680 


tcgggagttc 


gagaccagcc 


tgaccaacat 


ggagaaaccc 


tgtctctact 


aaaaatacaa 


22740 


aaattagctg 


gacgtggtgg 


tgcatgcctg 


taatcccagc 


tactcgggag 


gctgaagcag 


22800 


gagaatcact 


tgaacccggg 


aggcagaagt 


tgcagtgagc 


gctattgcac 


tccagcctgg 


22860 


gcaataagag 


agaaactccg 


tctcaaaaaa 


aaaaaaaaaa 


aaaaagtaaa 


aagaaggcta 


22920 


gacacggagg 


ctcatgcctg 


taatcccagc 


acttcgggag 


gtcaaggcag 


gaggatcgct 


22980 


tgaggccagg 


agttggagac 


tagcctggcc 


aacatggtga 


aactcgtctc 


tactaaaaat 


23040 


acaaaaaatt 


agccaggcgt 


ggtggtgggt 


gcctgtaatc 


ccagctactc 


aggaggctga 


23100 


gggaggagaa 


tggcttgaac 


ctgggaggcc 


gaggttgcag 


tgagcagaga 


tcgcgccact 


23160 


gcactccagc 


ctgggctaca 


gagagacttc 


atctaaaaca 


aaaaacaaaa 


aacaaaaaac 


23220 


gataatttaa 


agatagtttg 


caatctttct 


ttctttctct 


tttttttttt 


ttttttttga 


23280 


ggcagtctcg 


ctctgttgcc 


aggctggagt 


gcaatggcgc 


gatcttgggt 


cactgcaacc 


23340 


tccgcctccc 


gggttcaagc 


gattctcctg 


cctcaggctc 


ccaagtagct 


gagatt acag 


23400 


ycgcccyccd 


ct gcgcccgg 


ctaatttttg 


tattttagta 


gagacggggt 


t t cact at gt 


£ J 4 bU 


tggtcaggct 


ggtctcgaac 


tcctgacctc 


aggtgatccg 


cccacctcag 


cctcccaaag 


23520 


tgctgagatt 


acaggcgtga 


gccaccacgc 


ccggcctgca 


atctttctta 


ctacaaagtc 


23580 


tttgaaatcc 


ggtgtgtatc 


ttacattcac 


agcacacctc 


agttacacca 


gccacatttc 


23640 
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aagtgcgcag 
gtagcccggg 
tgcagactcc 
gcctcccact 
tgggagtccc 
cctgctggca 
ggtgctcgcg 
gggggaacca 
agcagccggc 
ccgcaggggc 
cccgggggag 
aagaagccca 
ggaggatccg 
acctcgggct 
gatgccggct 
ctgggattga 
ctaaatgcct 
ccccatctga 
gcagagcggg 
cgggttcgga 
tcctgggctc 
gccaggaccc 
tagccagtga 
gcctggccag 
tggaggccta 
gtcttcacct 
tggtgggcag 
ccacctcagc 
tcccctttaa 
ctccagcttt 
ccgtccatct 
ggtccctcgc 
ttttttgaga 



tgtgactcgg 
ggccacgctg 
ggtgctccaa 
cctggctgtc 
ttcgcctcca 
gcagcagtgg 
gcaggaagga 
gacgggctcc 
agctccggag 
ccgcggagga 
gggagaatga 
tccccccaac 
ggtttggagt 
gctcggcctg 
gcaaaggggc 
gaggcgaact 
actcttcttt 
cagatggggt 
accctgattc 
tgaaccttct 
tcagaccctc 
ccagtctccc 
gagtggtcct 
tgtggctgga 
ggggctggga 
tctattttgt 
tggctattca 
ctcctgagta 
tggaggagct 
ccacctgccc 
gcaccccgtc 
aaccccttgc 
tggagtctcg 



ggctactgtg 
ggagcagcgc 
acaaaatgag 
tgccccaagg 
gagccttgac 
tgcgcgtggg 
gtgaagcctg 
gggtgcgggg 
gcggccaccg 
gtgagaataa 
ggtcactctg 
caaccccccc 
cgggggctct 
gtctcccacc 
gttgccaact 
ttgagagatg 
atactctctt 
agctgggcct 
cagggttctg 
cctgcacaca 
tggccttccc 
cattaagatc 
ctggccgtaa 
tgttgggact 
gcctggagcc 
atttttctag 
cggggcaatc 
gctgggacta 
gctgactatg 
gcaaccccag 
cccacattga 
ctcctccaga 
ctctgtctcc 



ttggacagcg 
agggctggat 
ggaacaaagt 
tccttccgcc 
ctgtacacct 
gacacgcgtg 
cgggcgggtg 
gctccgctgg 
ggcggcgctg 
ttagtaacag 
gtccttctgt 
taattcaagt 
gggtgaggtc 
tgtagacggg 
gtctggtgcc 
aggataaaaa 
aacagccggt 
ccaaggtctg 
tgctgccttg 
cccccaccca 
tcccctcccc 
agaagcctct 
tagtggtttc 
ctggcaccta 
cggaggcctt 
agagacaggg 
agactcgaac 
caggtgtgca 
gtcttgtgct 
ttctgtgccc 
ctcaccaaat 
aagaaaggct 
caggctggag 



cagcccggag 
cgtgtctgtg 
catacccgga 
ccgtcctggc 
gagaaatggg 
cggggagtca 
tgggggcaag 
ggccacgcca 
tggagcaggg 
cc'cctgtctg 
gacaggaggg 
cggccaacac 
ctgattctga 
gacacctgtg 
gagccagagt 
taacagctgc 
gaggttggta 
gtgtggcctt 
tgaccagacc 
tggctttttc 
aaaggctgcc 
ccatgcccac 
aagacaggca 
gagcagttgg 
gggagatttg 
tctcactatg 
tcctggctca 
ccactgcgcc 
ctggaatgca 
acagtctgcc 
ctagagtctg 
tggctccact 
tgcagtggcg 



gctgatccgg 
aaactcactt 
ctccaattct 
cacgtgacct 
cgtggtgact 
ggcgcccccg 
aactgaagcc 
gtccgcctgc 
accccggggc 
gggtgcactt 
aaaacaggcg 
tgcggccatg 
cctctgaggg 
cctccctgca 
cagtgcgtgc 
cgatgctgag 
tgactgttgc 
acctggccca 
ttggcttaga 
ctccctcccc 
agggcccaca 
agctcaggcc 
tgggactcaa 
gaaacctgcc 
cttgagtctt 
ttgtccaggt 
agccatcctt 
ccacttggct 
gccaaagcac 
tcccaccctc 
atcattggag 
ctctttttta 
cgatctcagc 



23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
24840 
24900 
24960 
25020 
25080 
25140 
25200 
25260 
25320 
25380 
25440 
25500 
25560 
25620 
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tcactgcagg 
tgggactata 
cgtttcacca 
gtgctgggat 
atgtggcaaa 
gatggcagcc 
ccaggctgga 
gtgattcttg 
agctaagttt 
gaccttaggt 
caccatgccc 
ttggacgtcc 
tgcaatccag 
cgaggcctct 
gaatatattt 
gaacttctgc 
gacctaattt 
ggcctatggg 
gaggaacagg 
ggcaggagag 
agggcgggtg 
gcctccccat 
ctggagtcac 
cccctatgcc 
ggccaaggag 
acagacatca 
catgttacag 
gggcagagcc 
agtgggcgtg 
ggtgcctggc 
ggctgcagcc 
ctccagcctc 
tgggcctcag 



ctctgcctcc 
ggcacccgcc 
tgttagacag 
tacaaacctg 
gggctgaaag 
ccctttttaa 
gtgcaatgga 
tgcctcagcc 
tgtattttta 
gat ccgcttg 
ggcccagccc 
ttccttagtg 
tcccagctgg 
ggagcgggaa 
tatggctcaa 
tttccctgga 
gaataatgcg 
tcggggggaa 
cagcccaggg 
gcccaagcac 
acagtggctg 
ggaggagctg 
ttccctgcca 
ggagtggcag 
tgggagagga 
tctccctccg 
atgaggctca 
aggatttggc 
agcgggacct 
cctctgcacg 
tcgccccttc 
aggtgagcgt 
tgtccccatc 



caggttcaca 
accacgcccg 
gatggtctcg 
aaccaccatg 
ccccctagct 
tttaatttat 
gtaatctcag 
ttctgagtag 
gtagagacag 
ccttagcctc 
cctcttttat 
tccctagagg 
agacaacaaa 
ggcataggta 
gttctaattc 
atggggctgt 
aacgggaatg 
tgaagaccct 
gtttggtgga 
accacttggc 
gtacaggttt 
gaagctaaaa 
gaagtgagaa 
ggggtgggcc 
ccgtggctgc 
tcctcagggc 
gagaggccaa 
caggtctgga 
ccacaggcag 
cgcgatggct 
tcacagacag 
ctgagttact 
cgtacttcca 



ccattctcct 
gctaattttt 
atctcctgac 
cccggcctgc 
cctctggaag 
ttattttgag 
ctcactgcaa 
ctgggattac 
tgtttgaggc 
ccaaagtgct 
aaggggactt 
gggtaagagc 
gggcgctctg 
gctcgggggg 
agcagccctg 
ggaaggacag 
ctgagattct 
ggattggaat 
gggttttggg 
agtgcctggc 
cagcagtgaa 
taggactcta 
gttgcttcag 
ttatgggtgc 
tgaggggctg 
agcggtgtga 
gtcacctctc 
tgacgcctga 
aaggagcagc 
cagtgaggcc 
gcctgaagcc 
gcccaaacgc 
ggagatcggg 



gcctcaacct 
tgtattttta 
cttgtgatct 
ctttgttttt 
ccagaaacac 
atggtgtctc 
cctctgcctc 
aggtgcccgc 
caggctggtc 
atgggattac 
tgtatatgct 
atgactggac 
ggctgggggc 
aaggttctgt 
tctccctcct 
actggtccgt 
gatatgcacg 
tggaattgga 
tgacagggac 
agagcagggc 
cacctcccgc 
ttttgggggc 
cctctaccag 
ggcctgaggc 
aggggctggg 
ggtgggagct 
caaggtcaat 
gatgtaatcc 
tgtttcctga 
ctgtgtcccg 
aagaaggcag 
aggcaaaccc 
ccacagtccc 



cccgagtagc 
gtagagacaa 
gcctcccaaa 
tatctgtaaa 
cctgcccgat 
attctgtcgc 
ttggattcaa 
caccacgccc 
tcaaacacct 
aggtgtaagc 
gtccctctgc 
gcaggcaatc 
actgcaggtg 
ggggttggac 
gcccctggga 
gggtccgggt 
atggtcttgg 
acccaaccag 
gttaccagga 
agggcgcggg 
tgcactctgg 
ctgaggcgaa 
ggcaggccct 
agagggtgcg 
ggcctggccc 
ggggcttccc 
cagtagcaag 
caaccccagc 
ccacctgccg 
ccccacagga 
gcctgggaag 
ctttcctgtc 
aaaagaccca 



25680 
25740 
25800 
25860 
25920 
25980 
26040 
26100 
26160 
26220 
26280 
26340 
26400 
26460 
26520 
26580 
26640 
26700 
26760 
26820 
26880 
26940 
27000 
27060 
27120 
27180 
27240 
27300 
27360 
27420 
27480 
27540 
27600 
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tccaactttt 
ggagtgcagt 
tcttgcctca 
ttttgtattt 
gacctaaggt 
gccaccgtgc 
gctggcagag 
tccccagcaa 
gaggagtgtc 
gccatgtagt 
tatagttgaa 
tggttgggcc 
tgatgccaca 
tgccaggagg 
ctgggctgtg 
caattgccca 
ctctcctgcc 
accccaaaag 
cacctggaga 
acccgggcct 
cgtgcagctc 
tccccactgc 
tggcccagcc 
tccccgccaa 
gccttgggca 
gaacccccct 
catcacctgg 
cctccagcgg 
aggagatctc 
ggtccccatc 
ggcattggca 
cctccagcct 
gtctcactgt 



cttttttttt 
agcgcgatct 
gcctcccaag 
ttagtagaga 
gattcacccg 
ctggccaagg 
agctgggctg 
acccattctc 
tttcctgatg 
tgcaggttgt 
gcccagggcc 
cctcacccag 
aagtcgaagt 
tggcaaggcc 
aatagcctgg 
tatcctccct 
cactgaggtg 
tggcccccct 
ctggcagagg 
gctggcttcc 
ctgaatgcca 
ctacaggaaa 
cccagtacgg 
cctctgccag 
agacgtgtca 
cacagggcag 
aaagtgcacc 
tgataagaga 
acagccagga 
tgcagagaag 
acaggcctgt 
ctgggttttc 
gttgcccagg 



ttttttttga 
tggctcactg 
tagctgggat 
caggatttca 
cctcggtggc 
cccatccaac 
ggaggcagct 
caggtctctc 
cagaccccgc 
cacccctgtg 
aggaagtccc 
gctgcgggct 
ctgatttcat 
atttgcggcc 
cccatcctct 
cctctcacct 
cctctggcag 
attcctgctg 
ctgcgagaag 
catccctgcc 
cctccgtcac 
aggtcccagg 
ccccacccat 
ggtacagagg 
cccctcagag 
atggggggtg 
attcactgtg 
ctgggggtgg 
cagagtcgcc 
aagataggag 
cctttgcccc 
ttcatctcct 
ctggagtgca 



gatggggccg 
caacctctgc 
tacaggcgcc 
ccatgttggc 
ccaaagtgct 
tctgatgttt 
gcaatgaccc 
agtgaggccc 
tccatgctgc 
agagagggac 
tgggcccagg 
ccaggcccca 
tacccccctg 
ccctccgcac 
ccacggcccc 
gccatttccc 
cttcccaggt 
ccccattcaa 
gctggccccg 
cagcccctgc 
ccactcctct 
tcattagtgt 
gccatgcacc 
ctgaagagtc 
cctcctcatc 
tcaaatggga 
acccttaccg 
gcctgacagg 
gcctgctcca 
gcttggggca 
caacacgcac 
tttttttttt 
gtggtgccat 



ctcgctctgt 
ctcccaggct 
caccaccatg 
caggctggtc 
gggattacag 
ataacatgtc 
ggggctttcg 
acctgcggcc 
agtggatcca 
tgttgttatg 
accacccgag 
cccttctgcc 
accccaagct 
ccagtccttc 
acctttgccg 
agtcattcca 
cctccctgac 
tgtcccacag 
tccaggctgc 
tccaggccac 
gctcccagcc 
gtcgtcctca 
ccccttcagc 
ttcaacctta 
tgtacaatgg 
aatcagagag 
taggggattg 
gtaggagtca 
gcccacaggg 
cacagctgcc 
gcagcggggc 
tttttttttt 
cttggctcac 



cacccaggct 
caagcgattc 
cccagctaat 
tcaaactcct 
gcgtgagtga 
ccacggggag 
aagcctgcct 

gggggaagag 

cgtgcacgat 
gcctcttttt 
agggaggtca 
gccaccttca 
ggtctttggc 
cctgcagtga 
tccccatgct 
ttgtctcgcg 
tggttttgga 
cagccccaga 
cactctgccc 
tcagctgcca 
tgcccagagc 
cctgctcacc 
ctcactcgcc 
aggccagaaa 
gggaatcaca 
taaggggctc 
ctcagattcc 
ggggcggtgg 
cagacatcgg 
aagcggaact 
ttctctgtcc 
ttgagatgga 
tgcaacctct 



27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
28500 
28560 
28620 
28680 
28740 
28800 
28860 
28920 
28980 
29040 
29100 
29160 
29220 
29280 
29340 
29400 
29460 
29520 
29580 
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gcctcccagg 


ttcaagcaat 


tcttctgcct 


tagcctccca 


agtagctgga 


attatagcca 


29640 


ccacacctgg 


ctaatttttt 


gtatttttag 


tacagacggg 


gtttcaccat 


gttggccagg 


29700 


ctggtttcaa 


actcctgacc 


tcaggtgatc 


cacccacctc 


ggcctcccaa 


agtgctggga 


29760 


ttacaggtgt 


gagccaccgt 


gcctggcctt 


catctccccg 


atttgggttc 


cagccgctgc 


29820 


tgtagttgct 


gggctgtctt 


ggtctctgta 


tctccttagc 


ctcctctggc 


ttttccgtgc 


29880 


agctcccgca 


ccgctcagcg 


cccccggcct 


tctcccgggg 


ccatcccttc 


tttggcccta 


29940 


gctccttttc 


tctaatgccc 


accttcctct 


ctgcctggct 


gcatgcgggc 


ctagggtttt 


30000 


gccatcctgg 


ggtccctgag 


cacccagctg 


cttccccaca 


gacatgccag 


tccttgtagt 


30060 


gggtgggagg 


ctgtcacttc 


ccctccgtct 


gtgccccgac 


acctgttgct 


gtccacctgt 


30120 


gactcagtgt 


ggtgtctccg 


gacccacaag 


ccggtgcctc 


ctctgctgga 


gctccgcttg 


30180 


atctgttttg 


cgttctcttc 


tgcctccctc 


gggctcactc 


ttggcccctg 


ggcctcagta 


30240 


ggcctccctc 


tctcagccct 


tgtctctctg 


tcattttttg 


tctctgactc 


tctcagtgtc 


30300 


tctttctgtg 


tttctcctct 


ctctccccat 


ctctgtcaca 


acctatccct 


gtcacctcct 


30360 


cccacatcag 


tgtgtaatat 


cccttccatc 


ctcacagctc 


tgtcgcctct 


ccctgaaccc 


30420 


ttcccgcctg 


tgtgcactca 


cccttaggcc 


ctgcaccagg 


tgtagacaga 


ggccccgggg 


30480 


ggaggtgagg 


caggaggggc 


tcagacaggc 


ctgggggacg 


ttccagggat 


agcaagggga 


30540 


ggacagtgag 


ctgagcctct 


gccctgctta 


gcaggagccc 


caggaggcca 


gaggggcagg 


30600 


tgctggcctc 


cagaccctca 


tcccaagggg 


ccacatccca 


gaaggtaacc 


ctggtgacag 


30660 


gcggagggtc 


aggagcctgg 


ctctggatag 


ggctctgtgg 


ctgttcctct 


gtgtgatgtc 


30720 


gctaattccc 


ccaccctccc 


ctctcttcct 


ctgaactggg 


gacaaccaaa 


ggtctcttct 


30780 


tggcctcctt 


ctcactgtgg 


gcactgtgag 


agcggaaagc 


aacctccacc 


cagcaggggc 


30840 


tctggcttac 


ttgccccatt 


atcaaagccc 


ctgcaaccgc 


agtggacggc 


tccagcgacc 


30900 


atgaccaaga 


agccctggct 


gctgtcccaa 


gcctgagcag 


gtagcggcag 


gggtttgccc 


30960 


atggtcccac 


ctggcgtcgg 


tggcagggcc 


caggccagag 


gccggcttca 


ggactctcag 


31020 


cacagggctg 


aagggtgggg 


tcccagctac 


atctttgtcg 


gtttggttca 


gtgctgaacg 


31080 


gtttctgcta 


aaacaggcct 


tccttactca 


cagaaggtgc 


tcaacgggtt 


ttcatcgcgt 


31140 


gaccttgaga 


cgccctttag 


aatctgtggt 


gggtggggcc 


ggcgtgtgag 


ctgagggcca 


31200 


ggatccaggc 


acttgcttct 


ggctgtgtgg 


gaaggttctg 


ccaggttcca 


ggcagcaagt 


31260 


ggagtgaggg 


gtggccagtg 


attgggggag 


gggcaaagct 


aggcttggcc 


aattttgcta 


31320 


agtgcctatc 


t ct gt ct gt c 


ctcacctctc 


ccccagacct 


cctgccagct 


t ctgaaggcc 




aaaggaacaa 


aatcctaggt 


ggtcaggcac 


atcaggaccc 


tggaggtcat 


caggtcccag 


31440 


ctcctttttt 


tttttttttt 


gagaccgagt 


ctcactctgt 


tgcccaggct 


ggagtgcagt 


31500 


ggcatgatct 


cagctcactg 


caacctccgc 


ctcccgggtt 


caagtgattc 


tcgtgtctca 


31560 
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acctcctgag 


tagctgggac 


tgcaggtgtt 


caccaccatg 


cctggctaat 


ttttgtattt 


31620 


ttagtagaga 


tggggtttta 


ccatgttgat 


caggctggtc 


tcgagctcct 


gacctaaggt 


31680 


gatccaccca 


ccttgggatc 


aaagtgctgg 


gattacaggc 


gtgagccact 


gcacctggcc 


31740 


tagctcctaa 


ctttgaagat 


ggggaaaatg 


aggcccagga 


aagagaagag 


aacacccaag 


31800 


atcacacagt 


ggtcaaaccc 


aagctctctc 


tctagccttc 


cagttttcat 


agactgagag 


31860 


caaagtaacc 


atcaggtgtc 


cctttttcca 


tggctgccag 


gtagctcaga 


ggtccatttt 


31920 


caaattgtgt 


gtcttatatt 


gtaagccaat 


ccaaatccct 


tccagaaggc 


aattcgtatt 


31980 


tatttaggtc 


cagtaatgta 


cctgacacca 


tgccatgcct 


ggtcacatat 


gggatctcat 


32040 


ttaacgcaca 


cagcaagcat 


gtgagataga 


tatgaatggc 


tctttcagat 


aaggaaacag 


32100 


gctcagagac 


atcaattaac 


ttgcccaaag 


ttgcacagct 


agtaagtggt 


aaaggcagga 


32160 


ttcaaatcta 


ggaccctctg 


gctctgatac 


ccgtgatctt 


tcctctctgt 


gaataggcac 


32220 


atagaggcca 


gtgctctcgg 


ccccatgccc 


tggtctcatt 


attgtgccca 


ttgcctgcca 


32280 


ttcttcctca 


tcttcattca 


ctctcttgac 


taggagcccc 


tttcgtggct 


gtgaagggga 


32340 


atattggtta 


tttatttatt 


tatttttgag 


acagaatctc 


actctgtcac 


acaggctgga 


32400 


gtgcagtggc 


atgatctcag 


ttctttgcaa 


cctctgcctc 


ccgggttcaa 


gcaattctct 


32460 


gcctcagcct 


cctgagtagc 


tgggattaca 


agcccacgcc 


accacgcccg 


gctaattttt 


32520 


gtattttcag 


tagagaaagg 


gtttcgccat 


gttggccagg 


ctggtcttga 


actcctgacc 


32580 


ttgtgattca 


cacacctcgg 


cctcccaaag 


tgctgggatt 


ataggcatga 


gccaccgtgc 


32640 


ctggccagga 


tattggattt 


aaagctcctt 


cgctttccaa 


ttcctgggac 


ccaggtctac 


32700 


atcgtccttg 


taggaagatt 


caaaggctga 


agggtgcatt 


tctacagcct 


gccagacaga 


32760 


gcccagaatt 


ctgttagctt 


ttgaaccttg 


tactcagctt 


atgcaaacag 


gcacaagaag 


32820 


aaaaaatagt 


gaacaaagat 


gttcatcact 


gcgttgctcc 


aggtctcagt 


ttctctatct 


32880 


gtaaatgagg 


ggttgccttg 


atgatccata 


atggtgtata 


atttttgatc 


ttctataatt 


32940 


tgatgaacat 


tctatagtca 


ttaaaaattg 


aaggccgggc 


gcagtggctc 


acatctgtaa 


33000 


tcccagcact 


ttgggaggct 


gagggcggat 


cacaaggtca 


ggagttccag 


actggcctcg 


33060 


ccaacataac 


cccgtctcta 


ctaaaaatac 


aaaaaattat 


ccaggcatgg 


tggtgcacac 


33120 


ctgtaatccc 


aactactcgg 


gaggctgagg 


caggagaatc 


tatttttttt 


tttttttttt 


33180 


ttttgagatg 


gtgtttcact 


cttgttgccc 


aggctggagt 


acaatggcat 


gatctcggct 


33240 


cacttcaacc 


tctgcccccc 


cgggttcaag 


cgattctcct 


gcctcagcct 


cccaagtagc 


33300 


ugggat taca 


ggcatgugcc 


accatgcctg 


gctaattttg 


4- 4- 4- 4- 4- 4- — • rr+- 

tatttttagt 


agagacaggg 


3 3 3 60 


tttctccatg 


ttggtcaggc 


tggtctcgaa 


ctcccaacct 


caggtgatct 


gcccaccttg 


33420 


gcctcccaaa 


gtgctgggat 


tacaggtgtg 


agccaccacg 


cctggccagg 


agaatctctt 


33480 


gaacccagaa 


ggcagaggtt 


gtggtgagcc 


gagattgcgc 


cattgcactc 


cagcctgggc 


33540 
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aacacagcga 
tcaataccca 
agcagtcatc 
aaatagctga 
cataaggaag 
attaggcctg 
ttttttgctc 
cttcctcctt 
ttcttccaca 
caagaggctg 
ccctggctct 
cttcagcctg 
agacgcagca 
ggatcagagg 
gggagaggga 
ccaggcctgg 
gtgcccacac 
cctcttctgt 
cccaaaagag 
ggaccttgga 
cccacatgta 
gacatcccct 
atcctcttca 
ggagtgggga 
ctcatgagcc 

aggggtcctt 

ccacaggctc 
gagggcacag 
ggatggagtg 
cagccccctg 
cttgtcctgg 
tgttatgcaa 
ctctgtctcc 



gactccatct 
gaaaagtcaa 
tgatcgcagc 
gtcggatgcc 
ataaatcttc 
aaccgtggaa 
ccattagatc 
ccttgtcttc 
tgcatgatac 
tgaccgaagt 
gcagggaagc 
cccgttggca 
actcccccca 
agcggcacga 
aggtgagtca 
gagcctccct 
tggcactgcc 
gtgaccctgc 
caactaccac 
acgccccatg 
ccccttcccc 
aagacgtgct 
gttactgctc 
gacctggcga 
tccagggtca 
ccagaatgtg 
ttcggtgggg 
aggaggaaag 
aaggagaagc 
gttctctggg 
cttcctcttg 
atgagagaca 
aggaaagagg 



caaaaaaaaa 
tacctggaaa 
catgggctct 
tcctaagttc 
cagaagctgg 
ttccaggcag 
cgccctcttc 
ctccctttct 
cctcttcatt 
ggggaagaga 
tggtgtggca 
caattccaag 
ccccgctccg 
ggagggaggc 
gccccgagca 
gcagctgcgg 
ctttggcact 
cacaggtcac 
aagcatatga 
ttgctctgga 
accctgcatc 
ctaggtggag 
gtagcccagg 
gacccaccca 
ggattgagac 
ggcagatgcg 
gtgggggcca 
gaagcagccc 
aggctcccgg 
cctctattta 
gagtttcgta 
ttatgagtta 
cctcaagttt 



aaaaaaaaaa 
aaactgcaat 
aacaaagaca 
ttttctattc 
tgggaaggaa 
gcaggcaggt 
ccccctccct 
tcctcttcct 
ctctccatcc 
gggcagggca 
tgaggagggc 
ctccgtgaca 
tcagcgccgc 
aggtgggagg 
gagctgagcc 
gctttcggca 
ccagaagtcc 
cttgcatgtg 
gcaagctgca 
tggtggatga 
cgggcctctc 
gcttctgagt 
aagccgtggc 
gggcctgcag 
cctggggtac 
ccactgaatt 
aaggccacag 
ctccccctca 
gcctctgact 
tttcctcatc 
agagttcaat 
tctattggga 
ccttctgcag 



ttgaaaagat 
gagaaaagct 

ggggtgaacg 

ttctgtgagc 
gccatggtga 
gtggccagat 
gtcttcctcc 
ccctccctgt 
tgcccaccac 
gggcagaggg 
ttggcagcac 
tctaaggttc 
aggagccgga 
gctgtgaaag 
agcaggagtt 
ccgcgtggcc 
tggctttggg 
accagagaga 
agctggtgaa 
tgggccctct 
gcacatctta 
ctgggagcac 
atcctgggga 
ggctggatag 
tcacctgaca 
tccttcttgc 
gtgcactctg 
ttgagccccc 
gtcctcactt 
agtaaaagga 
gaacccaagg 
ggcttggatc 
cagcgcagca 



gtagaatcca 
agacgcagga 
caatgaggtg 
tatttgagtt 
atctacaagg 
gagggcgggg 
ctttcttcct 
cttcctcctt 
tcctgctccc 
ggtctcctta 
tttaaggccc 
ttacaccccc 
gtggagtgag 
gggaacaggt 
tgcagcgcag 
ccctccccca 
ctttcacttg 
ccaggcctct 
gggcctgggg 

tgggggtaac 

gaggagggta 
ctgagcctga 
tgtggtggga 
agggacatct 
gaaggggacc 
tgagcggccc 
ggaaatctgg 
acctgggaga 
tgtttccagc 
ggccataatc 
acgtgaaagg 
ctgagcttgg 
tacggggtgc 



33600 
33660 
33720 
33780 
33840 
33900 
33960 
34020 
34080 
34140 
34200 
34260 
34320 
34380 
34440 
34500 
34560 
34620 
34680 
34740 
34800 
34860 
34920 
34980 
35040 
35100 
35160 
35220 
35280 
35340 
35400 
35460 
35520 
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acagtgatcc 


acccaaacgg 


cagctatgct 


gccggggctg 


gtgagacgtg 


gtcattcaca 


35580 


aggcagctcg 


ctgtgctgca 


cagcaggtaa 


gcttgcctgc 


tggttccctg 


tttctagagg 


35640 


cagctggcac 


ctttgtgtgg 


aagatccctg 


ggacccagaa 


gggtgccttc 


tgcttccttt 


35700 


cagcctgggg 


cacacagtca 


gcctgtagag 


tagaagtcgg 


gtgggaggaa 


ccctcaaact 


35760 


ccaaggctct 


gggatagatg 


accaactatg 


gccacagctc 


cctcctgctc 


ggcatgtcct 


35820 


tggcaatgtg 


actttgcctc 


tttcccaaaa 


ggtggaaact 


aatttcccac 


cctttgaatc 


35880 


tgggctggcc 


tcgtgacctg 


gactctggcc 


gatagactgc 


agtggaaatg 


atgttatcca 


35940 


agttcaaggg 


gctaggcctc 


cggagacctt 


gcagcttcta 


cctttgccct 


cgtaggttgc 


36000 


tgcccggagt 


cgccatgaag 


gaatgtgatg 


cagcctattg 


gaggagaacc 


aaaccccacc 


36060 


accaccccag 


aaagccatac 


cagctgccga 


catgtacatg 


ggctcatcgg 


gggttttcca 


36120 


ggcccactga 


tgttccagct 


gagcacagct 


gccgggtaag 


cccaggagaa 


atcagctagg 


36180 


aaccccagcc 


cacccacagg 


accctaagag 


aggatgcgtc 


attggtctct 


gttttgtgct 


36240 


ggctggttat 


agagcatagg 


ctaaccgaag 


gcagagaagg 


gaagggactt 


acccgaggtc 


36300 


ccacagagag 


cagagaccaa 


gcctgtcttg 


gttaagtctg 


tgaccaggtt 


tcctggcccc 


36360 


tgtgcccttc 


ccatcagtgt 


cctgccgcca 


gctctaccag 


cggtgtgtgg 


atctgcatgt 


36420 


atgtagggag 


gtgcggatcg 


ggtgggccct 


tcccacttcc 


acctgagtta 


ggaagggttg 


36480 


gctgacgtcc 


acacagggct 


gtcctgccca 


tcattgcagg 


cgggagggat 


ggttaatccc 


36540 


attctgcaga 


ggatgaaact 


gaggccaaga 


gctgacagtc 


acacagctac 


taggtaacaa 


36600 


agctctgaca 


tcaaagcttt 


tggttctttg 


atgccaactc 


cagatccttc 


tattgactcg 


36660 


ccggaaggag 


aatggcaggt 


ggtaaagttc 


cctccaaggg 


tcagtcactc 


agaaagggcc 


36720 


acatacacag 


gcacacacat 


aacacacagg 


cacacacatg 


acacacaggc 


acacacacga 


36780 


cacacacagg 


cacaattaca 


tgtgtgcttg 


ctcactctct 


ttctctcctt 


ctcacccctc 


36840 


catcttcaac 


cagcctaccc 


ctaatggacc 


atgtacttta 


ttaaaaatat 


atagttacgg 


36900 


ctgggtgcgg 


tgactcacac 


ttgtaatccc 


agcactttgg 


gaggccaagg 


tgggtggatc 


36960 


acctgaggtc 


aggagttcga 


gaccagcctg 


gccaacatgg 


tgaaacccca 


tctttactaa 


37020 


aaatacaaaa 


cttagctgag 


tatggtggct 


catgcctgta 


atctcagcta 


ctcaggaggc 


37080 


tgaggcagga 


gaatcgctcg 


aacctgggaa 


gcggaggttg 


cagtgagccg 


agattgctcc 


37140 


attgcactcc 


agcatgggca 


acaagagcaa 


aactccgtct 


caagaaaaaa 


aaataataat 


37200 


aaaaaataaa 


aaaaaaatat 


atatatatat 


atatatatat 


ggttacaaac 


tctgttgtca 


37260 


2 4~ 4** /T /T *T /"^ 4" /T 


ggcccggggc 


tggagggact 


gcagggaggg 


agggat ggt c 


cctcatccca 


O 1 "3 O A 


cccctcagag 


tccctcctct 


gcacccaaac 


ccaacaccat 


ccaagggcca 


aggtggctgg 


37380 


cgttgagggc 


ctcaaggggc 


cagccagctg 


ggcaggggaa 


ggcgctaggc 


ttgatgggct 


37440 


gggtggggag 


gggtgcacag 


agagggactg 


catctccctg 


tccagcaggt 


aaaaacggca 


37500 
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gaaagtgaat 
gagcaacagg 
gcccaccctg 
ctgagagcaa 
acctagagcc 
ccaggcctgg 
cctccagaag 
ggcatcccac 
gatggcagac 
caggtccagg 
cgcctccagg 
ctcttcctcc 
cggtggggcg 
cgtgccggcc 
ctcctcgaag 
gctgcgggcc 
ctcaaagtcc 
gatctcgtgg 
gcccacgttg 
cttgatgagc 
gcgccacatg 
caacgtctgc 
ggagtcgatg 
ctcctctgtc 
gaaggcaccc 
tccgccacca 
accgtggaag 
ggccgcggag 
gtccgccatg 
gttcttcttg 
gctgtgtccg 
aggagaagcc 
tcagccccaa 



ttggtgtctc 
ccacagtcat 
aaaccccgag 
agagggcacg 
accagaagta 
gtgctggagt 
gtccacggag 
ccccggcaga 
tccctgcggt 
tggctgccga 
cccaggcctg 
tggctcataa 
ggcagcacgg 
acctcgtagg 
accacaggct 
tgggtggtca 
tccgactcca 
acaatgatga 
aggtcccgct 
tgggcccgca 
aggcagagct 
gcccgcttct 
acgcagccca 
acgcaccgga 
aggaagccgt 
cccgccgccg 
aaggcgatac 
aagatcatga 
tagcgctgcg 
acgaagcggt 
tgcatgtcct 
ggacaggtga 
gactctcaga 



catctgtctc 
gcaaaagaaa 
atgtcccccg 
tccttgaaga 
ggcgctggcg 
caggaggaag 
ccagggttgg 
ggctcttgtg 
aggagatgtt 
actccagcat 
cggccaccgc 
gggccagctc 
tgatcttact 
tcttgtgaaa 
caaagcggtg 
tggccgtggc 
gctcctcctt 
tgggcgacac 
ggtccagggg 
cgtgggcctc 
tgccgtcgcg 
tgggccgcgc 
cgatggactg 
acccatagcc 
tcacgtgcat 
ggccccccgc 
accagaagag 
gcatgtagcg 
acttgttgct 
tgcggcgctt 
gaagccggcg 
gatgctgggg 
agcaggtgag 



catttataga 
cgcacccccc 
cccagcagtc 
gtcagtgggg 
gaactcaggc 
gggtccccca 
ctctgtcctg 
ggcagtggtg 
gtccagcggg 
ccggatgatg 
ggccgccgca 
gttctcgtag 
ctcctgcagc 
acgtgagtag 
gccccacagg 
ctccaccatg 
gcccatgcca 
caggaagatg 
caggtactcg 
cacaatgtgg 
caccgaaatg 
catcttggcc 
gaccaccaca 
gatggtcgtc 
gatgcagggc 
cgcaggcacc 
gaggccgaaa 
ccagcgcgtg 
caggttggcg 
ccgccggggc 
tggtcacctg 
agcgaggggc 
cctggaccag 



tatttacaaa 
cctccccaaa 
cagccacctt 
gaagggtggt 
tgatcggggc 
gtctttgaaa 
agtgtgggag 
agggccgggc 
agggaagcct 
cccgcctcct 
gctgcctcct 
cagaaggcac 
tcccgggccg 
tccaccttgt 
atctcgctgg 
ccctccagga 
taaagcgggc 
cggt ccaggc 
ccct cctggg 
ctcttgcgca 
accgcgtggt 
atgatggtgc 
gcgatgactg 
tgcgtctcca 
ttgggggcca 
cctgggctgg 
aagagccagg 
tccacgcagg 
aagtacacgt 
acgtgggcct 
ggaagacgca 
tccctcgggg 
gacctaagac 



agaaagtcat 
ctaaccccct 
ccccaaggtt 
ggatccgggg 
cgagctcttc 
cccccacctt 

ggggtgtcct 

ctggaggtca 
gcatgcgctc 
ccttggaacc 
cctccatctc 
tgggaggggg 
agcagcaggg 
agtggctctt 
ccaggtagga 
tgaccacgat 
tgtcctcgtc 
cgatgtcata 
tcatgtaggg 
ggttgcccac 
ggctgaacag 
caatcatgaa 
ccagcgggca 
ccgagaacag 
ccggggctgc 
cctccaggtc 
agacaaggaa 
tggtgaagat 
tgcattggcc 
ggccgttgcg 
gggcctgcgg 
ccactcagac 
ttcctctgcc 



37560 
37620 
37680 
37740 
37800 
37860 
37920 
37980 
38040 
38100 
38160 
38220 
38280 
38340 
38400 
38460 
38520 
38580 
38640 
38700 
38760 
38820 
38880 
38940 
39000 
39060 
39120 
39180 
39240 
39300 
39360 
39420 
39480 
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ccggcaggcg 
ccagtccggc 
ccaggtccta 
ggaagcttcc 
atagggagcc 
gggcttctcg 
acatttaatt 
tcaagtgatc 
agagttctat 
attttaggag 
acagagtgag 
cctctggtac 
aggctgcagt 
catgtcaaaa 
ccacctgggt 
agcccaaatt 
tgtgacagtc 
tattcccatg 
gtggatacaa 
ggaggggagg 
taacatgggc 
aaagccatca 
ttgcctgtca 
gggatgcgcc 
ccccagggaa 
tgggttccca 
tctattcttc 
caggacaact 
agcctcagag 
cctgccccca 
ccctggttct 
gtgtgacttg 
gctgactggg 



gagggtggca 
ccagcttaga 
gtccctgccc 
tgatgcccat 
acggaggcgc 
ggggctggac 
aaaacgaaat 
aggagccaca 
cactgagaaa 
gccgagatgc 
accccatctc 
cagctactca 
gagctgtgat 
aaaaaaaaaa 
ctgagctcct 
cctgcccagt 
agggtggagg 
tcccaggtgg 
acttgcgtgg 
acacacctcg 
accaaaactc 
ccctcctgcc 
agcatcccca 
tcgggcccgt 
gacatgctgc 
ataacatttt 
ttcctgatct 
cggttgccgc 
cctgcctctt 
cctcctcccc 
caaagagctc 
ggcgagctgt 
tgcggtggct 



gcagaggtgg 
gactggggtc 
ctcaacactg 
cttggttcct 
taagcccgct 
atcctcctgt 
aaaatattaa 
tgtggtcaac 
tttctggctg 
aaagattgtt 
tacaaaaaat 
ggaggctaag 
catgccactg 
aaaaaaaaag 
ttcttaaact 
gcccacactt 
aagggggagc 
ctcagagatg 
caccaacatg 
ggcaattcag 
cctacctcat 
ttccttccca 
gctgttgcag 
agaggacaga 
tgccccaggc 
ggcccagaat 
aattgtgcat 
agcaaccggt 
cccaagagaa 
cgcggtcacc 
cctggctcct 
tgactactct 
cacgcctgta 



ctctgatgac 
catagaccag 
cccctccggc 
ccctgtccct 
tccctccctg 
gcactagcca 
ctgcagctcc 
ggccaccaca 
ggcacagggg 
tgtgccagga 
aagaaaatta 
gcaggaggat 
aactccaacc 
aaagaaaaag 
cttctctccc 
gttaggagca 
ccccagctct 
gaaagccacc 
aatgagttga 
ttcacctctc 
gggacctacg 
cacttcccag 
cagaagaggc 
ccttctctcc 
cccagcagct 
tacataaggc 
ctgtggcaat 
acgcgccaac 
actccctctc 
caccctgact 
acagtcctgg 
gaacctcagt 
atcccagcac 



agggtctgag 
gaagctaaag 
cctcctatgc 
ctgtcctgct 
gattccatct 
ctggccacgt 
ttccttgcat 
ctggacagag 
ctcatgcctg 
gtttgagacc 
gccaggcatg 
ctattgagcc 
tgggtcacag 
ttctactggg 
agtgttgctt 
gtggtgaggg 
gactcctctg 
tgccagccac 
tggcggggag 
agagcctcca 
gggacagcag 
gagctggtga 
ccctcacccc 
acccctctct 
ggcagggcca 
tggaagtttc 
gtttatacac 
gctataattt 
cgggcccagg 
ccgagttctt 
gttgaagtcc 
ttcctcatct 
tttgggaggc 



ccagtgccac 
ccacaaggat 
tcactgttct 
tgccctgagc 
ctgcactttt 
gtggctcttt 
gagccacatt 
aagacacagg 
tgatctcagc 
agcctgggca 
gtggtgcatg 
cagggggtca 
agcaagaccc 
acccgcagcc 
tgagtccttg 
gagaatccaa 
tagacatcgc 
aaagctggca 
acagggagtg 
tgtcttcatg 
gtgctggggt 
caggcaggat 
actgggtggc 
gccattgcgt 
ggactgggcc 
tattttctgt 
ttccccggtt 
agagatcaac 
gagagtgagc 
ctccctattc 
tagatccact 
tgaaaatggg 
cgaggcgggt 



39540 
39600 
39660 
39720 
39780 
39840 
39900 
39960 
40020 
40080 
40140 
40200 
40260 
40320 
40380 
40440 
40500 
40560 
40620 
40680 
40740 
40800 
40860 
40920 
40980 
41040 
41100 
41160 
41220 
41280 
41340 
41400 
41460 
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ggatcacctg 


aggttgggag 


tttgagacca 


gcctgaccaa 


catgaagaaa 


ccccgtctct 


41520 


actgaaaata 


caaaaattag 


gccgggcatg 


gtggcgtgtg 


cctgtaatcc 


cagctactgg 


41580 


ggggctgagg 


caggaggatc 


gcttgaacct 


gggaggcaga 


ggttgcagtg 


agccgagatc 


41640 


gtgccactgc 


actccagcct 


gggcaacaaa 


gtgagacttc 


gtctcgaaaa 


aaaaagaaaa 


41700 


tgagaaaatt 


gggccaatga 


gatatcatgc 


tggagacccg 


acaggtcatg 


caggcacggc 


41760 


ctctaacgta 


atgctggccc 


ttcagagctg 


ggaggcccag 


accctctttg 


ccccctcccg 


41820 


cagcatccca 


gcagccaggg 


ctccaggaga 


aaggcttggg 


gttctggggc 


caggcacacc 


41880 


ttctgctctg 


taaatagagt 


tttcagggag 


gcctttcttt 


gctaaatgta 


ttccccctgt 


41940 


tctgtcccac 


tgcctgaaat 


ggctccaggg 


gcaccgcgga 


ctgtcaggac 


aggaggagca 


42000 


tagggtcacc 


gagttcagga 


ccctcatttt 


atatcggaga 


ccaaggacat 


ccagagatag 


42060 


gaaggacttg 


ctaagagtcc 


cagagtggag 


ccaggtgggc 


cagccctgaa 


caaggcctca 


42120 


cccccacccc 


agagctcctc 


atccacttcc 


tccctgcagg 


gggctggagt 


gggttttggg 


42180 


gcaagggaag 


agaagaaacc 


agccagtcca 


aactggacca 


ccatccacag 


gtgtgcagga 


42240 


tagaggcaga 


ggggacaggg 


tgtggcggcc 


caggccttca 


acgggtgagg 


tcactgagct 


42300 


ccagagaagg 


tggggggccc 


tgcccaaggc 


caaacacaag 


cccagggttc 


caggggatcc 


42360 


ctggttctct 


gcccggtggg 


attgcctcct 


gacatggcga 


gttcacctgg 


tgctgcagac 


42420 


gagatctctt 


cctggacttc 


cccacctctg 


gaggggcctt 


gggggtaagg 


gagccgatcc 


42480 


cctgatggct 


acagagattg 


ggcatcccct 


cgccagcagt 


gcccactcct 


ccccattatc 


42540 


gagtgcccag 


ggtcaattct 


gagcttccac 


aatcctcagc 


cccagcggca 


acactcactc 


42600 


cccaggccca 


ccagcccact 


ggcctccaca 


gtgcagcccg 


atggggacat 


ggtttacccc 


42660 


tcaccccggt 


gcctccccga 


cagcccacag 


caggtgtcct 


gagcccttgc 


tatgtgctgg 


42720 


gccctgtctt 


gggttcccag 


tgcccccagc 


acatcctgga 


gcttagcagg 


aaagctgctt 


42780 


ccctggcact 


tctcagacct 


ccacccttcc 


ccatggagca 


gcctctgtga 


catcccatcc 


42840 


ccctgaaaac 


ccttggtctg 


cagtgacttg 


ctcaaataag 


agcacgctgc 


tgccaccaca 


42900 


gaccatttta 


gcaggagaga 


gaggttcagc 


tgctaattcg 


aggctgaccc 


gtgcaaggcc 


42960 


tggccaaaaa 


gtgaagggta 


tgagcttggc 


attgtgttct 


catgtgacaa 


ccaccaggag 


43020 


atggccagat 


tttctcttcc 


ttgtcacatg 


gggcttccca 


gggaaggctg 


acgatggcag 


43080 


gagagggtca 


aaaggccttg 


acaattcagt 


accatcctcc 


tctgactaga 


gatgtttttt 


43140 


tttttttaaa 


gggccctgct 


gggctaggtg 


actcacgcct 


gtaatcccaa 


cacttttgga 


43200 


ygccgaagcg 


ggcggatcac 


aaggtcagga 


gttcaagacc 


agcctggcca 


acttggtgaa 
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agcctgtctc 


tactaaaaat 


tcaaaaaaat 


tagctgggca 


tggtggcggg 


cgcctgtaat 


43320 


cccagctact 


agggaggctg 


aggcagaagg 


attgcttgaa 


cctgggaggc 


agaggttgca 


43380 


gtgagccaag 


attgagtgac 


cgcactctag 


actgggtgac 


acagagagac 


tccatctcaa 


43440 
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aataaataaa 


taaataaata 


aataaataaa 


ataaaataaa 


ataaaataaa 


aaagacccct 


43500 


ggttgtttag 


gtgtctgctt 


tatccctatg 


attaaaccac 


ttttgtggat 


gcagggatgc 


43560 


agggcctaat 


ttgcttgcat 


ggaatgtgca 


ctagaagaat 


gcagtttgag 


gcttgttttc 


43620 


tgcgatggag 


gccctgggag 


gtggagaggc 


cctctgtcac 


agccctggta 


tgtgaccttg 


43680 


aacaagttct 


tcctctccct 


ggcatcaggt 


cctcctccaa 


ttaagggact 


actcatcctc 


43740 


cccaactttt 


ttgaaggtca 


cagagcttga 


catagaacca 


gagggattgg 


tgaaatgggg 


43800 


cctgaggttt 


ccaaaacccc 


cagtgcaggc 


cactagccca 


tggcaaaatg 


agcctaagaa 


43860 


ggatcaatgg 


gccgggcgcg 


gtggctcacg 


cctgtaaccc 


cagaactttg 


ggaggcagag 


43920 


gcaggcggat 


ctcttgaggc 


caggagttca 


agaccagcct 


gagcaacatg 


gcaaaacccc 


43980 


atctctacaa 


aaaatacaaa 


aaaattagcc 


gggcatgatg 


gtgcacgcct 


gtaatcccag 


44040 


cttctcggga 


ggctgaggca 


tgagaatcgc 


ttgaacccag 


caggcagagg 


ttgcagtcag 


44100 


ccgagatcac 


accactgcac 


tccagcctgg 


gcaacagagc 


aagactccat 


ctcaaaaaaa 


44160 


agatcaatgg 


tactgctgtc 


ctttatatcc 


tgggactctt 


tcagtggcaa 


acattttttt 


44220 


agaaagtgat 


ggacatagga 


gatgctgact 


gctttttaaa 


tgttaatgtc 


ttttcttggc 


44280 


aaaatgaaga 


agtgacaatg 


ctacaccagt 


taccagactt 


ttcttttaat 


ttttaaaaat 


44340 


ttattattgg 


ccgggtgcgg 


tggctcacgc 


ctgtaatccc 


agcactttgg 


gaggccaagg 


44400 


cgggcggatg 


acctgaggtc 


aggagtttga 


gaccagcctg 


accaacatgg 


agaaaactgt 


44460 


ttctactaaa 


aatacaaaac 


tagccaggtg 


tggtggtgtg 


tgcctgtaac 


cccagctact 


44520 


cgggaggctg 


aggcaggaga 


atcacttgaa 


cctgggaggc 


ggaggttgca 


gtgagccgag 


44580 


atcgtgtcat 


tgcactccag 


cctgggcaac 


aagagtgaaa 


ctccgtctca 


aaaaataaat 


44640 


aaataaaaat 


aaacacaaaa 


attgattatt 


actatttttt 


atagagatgg 


ggtcttacta 


44700 


tgtttcctag 


gctggtctca 


aactcctggt 


ctcaagctat 


cctcctgcct 


cggtctccca 


44760 


aaatgctggg 


atcacaggca 


cgagccactg 


catccggctt 


tctcttaatt 


ttactgtgct 


44820 


gtaaacatcc 


aaaatctgca 


agtctttagt 


ccagacttca 


ttagccagct 


ggggaaaccg 


44880 


aggccaagaa 


cagggcatgg 


caccgtgtcc 


gaggtggcac 


agtaagtcaa 


cagctgtgga 


44940 


aggaagctca 


ggcctcacca 


ctgacaccag 


ccatcctgcc 


ccatcctgag 


gaattaggga 


45000 


ggggctggag 


actctgcctc 


ctgggggtcc 


agaggaggca 


ggaagaccac 


cccaaccctg 


45060 


tcaactttta 


ggttttcccg 


acaattttag 


gacactaact 


tatctgtcct 


tgcccacaac 


45120 


tccctttgca 


aaagaaaagc 


tgatcagctt 


gcagcagcct 


cggcaggtcc 


cagctacctg 


45180 
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ccactgcagg 


ggcacctccg 


ccaggccctg 


ccagagccag 


gcagcagctc 


cagccctgcc 


45300 


tgaaactctg 


ctcctttaga 


caggagcagg 


aagctcacgc 


ctagagagca 


gtggccagtg 


45360 


ccagcctgcc 


aggttgtcat 


gcatctcatg 


tcatcccacc 


accagacttc 


gaggtgacta 


45420 
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ttattgggtg 


agacaaccag 


ggaggtgatg 


tgactggcct 


gaggtcacag 


agctcagcct 


45480 


tggggatccg 


aggaaccagt 


catcctctct 


ctccagcccc 


tctcagggaa 


tttctgccaa 


45540 


ctccatgcca 


ggcgctgcct 


cctctctctc 


attgaagcat 


cactgtatcc 


tttgtgtatt 


45600 


taacaagtat 


gtattaagca 


cctaccacag 


taacaagaag 


ggttgttatt 


tctcctcccc 


45660 


agctgaagaa 


ttgcaggcta 


cagagatgcc 


ggggggttga 


ggggtgatgc 


tgagcttgag 


45720 


ctggaaatct 


aacttgagtc 


tgactagctc 


caggtccttg 


gctcaccctg 


gtccccagcc 


45780 


tctggcttcg 


ggaccccttc 


tcctgccaca 


tcaccctgct 


caacctggga 


cccccaggct 


45840 


ctccccatcc 


ctccagacct 


accctgagcc 


cctgaggctc 


tctgaccctg 


ctactctgag 


45900 


ccctcaggcc 


tcactgtcta 


tctgcagcac 


atggcctctg 


ttcaatatga 


gaaaatgtgc 


45960 


tggttaaacc 


catatgtttt 


gggtggcaag 


acctggctct 


cagtctcagc 


tctgtcacct 


46020 


cccagcatat 


cctctttgaa 


cctcagtttt 


ctcatctgca 


aactggagat 


gacgatactg 


46080 


gtaccttcct 


caccaggccg 


ctgctgaatg 


aacatgacaa 


ccaccatgcg 


ttattacatt 


46140 


gcaggtaaag 


tgcaaaaact 


gatgttgata 


atggtgatga 


caaagatgca 


gaagctgatg 


46200 


accaagaatg 


ctggactggg 


agctggggaa 


ccccttccac 


tcctgactcc 


accactaaca 


46260 


tgctctggtc 


agaagttcct 


tccctctgtc 


tgcaagatgg 


ggagaccatc 


atggctccct 


46320 


ggcaggagag 


gtgggaaaat 


gtacaaaacg 


aggcacccag 


acagagcttg 


gagtcaggtg 


46380 


acagatgggg 


ggcgctcctg 


agtctcctta 


gccccagcca 


tccctgagcc 


ctcctgggcc 


46440 


tagatgggga 


ggctgactct 


ccagcaaatg 


tcctaccaga 


gggagccagc 


acagggcagt 


46500 


ggaggtcagg 


ggacgcagcc 


cagggcatag 


ctcagcgcac 


ccaggatggg 


ttctgaaggg 


46560 


tagaggattt 


tcctggaaga 


aatagacaga 


atttgccggg 


cacggtggct 


cacacctgta 


46620 


atcttagcac 


tttgggaggc 


cgaggcaggt 


ggatcacctg 


atgtcaggag 


ttcgagacca 


46680 


gcctggccaa 


catggtgaaa 


ccctgtctct 


actgaaaata 


caaaaattag 


ccaggcgtgg 


46740 


tggcaagtgc 


ctgtaatcct 


agctacctgg 


gaggccgagg 


aaggagaatc 


gcttgaaccc 


46800 


aggaggcagg 


ggctgcagtg 


agccaagatc 


gtgccactgc 


actccagtct 


gggcaacaga 


46860 


gcgagactct 


gtctcgggaa 


aaaaaaaaaa 


aaagaaatag 


acagaattaa 


caccactgtc 


46920 


ccatttccca 


gcccttgtgg 


agcacagagt 


ctgtccccac 


tccagctgag 


gccctcaggt 


46980 


ctggtttgat 


tggaggggct 


ttccactcca 


acaagtggaa 


ctttgcaggg 


aggaagagaa 


47040 


ctcaagaccc 


caggcccacg 


gctctttgag 


ctgtacccct 


caaagagtaa 


ggggagccaa 


47100 


agacagactg 


agccacaggg 


gaaactgtgg 


cagggtcccc 


acctgccact 


gccctctgca 


47160 




Lcccctgtcc 


cugggaggcc 


tgactccctc 


ct ct t cat ga 


gt ct caggaa 
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ccccccgcct 


ggtgcagcag 


cttcagctct 


ggagcctcta 


aacaactttg 


tgcccatgtg 


47280 


accttatgcg 


aggaacttaa 


cctctctagt 


ccctgcatgc 


cccatcttta 


ggagaagcta 


47340 


ataatagagc 


agacttccta 


ggactgtaat 


gaggacaaat 


gggatcatgc 


acaccacgtg 


47400 
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cccagcccag 
cttgatttcc 
cagggccctg 
agcctcggtg 
agcaggtcac 
cctacctgca 
agaaagctgt 
cctccctcac 
agcacgcatt 
gaggaaatta 
ttgcccaagg 
atcaaagcac 
tgcttccacc 
tggggatgga 
aggtccagcc 
ggtgaaccgg 
gcgaatgtgg 
tttggtgagg 
acccacaggt 
ttcccaccct 
tccctgaagc 
tcaacacccc 
tgggccagac 
ggatggtagg 
gaaaagtaca 
ggcctctgtg 
aactgtatat 
catgcctgta 
ttccagacca 
gccaggcatg 
cacctgaggt 
aaaatacaaa 
ctgaggcagg 



agtaagtgat 
tcccctcaat 
cccagtttgt 
ctgttccaca 
tggattctct 
gggcctgatg 
ccccctcccc 
caggcagccc 
tactcagtac 
tcattacccc 
tcacacagtt 
gctaacaagg 
tggtacacat 
gaaactggat 
aaacgctgga 
ctcattcctc 
ggcgggggag 
gccaaatcac 
gtgccctttg 
ccacaaatac 
ttctcttttc 
actgcctggc 
acaggccttg 
catttgccat 
acatggggtg 
agaaaatggc 
ctttgtggaa 
atcctagcac 
gcctggccaa 
gtggctcacg 
caggagtttg 
aattagccag 
agaattgctt 



cgataaggtg 
ttcagatgca 
cttcattcac 
cagagctggg 
gagcctcggt 
tggattgtcc 
accttcttct 
tctgacatcg 
tttaccctga 
tgttttagaa 
tgtaagtggt 
catgctactg 
ccagtcctac 
cacagggcaa 
gaccaagctt 
ctactctgca 
caggctgaca 
aggcgctggg 
ctgaattgct 
ctgtgcccat 
cagaacaacc 
tggggcttcc 
gactcggcca 
cacaggcggc 
agtcagaggg 
agagccaaga 
gtggggtgta 
tttgggaggc 
catggtgaaa 
cctgtattcc 
agaccagccc 
gtgtggtggc 
gaacctggga 



cattttactc 
gcatcccaga 
tgcactaggg 
ctggaaccaa 
atctccaatg 
caaaagcgca 
ggaccacgaa 
caaaaattca 
tcgattccta 
gaaaaccaag 
aaagccagga 
tcctgcctcg 
tacgtgccag 
gttggagcca 
tgggctccac 
ccccaccggg 
agcaagctcc 
ggctggagga 
gacgccagtc 
cttccccaca 
gcagctccct 
actcagttac 
gcttatgcaa 
cggatgtgtg 
cgggcctctg 
cttgggtagt 
gaatactcca 
cgaagtgggc 
ccctgtctct 
cagcactttg 
agccaacttg 
aggcgcctgt 

ggggggaggt 



aaggctgaac 
gcctgcctgg 
agctggtggg 
gccgagtccc 
gtgaaaggag 
tgccacatgg 
atcctgtggt 
ggctgagcat 
tcattctcac 
gcacagagag 
tgtgggcctg 
aagaaatact 
gttctgtgaa 
ggacccaggt 
aggggcttgg 
ccctcccaac 
ccaaaatgtc 
cccagaggcc 
ctctgccctc 
gggctgtgaa 
cagtggcggc 
tatggactgc 
gagctggaga 
tggcgttaag 
gtttgatggg 
aagtgggagt 
ggaggtcggg 
agataacttg 
actaaaacta 
ggaggtcgag 
gtgaaaccct 
agtcccagct 
tgcagtgagc 



attgctccct 
gccccatcca 
caagaagagc 
acttggctct 
catcgcagtg 
tgggggctca 
acacctagcc 
ctgagcattg 
aatgatctca 
gttcagcaac 
ggcaatgggc 
gtcacacgct 
gtcagtccta 
tcctgatttc 
agcagcaagg 
cacttggcca 
cagaggggcc 
acctgtttca 
cctcgagagc 
ggccagtgga 
aggtggggct 
acgctagctg 
gacacactct 
cagtttgaag 
catctccaaa 
ctgtccggag 
cgcagtggct 
aggt caggag 
caaaaattag 
gtgggtggat 
gtctctacta 
actagggagg 
cgagatcatg 



47460 
47520 
47580 
47640 
47700 
47760 
47820 
47880 
47940 
48000 
48060 
48120 
48180 
48240 
48300 
48360 
48420 
48480 
48540 
48600 
48660 
48720 
48780 
48840 
48900 
48960 
49020 
49080 
49140 
49200 
49260 
49320 
49380 
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ccattgcatt 
aaagccaggt 
tgaacctggg 
agactctgtc 
ctagcacttt 
gctaacacgg 
aggcgcctgt 
ggtggaggtt 
agtccttctg 
aagtctgagt 
tgggagtgag 
ccccctcagg 
atatttaaga 
gctcacaccc 
gaatccaaga 
gctgagtgtg 
ggcttggacc 
ggtcaggaga 
aaaaactagc 
aagagaatca 
ctctagcctg 
gtgcatctac 
tgtaatcccg 
catcctggcg 
ggtggtggac 
ccaggagacg 
gagcgagact 
tattggctca 
caggagattg 
aaaattagcc 
ggagaatggc 
actgcactcc 
caacattcct 



ccagcctggg 
gtggtggctg 
aggcagaggt 
tcaaaaaaag 
gggaggcgga 
tgaaaccctg 
actcccagct 
gcaatgagct 
aaaaaaaaaa 
ctggtgttga 
tggaccagga 
gctggcgggc 
caaataggaa 
atagtcccag 
ccatgctggg 
gtggtgcatg 
tgtgaggtgc 
tcaagaccag 
cgggcatggt 
cttaaacccg 
ggcaacagag 
caccaggctt 
gcactttggg 
aacacggtga 
acctgtagtc 
gagcttgcag 
ccatctcaaa 
cgcctgtaat 
agaccatctt 
gggcatggtg 
gtgaacctgg 
agcctgggtg 
agccaggtgt 



cgacagagcg 
taatcccagc 
tgaggtcgtg 
aaagaaaaag 
ggtgggtgga 
tctctactaa 
acccgggagg 
gagatcgcgc 
agaaaaaaag 
gaagctgcag 
tgaggccaca 
tgtcaggctt 
taaggactaa 
cacgttggga 
caacatggta 
cctatagtcc 
aatcccagca 
cctggccaac 
ggtgggcatc 
ggaggcggag 
tgagactccg 
aagaaataca 
aggccaaggc 
aaccccgtct 
ccagctactc 
tgagccgaga 
aaaaaaaaaa 
cccagcactt 
ggctaacacg 
gcgggcacct 
gagacggagc 
acagagcgag 
attggctcat 



atactctgtc 
tacttgggag 
ccactgcact 
ggcctggtgc 
tcatgaagtc 
aaatacaaaa 
ctgaggcatg 
cactgcactc 
aaagaaagaa 
gaaggccagg 
gaggcggcag 
tgcctggtct 
tacaataaag 
ggcagaggca 
aaaccccatc 
cagctactca 
ctttgggagg 
atggtgaaac 
tgtaatctca 
ggtacagtca 
tctcaaataa 
acattccggc 
aggcagatca 
ctactaaaaa 
gggaggctga 
ttgcgccact 
aaaaagaaat 
tgggaggcca 
gtgaaacccc 
gcagtcccag 
ttgcagtgag 
acttcgtctc 
gcctgtaatt 



tcaaaaaaaa 
gctgaggcag 
ccagcctggg 
gatggctcac 
aggagataga 
agttagccgg 
agaatcgctt 
cagcctggca 
agaaagaaag 
ttgtggctgt 
atggcaaggg 
ggttttaatt 
cccttaggcc 
gaaggatcac 
tctacaaaaa 
ggaggctgag 
ccaaggcgga 
tctatctcta 
gctcctcagg 
gccaaggtca 
ataaaataaa 
cgggcatggt 
cgaggtcagg 
tacaaaaatt 
ggcaggagaa 
gcactccagc 
acaacattcc 
aggcaggcag 
gtctctacta 
ctactcggga 
ctgagatcgc 
aaaaaaaaaa 
ccaacacttt 



aaaaaaaaaa 
gagaattgct 
tgacagagca 
gcctgtaatt 
gaccatcctg 
gcgtggtggc 
gaatccggga 
acagagcaag 
aatactccaa 
gaagtgagcc 
ctgcggatgt 
tccatgtgaa 
agacatggtg 
gtgaggccgt 
atttaagtta 
gtgggaggat 
tggatcacga 
ctaaaaatac 
aggctgaggc 
caccattgca 
ataaagcctt 
ggttcacgcc 
agattgagtc 
agccgggtgt 
tggcatgaac 
ctgggcgaca 
tagccaggtg 
atcacgaggt 
aaaagtacaa 
ggctgaggca 
gccactgcac 
aaaagaaata 
gggaggctga 



49440 
49500 
49560 
49620 
49680 
49740 
49800 
49860 
49920 
49980 
50040 
50100 
50160 
50220 
50280 
50340 
50400 
50460 
50520 
50580 
50640 
50700 
50760 
50820 
50880 
50940 
51000 
51060 
51120 
51180 
51240 
51300 
51360 
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ggcgggtgga 
tttccctaaa 
ttgagaggct 
atggtaaaac 
tgtaatccca 
gttgcagtga 
tctcaaaaga 
caccctggcc 
tcgctgtgat 
ggatggtggc 
agtccgcagg 
tgaaacgggg 
aatgcagatg 
ggtgcatgag 
gggccaaggg 
gggagagaag 
ggaggccagc 
cagcctggag 
cctccctccc 
tggggaagag 
ggtaacagcc 
gctgggggtg 
tgtcagcaaa 
cctaggggga 
tcggctggcc 
cagtcagggc 
atcgcctgtg 
atgagcagcc 
ggcacagcac 
caagatgtat 
atttgtgtaa 
tgtctgtgga 
gtggctgggg 



ttgcctgagc 
acataaaaag 
gacgtgggca 
accgtctcta 
actactcggg 
gccaagatct 
taataataaa 
cttgcctcag 
gaggtatatt 
catggagctc 
gtttgagggt 
ccaggtttcg 
tctacctgac 
atggtgaacg 
catggaaaag 
ctgcagagca 
tcacagacag 
cacctgagga 
cagccagaaa 
ccaggagttc 
catgtctgat 
ggggtgaggt 
caagactcca 
tqqqqqctaa 
ccagcaggtg 
tgagttcgag 
acgcctcctg 
ttgccttcag 
acagacagaa 
ttttaagcaa 
aaaaggagag 
tggagaccca 
acagggtggg 



ccaggagttt 
taggctgggc 
aatcacctga 
ttgaaaatgc 
aggctaaggc 
tgccactgca 
taaaaataaa 
ctagcctttg 
cggctgggga 
aaaaggagat 
ggaagggggt 
ggagcgacgg 
gtcagatccc 
ctggtgacag 
gagagggggt 
gatgaggagg 
gagagggagc 
ctgaccatgg 
gggggaaatc 
tgctgggcgg 
catcatctga 
ggtgtttgct 
ggagttgggg 
tgtgcccctc 
ccccctaaag 
ccccactccc 
ggccctcctg 
cagcaccgcc 
aaagccagga 
aagaaggcaa 
agaagaaatt 
ggaagctggt 
aggaagaact 



cagatcagcc 
atggtggctc 
ggtcaggagt 
aaaaattagc 
aggagaatcg 
ctccagcctg 
agataaacat 
aagtctgcac 
gaagaccatg 
ggatttggga 
tgtcgagagt 
tttctagtgt 
gagcctccag 
gttgagttgt 
cttagacccg 
accggccaga 
tctcagcaga 
tagccacaag 
tcctcatggg 
gggtcaggga 
ccctcatccc 
gctgccccat 
ctgccggctg 
tcactcacac 
aagtggcgtg 
tcacttatcc 
ggactccagc 
tggaagcggc 
gagagctctg 
cagtgatgag 
tatagataca 
gacattggct 
gtcactgtat 



tcggcaacat 
acgcctgtaa 
ttgagactag 
caggcatggt 
cttgaaccca 
gacaacagaa 
tcccagtata 
tgtccagagt 
atggtagctt 
cacatgcatt 
ggcctgtagt 
gcagtggctt 
agggagagtg 
gagggtgggc 
gccccagcag 
gagcaggagg 
gttgcccggt 
tccctcctcc 
ctgggcagaa 
agttgcagca 
cgcactccag 
cccattgcct 
gtggggggtg 
acaggatttc 
ggagcaggga 
agtggaggcc 
ctgagactca 
ccaaatgccc 
tgaggagcaa 
cggtgagtat 
catatttgct 
gctccgggga 
tcccgtttgt 



agtgaaactc 
tcccagcact 
cctggtcaac 
ggtgcatgcc 
ggaggcagag 
tgagacgctg 
atcccagtgg 
gcagtgccag 
ggagctacca 
ctgggtgaag 
ggtggaagac 
tgaacatcca 
ggcagagctg 
gagactggct 
ccccacagat 
agtaggggag 
aggccctgcc 
acttggcttc 
agggaggtgc 
gaggtgacat 
catgggtggg 
catccttagc 
tctcccagaa 
tctgggatgc 
ggagtgagaa 
actgggtggt 
cacgtgggga 
atccacgaat 
tgtaggtctt 
agtagctacc 
tgtctctgct 
gggaaagcag 
gtctttttaa 



51420 
51480 
51540 
51600 
51660 
51720 
51780 
51840 
51900 
51960 
52020 
52080 
52140 
52200 
52260 
52320 
52380 
52440 
52500 
52560 
52620 
52680 
52740 
52800 
52860 
52920 
52980 
53040 
53100 
53160 
53220 
53280 
53340 
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attttagaac 


cgt atgaatg 


tattacctgt 


gggaaaatgc 


acatgaaaag 


ttttaaaatt 


53400 


aatgtgtaca 


catgcatatt 


ttccagagaa 


ggcattcata 


aggttgtgtg 


gccgggcgcg 


53460 


gtggctcacg 


cctgtaatcc 


cagcactttg 


ggaggccgag 


gcgggcggat 


cacgaggtca 


53520 


ggagatcgag 


accatcctgg 


ctaacatggt 


gaaaccccat 


ctctattaaa 


attcaaaaaa 


53580 


ttagccaggc 


gtggtggcgg 


gcacctgtag 


tcccagctac 


tcgggaggct 


gaggaaggag 


53640 


aatggtgtga 


acccggtaga 


cggagcttgc 


agtgagctga 


gattgcacca 


ctgcactcca 


53700 


gcctgggtga 


cagagcaaga 


ctccatcaaa 


aaaaaaaaaa 


aaaaaggact 


gtcaccccga 


53760 


aagtctgaga 


acacttcacc 


tatgggctgc 


gtggctttgg 


gaaaatttct 


taacctctct 


53820 


gagtcacatc 


tgtaaaatgg 


gaaggaataa 


cacccagtga 


acaggcatgc 


tgccaaggcg 


53880 


aacagtgtgg 


gcaggggttt 


gtaaactgta 


aagtgcagaa 


gcctttcttt 


ctttttttat 


53940 


tttttgaggc 


agggtctcgc 


tgtcacccag 


gctggagtgc 


agtggcacta 


tcacagctca 


54000 


ctgtagcctt 


gacttcccag 


gctcaagcga 


tcctcccacc 


ccagcctctc 


gaatagctgg 


54060 


gacttgaggt 


gtgtgctgcc 


atccctggct 


tattttttaa 


ttttttgtag 


agacagggcc 


54120 


tccctatgtt 


acccaggctg 


atcttaaact 


cctgggctca 


agtgatcctc 


ctgtctcagc 


54180 


ctctcacagt 


gttggcatga 


gccaccgtgc 


ccggcctgca 


gcccttcttg 


aagggcatga 


54240 


cttactctcc 


actcttcctc 


acctcctagt 


ctcccctcag 


ccccctccag 


agctcctctg 


54300 


tgcccccttc 


cctctcagca 


gctctgatgg 


aggctctgga 


ctggccctcg 


ttttcctcct 


54360 


tgagtcctcc 


aggcctgagg 


gtccctctcc 


aggtcgcccc 


ttgctctcct 


gcctctggcc 


54420 


tctccatgac 


ccacaccgtg 


cagtgcccag 


ctccgccatc 


ccacctccct 


tctcttctcc 


54480 


ccagtcctgt 


gatctcatcc 


agtcctgtgg 


cttaaaatac 


cacctagcct 


gcgcctccct 


54540 


cccaggcagc 


tacaagccca 


cttggctcct 


gctccctgtg 


tctgctggac 


agtgaagagg 


54600 


catcgcgaac 


ccggcactgc 


caagcccaag 


ccatgccccc 


gtcctcccct 


ctcctgcctt 


54660 


ccccatctca 


gtctgtgact 


cctcccagga 


ggtcgctcag 


gcctgacacc 


taggcatcat 


54720 


cctccagccc 


tccctaagcc 


caaccgcaat 


aacaatgggt 


taataactaa 


catgcactta 


54780 


gtgttcactg 


agggccatgc 


actgactggt 


ccacacctgc 


aaggcaggtg 


ctgtcatcat 


54840 


catcccacag 


tgggcttggg 


agcttgccca 


aagcgggtga 


acctcggggc 


cccggacacg 


54900 


tcccctcacc 


tagtcatcca 


ccccaaagag 


ccacatcact 


attgcagccc 


acagtctctg 


54960 


cccaccacct 


cctcccacag 


cctccaccca 


cctcccgcag 


tccatctcca 


catcactccc 


55020 


tgctcagagc 


tctcgtctcc 


ccagggcact 


cgggatgaac 


gccccgcctc 


agagaggtcc 


55080 


4- /-w /-i 4- /-i 4— 

tgCCCLCUCL 


/— * 4~ /T ti /~~* /*> 

yaCugCaCCC 


rf*"* t~~* 4~ ^ y*^ 4— /™i 4— 

CClCCaClCt 


ccaaccacgg 


gaagagacct 


t cct t cccgt 


cci /in 


ccctttaacg 


caccaagttt 


attcctgtct 


ctgggccttt 


gcactggctg 


ttctttctgg 


55200 


ttgaaattct 


cttctccaag 


actccaccgc 


ttgtgccttc 


ctaccattca 


ggtcttgatt 


55260 


caaaggctgc 


ctgttccaag 


aggccccgag 


gccctccctc 


ccatccagct 


ctcagatctt 


55320 
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cctggcagcc 
tgcctcccta 
ctaacgactg 
gtcatgtgac 
tcccagcgga 
cacaatggcc 
tcaccctcca 
gggaggatgt 
gggagagggc 
ccctgcccat 
gccatggggg 
tcctcaggcc 
caccctaaat 
ctcaacacag 
attgagcacc 
tccgtgcacg 
aagagaaggt 
gcctgggctg 
ggtggtggct 
ggcggctact 
ggaaccaaac 
tggatttcta 
aacatcctgt 
ccaatgccca 
ttgccatcct 
ccggctatat 
tgcatagtat 
actaagtcaa 
gcctgagtgg 
ggcggtgctt 
tgggggaata 
cccaaataac 
agccccctcc 



cttagcagtc 
cttcaccccg 
acaaacaaga 
acattgtgac 
ggtggcctct 
atgagcagag 
cggagcatgg 
cctggcctca 
atgggagaca 
gactcaatgc 
gggccacggg 
agagaatctc 
gtcccctgag 
cgcagtgcct 
tactgtatgc 
catgtgtgcg 
cctaggaaga 
agcggaaagc 
ctggaggagc 
tctgagggca 
atccagggaa 
cacaggacag 
ttgttatttt 
ggctggagtg 
cccgcctcgg 
atttaaagct 
tttgaaattt 
tttcccaacc 
gggttaggag 
ggactccggg 
ctgggaaaag 
agggactctt 
tgccctgata 



aaaccagtct 
actcccagag 
taacccagcc 
caaggagaag 
gagcagtgac 
gggacagagg 
gcttctcttc 
cccagggatg 
ggcctcagaa 
tgggccacag 
ctgcatgccc 
caactccagc 
ctggaacagc 
tgccttggag 
tgaagggaag 
tgcatgcgtg 
tgagggcaag 
agggaatttg 
atgggtgcct 
ggacagcagc 
atcggaacct 
tagctttcaa 
aacttacttt 
cagtgatgcg 
cctcccaacg 
gaagtaagag 
tctttttaat 
cactaacggg 
cggtgaaatg 
ctttgtgaca 
tctgttagac 
tggggtctgg 
acagatgcca 



catctgcaac 
cctggcatag 
cgtcaaaatt 
ctatttttga 
caggagaccc 
acaggatgtc 
ccaggtgtcc 
ggtggcaggg 
ggaccagaga 
ccccaaggga 
ctctttactg 
cgacccccat 
atctgccttc 
ggcggtctgt 
caggtaagtc 
tgtgtgcgtg 
caggagggca 
gcccggcctg 
ggacctgggt 
atcctggaag 
gagcatcaga 
gttttttgac 
atatttattt 
atcacagctc 
tgctgggatt 
cgtcacaaaa 
ttcattttcg 
gcaggacctg 
ggatccggcg 
cacaaccatg 
cccccagctc 
ttccaatttt 
ttcagcagtt 



atcattacag 
agtagctgct 
cccggaaagg 
cacggtagtc 
tctgtgtcac 
agagggctca 
cccaggtgtc 
acatgtgtac 
cagcaggagg 
ctgtcactga 
ctgaccacct 
ccatccatcc 
ctgccaggtg 
aaataattga 
acaaaccggc 
tgtgtgtgtg 
caaggacaga 
ggatctaggc 
ggtccactga 
ttgtggcacc 
acctctatca 
caaaatccgt 
tttagagaca 
aattgcaacc 
acaggcgtga 
taatatttac 
gaaaacaagt 
tgtgcaattt 
tgtgtcttga 

tggggaattg 

acaggaccgc 
ttccccgggt 
gcttacacat 



gcaggaacct 
tcataaatat 
gtctaactgg 
agggagaact 
tgtacatgag 
tgcctctgcc 
aggggctcgg 
aggacctagt 
aacagtcagc 
cagaacgcct 
tcccactggc 
attcattcat 
ccagatgtgt 
gtgaacattt 
tttgctgagc 
aaagggcata 
gcagggctgg 
cctggggaga 
gcaagggaca 
tatgtcttta 
gggcgcctcc 
agtaaaagca 
gagtcttgct 
tcctgggttc 
gccactgcac 
cctcactaca 
agtgcaactc 
taaagcactg 
agctgtgacg 
ttggatgtta 
cactctgcag 
cttttaatag 
ctcccaggac 



55380 
55440 
55500 
55560 
55620 
55680 
55740 
55800 
55860 
55920 
55980 
56040 
56100 
56160 
56220 
56280 
56340 
56400 
56460 
56520 
56580 
56640 
56700 
56760 
56820 
56880 
56940 
57000 
57060 
57120 
57180 
57240 
57300 
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agggcgctca 


cccacttctc 


aggcagccca 


cttgactgtg 


aggagtaagc 


tctgccgggc 


57360 


tgctgatgta 


gctgctaagt 


ggggccccgc 


ccgtggctgg 


ctggccattc 


tcctctgtcc 


57420 


tctagcctgt 


tgtctcaggg 


agccgggaca 


gctctggcaa 


gtggtcctct 


ctctgcccca 


57480 


cccagttctc 


tctctctgct 


gcccagccac 


tgccgggtgt 


ctgttggggg 


cagccttgga 


57540 


gcccagccag 


agagaggccc 


tttccaaggt 


caggtgggct 


caggatctga 


agcctcatgg 


57600 


cggggctggc 


actcagccag 


ccttgcccac 


caaagcagtt 


ctgggggcct 


gggtgaggga 


57660 


gggccggggg 


aggctcagct 


gtccagagaa 


gtggtacccc 


aaggcagtgg 


ctggtgatgg 


57720 


gggtctggaa 


atcaggccca 


gcagtgccct 


tgagtggttg 


ggtcacaaag 


tagttcatat 


57780 


caacgagcta 


tgatacattc 


attcactcac 


aggctcacag 


gatcttccca 


gtcaccctca 


57840 


gaaacagatg 


caaagggcca 


ggcacggtgg 


ctcataccta 


taatcccacc 


actttgggag 


57900 


gctgaggtgg 


atggatcaca 


tgagggtcag 


gagttcgaga 


ccagcctggc 


caacatagtg 


57960 


aaaccccatc 


tctactaaaa 


atacaaaaat 


taaccgagca 


tggtggtgcg 


cacctgtagt 


58020 


cctagctact 


tgggaggctg 


aggccagaga 


attgcttgaa 


ctgggaggcg 


gaggttgcag 


58080 


taagctgaga 


tcgcgccact 


gctctccagc 


ttgggcaaca 


gagcgagact 


ccatctcaaa 


58140 


aaaaaaaaaa 


aaagaaacag 


aggcaaacgc 


ccacccttac 


ggggcagggg 


gtaaaggctc 


58200 


agagaggtga 


aaaacctgcc 


ccagattccg 


cagctgctaa 


ggggtggagc 


tggacatgaa 


58260 


cccagatctt 


ctgtttccca 


gtcacgggcc 


tcgcctggga 


caactgaggc 


tggaggagcc 


58320 


ttggggtagg 


ggagggggag 


gtgggccact 


cctcctgtct 


tgctgagagc 


aggctgggtt 


58380 


tctctgcccc 


agagggcagg 


gcgaaggaaa 


gagggagtca 


gggatcaatt 


agcagaacct 


58440 


tccagacacg 


agtgggcttc 


cccggagatg 


gggagctccc 


cgtgaggaac 


agtgaggagg 


58500 


gacttgaggc 


ccatttctca 


ggataactgc 


agaagggtat 


ccatgggcac 


gaggtttgaa 


58560 


ggatgcccaa 


agcccctctg 


cctgctccat 


ttcaccccca 


gccagggcct 


ctccagcctg 


58620 


tgcccaccac 


ctcccctgta 


tggccccaag 


gagcccctaa 


ttgcggaccc 


catcccattt 


58680 


gtctcccagg 


ctgagtggta 


ccttcacact 


cacagggcag 


agggtcctgg 


gcttctcagg 


58740 


cctatgagga 


gaggggaggc 


tcctggggga 


gtctagggtg 


ggggctggga 


gaggagctgc 


58800 


agggggttgg 


gggaagcttc 


actgaggtgt 


cccaggggcc 


aactctgcca 


ccaacttgaa 


58860 


gatgggcaca 


cccctcccct 


aggcctgaat 


ctccccatca 


gtaaaatggg 


gtcagctccc 


58920 


cacagcacat 


gcaccctctc 


ctgtggccca 


gctaaagaac 


cctcccgtcc 


gggtgcagtg 


58980 


gctcacccct 


gtaatcccag 


cactttggga 


ggctgaggca 


ggcggatcac 


aaggtcagga 


59040 


gttcaagacc 


agcct gacca 


acatggt gaa 


act t cgt ct c 


t act aaaaat 


acaaaaatta 


5 9100 


gccagacgtg 


gtggcacacg 


cctgtagtcc 


cagctactcg 


ggaggctgag 


gcggaagaat 


59160 


cacttgaatc 


tgggaggggg 


aggttgcagt 


gagccgagat 


tgcaccactg 


cactccagcc 


59220 


tgagagacac 


agtgagactc 


tcaaaaaaaa 


aaaaaaagaa 


aagaaaagaa 


aagaaaaaag 


59280 
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tagccgggca 


tggtggcgca 


tgcctgtagt 


cccagctact 


tggaaggctg 


aggcaggaga 


59340 


atcgcttgaa 


cccgggaggc 


agaggttgca 


ctgagctgag 


attgtgccat 


tgcattccag 


59400 


cctgggtgac 


aagagcgaaa 


ctccgtctta 


aaaaaaaaaa 


aaaaaaaaag 


gaaccctccc 


59460 


atccctgcag 


cccgggtcgc 


tggtgtgtga 


gcttctccca 


ggacaggcaa 


aacaggaaaa 


59520 


ggctgagcac 


gccccaccat 


ccccatgggt 


ggcccccgat 


acacagaggg 


gcaaagagag 


59580 


gcccccagat 


ggacagtggc 


ctagtcaagg 


tcatgcggag 


ccagtgaggg 


gctgagctgg 


59640 


gattcgatcc 


caggcccctg 


acgcaggcca 


cccttcctac 


tgctgtgacc 


agggagtgct 


59700 


gcccttcccc 


tcgctccgat 


ctggggattt 


tctggggaga 


aggagcttaa 


agagacccag 


59760 


accctgctcg 


cctcccacag 


accccacagc 


tctggggagt 


gtcagtgaga 


gaggaggggc 


59820 


cggcagccct 


gggagccatc 


aggacacaga 


ggagtcagga 


gcagctccgg 


gttgagaggc 


59880 


tctgccacca 


ttgctgagtg 


accctgggca 


aaccctggtg 


gtctccggac 


tcggtttctc 


59940 


catctcccag 


gagaggaaat 


ggagagaagg 


ccaatgcagc 


cgcagacagg 


agctgctggg 


60000 


ccaggcttgg 


tgggggcttc 


tcctccatcc 


cagtcccagg 


gagctcctcc 


gcccaagtgc 


60060 


acctcccatg 


ccccagctcc 


cctctgccat 


gctgggggcc 


ccccaggcct 


agaccaaagc 


60120 


tcccagctga 


caggtcacca 


ttacaacgct 


gacttctccc 


tccacagctc 


ctgctggggt 


60180 


cgggaacacc 


aaggaccccc 


tttcctggta 


gcccctaagg 


acctcttgac 


ctgccaatgt 


60240 


ctcatctggg 


gcacctcacc 


ctcccctgcc 


tgccaaggcc 


agacgtccca 


gctgttggca 


60300 


ccagggctgg 


tcagggactg 


gccagcagcc 


acagggagga 


gtggctgagc 


tgttgcatgg 


60360 


aaggaaaggg 


gaggcctagg 


ctggcagaca 


tgtacccacc 


tcccttcagg 


tggccaatga 


60420 


gggtcctgga 


ggggctggca 


ctgggtgcac 


agtaggacaa 


agcatctgtg 


gctgtttcca 


60480 


cccaggagcc 


tggaaccaat 


ccttgcttct 


ctctgagcct 


cagtattctc 


atctgagaag 


60540 


tgggggtgat 


ggttctccca 


gggtggtgga 


ggattaagtg 


aaatcatgaa 


tatgaagccc 


60600 


agcgctgagc 


ctggcactca 


gcttccctcc 


tgcagcaata 


ccctgagaac 


actgctctca 


60660 


ccccagccac 


caagcaacgg 


caccagccat 


ctgagcagcc 


ctcacgcatg 


cgcatgcgtg 


60720 


tgtgcctgtg 


tctgtgcctg 


agcatgcacg 


cgcaggctga 


aagggggctg 


cgagcaggtg 


60780 


gggcaacggg 


tgcagaggga 


ggggcagggg 


ccacacgcca 


gcactcctcc 


ccaccggttt 


60840 


cccaccctgt 


gtgtcccaac 


agagaacagt 


ggtcttagaa 


tcaggcaaaa 


cccatccatt 


60900 


caaatccagc 


ctgtttccag 


ccagccactt 


ccccttgctg 


agcctcagtt 


tccccttctg 


60960 


taaatgagaa 


tcatctatgt 


ccaaagtctt 


ccaggttcac 


gacagggacc 


ccgtgttggg 


61020 


ccacggggcc 


aggattggtc 


aagacctttg 


ggagtggggg 


gccaagacca 


gagcaagcca 




gagcgtgagc 


tcacccctgc 


tccccatgct 


gcaccccacc 


caccaccccg 


tgagcgcccg 


61140 


tgtgcgcgcc 


tgcaggagcg 


cgcgtgtgtg 


actcaaggtc 


tattcatagc 


cgagctccac 


61200 


cagctgcagc 


gtcacaagca 


gaggggcctc 


agcccatatt 


attatttcaa 


ttaccatctg 


61260 
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aattaaaagt 


ttgagcagcg 


atcagcccac 


gtagcgaggg 


gaagagggaa 


caggagaaaa 


61320 


ataaagatga 


aaaggagaag 


aagggctgtg 


actggcgatc 


ccccacaccc 


caaggagggc 


61380 


tgagtccgca 


gaggaggctt 


aaaggttatg 


ccaaccccta 


ggattcccgc 


ctgccccttg 


61440 


ccaggaccca 


cagtcctccc 


atcgttggga 


ggagcgcttt 


tcgacagcag 


cccaaccaca 


61500 


gctactcggt 


ggaaatagat 


ctttcagccc 


aggttcacat 


ggatgggtgg 


acatcactcg 


61560 


gagagggtga 


gggactgacc 


taaggtcaca 


cagagagcca 


cccaaggaag 


ttgtctccaa 


61620 


gaccctctcc 


tgccagccag 


gtcccactga 


cctcaccagg 


ctctgtagca 


catgtgccat 


61680 


ttcccttctg 


ctcccctctc 


cctgcgccga 


taactttcct 


cctgcagccc 


tagcttggag 


61740 


ccagccctct 


ctcagccctc 


tgcattcccg 


acct cacacc 


tcatgccacc 


accgtcagcc 


61800 


caaaggcccc 


tcctcactca 


ctggcacagg 


ggacagagcc 


ctgggccagg 


agacaggcag 


61860 


cctggcccta 


atctaactct 


ctgggcacct 


tcgggcaggt 


cattccttgt 


ctctgggcct 


61920 


cagtcttccc 


atctatgaaa 


tgagttctcc 


cctaagatgc 


atggtggtat 


ctgtcttcag 


61980 


aatggagccc 


ccagaggagc 


cagaggatcc 


ctgagggggt 


gtcacgctgt 


qgqqqcqtct 


62040 


agaccatctc 


ctgccaagcc 


ccagccccag 


ggaggaacgt 


tttccactct 


ttccccaggg 


62100 


aagccccaga 


gacagccccc 


gagaatcaga 


ctagtctgaa 


ctcacaccca 


ggctcctctg 


62160 


ctgtcttact 


gtgtgaccct 


ggacaaatca 


catagattct 


ctgagccatg 


gcccttccat 


62220 


ctataacacg 


gggacatcaa 


atcaacattg 


ccatggagaa 


ttaaatggga 


atttgcaaaa 


62280 


gctcctagcc 


cagtgcctgg 


cgagcaaatg 


tgtttcctcg 


ctgggaagcg 


gggaagcgat 


62340 


gggcactgct 


tcccagctcc 


tctttgggaa 


acaccaaaga 


ctcctaggat 


tttggaagtg 


62400 


gggatgttat 


tcggcctcac 


ccgtaaggcg 


agagtcacct 


ggcaggtgct 


catctggctc 


62460 


tgcttgaata 


cctctaggat 


tgaggagccc 


actatctcac 


aaaacaacca 


cagctgctcc 


62520 


ctatcttgct 


ccacctccag 


ctctgggaat 


tttctagaat 


ggagcataag 


cttccagtta 


62580 


accccaaatc 


caacctgtcc 


ttgcctggga 


ctgcctgaaa 


ctggctttaa 


aatgagactg 


62640 


aaaggagttc 


ttcaaagaga 


ccaatagagg 


gaggggatta 


gtgcccaagg 


acagtggggt 


62700 


gaggggatct 


ggagagaagg 


gagggagaaa 


ggaggtggcc 


gaattcagag 


ctgggccctc 


62760 


aaagctcctg 


ggtcctgtct 


gggcttgcca 


cagtgttaca 


cagggacatc 


tgtctgtctg 


62820 


cttccagata 


gagctgggag 


ccagaagccc 


tggattcagg 


ccctggccct 


gcttcctcca 


62880 


cccccaaacc 


atcactgtga 


ccctcatggg 


tccacttccc 


cctcaggcct 


cagtttccac 


62940 


ttttgtaaaa 


caatggccct 


ggctctgctt 


cctccgccca 


caaaccatca 


ctgtgaccct 


63000 
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CLLCCCCCtC 


aggcct cagt 


ttccactttt 


gtaaaacgaa 


ggcat cagac 


6 JO 60 


cagtgattta 


agctccaaac 


cttctgtctg 


aatccaggca 


ccctcccact 


ctaccctgtc 


63120 


caacccctgc 


ccagcatgct 


ggatccacgg 


gcccctgagt 


gtctatggtt 


tcagagtcag 


63180 


aggccttatc 


tctactcctg 


tctcctgctt 


tcatagctgt 


tgcctttgag 


gattctgtca 


63240 
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tccccatttt 


acaggtgggg 


agatggaggc 


atgaggcatt 


gaagccaatt 


gctcaaggtc 


63300 


acagagggtg 


atttgaaatc 


cagggctccc 


tcctctgggc 


ccaggagagc 


cgcagaactt 


63360 


aagggcacct 


tctttcagga 


gaatcgccaa 


gatcttaagt 


ggccagccgt 


tctctataca 


63420 


gatgtggact 


ccacatgagg 


caaggggctg 


cccaaggtca 


cagagcaagg 


cactgacaga 


63480 


ccagggtcct 


gaaccaagcc 


tccctgcccc 


caggctccac 


ccagacaggg 


ggctggcaac 


63540 


atgacctgac 


tttctgccct 


ggtcctggga 


tctccccaag 


actggagccc 


acgtcctgcc 


63600 


tctagccgct 


gcccccagaa 


gcccccgagc 


atctagggct 


gagatgggaa 


gagtgagcag 


63660 


gaagacagga 


aagaaagttg 


agggctggcc 


acttgccccc 


ggccctctgg 


ccctccccta 


63720 


ctgctctcct 


cgtgcagggg 


gagcggcggc 


ggtggtgatg 


taatgcactc 


ggctttcgtc 


63780 


ccggtgccaa 


tctcagaaga 


gagacgacag 


attgcgtgag 


ccaaatttgg 


catcctaggg 


63840 


ggagaggcat 


gaaaagtgga 


gatgtggagg 


agcagagagg 


agcctggggt 


ggtgcaggag 


63900 


gagccccctg 


ccctacagcc 


ccgaggtgcc 


tcccctccct 


cccctcaggg 


cccccatctc 


63960 


ttccccagct 


agcctggccc 


tggggcctcc 


cctcctcact 


ctgaggggcc 


agcctggctt 


64020 


ctccccggac 


cccttgagcc 


cggcactgcc 


aggcctaccc 


gccaccccca 


ccccacactg 


64080 


ctccagctct 


gtttcccacc 


gccgctagtt 


tcctggttac 


catgttgccg 


gttgtcatgt 


64140 


cgcttacatg 


tcctcgtgac 


tcagtggtcc 


ccgcagaggg 


gccccctcct 


cctcacaccc 


64200 


cccttagcac 


tcgcccccgc 


ctcccccaga 


tccacattaa 


gaaccagccc 


gccctgtaag 


64260 


cctacactgt 


tcctcctccc 


cttccttctt 


atcctaagct 


aagacatctt 


ctcacagcat 


64320 


ctcccagagc 


tacttcattc 


tctctttcgc 


aaatgtctac 


gaacctacta 


tgctccaggc 


64380 


tggcgcacgc 


ggctttcaca 


gacctgacac 


agtctggaaa 


ctgctcaaca 


ccctgatgaa 


64440 


gtcagtatca 


tcatacctat 


tctccagttg 


aagaaactga 


ggttcagaga 


ggtcaagcca 


64500 


cccacccaag 


gtcacccagc 


agaaactcaa 


ccagctctgc 


ctggtcacag 


ccactccaga 


64560 


ggattttctg 


agagaagagc 


tttcttttca 


aggataaccc 


aaagggccat 


gaggaattgt 


64620 


accccagatt 


ccccctctaa 


tcctggacac 


tcctccttcg 


tcagctattt 


ccgccatatt 


64680 


cccactgccc 


cacgcccacc 


tccacccact 


agctgttcat 


ctctcttaag 


gtaaagtgag 


64740 


tctttactcc 


catctcccca 


gtgctttccc 


cagcctgtga 


acagcccact 


gctcattgag 


64800 


cccagggccc 


gccttggagg 


tcactggggc 


agggagtgac 


gtccccatgc 


cacagatgtg 


64860 


gaagatgacg 


gttgggagga 


gagtgaccag 


cccagggggc 


tgctctccca 


gccacctgag 


64920 


ctaatttctg 


ggaggctgaa 


tggaggacat 


atgagaccca 


ctgcccagtg 


tggaacaccc 


64980 


CayaaaydyL 


CCCLCCICCC 


agtgagaatg 


gagtggaat g 


t tct aggct c 


agcccttcca 


boU4 U 


actccagttg 


ggatatgggt 


cagttcagtg 


gccaacagtc 


tctgttccca 


ccatgctgca 


65100 


cccatctctt 


accccagctg 


ccctggtcca 


ccttttgctc 


ccctcagcac 


aggccaagcc 


65160 


agggccacag 


tgaggctctt 


gggcccctaa 


agtcctgcta 


actgccccca 


aaaggcctga 


65220 
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agccatggag 


gtcatgggac 


tggatgtggg 


ggagaacaca 


cacacacacg 


gctccaaccc 


65280 


ttctctgggc 


ctccctccct 


gagttcccca 


cttcccccaa 


acctgctgct 


gaacattcta 


65340 


ctgctcttga 


ggccctgctc 


tgtcagctgg 


ccaggctgcc 


ctgcctctag 


cccgccgctc 


65400 


caccccaccc 


agcttgccac 


ctcccaactc 


cctgcatcct 


gtccatcctg 


aagcagggac 


65460 


actgggggca 


gaaatgtggg 


tagggggcag 


ggaggctgac 


actggtgggg 


ggacatttgg 


65520 


caggttgcag 


gggaagttct 


ccctgcggga 


ggctcattga 


gacctctctt 


gccttggggt 


65580 


gctccctaca 


cacggaggaa 


aaagcagect 


ctgcctccct 


ccccagcctg 


tgtctatcac 


65640 


tgtgaacgtg 


cagtgcctcc 


tctaccaatc 


cctgcccctg 


cgccctgggg 


tcgtgtggcg 


65700 


ccaagtaggt 


get caaaaca 


tgagaagtga 


gatttegtte 


ttcagatcac 


agggecattt 


65760 


gcaacgagga 


tgcagctggg 


gaggeggaaa 


ggcggcatcc 


cccaccttgc 


cacaagtcac 


65820 


ctgccttgaa 


get ccccggc 


atgacaactg 


gggtgggtgg 


aggcagggaa 


aggtcatggc 


65880 


tggggcagga 


ggtcaagacc 


ccttccaccc 


acctctctcc 


ccctttccag 


gccacaaccc 


65940 


agaccgcgac 


gctcccagac 


ggacagaegg 


acagagcccg 


cccgtggagc 


ccgcccgctc 


66000 


ccggggagtc 


acgggaccgc 


gcgcgcggcg 


ccgggcagcc 


gggacccggc 


teeggatcag 


66060 


gtgcggagcg 


ggcggggccg 


gageggeggg 


cccgggacac 


acagacacgc 


aegeggeggg 


66120 


acaaactgac 


ggacagcgcc 


cggggtgggc 


gagegegget 


taccgctggg 


eggagggtec 


66180 


gacgagagtc 


egggaggegg 


egagegggeg 


ctacatccca 


aggegegate 


eggegggegg 


66240 


cgtcccgggc 


gcggaaaggg 


gagtcccggc 


gccccctgcc 


cgcgaactcg 


gccggccggc 


66300 


ccgcgctccc 


ctccccggct 


gccgctcggt 


ctgcgcgtgg 


gtcttggggt 


ctccgcgcgt 


66360 


cccggccgtc 


ccgcgccgct 


ccccgcgggc 


cgcccaactt 


tcagcgctgc 


cccgcgccgc 


66420 


gccctcggcg 


ccgcctcggc 


gtcagcatcg 


tcgggcccgg 


ccgggctcac 


agegeggggg 


66480 


tccgggggcc 


cggggcgccc 


cgccgcccgc 


gccccccacc 


cccgctgcag 


gcgccctccc 


66540 


cgccgccgtc 


ccccgctgcg 


cccagctccc 


tcgctgtcac 


ccgctcctgc 


tcgcgcgctc 


66600 


tgcccccggc 


cctgcgctcc 


actcccggcc 


ccgctgcgct 


cggccccggc 


cccgcgaccc 


66660 


ctcggcctcc 


cggcctgggg 


tcgccctccc 


cgcccccgcc 


ggccgggctc 


tgtcgccacc 


66720 


tccccgaccg 


ctctcgcgtc 


tctctcctgc 


cgccggggtc 


tccgccgcgc 


tcgcgtcccg 


66780 


gtccctctcc 


cggcctccct 


gcctcctgcg 


gccccgctcg 


ccctctgccc 


geggggtetc 


66840 


cgtctccgtc 


gcggtcgccc 


gccggcctcc 


ccccgcctcc 


ctctgcccgc 


gctgcctctc 


66900 


tcccctgcgc 


gtctctgtcc 


gtctccctcg 


cggcccctgt 


ccttctctgt 


ctctccccct ' 


66960 
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CLCLgtcucg 


gaccccggcc 


cccgccttgg 


ccgcgtcccc 


an no n 


ggctcgcccg 


ggageccgag 


ctcccgccgc 


ccgcggcgcg 


ccgagaactc 


ccaactcgcg 


67080 


gcacgccgcc 


ccgctttgcg 


agactttege 


ccctcctcac 


acgtgacccg 


cgccccactg 


67140 


cggaggccgc 


gcgcccccca 


gcccgggagc 


cccggctgcc 


cgcgggaccc 


cgccctgccc 


67200 
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gcccctcggc 


ctaacccggc 


ctcaagcccc 


ctcccgcggg 


gcccgcggcg 


cggagcaggg 


67260 


gctggggcgg 


ggggctgctg 


gccccgctcc 


tgccctggat 


cctgcccggg 


ttttcctcct 


67320 


cgccccagga 


gcgctcctcc 


cagaacccgt 


tcctggatcc 


gctcccgggt 


tttgtgcccc 


67380 


ccccccaaaa 


gggggcaggt 


ggagagggtt 


cctccgagcc 


gggaaggggg 


gtgggtggga 


67440 


gctggtccct 


ctggggtccc 


acggagtccg 


cccctctcct 


tagcggtcct 


cgtactctcc 


67500 


caaagtaccg 


ccggtcaagg 


acccgaagca 


cctcactctg 


ggagtctgag 


ggggccctat 


67560 


tggagggacc 


ctcgcgatca 


ctcagtcacc 


actgccccat 


tttacagatg 


gcgagactgg 


67620 


gtaccagaga 


gggtcagaaa 


ctcggccaag 


gtcacccaga 


gatgacaaag 


ccaggccaaa 


67680 


ccctagtctc 


ttattctctg 


tcgctctcca 


ttaccccaag 


ctgtcaggcc 


tgggccccac 


67740 


actctggggt 


gtcagggaac 


ccccagcacc 


cacagcacct 


gt ctagccag 


ctacatcctg 


67800 


accatcctgc 


cacgtcactc 


tagccctccg 


aggagacagg 


agggaaagtg 


ctcctccttc 


67860 


cagggtggta 


ggacgagaga 


acacctgcag 


ttagacagcc 


agcaaaactt 


ccctgggagt 


67920 


ctggccatca 


ccgactagcc 


ccattacaga 


gagggagaga 


ccgaggcacc 


ccaaagccag 


67980 


gtggagaact 


gatgaaatct 


gaaatcccct 


ctggctctcc 


tgagcctcga 


ggatgtcagc 


68040 


ataagaacag 


caacacacaa 


accaccacaa 


gtgtttccct 


tcttcgtggg 


ctctccctac 


68100 


tcaaaaggat 


tcagtcccaa 


ctcctcagtg 


tggtatagtc 


aggccccacc 


ttatccggca 


68160 


tcccacatcc 


cataaatcca 


caggtacacc 


ctgattccac 


agattccaga 


acacgccaca 


68220 


ggcctccaca 


cctctctgcc 


tgcacgcact 


gttcctcctc 


actaagatat 


ccttccacct 


68280 


tttttgccca 


gagaattcct 


gctgttcccc 


aagcccagcc 


tcagtgccac 


ttccttgaga 


68340 


aggcctcctg 


atgaccccag 


cagaagtcat 


ttatcaccca 


ctcattcatt 


caaccagcac 


68400 


taggcaccca 


ccacatacca 


gcccctgggc 


ggggcacaag 


tatggttctt 


gcttagtggg 


68460 


atgaggagtc 


aggctaacct 


aggctcaaaa 


gcacctagga 


gctacttgac 


cttgaacaag 


68520 


tttttattta 


atctgtctgt 


aaattgagga 


ccctaacgtc 


ctccattccc 


aaggggtaga 


68580 


ttaagtgagg 


tggatgcaca 


agaaatacac 


agatcatggt 


aggcgctcaa 


taaatgtggc 


68640 


catcctttct 


cacggctctc 


tccgactgtg 


cagacctcca 


gaacgcacgt 


cctgttccac 


68700 


gcctctccct 


ggttaccctg 


ctgtgtcctc 


acaggcagac 


agccaggact 


gatgttccat 


68760 


cacatgaatg 


ctcagtgcgt 


ggatgcaggg 


gagactcaag 


cagcctgagt 


gccctgtggg 


68820 


caagagatgt 


gtgcctggtc 


tttttcacct 


tttctgtgga 


tggaaagtgg 


gaggatgagg 


68880 


gtgagacaaa 


tgacctgcct 


ggccacgggc 


tgacctggta 


gccatcctgg 


gagtgtgggg 


68940 




fT jT ^ /T /T ^ ^ fT fT /T 

gydggdciggg 


gcaggaagga 


ggggaaaa t g 


cagacagaga 


tgt ctgt aga 


/C n n n n 

69000 


tccaaagcat 


ctactgtcac 


agaatcagtc 


tcctgatgcc 


aagtccctgg 


gcacaaactt 


69060 


gaagatggga 


tgggggctct 


ggggcaagga 


gggttagctt 


gccgggcctg 


ggccgcaccc 


69120 


tggggctgct 


gttcatcctg 


caaggagact 


ggactgggag 


gaggtaggga 


gaggcaagca 


69180 
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gaggagctcc 


aggcagggag 


aggttcggag 


gccccaggaa 


agagcccttt 


ctctcctctc 


69240 


cagccctgtg 


tgaccctggg 


cagctcaact 


ctcctctctg 


ggcctttgtt 


tcctcatatg 


69300 


taaaatgaga 


actataatac 


ccactttgag 


cttcggggtg 


tgtgtgtgtg 


tgtgtgtgtg 


69360 


tgtgtgtgtg 


tgtgtgtgtg 


tgtttgttgt 


tgttgctgtt 


tttagatagg 


atctggctct 


69420 


gttgcccagg 


ctggagtgca 


gtggcgcaat 


ctcagctcac 


tgcaacctcc 


gcctcctggg 


69480 


cttaagccat 


cctcctacct 


cagcctcccg 


agtagctggg 


accacaggca 


tgtgccacca 


69540 


tgccaggcta 


atttttgtat 


tttttgtaga 


gatggggttt 


tgtcatgttg 


tccaggctag 


69600 


tctcaaactc 


ttgagttcaa 


gcgatccacc 


ttccttggcc 


tcccaaagtg 


ctaggattac 


69660 


aggtgtgaac 


caccgcacgt 


ggtcgagcag 


ctgttttgag 


gataatcaaa 


gactaaagga 


69720 


agacttcaca 


ttgttcacct 


tccgtgtgag 


tagcctctag 


ccctgtgtga 


ggttgggggc 


69780 


agagatggaa 


atgggcatgc 


agaggcctgg 


gggcagtgtg 


agggagttga 


gaaaagtctt 


69840 


gggtgtcaga 


acctgtgtga 


ccctgggcaa 


gatgcgtgtc 


ctctctggac 


ctcagaggcc 


69900 


tcgtctgtag 


tgggacagtg 


tggactaggt 


ctcccaaggg 


taagtgggct 


ttgtcatgat 


69960 


ccaccacaga 


tgcgcccccc 


caccagacgg 


aatgaggaca 


acctgcttcc 


cctgcactcg 


70020 


tacccctagc 


tcagcactat 


ccagaccttc 


gcagggattg 


tctcctttga 


ttcttgcaag 


70080 


aattctccag 


gcacctgtta 


ccaatgggga 


aactgaggca 


cgggcagtaa 


tgccatgagt 


70140 


ggcagggccg 


gtgtggccag 


gaacaatggt 


ctggaggaag 


gaggttcgct 


ctgaagtttg 


70200 


gaggagaatg 


cttgtaaaac 


ctctgtccac 


catacacttt 


ggtaaaacgt 


cctggccatc 


70260 


tccattctcc 


attctctcct 


ttgatcctca 


caagatctcc 


gtggggtacg 


ggctatgcct 


70320 


gtctttacct 


cacaggtgag 


gactctgaac 


tgacacacag 


agaggggaag 


tggcttgtct 


70380 


ggggtcaggc 


agtaagcaac 


tgtctgggcc 


aggatttgaa 


ccaggctcaa 


cttccacttt 


70440 


ctggggaaag 


gtcattccag 


gctagcagag 


cactcactaa 


ccgatttact 


gtggggtcct 


70500 


gctcacacct 


cctgggtcct 


acaggggccc 


tgagagcctg 


tgtagagggc 


tgagaggagt 


70560 


ggaagggagg 


gcaacttggg 


ccaggcaggt 


ggacagctgg 


ggaggagacg 


gaaaaggcca 


70620 


cttcaaaatg 


ctagagtcac 


agaggccaga 


ggtttttgtc 


ctagagagtg 


tcttaaagtt 


70680 


cagccagggc 


cgggcgcggt 


ggctcacgcc 


tgtaatccca 


gcactttgtg 


aggccgaggc 


70740 


gggcagatca 


cttgaggtca 


ggtgtttgag 


gccagcctgg 


ctaacatggt 


gaaacctcga 


70800 


ctctactaaa 


aatacaaaaa 


ttagccaggc 


actgtggtgc 


gcatctgtaa 


tccaagctac 


70860 


tcgggaggcg 


aaggcaggag 


aatcacttga 


acccgggagg 


cagaggttgc 


agtgagctga 


70920 


gat cgcgcca 


ctgcactcca 


gcctgggcta 


cagagcaaga 


ctccatct ca 


aaaaaaaaaa 


70980 


aaaaaaaaaa 


aaaaaaggtc 


cagccagccc 


attctgcaga 


tgaggcaaac 


tgaggtagcc 


71040 


cagatactta 


gattagaaat 


cagatcagga 


cacagctggc 


ctgcctcgga 


gctctaaagt 


71100 


cccaggagct 


tccagggggt 


gaggtccaga 


ggtgattaaa 


gggacactgg 


ggggccagag 


71160 
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gcccagaacc 
gccctccacc 
ttagcaccta 
ccaaaatagc 
agaccaggca 
gcccctggtg 
gctgtcccat 
aggtgatagg 
acatacacaa 
tcccacgcat 
taaacgtctg 
acatgctttt 
tgcatgccag 
gacacacata 
aagggcaatc 
cagaaatcct 
ggcaggcagg 
gatgactggt 
actctcaccc 
gcgataaaga 
ggcacgttcc 
tactctgaga 
cacgaccaca 
ccagccccag 
cagggcctag 
tcttcccacc 
gccaccgtca 
cgaagggtgg 
gctctgtgac 
gctgcgagcg 
tccgcgcgct 
tqqgqgcgtc 
tagtacagcg 



catcccagca 
tccaccctcg 
tagaaaaacc 
ccccctccgc 
gggagggggt 
cccaccctgg 
gcatgcctgt 
agagggggga 
ttacaggtta 
gcccaccgag 
ccacaactac 
atatccacat 
gcacacggac 
ttcacagata 
agttgtgtta 
tacttagtgg 
tggatgaagg 
gctcaggaga 
gcagacttga 
ggacaagatg 
agttggtgag 
tactggtgga 
cagtaagtta 
tgcctggcac 
ctctgcccct 
tggaaagctg 
gggctgggga 
cccagcctct 
tcctgaatcc 
gcttgcggtt 
gagagccgcg 
gcggcccggg 
aacatcttaa 



ggctgtgccc 
cccacccccc 
gccacagacg 
caacctttcc 
ggcacatgag 
cccaagacct 
gatctcagtc 
gcagaacccc 
tcacagttct 
gggtacacac 
acaacatcca 
attcacacac 
acacacacac 
cacacaactg 
cccagtagac 
ggaacttcta 
gttgtgtctc 
gctgccctgg 
aacttctggg 
gcaattgggt 
ccgctttcac 
ggtgtcccca 
ctagcagagc 
ttggctgcac 
gatgagcccc 
agaatgaatc 
gtggtgtttg 
cccctcctcg 
gggctccggg 
gccgtaggaa 
ttttggtcac 
ttattatgct 
aagtacagct 



tggggacaga 
agcactcagt 
gccgtggcag 
cgctgctgct 
tgttcgccct 
gggcagccac 
acagtcctca 
cgcacccaag 
ccacatccac 
acatcagcaa 
cctgcacaca 
ccatcccaaa 
accagtgtac 
tccaaacaca 
tctgtctggg 
caaccacagg 
tctgaacccc 
acccacttct 
cacagagatt 
ggcaactgtg 
actccattat 
tgtctgagtc 
tggacccata 
tgcacgaact 
gagttactgg 
cccaggggtg 
ccggaagtcc 
tttggccagc 
tcttcgttcg 
cctcgccagg 
cgagagacac 
tttcttttta 
ctgcggggcg 



ggactgtagg 
agtcaccagg 
ctgttgctaa 
cctgctgtgg 
aggctcaccc 
aggtctgtgg 
gctagggaag 
accccccagc 
tgtacacacc 
agctgcatca 
cacaccatgg 
tacacacgta 
atataccctc 
tgcccagcct 
gtgctgtgtc 
gcagagggta 
tttaagtctg 
cgaaggggaa 
tctgagcccc 
atggtctgtg 
ttcacacgct 
tcagagagga 
acccaagggg 
tggaaggagg 
gggggcagcc 
ttttcaagca 
tcggaatgcc 
cgcggtctct 
cgcctcgtca 
gcctccgcga 
ctgtcgccag 
attgaggtgt 
cggtggcgca 



ggtctctcct 
gtggaatatt 
ggagacgctc 
ggaggggagg 
acccaccctg 
aagggcagga 
aaggtcactc 
acactcccac 
acaaatacag 
gatgcacggg 
agccgcaaag 
caccaatata 
acagcacatg 
gtggcatcta 
ttagggtttc 
aggaggaggt 
gggactagat 
agtggagtag 
aggggctggg 
gcatgcgcaa 
tggtaacagc 
gagagaactc 
gtgccagcac 
ccaccgggtg 
aggccctcca 
gcggcttgtg 
agcgcaagga 
ctccagcctc 
ctctggagac 
ggcgcacgac 
cggcgagggg 
aacttacaaa 
cgcctgtaat 



71220 
71280 
71340 
71400 
71460 
71520 
71580 
71640 
71700 
71760 
71820 
71880 
71940 
72000 
72060 
72120 
72180 
72240 
72300 
72360 
72420 
72480 
72540 
72600 
72660 
72720 
72780 
72840 
72900 
72960 
73020 
73080 
73140 
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ccagcacttt 


gggaggcega 


ggegggagge 


tcacttgagc 


ccaggagttc 


gagaccagcc 


73200 


tgggcaacat 


agcgagaccc 


tgtcttttag 


aaaaaaataa 


cagtgtaatg 


gcgtgcacct 


73260 


gtagtcccag 


etacteggga 


ggccgagccg 


ggagaatggc 


ttgagcccag 


gagttcgagg 


73320 


ctgcagtgag 


ctatcattcc 


tgtcactgea 


ctcctcctcc 


agectgagea 


acaaggegag 


73380 


accctgtctc 


ttaaaaagaa 


aaaaaaaggt 


acagctcgat 


taatttttca 


gacatactca 


73440 


taaaactcgt 


gttaccacca 


ccatgatcaa 


gacacagaag 


acttccaggc 


cctagaagtc 


73500 


tcacatcttc 


aggaataaac 


cagtgaggga 


gaggtcacca 


tctgaaaccc 


tggagttgtc 

ZJ \J ZJ .3 


73560 


tgtttttgcc 


cctctctgct 


ctggcagacc 


ctctttgggc 


ctcagttgcc 


tgtgaaggga 


73620 


agcaaggagc 


tgaggtgacg 


tgcattgcgt 


ggtttatatc 


ttgeaaateg 


ctttagatat 


73680 


ttagctaact 


ttaacccgga 


taactattgt 


atgaggtegg 


tacttggttt 


atacccaggt 


73740 


taatgatgtg 


aacactataa 


cttggagaga 


ttagctagtc 


taaattcaga 


tagctcttag 


73800 


gtggtggagt 


ttgagggect 


aactcatctg 


tctaacctta 


atgetcatet 


tttccttctt 


73860 


cccttccttg 


gcctctacag 


gccgggcgcg 


gtggctcacg 


cctgtaatcc 


cagcactttg 


73920 


ggaggccgag 


gcaggtggat 


cacctgatgt 


aaggacttaa 


gagacccgcc 


tgaccaacat 


73980 


ggtgaaaccc 


tgtctctact 


aaaaatccaa 


aaattagccg 


ggcgtggtgg 


caggcgcctg 


74040 


taatcccagc 


tactceggag 


gctgaggcag 


gagaatcget 


tgaacccggg 


aqqtqqaqqt 

ZJ ZJ ZJ ZJ ZJ ZJ 


74100 


tgcagtaaac 


tgagatcgea 


ccactgcact 


ccagcctggg 

ZJ ZJ ZJ ZJ 


tgagagagtg 


agact ccgt c 


74160 


tgaaaataat 


aataataata 


aataataatg 


aatggtacaa. 


gtaaaaggca 


ctqaqqqqcq 


74220 


ggggggcagg 


ccacgtctta 


tctcctcgcc 


tttgtgcaat 


tagtaccttc 


tactggggac 


74280 


tctcttctct 


tccccaaggt 


tttgtctccg 


aggcaagctc 


ctacacaccc 


tccaaagccc 


74340 


actagagcat 


catttgccct 


aaagecttet 


ttaagagcag 


tcctcccagg 


gactccctcc 


74400 


aacagacagt 


gattgecatt 


tttcctctgt 


gcggtccagt 


ccgtgcacag 


gcacccacct 


74460 


cccacagcac 


cagaaaggee 


cctggaggct 


gcacctaagt 


tcaaccctca 


aggegectgg 

ZJ ZJ ZJ ZJ ZJ 


74520 


tgcccagctg 


gtcttcagta 


aatgtgtttg 


taactaaaac 


gggaaqaqag 

ZJ ZJ ZJ ZJ ZJ ZJ 


gttttgaacc 


74580 


ttggtgttta 


taaccttggt 


gtgtcagtaa 


aatgcggccc 


gctgcccctg 


cctcctgtca 


74640 


ctcaaaatat 


attgagctgg 


ggaaagagct 


tcccgaacac 


ctggggtgga 


accqcaqqqa 

zj zj ^ zj 


74700 


gaggaaggct 


gggcccaccc 


cgcactcggt 


taggaaatgg 


act cgt cege 


qect ccqqqc 


74760 


gggcgggacc 


tcaggggctg 


cctgggaaga 


ggtcattcct 


tccacgqqqq 

j j j j j 


agcgtccact 


74820 


cgcctaggcc 


agaggaagac 


ttggcggcct 


agaggaagct 


etagggagee 


ccggaagccc 


74880 


gggacat age 


ttt ccttcca 


ggcccctgcc 


eggtgagaga 


cagecaatta 


agtggagtga 


74940 


ttttcacttt 


acacccctat 


ttccttccac 


acagaattgg 


aggcagtttg 


caggatattc 


75000 


caaacagtgg 


tgaaatataa 


gaaagggcta 


ggaccagaaa 


aagagagega 


gcgagagaga 


75060 


ttatatatac 


ctatttttaa 


aaaataattg 


agcaagtccc 


ccattctctc 


ttccataaat 


75120 
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ctgactttga 


acgtagaatt 


tgctttgtta 


agtgagaaga 


aaacagtcct 


tgccctttga 


75180 


gctaaaggaa 


atttccctct 


ttgctttccc 


ctgeagcagg 


cacatttttg 


agtgttggga 


75240 


aattgaggct 


cagagacgtg 


agggacttgc 


tggaatccac 


ccagcagcag 


ggacagatcg 


75300 


tgaatgacca 


tgcaggtggc 


cagagtgctg 


gcaggggcta 


gagecaaatg 


ttttccgtga 


75360 


gtaaagggtt 


tccccttttc 


tccatgggga 


gctttgaaag 


tctccacctg 


ggagcctagt 


75420 


gggcacaaaa 


gaggtggggc 


taattactgt 


ggacagagee 


ttaggacttt 


ggggagagga 


75480 


gagccatgtg 


actgaccttg 


gggagcaaga 


gacaaatttg 


agccccgatt 


tcctcatctg 


75540 


taaaataagg 


acatagtatc 


catttcatag 


ggacatcagg 


aaaactggat 


gcaaagagca 


75600 


atggctaagc 


acctgcaata 


cttcatttct 


ttttgagaca 


gggtctcact 


gtcacccacg 


75660 


cccagtttca 


agtagagtag 


cgcaatctca 


gttcactgea 


accttgacct 


cccaggctca 


75720 


ggtgatcctc 


ccaactcagc 


ctctcaagaa 


gctgtaacta 


taggcaegtg 


ctaccacgcc 


75780 


tggctaattt 


gtgtgtgtgt 


tttttttttt 


tttttttttg 


agaeggagtc 


tcactctgtc 


75840 


acccaggctg 


gagtgcagtg 


gcctggtgtt 


ggctcactgc 


aacctctgcc 


tcctgggttc 


75900 


aagcgattct 


cctgcctcag 


cctcccaagt 


agcttggatt 


acaggcgctc 


gccactaatc 


75960 


cggctaatct 


ttgtattttt 


agtagagacg 


gggtttcacc 


atattggtca 


ggctggtctc 


76020 


gaactcctga 


cctcaggtga 


tccgcccacc 


tcagcctccc 


aaagtgctga 


gattacaggc 


76080 


gtgagccact 


gtgcctggcc 


ataatttttg 


tctttttttt 


tttttttttt 


ttgtagcaat 


76140 


agagtttcac 


caggtcgccc 


aggtttgtct 


caaactcctg 


ggctcaagag 


atttgcccac 


76200 


ctggcctccc 


aaagtgctga 


ggttacaggc 


atgagecact 


gcgcctggcc 


tctttttagt 


76260 


tttttctttt 


tgagacaagg 


tctcactctg 


tcacttagtt 


tggaatacag 


tgatgtaatc 


76320 


atagctcact 


gccgcgttca 


actcctgggc 


teaagegate 


ctcctgcttc 


agegtctcaa 


76380 


gtagctggag 


ccacaggttt 


gtcaccatgc 


ccggctaatc 


ttttttttat 


tttctgtttt 


76440 


cttaattttt 


tgtagagaca 


agtcttgctg 


tgttgccttg 


actggtcttg 


tactcctggc 


76500 


ctcaagtgat 


ccccctgcct 


ctgcctccca 


aagtgctggg 


attacaggtg 


tgaaccaccg 


76560 


tgactggcct 


acatctgtct 


ttatttttcc 


catttatcag 


atgagaaagc 


tgaggcccag 


76620 


agaggggacg 


tggcaggctc 


aaggccacag 


tggcaggect 


gggacaaggt 


ctagcccctg 


76680 


gagccattca 


gcttgggttc 


cttcccctcc 


agcaccacgg 


tccctcctca 


gactctccct 


76740 


ggccttggcc 


agtttccctg 


tggtcttgag 


gaaataaagg 


gaaggggagg 


atccagcctc 


76800 


attccagccc 


cacgtccccc 


ccaacacaca 


cagtgggggc 


tgcttcccag 


gaggacagat 


76860 




aatggcactt 


gcacgt get t 


ttctctggct 


tggggaggag 


gtgggcgctg 


7 6920 


agaaggaaat 


gccagctggt 


tgggcagaga 


caaccgcagc 


cacacctgag 


ggatttaaat 


76980 


agcctccgcc 


ttctctgggc 


aceggctgag 


gaggaggcat 


ctgggcaggg 


ttggagggga 


77040 


gcggggaaca 


gaagggccat 


teggaacctg 


ccgcagctca 


gggatgagcg 


cctggctcct 


77100 
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cctcccagag 
caaagcgagg 
caggcctgac 
cctccctgcc 
cgctcaccca 
ggaatgattt 
tgtgacctca 
atgaggccac 
aacacgatcc 
ggaggggctg 
cgtttggggt 
cactttggga 
caacatggtg 
cgcctgtaat 
agagattgca 
tctgtctcaa 
catagggagc 
ggctggccat 
ggcctgagca 
aaatacattt 
gaggtccgtt 
aggaggggag 
tatccagagg 
cagggaccct 
gtgtgtccct 
tggatctccc 
gaaaattgag 
gatt ctgctg 
accgggtgga 
cccaccccac 
atcgccccac 
gggcctgtgt 
tttctgcgga 



ggacctggtc 
ctctgaaggc 
ccatgcctgg 
agggcaggag 
cctctcgcga 
catggtagac 
agcaagttat 
tgcttcctca 
ccaggggatt 
agattctgca 
ctcaaaggac 
ggctgaggca 
aaaccccatc 
cccagctact 
gtgagcagag 
aaaaaaaagg 
catagaaggg 
agtggcttat 
caagagttcg 
gtcatggaaa 
atttagagag 
gctaagggcc 
gggtggtgga 
tcactcccca 
gtttaacatc 
tgaccagctt 
accaagagag 
ctgagtggtg 
caaccaaatt 
tctcccaggg 
agggtacttc 
acagatgagg 
gggaaggcag 



taggcacctc 
cgctgaacca 
cacccagatg 
ggcctgctgc 
cagggtgctc 
cgtgtgttgg 
ttagcctccc 
cagtgctgtt 
cgtgtgcaca 
ttcccaacaa 
tgccttggct 
ggcaaatcat 
tctactaaga 
tgggaggctg 
attgtgccac 
actgcctttc 
tcttgaccac 
gcctgtaatc 
agactagcct 
agcctctctg 
agatgagggc 
ctcagctcac 
cctgctcaga 
cccttcctgg 
ctagtaacac 
gacctcctgc 
aggaaggccc 
tgccattacc 
aacagacgga 
agggagctcc 
cacgtgctgg 
aaactgaggc 
agggcacttg 



acctccctgg 
cgtgcctgtt 
ctcagtactt 
tgagtctctg 
atcacctgcc 
aatctgggct 
tgcctcgctt 
tagatgagtg 
tcggagtctg 
gcggtagcaa 
gggcgcggtg 
ctgaggtcag 
atacaaaaat 
aggcatgaga 
tgcaccccag 
cctgggagga 
tgaagtgaca 
ccagcatttg 
gggcaacaca 
gttatctgtg 
gctgaatggg 
ctggtccact 
ccacacagcc 
tgctcagccc 
caagaagagg 
ctacccacaa 
accgacccag 
attgtccacc 
ggtggggact 
agctccggga 
ctcctgccaa 
agagattggg 
gggcatgggc 



acctcgaggt 
gatggaaaga 
gacggctatt 
acaaatgagc 
atggcaaccc 
acaggactgc 
tccccatgtg 
cctttggaac 
attcacccgg 
tgctgctggt 
gttcacgcct 
gagttcgaga 
tagcctggcg 
atcgcctgaa 
cctgggccac 
aaagtaggga 
gatttttatc 
gaaggctgag 
gtgagacccc 
gcaggaggtg 
aggagggctt 
ctttcagacg 
ctgggaggac 
tcctgggtct 
gaaggcacga 
caacccgatt 
gctgcagccg 
tgcagcaaga 
ccgcttccgg 
agatgaggac 
gcgctggcac 
gcttggtggc 
gacatgggtc 



tcatcccctg 
acctgagtaa 
ggggtcacca 
gtccaccggc 
acagtgtaag 
ttggtgtctg 
tgaaatgaga 
tttacagtta 
gaatgcctgg 
ctttggactg 
gtaatccccg 
ccagcctggc 
tggtggcggg 
ccagggaggc 
agagcgagac 
aagtaggggg 
acagaaaaga 
gcaggcagat 
atctctgttt 
ggagtgggag 
attcaggtca 
cagagactta 
tccctcccac 
ctcctgtcct 
acgagggccc 
ttacaggtga 
aggtcagtct 
tcgggtcccg 
ctcgccccgc 
aatagcagga 
cagtgttatg 
aggcctccag 
gtggcgggca 



77160 
77220 
77280 
77340 
77400 
77460 
77520 
77580 
77640 
77700 
77760 
77820 
77880 
77940 
78000 
78060 
78120 
78180 
78240 
78300 
78360 
78420 
78480 
78540 
78600 
78660 
78720 
78780 
78840 
78900 
78960 
79020 
79080 
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cccggcgcac 
gtccgggagc 
ggctccccac 
gggcggcggc 
ctagagaccg 
ttgctgggcg 
gacctgagcc 
tgcaagggtg 
cccctgcgtg 
ggtccttgaa 
aggaggagga 
ctcaggttgg 
tccctcccac 
tgcactcagg 
caccccgccc 
ctgtgatgtg 
gaagccgggg 
ggagaagctt 
agagcctcct 
cactgggtgt 
aggctgagag 
acgagcaggt 
ggaggtcacc 
tggagggaga 
gccagggagt 
ggggcctgaa 
tggcagggtg 
ggcctggagg 
tcttcctcag 
tgaggggaga 
agcaaccatg 
cacctagaat 
ttatttttta 



acggcagccg 
cgggcgctgg 
cctgcgccgg 
gcgcgggtgc 
gggccggaga 
cgggcgcacg 
acctcctggc 
aggggcgcct 
cagggcaggg 
actttgcgga 
cccctcgaga 
cagtgtcact 
cagttacacc 
aacggcccac 
cccaaagtga 
gcaggagggc 
aaggctggag 
ggaggctgga 
ccagccatct 
gcagaggcag 
tgggccccga 
gtcaatccag 
aagcaccggg 
tgagtccagg 
tgggtctggg 
caggttgctt 
ggggttggtg 
ccatttgggt 
gggaggtggc 
atcagctcca 
accaagaggg 
acagcccgga 
tttttatttt 



ggcgcaggcc 
gatgggcggg 
cggccgccct 
gatcgcggag 
cgtggcagcc 
actgactggc 
catgatcttg 
ggcagggagg 
cgctccaggt 
gctccacttc 
tgatgggagg 
gctggttgga 
cattgttcct 
gattctcaag 
gccctcgtcc 
accagccggg 
gggtcccctg 
ctcgcggtcg 
ttgtccaccg 
gagtgagctc 
aggccctgtg 
gaagtgtgtg 
catcccccgg 
agggaggctg 
gagcccttca 
tgcaagcttt 
cagacatgag 
ttggggtctc 
caggaatgct 
acctcttcct 
gacactggta 
cagcagaggc 
ttaacagagt 



agaagccccc 
aggcgggatc 
ggccacgtca 
ctgtgaggcg 
gccctgcccg 
tggaccatga 
ctgctgggga 
tgcgggaccc 
gtctgctcag 
caaaaacaat 
cgggtgggtt 
agagggggtt 
tccaccatcg 
gtcttctctt 
ctcccctgcc 
ctcaggcggg 
tttgcattct 
ccaacagatc 
gcatcctcgt 
aggctcctcg 
gaaggagcag 
ctgtggaggg 
gaagggtggg 
gtccagatgt 
tggtttggga 
gagagaaaag 
caacagtacg 
tggagagaca 
gagtggggga 
gcacttttgc 
cctggccgct 
ccagccctgg 
ttcgctttgt 



ccgcgtcgcc 
tccgggccgc 
ccgcccggcc 
caggcagggc 
ccagaaagtt 
acgtgttccg 
agatctggag 
cctctctggc 
ggtggggact 
gtaaagttgt 
tgttcctgca 
ataagggagg 
actgtgggga 
ccctgcccct 
tgcatgtgtg 
tatggagctg 
ggctgccctg 
cagagccacg 
ggtgccctcc 
tggggctgag 
ctccgtgctg 
ctccggggat 
cagccagatt 
gaaagggcct 
gccgggaagg 
gcacagagca 
gtgtggaggg 
ggtacagaga 
cccggagcag 
agaaggccct 
gtctgccaga 
tggagctgac 
ccctgaagct 



gggccgccca 
gccgcttcct 
aagagtgcgt 
tctggggcac 
tcctagaagt 
aatcctcggc 
gtccaagtgc 
cagcctcatg 
ccggcgtggg 
ataaaatcag 
cagacgcccc 
tgacaacccc 
gaagcagata 
tcccagaccc 
gcaccggtgg 
cctctaaacg 
ctgggggttt 
aaaggctgcc 
ctgtgcctgg 
gaggctgaga 
gtcccggagg 
gaagaggcat 
tggggtggtc 
tttctgccag 
ggcctggaag 
gggggaggcc 
agtggttcta 
cagttcaggt 
caggccctgg 
gcacggagtg 
cactgctggg 
tttcttttat 
gaagtactgt 



79140 
79200 
79260 
79320 
79380 
79440 
79500 
79560 
79620 
79680 
79740 
79800 
79860 
79920 
79980 
80040 
80100 
80160 
80220 
80280 
80340 
80400 
80460 
80520 
80580 
80640 
80700 
80760 
80820 
80880 
80940 
81000 
81060 
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ggtgtgatct 
gcctcctgag 
ttagtagaga 
gattcaccca 
gcccacttct 
cagtggcgca 
ttcagccttc 
atttttagta 
gagtcacagg 
gaagccatca 
catagtgagt 
tgcacagaga 
ccccaaagac 
ctgggcctgt 
cacctatgct 
tgtcccgggt 
ctattgtgct 
ctttgggatg 
gtggcgaaac 
cctgtaatcc 
aggttgcagt 
ctgtctcaaa 
taaggaaaat 
gtaggggaag 
ccttcgtggg 
tcaggccatc 
cactgccagc 
cccagaggga 
tgcatgaggg 
acattctcca 
cccaggctgg 
aggatcacct 
tagaaaaaat 



cggctcactg 
tagctgggat 
cggggtttcg 
cctcggcctc 
tttttttttt 
atctcggctc 
caagtagctg 
gagacggggt 
tgtgagccac 
ataaacaata 
actatgggaa 
gaagtcagag 
cagagacttg 
gttttcccat 
tagtggaccc 
ctccatgtgc 
caagatcacc 
ccaaggcggg 
cccgtctcca 
cagctactca 
gagctgagat 
caaacaaaca 
gtgagtaaaa 
gcccaagcgg 
gctgagggct 
ccagagctgg 
cccactgttg 
ctcaggttct 
gccgtttggc 
gaatgttagg 
gtgcagtggc 
gagcccagga 
ataaaaatta 



caacctccac 
tacaggcacg 
ccatgttggc 
cgaaagtgct 
ttttgagaca 
actgcaacct 
ggattacaga 
ttcgccatat 
catgcccggc 
gtcctaggaa 
cagaaaaagg 
gtgatggagg 
ggcttcactc 
ttgtcaaatg 
cggagggact 
agcttcctgg 
ggggggctgg 
tagatcacat 
ctaaaaatac 
tgaggctgag 
tgcaccattg 
agcaaaacaa 
cccaggggac 
gtgaccaagc 
tctctgtcaa 
cctcaggtca 
ccctcacccc 
cactgagcac 
aggtgaggaa 
gacttcaggg 
ttacccatgt 
atttgagacc 
gctgggcatg 



ctcccaggtt 
caccaccaca 
caggctggtc 
ggtgctggga 
gagttttgtt 
ctgcctccca 
cgcccgccat 
tggccaggct 
caagtggtgg 
actgagcaaa 
gcagctgggt 
cagggcctgg 
tcactcctcc 
ggagtgaggg 
ctggccagtc 
tggaaatgat 
gcacagtggc 
gaggtcagga 
aaaaaaatta 
gcaggagaat 
cactccagcc 
aactgaagat 
tggcaggctg 
gtcccccacc 
agtctgtgtg 
gtatggcctc 
ggctagtgca 
tgtgtattcc 
tgtgagaccg 
gtgttccttc 
aatcccagca 
agcttgggca 
gtagcatgtg 



caagcgattc 
cccggctaat 
ttgaacgcct 
ttgtaggcgt 
ctatccccta 
ggttcaagct 
cacactcagc 
ggtctcgaac 
acctgacttt 
tgacacggtt 
ggcagggatg 
tatgacctca 
ccttgactcg 
ctgcccctgg 
caggctcaca 
tgttttcaaa 
tcacacctgt 
gttcaagacc 
tctgagtatg 
cgcttgaacc 
tgggcaacaa 
cacaagggtt 
aggatgaaga 
agggctgcct 
agggctcagt 
ccccagtggg 
cgtgcgcgcg 
tcagctcagt 
aggct cgccc 
ttgctcatta 
ctttgggaag 
acatggcaaa 
cctgtagtcc 



tcctgcctca 
ttttgtattt 
gacctcaggt 
gggccactgc 
ggctggagtg 
attctcctgc 
taatttttgt 
tcctgggctc 
ctagtggtag 
tgttggaggc 
ggcctgtgtg 
acagacccag 
ctgtgtgacc 
cagtggggtc 
ttgtcctctg 
agtgtgaaaa 
aatcccagca 
agcctggcac 
gtggcaggtg 
tgggaggcgg 
gagcagaact 
cccaaagtgc 
gaaaagaggg 
cccaggcagt 
gagatgaaca 
gttcattacc 
tgctagaccc 
cctgccactc 
taaagccagc 
aaaatgttcc 
ctgaggcagg 
atcttgtctc 
cagctactca 



81120 
81180 
81240 
81300 
81360 
81420 
81480 
81540 
81600 
81660 
81720 
81780 
81840 
81900 
81960 
82020 
82080 
82140 
82200 
82260 
82320 
82380 
82440 
82500 
82560 
82620 
82680 
82740 
82800 
82860 
82920 
82980 
83040 
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ggaggctaag 


gtaggggggt 


catccgagcc 


tgggaggttg 


aggctgcagt 


gatctgtgat 


83100 


tgtgtcactg 


cactccagcc 


tgggtgacag 


agtgagaccc 


tgcctcacaa 


aaaaagaaaa 


83160 


aaaaatgttc 


tcccacccca 


aatgtctgga 


accagaggga 


tggttagaga 


aggcacagtt 


83220 


caggggtaca 


ggggaacca.g 


accctgaatt 


agacagcaca 


gtagttcccc 


cttatccacg 


83280 


gaggatatgt 


tccaagactg 


ccagtggatg 


cctgaaacca 


cgggttaaac 


caaaccctat 


83340 


atatatactg 


tttcttccat 


ctgataacca 


agactgctgt 


ccgggcacag 


tggcttacgc 


83400 


ctgtaatccc 


agcactttgg 


gaggccgaag 


tgggcagtca 


cttgaggtca 


ggagttcgag 


83460 


accagcctgg 


ccaacacggt 


gaaaacccat 


ctctactaaa 


aacacaaaaa 


ttagccgggc 


83520 


atgatggtgg 


gcgcctgtaa 


tcccagccac 


ccgggaggct 


gaggcaggag 


aatgacttga 


83580 


acccgggagg 


cagacgttgc 


agtgagtcga 


gatcgcacca 


ctgcactcca 


gcctgggtga 


83640 


cagagtgaga 


ctctgtctca 


aaaaataaat 


aaataaataa 


aaagtggcca 


aaggacacta 


83700 


aggagcatga 


caacaaaatg 


cagcatggat 


tccgggatgg 


aatccaggaa 


tggaaaaagg 


83760 


gcagcagtgg 


gaaaactggt 


gaaatcagaa 


taaagcctgg 


agttcagtca 


acagtgctct 


83820 


actgatgttg 


atttctttgt 


tttgataaag 


tactgtcact 


aaatacgatg 


tttttttgtt 


83880 


ttgttttgtt 


ttgtttttta 


agacagagtt 


ttgctcttgt 


tgcccaggct 


ggagtgcaat 


83940 


ggcacgatct 


cggctcactg 


caacctccac 


ctcctgggtt 


caagcgattc 


tcctgcctca 


84000 


gcctcccaag 


tagctggggt 


tacaggcatg 


agccaccaca 


cctggctaat 


tttgtatttt 


84060 


ttagtggaga 


tggggtttct 


ccaagttggt 


caggcttggt 


ctcaaactcc 


caacctcagg 


84120 


tgatctgccc 


gcctcggcct 


cccaaagtgt 


tggattacag 


gcatgagcca 


ccgcccccgg 


84180 


cccaaatacg 


atgttaacac 


tagatatagc 


tggatatgtg 


ggattctctg 


tactgtcttt 


84240 


acaactctgt 


tgtaaatcta 


acattctttc 


aaaataaaaa 


gttaaaaaaa 


gaaagagacc 


84300 


aaagtgggtc 


aagaaacagc 


atttagactg 


ggcgcggtgg 


ctcacgccta 


taatcccaac 


84360 


actgagagaa 


tgaggtagga 


ggatcacttg 


ggcccaggag 


tttgagacca 


ggctgggcga 


84420 


catagtgaaa 


ctctgtctct 


acaaaaataa 


taataataat 


aattaataat 


aaaatttgcc 


84480 


agtctgatgg 


tttgtgtctg 


tagttaccag 


ctactcggga 


ggctgagata 


ggagaattgt 


84540 


ttgagtccag 


gagatagagg 


ctgcagtgag 


ctatgattgc 


accactgcac 


cccagcctgg 


84600 


gagacagagt 


aagacccttt 


ctctaaaaag 


aaaaaaataa 


aaaagaaaga 


aacatcatgg 


84660 


agagtatgaa 


cccttttttg 


tcaactcagt 


gcatccatgt 


gcatcatatg 


tgtacacata 


84720 


ggtgtcatgt 


gtgtacatgt 


tcacaaagat 


atggaaggat 


gaacactagg 


ggtttggaat 


84780 








4-^^4-4-4-4-4-^.4- 


tttgcaaaga 


gtaaatatag 


Q A Q A H 

o 4 o 4 U 


gcataacttt 


tgtaactaga 


aaaaaggctt 


tttggctggg 


cgtggtgggt 


catgcctgta 


84900 


atcccagcac 


tttgggaggc 


caaggcgggc 


agatcacttg 


aagtcagaag 


tttgagacca 


84960 


gccatgacca 


acctggcgaa 


actccgtctc 


tactaaaaat 


tcaaaaatta 


gccaggcgtg 


85020 
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gtggcaggca 


cctgtaatcc 


cagctacttc 


ggaggctgag 


gcaggagaat 


cacttgaacc 


85080 


caggaggcag 


aggttgtggt 


gagccgagat 


cacgccactg 


cactccagcc 


tgggcaacag 


85140 


agtgagactc 


catctcaaaa 


aaagaaaaaa 


gaaaaaagaa 


aaaaggcttt 


ttaaatctta 


85200 


cagtttgaaa 


aataaaatag 


aatgctcccc 


tggccctgaa 


ccttcctctg 


cctgctctgg 


85260 


tctccctggt 


gaatcaacac 


cttgtaaagt 


cagtgagttg 


ttcctcctaa 


gactgagctt 


85320 


tggggactgt 


cagtggaact 


ctgggggtgg 


agtgaagaga 


agcctcaaca 


acccccacca 


85380 


agcccgactc 


acaccacccc 


cgacatcctc 


cccagagcaa 


gagcccaggc 


aggcacacgc 


85440 


agggggactg 


ggaactcggt 


gttcgtgtct 


ttatttggag 


actgggagac 


agattacagt 


85500 


ttaatgagag 


gaacgacgac 


tcaagtgatc 


cgatgggaag 


ggtgagtttc 


ctggccctta 


85560 


gggagcgaca 


gtgccctgga 


caggaggtct 


ttgagtggga 


gtggacactc 


tagaggcctc 


85620 


cccagctcca 


ggctgtgcac 


ctcttgaggg 


tgggcaggct 


tgggagtctg 


tgtcctcatt 


85680 


gtctcctgtc 


tacccttggc 


cacaggcatc 


tctgggaaga 


gccagatcct 


gtttgctctc 


85740 


gtcttcacca 


ccaggtacct 


ggacctgttc 


accaacttca 


tctccatcta 


caacacagta 


85800 


atgaaggtga 


ggggctgggt 


gatgatggtt 


gggggaagcc 


accaagcccc 


cacaaactgt 


85860 


gaggtagcct 


gcttggaaac 


tcattctgtg 


gagccaggcc 


gacctgggtt 


tgaatcctga 


85920 


ctttgctgct 


tagtggctgc 


aagacctcat 


cttgggcctc 


tttgtatgtc 


agtgtcctcg 


85980 


tgcaaaaatg 


aggacagggc 


tgggcactgt 


ggctcatgcc 


tgtaatccca 


gcaatttggg 


86040 


aggccgagtc 


gggcggatgg 


agaccatcct 


ggctaacaag 


gtgaaaccct 


gtctctacta 


86100 


aaaatacaaa 


aaattagccg 


ggcgtggtgg 


ctcatgcctg 


cagtcccagc 


tactcaggag 


86160 


gctgaggcag 


gagagttgct 


tgaacttggg 


aggcggaggt 


tgcagtgagc 


cgagatcgcg 


86220 


ccactgcact 


ccaccctggg 


tgacagagtg 


agactctgtc 


tcaaaaaaaa 


aaaaaaaaaa 


86280 


aaaaaaaaga 


cagtaccatt 


acttagctca 


gagggtttgg 


ttgggaacat 


taaatgagat 


86340 


aataaatgta 


aatgtaaaaa 


accctgccat 


atattaaaca 


ttcaataaag 


ggtcacacct 


86400 


gtaatcccag 


cactttggga 


ggccaaggcg 


agaggaccgc 


ttgagctcag 


gagtctgaga 


86460 


ccagcctggg 


caatgcagtg 


agactccgcc 


tctacataaa 


atttaagaaa 


tttagctggg 


86520 


cgtagtggtg 


ctcatctgtg 


gtcccagcta 


ctcaggaggc 


tgaggtggga 


caatcacctg 


86580 


atcttggtag 


atcaaggctg 


cagtgagcca 


tgatcatgcc 


actgtactcc 


agtctgggca 


86640 


acagagtgag 


atcccgtctc 


aagaaaaaaa 


aaattattta 


ggtgatagag 


aaggattaga 


86700 


gagctacttc 


agggagtgtg 


gtcagggcat 


cttcaaagag 


atgacatgta 


agctgacagc 


86760 


Luagugacaa 


caaggaacca 


gcca t gt aaa 


gatcaaagga 


cacacctt ct 


ttctgtttt t 


o a o o c\ 


ttaagacgga 


gtctcactgt 


tttctgttgc 


ccaggctgga 


gtgcagcagc 


gcaatctcag 


86880 


ctcactgcag 


cctccacctc 


ctggtttcaa 


gccgggagct 


tgccttgtgc 


ctcagcctcc 


86940 


caagtagctg 


ggactacagg 


catgtgccac 


catgtccagc 


taatttttgt 


atttttagga 


87000 
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gagacagggt 
cccacctcga 
tgtagatttt 
tcatggctca 
tagctgggac 
gacaagattt 
tgtgtcagtc 
gagacggagt 
caagctccgc 
tacaggcgcc 
ccttattagc 
gaagtgctgg 
ttgttgaaat 
cactgcaacc 
gggattacag 
gtttcactat 
ccccccaaag 
tttttttgag 
cgggttcaag 
ggagtgcagt 
tgcctcagcc 
tttttttttt 
ctcctgacct 
ccaccatgcc 
cagtggtgtg 
cctcagcctc 
tatttttagt 
cgtgatccac 
tggcctagga 
gctattgaga 
gttgtccttt 
ttggtagagt 
gtgaatctga 



ttctccatgt 
cctcccaaag 
agttggacac 
ctgcctcaac 
tacaggcacg 
caccatgttg 
tcccgaagtt 
ctcgctctgt 
ctcccgggtt 
tgccactgcg 
caggatggtc 
gattacaggt 
ggagtcttgc 
tctgcctcct 
gcacccacca 
gttggccagg 
tgttggaatt 
acagagtgga 
ttatttattt 
ggcgcgatct 
tcccgagtag 
tttttgtatt 
cgtgatctgc 
cagtcttttt 
atctcggctc 
ctgagtagct 
agagacgggg 
cctcctcggc 
atcttatttc 
agatcacatg 
tcttccatat 
ggaggttgct 
ggactggaaa 



tggccaggct 
tgctgggatt 
attatctaat 
ttcccgggct 
caccaccatg 
cccaggctgg 
ctggaattac 
cgcccaggct 
cacgccattc 
cccagctaag 
tcgatctcct 
gtgagccatt 
actgtggctc 
ggattcaagc 
ccacgcccgg 
ctggtctcaa 
acaggcgtga 
gtgcagtggc 
atttattgtt 
cggctcattg 
ctgggattac 
tttaataaag 
ccacctcggc 
tattttgaga 
attgcaacct 
gggattacag 
tttcactatg 
ctcccaaagt 
taaggaacaa 
agataacata 
cagagacatc 
gttacttgtg 
tcaccgtcta 



ggtctcacgc 
atgggtgtga 
aggaatctta 
gaaggggtcc 
cctggctaat 
tctcaaaccc 
catgatcagc 
ggagtgcagt 
tcctgcctca 
ttttgtattt 
gaccttgtta 
gcgcccggcc 
aggctggggt 
aattctccta 
ctactttttg 
actcctgacc 
gccaccacac 
acgatcttgg 
tagacagaat 
caacctccac 
agatgtgtgc 
acggggtttc 
ctcccaaagt 
cagtctccct 
ccgcctccca 
gtgcacacca 
ttggccgggc 
gctgggatta 
gggttccatg 
cagcacctag 
cctttgggat 
aggtgttgaa 
cttaagttca 



tcctgacct c 
gccaccatgc 
tttcttgtgc 
tcccacctca 
ttttttgtat 
ctgggctcaa 
taggagtctt 
ggggcaatct 
gcctcccgag 
ttagtagaga 
tctgcccgcc 
aggagtcttc 
gcagtggtgc 
cctcagcctc 
tattttttga 
tcgtgatctg 
ctggcccccc 
ctcactgcag 
ctagctctgt 
ctcccaagtt 
caccatgcct 
accatgttag 
gttgggatta 
ctgttgccca 
ggttcaagcg 
ccatgcctgg 
tggtctcgaa 
caggcgagag 
ggggaattct 
aaaatattta 
ttcaggcatg 
ctcattcaga 
cacatgtatc 



aagtggtcca 
ccagccaaga 
agtggtgcga 
gactcctgag 
ttttaataga 
gtgatctgcc 
tttttttttt 
cggctcactg 
tagctgggac 
cagggtttca 
tcggcctccc 
ttttttgttg 
aatctcggct 
cagagtagct 
tagagacggg 
cccaccttgg 
cttttttttt 
tctctgctcc 
cgcccagggt 
caagagattc 
ggctaacttt 
ccaggatggt 
caggcattag 
ggctggagtg 
aattctcctg 
ctaatttttg 
ctcctgacct 
ccaccgtgcc 
atcttgcagg 
actaaagtga 
ttgttactag 
tttagtgaat 
aaacatcacc 



87060 
87120 
87180 
87240 
87300 
87360 
87420 
87480 
87540 
87600 
87660 
87720 
87780 
87840 
87900 
87960 
88020 
88080 
88140 
88200 
88260 
88320 
88380 
88440 
88500 
88560 
88620 
88680 
88740 
88800 
88860 
88920 
88980 
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tgctagttca 


tttctcagcc 


caagt cagcc 


ttgggcattc 


ctggcagaga 


cagcagactc 


89040 


agcccttgcc 


atagctgaat 


gaggtctagg 


aagctcaaag 


aggctagttt 


ctacatttat 


89100 


gaaatgaaaa 


agtgaccacc 


tcattcactc 


attccagcat 


ttgttttgtg 


ccagggactg 


89160 


agttaggagc 


tggggattag 


gaggtggacc 


ttgccacgga 


gtcctctctt 


agaggggaga 


89220 


tggacttgta 


cctagacatt 


tacagagcat 


gtgatcacgg 


gctaaaatga 


gtatgttcac 


89280 


atggagctat 


ggcgacagaa 


tgtgtgcctc 


attgtagtga 


aaaaaagact 


gcttcgagga 


89340 


aataactcca 


aataggagta 


caaataggag 


tgctctaggc 


cagtgtggtc 


ctgctccggc 


89400 


agtatcagcg 


tcacttggga 


aacttgttag 


aaatacaaac 


ttttaaggct 


gggctcggtg 


89460 


gctcatgcct 


ataatcccag 


cactttggga 


ggccgaggcg 


ggcggatcac 


ctgaggtgag 


89520 


gagttcgaga 


caagcctgac 


caacatggtg 


aaactaaaaa 


tataaaaatt 


agccgggcat 


89580 


ggtggtgcac 


gcctgtaatc 


ccagctactc 


aggaggctga 


ggcaggagaa 


tcacttgaat 


89640 


ccaggaggcg 


gaggttgcag 


tgagacaaga 


ctgcaccact 


gcactccagc 


ctgggcgaca 


89700 


gagcgagact 


ccatctcaaa 


aaaaaaaaaa 


aaaaggaaga 


acaaactttc 


aggcccatcc 


89760 


agacctatga 


aatcaaaagc 


tcttggggca 


agggaagaga 


cagcatctgt 


gatttttttt 


89820 


tttttttttt 


tttttttttt 


ttgagacaga 


gtctcactct 


tatcccccag 


gctggagtac 


89880 


aatggcatga 


tctcggctca 


ctgcaacctc 


tgcctcccgg 


gttcaagcga 


ttctcctgcc 


89940 


tcagcctccc 


aggtagctgg 


gattacaggc 


gcccgcatgc 


atgcctggct 


agttttttta 


90000 


tttttagtag 


aaacagggtt 


tcaccatgtt 


ggccaggctg 


gtctcaaact 


cttgacctca 


90060 


ggtgatctgc 


ccaccttggc 


ctcccaaggt 


gctgggatta 


caggtgtgag 


cctccacacc 


90120 


caggcagcat 


ctgtgttttg 


atgcacactc 


atttgagaag 


tgctggcctg 


gaaggttgga 


90180 


ggccatatca 


aaatgaaatc 


attatatgcc 


agaggacagc 


tactgtgatt 


aggagagctt 


90240 


ttctgaagga 


gcaatggtca 


gttagttcaa 


gggatgttag 


caggccataa 


gtagtcccag 


90300 


cttctaggga 


ggctggagca 


ggaggatcac 


tcgaccccag 


ggtttgaggc 


cagactgggc 


90360 


aacatttaaa 


aaaaaaaagg 


ctagtccttg 


tggaagaatg 


ctcagaagtc 


actgatgcat 


90420 


atccaggaaa 


ttgttttaaa 


attgtttcaa 


gagccctgga 


atgcctctgg 


taaatcccct 


90480 


gaaatagacc 


aatcctgttt 


cacctaatgc 


tccacaaatg 


aaggggacga 


caagggcacc 


90540 


tttgttcatg 


gcagcactgt 


cagtcccagt 


atagaagcat 


ggagttattt 


aatgaaaggg 


90600 


tcactgattt 


caaattctag 


gcaactggac 


ccaagataaa 


ttgcaaacac 


atttaacctc 


90660 


ttcatgttac 


attatggcag 


aacactgacc 


cttaggtttg 


gtaggctagg 


agcgtagtaa 


90720 


ataggccggg 


aaatgacttc 


atagattcga 


ttcccatgtc 


tctct cccct 


tttaggtggt 


907 8 0 


ttttctcctc 


tgtgcctatg 


ttacagtgta 


catgatatat 


gggaaattcc 


gtaaaacttt 


90840 


tgacagtgag 


aatgacacat 


tccgcctgga 


gtttcttctg 


gtcccagtca 


ttggcctttc 


90900 


cttccttgaa 


aactacagtt 


tcactctgct 


ggaggtaagg 


gaatggactg 


agtaccagtt 


90960 
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ctcaaaggga 
acaactgtga 
atttacaatg 
gcaggcatca 
cctgtatccc 
gcccatgaat 
tgactaattt 
cagtggcagg 
ctcagcttcc 
atttttagtt 
aagtgatcca 
atgactagat 
taagttattt 
taacacagtg 
tggcaggcgc 
aggaggtgga 
gcgagactcc 
atgcctgtat 
gagtttgaga 
caagacccta 
acactgtgaa 
tatttaccta 
tttccctcct 
gatgggcctc 
tggactttct 
aagactggag 
gcactctacc 
gcagtcgtgt 
accaaaggta 
atttaataag 
cttgtgttct 
tgcaggccaa 
acttggttag 



aatatgct cc 
ccattactca 
ctttagttgg 
cagccctact 
tgtagcacag 
ctgcaggcaa 
tttattattt 
atctcagctc 
caagtaactg 
gagacggggt 
cccacctcgg 
tttaagaaac 
ttggccgggc 
aaaccctgtc 
ctgtagtctc 
gcttgcagtg 
atctcaaaaa 
gtagtcccag 
ctgcagcaag 
tcttaaaaaa 
aaaagcagtg 
gagatggtag 
tactgtacct 
ttcttggtct 
ctatctatct 
aggctgagac 
tggctaactg 
ctggagtagt 
ggtcctggga 
tattccagca 
aatgcaagaa 
taggttatgt 
tagtgaaaaa 



ctgcatcctt 
tgtatctttc 
aaatgagcac 
tctggctgtt 
tccaggccca 
caagcatcat 
ttttgagatg 
actgcaacct 
ggattatagg 
ttcaccatgt 
cctcccaaag 
tgtggcttca 
acggtggctc 
tctactgaaa 
agctactcgg 
agccgagatc 
aataaataaa 
ctactaagga 
ctatgatcat 
aaaaaaatta 
tactgtataa 
gttaaactga 
tctccagcaa 
tgctcagtct 
ggaatcagtg 
cataactact 
gatcaggcgg 
acaaaccatc 
tgacagcaat 
gatacagatg 
gacaaatatt 
gtactatgca 
cattccagaa 



ccctccagac 
agttataagt 
atctcaatag 
gagacgttct 
gaaatttcaa 
gggagattct 
gagtctcact 
ctgcctcctg 
cacgagccac 
tggccaggct 
ttctcggatt 
attatgattt 
atgaggtcag 
aatagaaaaa 
gaggctgaga 
gcaccactgc 
aaagttattt 
aggtgagatg 
gccactgcac 
aaagtagttt 
tctttcaaaa 
ttaaaatatt 
gctattgttt 
ctggttgctt 
gctatcctgc 
cactacctgt 
taccagactg 
ttctactgtg 
gctgacactg 
tgaacagtca 
ttcaataaag 
agacagctgt 
cttattacaa 



cctgggcttg 
tgagaagaaa 
tcatgatgcc 
gttcaaccga 
ctcagtaagt 
gatgctggtg 
ctgttgccca 
ggttcaggtg 
cacactcagc 
ggtctccaac 
ataggtgtga 
tatactatga 
gagatcgaga 
aaaaaattag 
caggagaatg 
actccagcct 
ttggctgggt 
gaaagatcac 
tccagcctgg 
tctatataaa 
attagaaaaa 
ataattttta 
tagtaattat 
tctctttggc 
cccagctctt 
tctttctggg 
agaatttcta 
acttcttcta 
gcctaaggag 
agtctctgcc 
aaacaaatgc 
gagatgacat 
gccccaaggc 



ccttctgctt 
ttgacaagct 
cataaaccaa 
ttagcagatc 
ttggactgtg 
tttatggaca 
ggctggagtg 
attctcctgt 
taatttttgt 
tcctgacctc 
gcctggcaac 
aactatcatt 
ccatcctggc 
ccgagcgtgg 
gagtgaaccc 
gggagacaga 
gtagtggcac 
ttgagcccag 
gtgacaacag 
tgctcacgct 
aaaaccctta 
ttgagaactt 
gttcttttaa 
tcagatcctc 
catgatcagc 
tctgtaccgg 
tgaccaaatt 
cttgtatgtg 
ttactcatcc 
atccacaatg 
cataaaaaca 
ttgacagaat 
aaccaccagc 



91020 
91080 
91140 
91200 
91260 
91320 
91380 
91440 
91500 
91560 
91620 
91680 
91740 
91800 
91860 
91920 
91980 
92040 
92100 
92160 
92220 
92280 
92340 
92400 
92460 
92520 
92580 
92640 
92700 
92760 
92820 
92880 
92940 
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ttggtgtgat 


ggacaaaaag 


cctagtgggg 


tcaaaatcta 


taaacctgga 


gatgagtcaa 


93000 


ccaagaccag 


ttcacatagg 


gcaggggtgt 


ccaacctttt 


ggctgccctg 


gcccacactg 


93060 


aagaattgtc 


gtgggccaca 


cataaaatac 


actgatagct 


tatgagcaaa 


aacaaacaaa 


93120 


aagacacttc 


atatgtttta 


agaaagttta 


caaattcgtg 


ttgggccaca 


aagccatcct 


93180 


gagccgcggg 


ttggacaagc 


ttgacctagc 


gcctcgtagg 


ccagggtaag 


gggcttgcac 


93240 


tacattctga 


ttgccaaggg 


caggtattgg 


gtcattaaaa 


aacccaatcc 


actagctgct 


93300 


atgtagggta 


gaaagcagtc 


caagtacagt 


gactagctat 


ggggcagttg 


cagttgatca 


93360 


ggaaaaaggc 


tctaggtaga 


aagacatgtg 


gacacaagtt 


ctaggacttg 


agaaggactg 


93420 


ctgatttgat 


tgtatgagat 


gtacaataga 


caatttgagg 


ccaatcgcta 


agtttacagc 


93480 


tggggggaag 


ggtgccagta 


accaagtcgg 


ggatcagtag 


gtccatagtc 


aaccggagat 


93540 


ggactccccc 


tttgctttaa 


caatcgaaca 


tatactgtga 


gccggccatt 


aagagatgat 


93600 


accaagatta 


tgcatcaagt 


tataaagcag 


tcctttcatc 


agatggtaaa 


ttcttatttc 


93660 


atctccattt 


tcttccagtc 


cttaagggaa 


agaagttaag 


tcttccaatg 


ccaatctgag 


93720 


gaccttcaga 


gacagtctac 


gccttaacaa 


gcacatgaag 


gaaactattt 


tgaatgttct 


93780 


ctttggcaac 


ttatccataa 


tttgggatca 


aatgttaaaa 


ccagaaaagt 


gtttagtgtg 


93840 


gatttcagca 


aaacctgatc 


atcccaccca 


gaagaccttc 


tcatcaatag 


atcgccctta 


93900 


aagacccatt 


gtaaggtcat 


aaaaaacctc 


ggccacctgc 


acaaagatgg 


tgcctcactg 


93960 


caacaagaaa 


ccttaaggtg 


tcttaccgac 


gaaataaaaa 


acataaatga 


ttgttctcca 


94020 


aggcctgagg 


gcaagactca 


tgatgagcaa 


gtcaacccca 


atctggaaca 


atgtccctcc 


94080 


tcttagaatg 


tcccaactaa 


agaccagtta 


aaatattagg 


gtacgttctt 


gtgaatttcc 


94140 


actttccagg 


tagatgacca 


aatttaggtg 


gtcaagatat 


aaaggtgtca 


gctagtttta 


94200 


agtgtgaaac 


ttatttcact 


ttcacactgc 


cttcaggcca 


gaagcaaacc 


aaatttacca 


94260 


ggtttggctg 


gaggagtttt 


gtgactcatc 


ttttactggt 


ttgaattttt 


tcaaaccagt 


94320 


ggctgatacc 


tgccttgtac 


ttagtacctt 


aataccaata 


acctaatggt 


acttaggcga 


94380 


gtaccatttg 


cacaatcact 


gttttactta 


tgagcagata 


cagatatatc 


caaaccctta 


94440 


cctactaggt 


atcctgctag 


ggttttcaat 


tccaattctt 


gtattaagtt 


ttttcctttc 


94500 


agttttaggt 


gcgaaagtaa 


tcagtcaatc 


caatatcccc 


catctttgtc 


ttgaaacaaa 


94560 


aactgtttta 


agacgtctac 


gttgaattat 


tcagagaatt 


aagcaataaa 


agctcacacc 


94620 


ttattgtcaa 


cagtgttttt 


atttatacct 


acaaaaagaa 


aacaagatga 


tggtatcaaa 


94680 
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acaaactaag 


aatagtaaca 


tagctttcag 


cat cctgt gc 


ct gaacat ca 


94740 


cacatctaca 


agtctttcaa 


gtcttaatgc 


aacaggaatg 


tgtctggaga 


ccagcaagaa 


94800 


catcaataga 


gagcactgat 


cccaagcaaa 


agccactaac 


cttttagatg 


agaagtccac 


94860 


acaacgaatt 


gttagggagg 


attggggaga 


agcagcccat 


tgcttaatac 


attggaaccc 


94920 
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tttccctaag 


ttgagtttca 


accatgaatg 


caataactag 


cataaaacga 


ttcttctgct 


94980 


catgttctga 


agccaacagc 


agaacctgaa 


ttataagtga 


cagacatgga 


ggcagaagag 


95040 


ttaaactctg 


ctagatttca 


gctgtgctca 


ggccataata 


gtttttgagg 


tttggaattt 


95100 


actgttattt 


tatgattaca 


atgtcccagg 


tggaaaaagg 


gaagcaagca 


atccaaataa 


95160 


ccacttgctt 


gcccagagac 


ctttccctca 


aacagatgct 


ttcaagagct 


gcgagagagt 


95220 


agggcatccc 


ttgtggtggt 


acctctatgt 


ttaaagaaag 


aagaaaaaaa 


cccagaattt 


95280 


ggttgtagaa 


aacaatgccc 


acaacagact 


ggccagtgct 


tagacaaatt 


tggggttggg 


95340 


gggaacactt 


tggtttgaaa 


gcacagagca 


gtttgccatg 


tttcttctgt 


gcctaccatt 


95400 


ctcccttggc 


ctcaacttct 


gtaagatggg 


ggggggacaa 


aaagagaagt 


aaagttaaga 


95460 


agaaagtgga 


aaattaaaaa 


aaaagatgtc 


aaagttttta 


catgcatata 


tttcagctta 


95520 


tgctgaagac 


ctacctgtat 


gttgcacatt 


gaatcatact 


ttcagaaccc 


ctcagaaacc 


95580 


atccctctct 


ccctaaagaa 


ttttaaaagg 


aaaacaaaac 


ctcgagtata 


gatcttacag 


95640 


atgagcaagc 


attcaggcct 


tagccaaaga 


atgcagtgga 


gccttccccc 


ttcaactgca 


95700 


ttgtgaatga 


ataccaatta 


acagcataaa 


aattaatagt 


cccatatcag 


atctggaagg 


95760 


ggtttctggg 


gctgtctgat 


gtccctatcc 


tgttgtagtg 


aacacaatag 


cagaaaattc 


95820 


tttctgggtc 


catctgctat 


aaagtcttgg 


taaaacagca 


ttaccatgaa 


gaggatgaac 


95880 


tcacctacct 


tcagatggag 


gaaaagtgaa 


aaggacttag 


gctttagtcc 


tccatgactt 


95940 


ttcttaagca 


ctacctacct 


gtaataagct 


gagtgcaaaa 


ggatgccgaa 


gaaaatctgc 


96000 


acccagaagc 


tgttagaaag 


cactgcagag 


aacagggtat 


gaagaaaata 


aagagttctt 


96060 


aataaaccct 


taagattctt 


tgttcaaggt 


aactttgcca 


aaagggcaga 


gtaggtggca 


96120 


aagagttgct 


tttaatctag 


ctctacactg 


catttgaaaa 


taaaatttgc 


ccattttgaa 


96180 


tatattgttt 


ataattaaat 


gtgcttttta 


cactgcaggt 


caatataaaa 


actggttagt 


96240 


aaatttccag 


cgagcattta 


tgttcatttg 


ctcacagcag 


ctgtctggat 


ggaaaattaa 


96300 


tttcacagat 


ggtccccagt 


taaactggga 


agaaatatag 


gcagcttcca 


cccagatgct 


96360 


gagatgctac 


agtttaacca 


ctacaataaa 


cacttgtggt 


ttttaattta 


aaggatacac 


96420 


aaaactcagc 


aattcaattt 


ctagcctgac 


actaaaatgg 


ttatttttca 


gtaacggggg 


96480 


gagaagtggg 


gaggcagagt 


gtgaagggaa 


ataaaaccaa 


ttagtaattt 


ttaactatca 


96540 


aatgcactcc 


agcaatcagt 


caaaacaggc 


ccgaggaaac 


ctgttccaac 


ttaagaaaca 


96600 


tttaaaagca 


caaaagaaaa 


tgtgcagggc 


aatccctctt 


tgttttctaa 


cccagtaatg 


96660 


agaaaL.cT.aa 


agcacagatg 


ccatcttcct 


ctgcaaaaca 


attcagccct 


ccccctccct 


q a n o n 


ccctccccac 


caactcagaa 


aaacaaaaca 


tggggctccc 


acaaaagggc 


ctaatacctt 


96780 


actcttttag 


atgaaaaata 


gctcaaatat 


cttcaacatg 


caagaagttg 


ggggaagaaa 


96840 


ttaatctctt 


ccagtcagct 


atatatatat 


atatatattt 


tttttttttt 


tacaaaatgt 


96900 
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tattccagac 


tggatcattt 


tggtgggcag 


aagaaacctg 


gcagtgaatt 


ctaactaatc 


96960 


tgcatgaaaa 


gacaaatcac 


gatggttggg 


gggaaaaatt 


aaaaaaaaaa 


aaagaaaaaa 


97020 


ggaaaaaaaa 


agaaaaggcg 


aagaggaaaa 


aaaaaggaaa 


gacagtgttc 


cttaaaatgt 


97080 


aattaagtct 


gctggagtca 


ctaccacttg 


agtggtttca 


tttacgtgaa 


ggaggaggag 


97140 


ggggaggagg 


aggagggtat 


tggtaggcag 


tctgccccat 


gtaacctatc 


atattggtag 


97200 


ctcccggagg 


ctgtgcaaac 


tgttgtgaca 


tcagtggctg 


tggctgctgc 


ccagaccggc 


97260 


ctatcccact 


aaactgctgg 


ctagagctct 


gtgaacttct 


cccagttgag 


gtggtgctac 


97320 


tagctccata 


agtgccagca 


ccatattctt 


gagctgtata 


gctactggtg 


ccataagcag 


97380 


ctgccccata 


ggtgccttga 


ccataggtgt 


attggcctgc 


ttgtgctcca 


aaggcagaat 


97440 


ttggacttcc 


atagccactg 


ccattagcat 


aaccagctct 


ateggtttea 


ctacgatccc 


97500 


gatagcttgc 


agagtctctc 


cggccaccat 


ccttgactcc 


tegaagcett 


cggtcacact 


97560 


catcctgata 


catcagattg 


ggattgttgg 


ctgaagaagt 


ggtccggtaa 


cgagaacgac 


97620 


cacctaatgg 


gaagatacaa 


gaagattttt 


aatggcagat 


ataggaccta 


aacataacaa 


97680 


tgtaaaaatt 


ctactgggta 


caaaagtatt 


aaacatgtct 


ccttgatatt 


tagttatget 


97740 


ggccagcctc 


ccaattagta 


ctgtaaaaat 


atactcataa 


tttgattctt 


taatggggca 


97800 


cattcaaaag 


cacagtaaaa 


attaaaggac 


actagacctt 


ttcacccttt 


taggcccctt 


97860 


acttgaggat 


gat caagaaa 


cacggtatta 


caatatgaaa 


ccttgagtca 


ggaagcccag 


97920 


atcctaggat 


attctgcaac 


tgtagatgca 


actgetatgt 


ctcagtttct 


acccaccact 


97980 


aaacagtgta 


aaatgactga 


cctctccgta 


tggaaaactg 


gaaacctaat 


atactactaa 


98040 


gcatttttga 


aagtattaaa 


aaagcaacca 


tgaccggggg 


cacactggct 


cactctcgta 


98100 


atcccagcac 


tttgggagat 


caaggcagga 


gggtcacttg 


aggtcagcag 


ttcaagacca 


98160 


gccaacatgg 


tgaaaccctg 


tctctacaaa 


aaatacaaaa 


attagctgga 


catggtggca 


98220 


catacctgta 


gtaccagcta 


cttgggaggc 


tgaagcagga 


gaatcacttg 


aacccaggag 


98280 


gcagaggttg 


aagtgagccg 


agatcgtgcc 


actgcactcc 


agtctgggca 


acagagtgag 


98340 


actgtctctg 


cccccgcccc 


gccaaagcaa 


ccacattaaa 


actcagacca 


gcctcagcta 


98400 


ggtttggtgg 


ctcactcctg 


taatctcagc 


actttgggag 


gecaagacag 


gtggatcacc 


98460 


agaggtcagg 


agttcgagac 


cagccaggcc 


aacatggtga 


aactccacag 


accagcctca 


98520 


gctaggtttg 


gtggctcact 


cctgtaatct 


cagcactttg 


ggaggccaag 


acaggtggat 


98580 


caccagaggt 


caggagttcg 


agaccagcca 


ggccaacatg 


gtgaaactcc 


acctctacta 


98640 
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ctgaggcagg 


agaatcactt 


gaacctggga 


ggcagaggtt 


gcaatgagct 


gagatcgege 


98760 


cattgcactt 


cagcctgggc 


gacagagcaa 


gactccgtct 


caaaacaaac 


aaacaaacaa 


98820 


aaccaaacct 


cagaccagtc 


tctaagaaaa 


aaaaattcac 


aatttagctt 


aactaatagg 


98880 
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actat cacaa 


caaacttcac 


gttttcttag 


ttgaaaaagg 


ttataaaaag 


cattaggcag 


98940 


tgtcctttgc 


tattaagcaa 


catacttaca 


gccttcttaa 


aaacagcaac 


taaaagcaag 


99000 


tcacagaagg 


cgtaaagaga 


taccttggca 


gtacctggaa 


aactccagga 


cttaccctta 


99060 


cccccgcctc 


cgccgcctcc 


tctgtggtcc 


acaagctgca 


tcagttttgg 


attgatagcc 


99120 


tgattggcct 


cttccagcac 


tttgataagc 


tctctggcct 


gttttaggtt 


ccctggggtg 


99180 


aagaaggtat 


aggcggtacc 


cttgttggtg 


ctacgggctg 


ttcggccaat 


acggtgcaca 


99240 


taatcctctg 


agctgtttgg 


atagtcatag 


ttgatcacaa 


acttgacatc 


ttccacatct 


99300 


tccacgtcaa 


tgatgagtca 


gtgtgtaggt 


tgatgtggca 


gggaaagaga 


aggtaaagga 


99360 


catgccaaca 


acaggtggga 


agcacgaatg 


cagatgacag 


caagaggaaa 


gaaggtgaag 


99420 


ttagtaacca 


ctctgaacag 


aaacaaaaaa 


agactcatcc 


caacagagta 


aaagaggatt 


99480 


actgattcct 


gggacatgca 


taggaaatag 


gatctttatt 


ggctgtagaa 


tcctaaggga 


99540 


atcccatcca 


aacatccaaa 


ctcctgcctc 


tgctacattt 


taccaatata 


ctgacaggag 


99600 


ttacaccaat 


attggtcttc 


agacgcaaat 


tccagtacta 


tcctttacaa 


aaccagaaca 


99660 


tagaacaaag 


tggtaaacca 


ctgtgaagtt 


atgaggccaa 


atcacttcta 


ctctgttggg 


99720 


agaagcctgg 


caaaatctac 


caacaacata 


acaaacttac 


ctttaaacca 


gtcacagagc 


99780 


aaagtaaaaa 


aaggagcttc 


atatatttta 


ttactacaat 


ttaaaggaaa 


cttaaatgtt 


99840 


ttgattaaca 


tttaactttt 


tttgctctta 


tctttttaag 


aaactgagta 


gagccaaagc 


99900 


tgttaagtac 


acacctattt 


tcctttgcag 


aaacatccag 


attatctatc 


ccctttcaat 


99960 


tacaagagca 


cattacacta 


aaattttact 


gtactaccaa 


gcccagcttc 


tgccaaaatg 


100020 


aggatatttt 


tgctcaactc 


aaggttattt 


caactcagga 


cttgtttcaa 


ttatcaatga 


100080 


ttgtctacgt 


gacctgggaa 


attaaattaa 


tagccaaaga 


acgtgggaaa 


accatgaaac 


100140 


cttgagacac 


aagtttagta 


ttctctctac 


tgctgggaat 


tgggctgaat 


aacctcctaa 


100200 


ggcttaaaat 


gtaaatgtta 


gtgtaatgct 


ttcagctgaa 


tgtatatttt 


tacctactta 


100260 


aacaaacaat 


tttaagaata 


taacaaagaa 


tcctactgtt 


ttgtggaaaa 


aaatctgcat 


100320 


tttacaaaga 


atattcagaa 


aatatcctag 


ataaaacaca 


gatttttgtg 


atataaataa 


100380 


ttaaaaaaca 


ttctctgttt 


gttaccagac 


cgatgcacac 


tccctcctcc 


tttgggaaac 


100440 


cgctgcagcc 


gatcccgtct 


ctttgccttt 


tatttttggc 


ggcctccttt 


cgaaaactcc 


100500 


gccttctgac 


acgggaccac 


tggagcgcgg 


ggagcatgca 


tcaagggtcc 


gtggcagtga 


100560 


gaagtcccca 


cacacgctcg 


ctctgtgaac 


tggcttagat 


gcttctctgt 


agccccattt 


100620 
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cccaaggata 


attggggtga 


ttgtagaaaa 


aaataattaa 


taaaaaaaaa 


tgtaagttac 


100740 


atccaaaggg 


tcagactgca 


tctattgccc 


agactggatt 


aatttcaagg 


gagaaagggg 


100800 


agattaaaaa 


aaaaaaatta 


gctgttgtta 


cagggcttgt 


gaagaagggg 


cattatgtct 


100860 
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gtttcttatt 


acaataaagg 


ctcctcggtc 


tttactgacc 


cctaaagtcc 


tgaatcacac 


100920 


cagaaagacg 


agaaggcact 


tatcacaggg 


ggcagcttga 


gtctccggct 


agggtcgttg 


100980 


acgcaacaaa 


ggaaaaaaga 


atttacaggg 


ccagggtgga 


tgtaagacag 


ggggtgggga 


101040 


attctactcc 


atggtatctt 


cagagctagg 


ataatgctcc 


ttatgcaatc 


ccactgcata 


101100 


tgaccatggc 


agtagaacaa 


gttcaattac 


tacactggat 


gcgttaagtg 


tgctttccta 


101160 


gcagaaagca 


ccagggtgga 


gtcaacagtt 


cacatgctaa 


tacttggaag 


tatttctaga 


101220 


agggggtgct 


caatagaggg 


cagacatgat 


gcaagttctt 


catactagaa 


aggtgtcctg 


101280 


tgtgtgcatg 


cacagctgga 


tgggggcaca 


caggagcaag 


cgcagaattt 


ggttttctcc 


101340 


agtcaagtct 


accctgatgt 


tatctgtgca 


ctgccacaat 


attatcttgc 


tgcctttcta 


101400 


gaagatgctg 


tagcagggta 


agaaatccaa 


agttaatgtt 


ttggccagct 


gactgggata 


101460 


agaacctttt 


gtctgaaagg 


ccctatgaca 


tggcctgaat 


cgccaatcac 


taataaggag 


101520 


ggactaagtc 


tagccaagag 


gctcatctag 


agctgcttcc 


ggccaatgta 


gatttgtctc 


101580 


ggccatgtat 


tgagtgatct 


gcagctgata 


tcaaagcttc 


tgttaaaaaa 


caaaacaaaa 


101640 


taaattcaat 


acttttagtt 


taacagtgtg 


tagttcaaac 


aaaaaaaagg 


aaaaataaaa 


101700 


aatatcccag 


tggaaaggga 


agtggtagcc 


taaggatgac 


tattataaaa 


ttatgggaat 


101760 


caaagaactt 


acctgaaggg 


aacatttaag 


agaccatcgc 


ttgacaggaa 


gtgaaaaaag 


101820 


gccctggtga 


ctcagctgaa 


aattgcaccc 


ctgtctatga 


ggtagaagcc 


ttcactttcc 


101880 


aggatcttgt 


aggacattgg 


tcagaattct 


gccattttgg 


tgggttttct 


ccctcttttg 


101940 


attttttaca 


aggcagcaaa 


caaaggggcc 


caaaacaagc 


actgatgttg 


agtaacaaga 


102000 


aacagactcg 


ggtaccttcc 


ctctcccctc 


acttggatga 


gtgggggtgg 


gatgaagagt 


102060 


ctaagttatt 


ctaatggtag 


ccaattaatt 


tggtttagaa 


atgcaagggg 


acatggagca 


102120 


aatattttta 


attgtctagg 


caagatgcac 


aaagaagcta 


ccagcacata 


gcaagcctgt 


102180 


ttaaaaacca 


accattactg 


aaagctttat 


gtaaactgct 


ttcaggcctc 


cgcctcctct 


102240 


cccaacaggc 


ccaagttcta 


atggcacaga 


tccagacatg 


acctcagagg 


gcagaggggc 


102300 


agagagaact 


ttccatcatg 


gctgcaggtc 


accacctctg 


aaggagggaa 


tgatgagtgc 


102360 


aatgcataaa 


aaggcttcat 


tacttttgta 


ttccagtttg 


aatacctgtt 


ctctttatat 


102420 


tatatagtat 


aagggaataa 


tatggtactt 


ctcaccttac 


tgggcaaatt 


aaatacctgt 


102480 


caataattta 


aggatttcct 


tgtaatacaa 


ataatctttt 


tttttaaaat 


atagaagttc 


102540 


tgagttagac 


ctgtttagct 


cagaatagtg 


ggctaaacta 


ccataaaatt 


ctctgtatat 


102600 
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aagtgcatgg 


gtaggagggg 


atagccaagt 


gcccatgata 


atttgacctc 


agtaaattaa 


102720 


actgggcaat 


acacatattt 


gctattctga 


tactgcatta 


gacttataaa 


attccatcta 


102780 


ataagcattc 


ataaaactgg 


acctctctgt 


atatatctag 


cttagacagg 


gatagggaaa 


102840 
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agaataactg 


aagaaactag 


cttacaatag 


ctaggtttcg 


tcaggcttat 


tctatccagc 


102900 


cagaaaccac 


caccagagag 


aagctgagcc 


attcagctgt 


ctgtctcctc 


tccctctgtt 


102960 


tgaatagtca 


tgcctaggcc 


ttgctgcaga 


ccaaagcctg 


tttgttagga 


gcaggaagag 


103020 


actttgaaaa 


taaaaggggg 


gtgggggaaa 


ccaaagttaa 


aaaaaattgt 


ggggggggca 


103080 


gggaatgggg 


agaatcacgc 


tttgtatttt 


tttctttcaa 


atatttatct 


aaccacatgt 


103140 


atatacaact 


ttctaaactt 


gaagtctgaa 


tttgaaatga 


cgaatcttta 


aaccaaaaga 


103200 


tacatatacc 


attgacagag 


acacctatct 


atacaaacct 


agcccacggg 


aggctacatc 


103260 


tgtagcaata 


aggatgggtg 


cctttccaga 


acggaactct 


gtaaaaacaa 


acaataatca 


103320 


tcatcaaata 


agcattcctt 


gctatctgat 


ctgtttacat 


aaccatgtta 


aaatttcaaa 


103380 


taatggtgcc 


agaaaatccc 


aagctcttgt 


aatgactgac 


agtgattctt 


ttgaaaatct 


103440 


ttattacact 


catattcagc 


agcacaatag 


ttacctctac 


taataatgaa 


ataccgttaa 


103500 


gagagtgtgg 


caatttgtta 


cataattaat 


atgagctaga 


tttttttccc 


cttaaagtta 


103560 


tttcccaaat 


gagacacaac 


caaaagttgg 


gggtcagtag 


gaaacaagtt 


caaaagatgt 


103620 


agaatgaaaa 


gaactgaatt 


tccccccaaa 


aggtatgcat 


attatttatt 


tttctttctt 


103680 


ttttttgaga 


tggagtttcg 


ctcttattgc 


cgaggctgga 


gtgcagtggc 


gcaatctcag 


103740 


ctcaccgcaa 


cctccacctc 


ccgggttcaa 


gcgattctcc 


tgcctcagtc 


tcccaaatag 


103800 


ctgggattac 


aggcatatgc 


caccatgccc 


ggctaatttt 


gtatttttag 


tagagacggg 


103860 


gtttctccat 


gttggtcagg 


ctggtctcga 


actcccaacc 


tcaggtgatc 


cgcccacctc 


103920 


agcctcccaa 


agtgctggga 


ttacaggcgt 


gagccactgt 


gtccggccac 


attttatttc 


103980 


ttaaacaaaa 


tatggcctct 


tccatttctc 


aatggcttcc 


cttaagagta 


gtcctgaaaa 


104040 


aaaggactga 


aaggaaatat 


gctaaaatat 


gactcattaa 


gaaacatttt 


tctttaaata 


104100 


tttcagtaac 


agtttaattc 


tccccaaacg 


gtagttatat 


ttttataatc 


agaaggaaaa 


104160 


aattgaagac 


tttattaata 


aagggagggt 


ggtgaaagtt 


gtgaaaaagt 


ttaaagagcc 


104220 


agcatcgtgg 


cccttaaaga 


accatgagca 


cacgctaaaa 


gtaccctcag 


taattcaatc 


104280 


aactatacaa 


caggggtaag 


acaaactggc 


ctttgggcca 


aatctggcac 


aacgcctatt 


104340 


tttgcaaata 


aatattgtct 


gaacatagcc 


acgtttatct 


ctttgagaca 


gggtcccacc 


104400 


ctgtcaccca 


ggctggagtg 


gcacgatctt 


ggctcactcc 


aacctgtctc 


ctagactcaa 


104460 


gcaatcctcc 


cacctcaatc 


tccggagtcg 


ctggggttac 


aggcgtgcac 


caccaagctt 


104520 


ggctaagttt 


tgttttgttt 


tgtttttctt 


ttagagacag 


gatttcacta 


tgttgcccag 


104580 
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cctaggtgat 


ccacgcgcct 


cagcct ccca 
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attataggca 


tgagccacca 


acggtgccca 


gtccaggcca 


cttctttaca 


tattatctac 


104700 


agcctacagc 


ttttgtccta 


aaacagcagt 


gctgagtggc 


tataacagag 


accaccattt 


104760 


ggtttacaaa 


gccaagcata 


cttactatgt 


ggccctttac 


agaaagtttg 


cctatccctg 


104820 
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aaatagagca 


tgaacattca 


cttatgggca 


gggggtgggg 


aatcaacaga 


aaatgcttag 


104880 


ttttaaactt 


accattaagt 


acccaatctc 


tttctggttg 


actcttgtct 


ccatggatac 


104940 


acatagctgg 


ccaactatca 


gaagaaaagt 


gaccaatatt 


ttaaaaatct 


tttaaagtgg 


105000 


agaaaatcga 


actttaaagc 


caaatgctat 


catgcaattt 


ttgtaaggtt 


tgtcaggctt 


105060 


catgaataga 


tgactgtgct 


cattaaaaga 


gcaaactgca 


tggataggca 


ttattgaaat 


105120 


attacacaac 


atttggaata 


ccaatttaga 


aatttccagt 


taactataaa 


accagaggtt 


105180 


aattgccttg 


gtgctatact 


cacccatctc 


tgcgcatcct 


tcgagtcaga 


tcatcacagc 


105240 


gtctctttgt 


ctccacaaat 


attattgttt 


tgttttcctt 


ttcagccatt 


atttcttcca 


105300 


ttagttggat 


caacctgaaa 


acatgaccaa 


caatgcagtc 


atcacacaga 


aagttattat 


105360 


gtggacgatt 


atgtctgcaa 


tatcaactcc 


caaggctaca 


gtactttctt 


tgcacattac 


105420 


gcttttaaaa 


tttttaataa 


ctattagagt 


actgagtcag 


gttctgctat 


gtgctcaaga 


105480 


aatactaact 


cataccatcc 


tcacagcaag 


tctcatgtaa 


gtggtattac 


tcccatttca 


105540 


cagatgaaga 


aactgcagca 


ccaagacaca 


aaattgtgca 


aaattataca 


gcttgtaatc 


105600 


agcagagcta 


aatttcaaac 


tcaagaattc 


agaatccttg 


catttaacca 


taatgctctg 


105660 


acaaatgata 


tgatgatgga 


ttatcagaaa 


cctagcaatg 


cttttaatgt 


tctcaggcct 


105720 


caaaatatac 


tggtttctac 


agtactaatt 


ttggagggtt 


attagaaaag 


gtttatcagc 


105780 


attatcaaat 


cagagtaaaa 


tatctttcat 


acttgtggtc 


tttttcactt 


tccatgcaga 


105840 


catccactat 


ctggaggatg 


ttgtggttgg 


cactcaactc 


cagattgcct 


acgttgatct 


105900 


gggtgtaatc 


acgaaggaaa 


tcctctgcaa 


gctgtcttac 


ttcttttggc 


caggttgcac 


105960 


tccacatcag 


tgtctgccta 


tcaggctatc 


aaaaaaggaa 


aggctttctt 


tcaggctaag 


106020 


gaacttggac 


aaatggcata 


aagactgctt 


attattagct 


ttacacaccc 


tgatttggtc 


106080 


aacaatttta 


cggatctggg 


gttcaaaccc 


catatcaagc 


attctgtcag 


cttcgtccaa 


106140 


tacaaggtaa 


gtacatcggc 


gaagatttgt 


ctttcctgac 


tccaggaaat 


ctatcagacg 


106200 


tccaggagtg 


gctatgcaga 


tctcaacacc 


tgtaaaacaa 


aaccaatgat 


cgagccaatc 


106260 


gactaggtgc 


agtggctcac 


agctgtgttc 


tagcactttg 


ggaagaggag 


gcgggaagat 


106320 


cgcttgaggc 


cagttcacaa 


ccagcctggt 


caacatagca 


agaccccgac 


tctacaaaaa 


106380 


tgcagcagca 


gcagccctgg 


tggctgtact 


caatgctgca 


gagaagctat 


tttttttttt 


106440 


ttttttgaga 


tggagtcttg 


ctctgtcacc 


cagactggaa 


tgcagtggca 


cgatctcggc 


106500 


tcactgcaag 


ctccgactcc 


caggttcacg 


ccattctcct 


gcctcagcct 


ccccagtagc 


106560 
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ggtttcacca 


tgttagccag 


gatggtccca 


atctctggac 


ctcgtgatcc 


gcccacctcg 


106680 


gcctcccaaa 


gtgctgggat 


tacaggcatg 


agccaccgca 


ctggcccaga 


gaagctaaat 


106740 


tttaacaaag 


taaccgcaaa 


accatgtcag 


gacttatgta 


caatcaccaa 


atcctcacaa 


106800 
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agtttccagc 


catgctgaac 


cttctctctc 


aaaatagctg 


ttttagtcac 


atctgagaat 


106860 


ttctaagctg 


ctgaaattct 


gagtttatca 


caagaaccca 


ctttttttct 


ccaatttcct 


106920 


ccacaggaat 


tggtaaagta 


agataaacta 


acaattcttt 


tacactatat 


attattacct 


106980 


ctttccaagt 


ctcgaatctg 


gggaccttta 


ggagcacctc 


cataaataca 


agtactcttc 


107040 


aatctagaac 


atttgccata 


gtcatcggcc 


acctgctgta 


cttgctgggc 


aagctctctg 


107100 


gtaggagcca 


gaactagaca 


ctgaaaccaa 


caaaaagaca 


cttgagacct 


catccaaggt 


107160 


ttaaaaaaaa 


aaaaaaaaaa 


aagaagaaac 


aaaatacaaa 


aagctaattt 


aattctttgc 


107220 


tgtctaatct 


agcacattaa 


aagtgatggg 


gtgaagatca 


gaagtgggga 


atattagcac 


107280 


aatggaatat 


agaaaaaaat 


tattagaact 


tcatgtttag 


catttggaat 


gatactggta 


107340 


tcctcgtcac 


ttttactatg 


acacattatc 


aatcattata 


gtttatatat 


actgtttaag 


107400 


tggagatata 


gattgtatta 


cctggtttta 


agtatacaac 


tctcatttac 


aggttgagca 


107460 


tcctaaaccc 


ccaaaaccaa 


aatgctccag 


caagcattta 


ctttgaggat 


catattggtc 


107520 


ctcaaaattt 


ggatttgttt 


tgttttctga 


gacaaagtct 


cactctatcg 


cccaggctgg 


107580 


agtgcagtgg 


tgcaatgaag 


gctcactgta 


acctctgctt 


cctgggttca 


aatgattctc 


107640 


ctgcgcctca 


gcctcctgag 


tagctgggac 


tagaggcagg 


caccaccatg 


cccagctaat 


107700 


tattgtattt 


ttgtagagat 


gggggtttcc 


ccatgttggc 


caggctagt c 


tcgaactcct 


107760 


gacttcatgt 


gatctgccca 


ctttggcctc 


ccaaagtgct 


gggattacag 


gtgtgagcca 


107820 


ccatgcctgg 


cctaaaattt 


ggaattttgg 


atggtcatcc 


tgacttaaac 


tggcagaatg 


107880 


acacattcct 


gacctctaat 


ttaagcacat 


caccaggtag 


ataaggcaaa 


aacaatgaaa 


107940 


atttacatgt 


aatctgacaa 


gactgtgtac 


aatctggcca 


aataatacaa 


aaat caaggt 


108000 


atcatatacc 


attcaaatta 


aattatgaaa 


cttgctttat 


atactgatcc 


attagatatc 


108060 


aactaataat 


aatgctgtca 


gacatatact 


atgtattata 


agtactgcat 


tatttctttt 


108120 


tgtgaatatc 


ttgagacata 


ttgtacatgt 


tcataaatat 


ataggacaaa 


tgcaagctta 


108180 


tttcttaaaa 


aagttaagta 


ggccgggcgt 


ggtggctcac 


acctgtaatc 


ccattatttt 


108240 


gggaggccga 


ggcagatcac 


ctgaggtcag 


gagttcgaga 


ccagtctggc 


caacatggtg 


108300 


aaaccccgtc 


tctactaaaa 


atacaaaaat 


tagctgggtg 


tggcggcgca 


tgcctgtaat 


108360 


cccagctgct 


tgggaagccg 


agacaggaga 


atcgcttgaa 


gccaggaggt 


ggaggttgca 


108420 


atgagccgag 


attgtgccaa 


tgtactccag 


cgtgggcaac 


caagagcgaa 


actccatctc 


108480 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaagtaca 


cattcaatgc 


caggcgcggt 


ggctcacacc 


108540 


tgtaatccca 


gcacct tggg 


gaggccgagg 


caggcagat c 


acct gaggtc 


aggagt t cca 


i a o c <~\ r\ 

lOo 600 


gaccagcctg 


gccaacatgg 


tgcaaacctg 


tctctactaa 


aaatacaaac 


attagctggg 


108660 


agtggtggtg 


cacgccttta 


atcccagcta 


ctcgggaggc 


tgaggcagga 


gaatggcttg 


108720 


aacctggcag 


gcggaggttg 


cagtgagctg 


agatctcgct 


actgcactcc 


agcctgggca 


108780 
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acaagagtga 


gaatatatct 


ccaaaaaaaa 


aaaaaaaaaa 


gaaagaaggc 


tggacgcagt 


108840 


ggctcatgcc 


tgtaatccca 


gcaatttggg 


agggcaaggt 


gggctgatca 


cctcaggtca 


108900 


ggagtttgag 


accagcctga 


ccaacacgga 


gcgaacctcc 


atctcaaaaa 


aacacaaaaa 


108960 


atcaaaacaa 


aaaaacaaaa 


aaaaccacac 


caaaaccaga 


aaacacttga 


tttactgcac 


109020 


agtaaatgcc 


catacagcat 


gcatggtttc 


tttaagagta 


agactttggt 


tcaaatgtaa 


109080 


gctcagctat 


tcaattgctg 


agtgatcttg 


ggtaagtcat 


ttaattccaa 


gtaagatgag 


109140 


aatgaaacca 


tttccaccta 


tggagggtgt 


ggttaagagt 


acaaatggat 


aatgtaaagc 


109200 


accaagccta 


aatagtcgct 


aaattgtagt 


ttttcttaga 


attacaaaga 


aactgaaaca 


109260 


cacttacgat 


tgggccatct 


cccctttcca 


agtatggctg 


gtggttaata 


tgaacaattg 


109320 


caggcaggag 


atactgtgga 


ggggggaaag 


aatgacaacc 


ttacgcttag 


aagtacaatc 


109380 


ttacttagat 


acttagtaat 


tactgaatta 


atgcataaat 


aggaaagtga 


aaaacagaac 


109440 


ttaccactgc 


tatatacagg 


aagcaataca 


aatttgaaca 


taaaatgctt 


ccatatattt 


109500 


aataactaaa 


atagtatcta 


actatctgaa 


tggcacttct 


acgaagaact 


gagaacgtat 


109560 


gacaactaga 


atagcaaaat 


aagttaccac 


aatatcaagg 


atcttctctt 


gctcatacat 


109620 


accgccaacg 


tcttcccaga 


gccagtctga 


gcaatgccca 


ccatatcccg 


gccactaaga 


109680 


gccaacggaa 


atccctggca 


ctgaattgga 


gttggttctg 


taaagtgctg 


atccatcaac 


109740 


acatccatta 


catattctgt 


aagagaattt 


tattttgcgt 


attttattgt 


gtttaaagac 


109800 


acaaaccaag 


agtttttaaa 


aaaactttta 


agctcactga 


agataagatt 


tacccagctt 


109860 


catctctcca 


aagtgctttt 


tctttatcta 


ctagatctcc 


gaccaactca 


ctgttagctt 


109920 


ctaagggcca 


ggctaggtgg 


ctcacgcctg 


taatcccatc 


actttgggag 


gctgaggcca 


109980 


gtggaggcca 


ggagttccag 


accagcctgg 


tcaacatggt 


gaaccctgtc 


tctactaaaa 


110040 


atacaaaaat 


tagccagagt 


ggtggtgggc 


ccttgtaatt 


ccagctactc 


gggagggtga 


110100 


agcagaatcg 


catgaaccca 


ggaggcagag 


gaggtagtga 


gctgagatcg 


cgccactgca 


110160 


cttcagcctg 


ggtgacaacg 


ttgagactcc 


gtttccaaaa 


acaaacaaac 


aaaagctgct 


110220 


acaatagtct 


acctctccca 


gaaatttgaa 


aaaccattac 


cctaaagcat 


ctaacaggac 


110280 


atgggaacat 


ggtagtcatt 


tattgtttag 


caaattcaca 


ttatatccag 


ctagaaagca 


110340 


atttcattct 


gctgttttct 


aaaaggcaga 


gggcaaaacc 


ctagaaaaag 


acaaaaacct 


110400 


caaaaaaaca 


aaacaaaaac 


aaaacctcag 


tctaaatact 


agaacagaac 


tgatgaccat 


110460 


aaaaacaatc 


tcttgtcctt 


tcaacaaaac 


cccaagcctg 


gctcaaagag 


tttaacctac 


110520 


t accctt gt c 


tcccattcaa 


cccaat ttaa 


caaattaagg 


ttctagatt g 


aagaacactt 


110580 


acgtgggaag 


ttagcatgat 


ggaaggcaaa 


cacgggttta 


ggacaaacat 


ctccccccct 


110640 


cactgtaatc 


tccttctttc 


ggcgtagctc 


atcaacctca 


tactattgaa 


aaaaaatgaa 


110700 


agaagttagt 


aaactagtta 


ttctaaacat 


tcagaattta 


tgttccaagc 


tagctgagca 


110760 
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attatccagt 


ccacagctat 


gttggcaaat 


atttaatagt 


ttacatggta 


ctttcatgtg 


110820 


tatcacttta 


actctgcaag 


gctcctactt 


actttgtaag 


ttaattaatg 


atgtaggtga 


110880 


ttaagagttc 


cattttctat 


aggagaaaaa 


agataagtaa 


cttgctcaag 


gtcagaatga 


110940 


gaaggaaaaa 


aaagtggaac 


ttggacccaa 


gtactctttc 


cattacactt 


tcttctgaaa 


111000 


gagtaaccat 


ttcatgtgta 


gagtccaaaa 


aacaatggta 


atgaggtaca 


agaagagaca 


111060 


atgttggctg 


ggcacggtgg 


ctcccacctg 


taatcccagc 


actttgggag 


gctgaggtgg 


111120 


gtggatcact 


tgaggtcagg 


agtttgagac 


cagcctggcc 


aacatggtga 


aactccgtct 


111180 


ctactgaaaa 


aaaaaaaata 


aataataaat 


gaaccaggcg 


tggtggcaca 


tgtctgtaat 


111240 


cccagctact 


cgggaggctg 


aggtgggaga 


attgcttgaa 


cctgggaggc 


agaggttgca 


111300 


gtgagccaag 


atcatgccac 


agcactctag 


cctaggggac 


agagtgagac 


ttcacctcaa 


111360 


aaaaaaaaaa 


agccaatcta 


tctttttcac 


taacagatga 


aaaaacatga 


cctaatatac 


111420 


aatatttcaa 


tcatgtataa 


taaacagatt 


agtaagcatt 


atcaacaaga 


gaacaaatta 


111480 


aatgcatatt 


taaactggtc 


cccttttatg 


agtattaggg 


gtcttagata 


agaatgtaag 


111540 


aaaggctggg 


catggtggct 


cacacccata 


atcccagcac 


tttgggaggc 


tgaggcgggc 


111600 


agatcacaag 


gtcaggagac 


ggagaccagt 


ctgatcaaca 


tggtgaaacc 


ctgactcttg 


111660 


cactccagcc 


tgggtgacag 


agcaagattc 


cgtctcaaaa 


ataaaaagag 


gctgggcgtg 


111720 


gtggctcacg 


cctgtaatcc 


cagcactttg 


agaggctgag 


gcaggtcgat 


cacctgaggt 


111780 


ccgaggtccg 


gagtttgaga 


ccagcctgcc 


caacatagtg 


aaactccatc 


tctgctaaaa 


111840 


atacaaaaaa 


ttagccgggc 


atggtggcgg 


gtgcctgtga 


tcccagctac 


ctgggaggct 


111900 


gaggcagtag 


aatcgcttga 


acccaggagg 


cggaggttgc 


agtgagccaa 


gatcacacca 


111960 


ttgcactcta 


gcctgggcaa 


caagagcaaa 


actccgtctc 


aaaaaaaaaa 


aaaaaaaaaa 


112020 


aaaaaaaaat 


cagctgggtg 


cagtggctca 


cgcctgtaat 


cctagcactt 


tgaaaagctg 


112080 


aggcaggtag 


tttgcttgag 


ctagggagtt 


caagaccagc 


ctggggaata 


tggcgaaacc 


112140 


cggtctctac 


aaaaaggaaa 


aaaaaaaaaa 


aattaaccaa 


aaaatttttt 


aagaaaaata 


112200 


tcaccacact 


agaataaaat 


gtaaaacggc 


aacagtagcg 


tatgaataaa 


ctctaaccaa 


112260 


tatatctact 


tggttcaata 


atctgtacat 


taaaacacac 


atgtaaactt 


actggtgtca 


112320 


gccttgctac 


ttccggatgt 


tccacataaa 


aatttttctc 


aaacttgggg 


agctcactca 


112380 


aatcccactt 


ttttttacgc 


aaacgctccc 


caggattacc 


aaatttcttc 


gggggaaggc 


112440 


caccaccacc 


tcttgctcca 


aatctaggaa 


cagaattttt 


agttagttca 


tcagtatttt 


112500 
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ggatggagtt 


ctagggatac 




taccagccta 


cctccaaaaa 


gaccatttta 


tttgctgtga 


tttaaaggta 


tggagaaatg 


112620 


tgtaaaacct 


cccttactac 


ccaacaataa 


atactgttta 


tgaatatagc 


tacaataggc 


112680 


aaaaaattaa 


aaatcccttt 


attgagagaa 


atacatccta 


gggattacaa 


tcacagattc 


112740 
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tggatccaga 


catggtttga 


gtttttattc 


tgccacttac 


tgtataattt 


gaagagaatt 


112800 


atttaacttc 


cacacacctt 


agtttcctat 


gcaaagtaga 


aataatacca 


cttatttcag 


112860 


aggctgctga 


gaaaatgacc 


taataatgtg 


taatgtacta 


taaaagtatc 


tggcatagcc 


112920 


agcactcagt 


acaagttagc 


atcatttcat 


tcaacaaata 


gttattaggt 


accaagttac 


112980 


taggtaccaa 


gtatgtatcg 


gctactgttt 


gaagtggtgc 


tgtgctggag 


ttactaaaca 


113040 


aaacagacac 


aagtctctat 


ttttgtgtaa 


cagacatgca 


ggcaaaggat 


gacattaagt 


113100 


taagtttcaa 


ttaaagggaa 


gattgtggac 


aagaaggaag 


atacactcca 


agcaagtccc 


113160 


tcaatcttag 


aatagcttct 


tgggcctgct 


cccctattaa 


actgtgataa 


gcactccacc 


113220 


tgt ctgctta 


tctgcaaagc 


aaaactgggt 


cttggaaagg 


actggtagac 


tggtcttcat 


113280 


ttttagctta 


cgctaataaa 


agagctgagc 


ctgccggggg 


cagtggctca 


gtcctgtaat 


113340 


cccagcactt 


tgggaggcgg 


aggccagtgg 


atcacttgag 


gtcaggagtt 


tgagaccagc 


113400 


ctggccaata 


tagtgaaacc 


ctgtctctta 


ctaaaaacac 


aaaagagtag 


ccaggcgtgg 


113460 


tggtgcacgc 


ctgtaatccc 


tagctacttg 


ggaggctgag 


gcaggagaac 


cgctggaact 


113520 


cggaaggcgg 


aggttgcagt 


gagctgaaat 


ggcaccatag 


cactccagcc 


tggtagacag 


113580 


agggagggtc 


cgtcaaaaaa 


aaaaaaaaaa 


agctgaacat 


agatttatga 


cctttccttc 


113640 


ttctttgatc 


tctactttta 


ccttctatct 


ccttcttgtt 


cccaaatggt 


attattaatt 


113700 


tacagagaaa 


aaaacactaa 


caagacttat 


ttaaggcttt 


aacactcaac 


taattactta 


113760 


agatcaactt 


cttgcttttt 


atataccttt 


cacaacagac 


aagctcaaga 


ggaatacaaa 


113820 


tatgaccact 


agccaaagct 


aatatttaag 


aaatcagaag 


ctactttt cc 


tagaagaatc 


113880 


ttaacactaa 


gatggcctta 


attttcccta 


tttcgatctt 


gtaaagtaca 


ggtctttgtt 


113940 


tggcatacaa 


actgtatagc 


attttctcag 


tttctttact 


ccttgtaaaa 


tattgtactg 


114000 


aatttagttc 


ccttttccca 


ctctaaccca 


cttgtaactt 


catcttatat 


aaagttccac 


114060 


tttatcattg 


ataggcaagt 


aggtgtatta 


ttctacaggg 


cctcaatttc 


ctgcaattca 


114120 


aagccattag 


aactctggct 


taaccagcca 


gacattcctc 


taaatacata 


cgtaacaaaa 


114180 


attgatggca 


ggagatttta 


ttgggatcac 


tggataccta 


cactcaacag 


gcagaacttg 


114240 


gctaattcca 


tttataccac 


tactgagaca 


gtgaagacaa 


attaagaatc 


agaacaggaa 


114300 


gagcacatag 


catagggata 


cccgtgtcag 


cgacatattt 


aatatgcccc 


tcagcttaag 


114360 


actcaatact 


gaacagacca 


aaaggccacc 


tcaattgccg 


ctcccgccac 


acttgcaaat 


114420 


gaagcagcta 


aataaggtac 


ttttcaagag 


gtagaaagtc 


tttggattat 


cactcttgca 


114480 




gacttcattg 


tt at t gccac 


attgcaatgc 


tacccaaacc 


ttagtgactt 


114 54 0 


aggaaaaaat 


aaaacttgaa 


agtaagattc 


ctgttaaggc 


tttaaactga 


tgattatcat 


114600 


tcatgtattt 


ttttttcctc 


tctccttact 


tccctggcta 


tttattcaag 


acattctatt 


114660 


ctacactaaa 


catttaattt 


gaaacatgtg 


gttcttggaa 


aatatgccgt 


cttccatgtt 


114720 
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tataattaat 


gctgacataa 


ttaatgacct 


caaaattcaa 


gaaagccttt 


tacttttgag 


114780 


catatccatg 


ccatctttaa 


atacgcacac 


tgtactctct 


ggtatactat 


gctgctcaaa 


114840 


tgtttttatc 


cggtcagtaa 


ttagtttaat 


ttggctttac 


aaaaaaattc 


acctttgaag 


114900 


tcatatatta 


acattaaaaa 


ccatactact 


tcaaatgtac 


aatgcctatc 


atttttgcat 


114960 


cacacatgtg 


aaatacatga 


actgacctca 


cctattcctt 


tttcaaaata 


accaccactt 


115020 


caactgtgta 


acactcagtt 


gaaacaacag 


caattcaaat 


aatcaagaac 


atttcttggg 


115080 


aaagggagag 


ttggggcaca 


gatcttatga 


aagaaggcta 


gttcgtttga 


aatttttaaa 


115140 


aaatgtcatc 


tgatactcaa 


agtatggatc 


agtaattcac 


ttttttcctt 


tcaaataact 


115200 


tattaaagca 


tatatatggt 


gaaaggaaat 


attaaaccaa 


acaccaatgg 


taaagaaata 


115260 


gaacactatt 


agtaacttgt 


agcccctcta 


tgtgcctatt 


tcaagcttac 


aactttcacc 


115320 


ctaataacca 


ctaccttgaa 


ttttgttaac 


cactcccttt 


cctatcatat 


ttgcacatat 


115380 


ccttaattaa 


atgtgtcacc 


ctaccacaac 


gtgcttttta 


actcaacact 


tctgtgactt 


115440 


atccacatta 


atccaagttc 


ttttctcttt 


ttcacggctg 


attcaattgt 


acgaataccc 


115500 


acaatttatg 


gagacatttg 


cgttgtttcc 


aatatcctgt 


tagcacgaat 


gctggtatat 


115560 


aaacttttct 


gtacaaggat 


cctggggtac 


ctgtgcaagg 


atttctctag 


gcattacagt 


115620 


ctagggtata 


aagcttaggg 


aggaattgct 


gggtcgtttt 


caactttcct 


agataatctc 


115680 


aagttctttt 


tctaagtcaa 


tgaactgaaa 


ttcacttcta 


aacttagcaa 


tactgtcaca 


115740 


cgcgaagcaa 


acattccacc 


tctcatcctc 


taaacaatga 


gataaaatat 


tttccttcct 


115800 


aataaggtat 


aaatcaaaat 


aattttgtaa 


aaagtggcaa 


ctgaagtgct 


tgagactagt 


115860 


aaatccagca 


gttgtggatc 


tgaaccacaa 


aagacaaaaa 


cgtttggaga 


aaatatcgtt 


115920 


aacagagcgc 


ctactacagt 


gagactatta 


catccattat 


ctcttaattc 


ctgacaacac 


115980 


agcaaagtaa 


aggcaattat 


cacgttcctc 


agaggaaaca 


ggctcacaaa 


aggtaggatc 


116040 


ttgaccaagg 


tcacacacac 


acatatcaag 


tggcgtcacg 


taactctttg 


gggaagcggg 


116100 


ggggtcgggg 


gagacggagt 


ttcgctcttg 


ccacgggctg 


gagtgcaatg 


gcgcgatctc 


116160 


ggctcactgc 


aacctcctcc 


ccccgggttc 


aagcgattct 


cctgccttgg 


cctcccgagt 


116220 


agctgggatt 


acaggcatgc 


gccaccaagc 


caggctaatt 


ttgttatttt 


tagtagaaac 


116280 


gggatttctc 


catgttgatc 


aggctggtct 


cgaactcctg 


acctccggtg 


atccgcccgc 


116340 


ctcggcctcc 


caaatcgctg 


ggattacagg 


cctgaggcac 


cacgcccggt 


ccacaatacc 


116400 


aagaactttc 


tagcgaggca 


gaatagttga 


cgctgcagtc 


caattagaga 


aaaaaggctg 


116460 
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ccaaaaaccc 


atccttcccc 


caaacacggt 
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catttagatg 


gcaagcaact 


ccactgcttt 


acatcccaat 


gcatttcctc 


cgacttaaaa 


116580 


tataactgaa 


gagaattaaa 


atctatttct 


aaaaatgaga 


agttggtctt 


ttcgtctccc 


116640 


gtgccttaaa 


cagtgaactc 


tggggagaga 


acgtcaaggg 


tgccatttcg 


tgtaaggctt 


116700 
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tcctgggctg 


aagtgttctc 


tcaggaagat 


ccgcgttttt 


cagatgaacg 


ccgaggcctg 


116760 


gagacatcga 


acagcccgcc 


cgaagcggcc 


cggctcgaga 


gccgggaaac 


caggcgaggc 


116820 


gccaaagccc 


gggcctgggc 


tgatgcggcc 


aggccgcccc 


tcccgatccc 


ccgcggggct 


116880 


gggatggggc 


cgggccgcgc 


cacgacggcc 


gtccgcacgg 


agaggcccag 


cgtcgccaag 


116940 


cggccgccct 


cctcgggtcc 


cgagtgaccc 


cggggccgag 


gtccgcgcac 


gaaaccgctg 


117000 


tctcgcctcg 


agtcgcctcc 


cctcgcctcc 


cgggtcgaga 


gcaaggctcc 


caggctcgca 


117060 


gtccgccggg 


cctccccaag 


aagcaactcc 


cccaccccca 


cgccaggcct 


ctcctctcct 


117120 


cccccaccct 


taccctccac 


ggtcacgatc 


ccggtcccgg 


tccccaaagc 


ctcctccgcg 


117180 


catggtccca 


aaaggataga 


gatctgggag 


cggggcacgg 


atggccgggc 


tcgggagggc 


117240 


ctgcggctcc 


ggtctggtga 


cgaccgatgg 


cggcggcgcc 


tccgctgttg 


gggcggcggc 


117300 


aggcgcagcg 


ctctctcgct 


ccgacgcgct 


gtctcccgtc 


gcagacgcca 


ccgtcgccgc 


117360 


ctctctcgtc 


ggagacggga 


gcaaaacaca 


gagaatcggg 


gctacaaagc 


cggtgggcag 


117420 


gtttggctac 


gctcaaaccg 


ggcagtgccg 


cggtttaggc 


gtctccttcc 


ttcccagcga 


117480 


ctgcacaaaa 


tggcggccgc 


cgctgagtcg 


gctccaactt 


aacgctgcgt 


acggcggaga 


117540 


cgatacgtaa 


acagcgcctc 


ggaatagccc 


gagggctccg 


cggggaacta 


cgggtattct 


117600 


tggaagcact 


ttacgtcagt 


tgcgacgatg 


ggtgtatttt 


gcggtctgta 


caagaaaaac 


117660 


aaagtacgga 


gcgagcgtag 


agttctcgcg 


ccacccgaac 


tagaacgtgg 


gatgaggtgg 


117720 


gaggaagcgc 


ctctggtgcg 


acgtaacatt 


ctttgcgtcg 


ttagccggcc 


tgctgttgct 


117780 


aagatgcgca 


gtatgcgtaa 


cgcattctgt 


ttagagaata 


gaggattttg 


cctgattccg 


117840 


atctcggtac 


agaccccgcg 


gccggcttga 


agaagttgct 


ttgcagagac 


aataaccgtc 


117900 


ctccatattg 


ttatcaagtt 


tcagagtcct 


ctggcgccag 


aggccgggag 


ggtcttaaat 


117960 


tccgtggctg 


gccttcctat 


atggcgccgc 


cagccctctc 


gccccaccgc 


cctgggcccg 


118020 


ctgagaatgg 


cggcgggccc 


cggcgccatt 


tcctttccgt 


tgcctttcgc 


tgctctgtct 


118080 


ccggcagcca 


tgatggaaga 


gccgtgtccc 


tttctttccg 


gagtttgtga 


ggtggcgatg 


118140 


tcccttccag 


gttaaagtgc 


cctcagctac 


atttggttca 


cactgaggtg 


cattttctga 


118200 


accgtatatt 


tttaccgtcc 


ctggccgagc 


acagctgttg 


ctaatacaga 


aacaaaatgt 


118260 


gcttggaggc 


caggcatggt 


ggctcacgct 


tgtaatacta 


acactttggg 


aggccgaggc 


118320 


gggaggatca 


cctgagtccc 


ggagttcgag 


accagcctgg 


ccaaaatggc 


aaaaccccgt 


118380 


ctctacgaaa 


aatacaaaaa 


t tagcaggac 


atggtggcgg 


gtgcctgtag 


t cccagctac 


118440 


tt gggaggct 


gaggcaggag 


aat cgct tga 


acccgggagt 


cggaggt cgc 


agtgagccga 


1 lo bUU 


gaacgtgcca 


ctgcactcca 


tcctggacga 


cggggcaaga 


atccgtctca 


aaaaaaaaat 


118560 


tgcttggagc 


cccagtggac 


tccgtgggcc 


ctttgctgcc 


gttgaacggc 


gctcctcaga 


118620 


aggcccggag 


aagaccccag 


cactctcagg 


agaacaaggt 


ttcagagcga 


tggtctttag 


118680 
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acacagaaag 


ggcgaaggct 


aaggacaagt 


gtttaaccag 


gctagtccac 


gttctccgct 


118740 


caattccttc 


cagactggct 


tccctctcct 


tacctgcttc 


ctgtcgtctc 


aaactgcatt 


118800 


ttgaagcccc 


gcaagcttgg 


ccaaatggcg 


tcacacgact 


gttgagctgt 


tagggccctc 


118860 


gagacgggcc 


catctaacgt 


ctcaattcaa 


cagatgggta 


gaagcgggga 


gatttggccc 


118920 


ctcagtgtgg 


gtgctgagtg 


tttgtttccc 


aaatttttgg 


gaacatagca 


taagaaaagg 


118980 


agcttcaaaa 


agaaaaaaaa 


catggaccac 


tgatttttct 


gtggttatgt 


gttctttttc 


119040 


cccaagtacg 


ttcttaacat 


tggcaagtga 


acctcttaaa 


gtgattgaga 


ctcgcctggg 


119100 


tcatattctt 


tttctttttt 


ttgtctggag 


tgcagtggca 


caatctcggc 


tcactgcaac 


119160 


ctctgccgcc 


cgggttcagg 


caattctcct 


gcctcagcct 


cccgtgtagc 


tgggatcaca 


119220 


ggtgcttgcc 


ctcgcacttg 


gctaatattt 


gtagtttagc 


tggggtttca 


ccatcttggc 


119280 


caggctggtc 


ttgaactcct 


gacctcgtga 


tccacccgtg 


tcgacctgcc 


aaagtgctgg 


119340 


gattacaggc 


gtgagccacc 


gcaccggcct 


gggtcatgtt 


cttttattta 


cactgttaac 


119400 


ctgccccaat 


cctcatcatc 


tcttgcctgg 


atgactgcgc 


tcgcctcttt 


ttaatctgcc 


119460 


tgctcctgtc 


cttgctcact 


ctgaatttat 


tcttcacact 


gcagtcatag 


gggtcctttt 


119520 


attatgtcac 


tttacttaaa 


attttccaga 


ggtttccact 


tgaaagaaaa 


gacaaaggcc 


119580 


ttacagtggc 


ctacaagccc 


ttgaggatgc 


agccctcttc 


tgtctttcct 


ccttgttcta 


119640 


ctctagccac 


actcggcctc 


agggcctttg 


cactcgctct 


ttactctatg 


tcagcaaggc 


119700 


tagatacctc 


agtttaggtc 


tgtgctcaca 


tgtcactcaa 


tcagggaggc 


ctccccagaa 


119760 


cccaatgcaa 


cactgcataa 


cctgcatact 


ctcctccttc 


acaagtacac 


atgcattctc 


119820 


tcttttccat 


ttttctttgc 


tttcatttga 


attagtaact 


gcttgacata 


aacacttttt 


119880 


gtctccctcc 


tagagcgtaa 


aatctgtgag 


tgcaggaact 


tacttgttca 


ccaccgtgac 


119940 


ccagtgccta 


cctggcacag 


tgcctgacct 


tttagccatt 


cgaccacgcc 


atacccttgt 


120000 


ccagtgagtc 


tgtgactgtc 


cctttgtgtt 


tctgggccaa 


ctgacatctc 


aacggctttt 


120060 


gttttttgag 


acagagtctc 


gctctgtcgc 


ccaggctgga 


gtgcagttgg 


ctcactgcaa 


120120 


cctccgcctc 


ttggtttcaa 


gcgattctcc 


tgcctcagct 


tcctgagtag 


ttgggattac 


120180 


aggcatacgc 


caccacacct 


ggctaatttt 


tgcattttta 


atagagacag 


ggtttcacca 


120240 


tgttggccag 


gctggtctga 


aactcctgaa 


ttcaggtgat 


ctgcctgctt 


cggcctccca 


120300 


aagtgctggg 


attacaggcg 


tgagccacct 


tgcctggcct 


ttgtcatcaa 


cttttatttt 


120360 


aattctgggg 


tacatgttca 


ggatatacaa 


gtttgttaca 


caagaaaacg 


tgtgtcatgg 


120420 


ugguLugTiLg 


cacagatcaa 


ccccttgcct 


cggt att agg 


cccagcatcc 


gttagctatt 


1204 80 


cttctcgatg 


ctctccctcc 


gccgaccccc 


aacaggcccc 


agtatgtgtt 


gttcccccgc 


120540 


tccatgtgtc 


cgtgtcctct 


tctgggtctt 


tgatagtctt 


cactgatgct 


ttctgctcac 


120600 


gctcagataa 


tctgcatttt 


cacgtaagat 


aaaataatca 


tagagcagag 


gcagcagtca 


120660 
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gctatgtgtt 


tgtttcaggc 


gagcagaggg 


atgacttttt 


agttttgtcc 


tttgtcctgt 


120720 


gcttgtgatg 


gtaaaccatc 


aatgtacatt 


gtcggggtga 


aattcaaegg 


aactgtttta 


120780 


gtgtaaagat 


cttggaggcc 


cacaaggaat 


ttctttgtgg 


gcaaattgtg 


agaggectat 


120840 


gtagcttttt 


ttgttttttg 


ttttttttta 


gagacagagt 


ctcactctgt 


cgcccaggct 


120900 


ggagtgcaat 


ggcgcgatct 


tggttcactg 


caacttctgc 


ctcctgggtt 


caagcaattc 


120960 


tcctgcctca 


gccttctgag 


tggctgggat 


tacaagcatg 


cgacatgacg 


ctaattttta 


121020 


tattttttag 


tagagactgg 


cttttgccat 


tattagecag 


gctggttttg 


aactcctgac 


121080 


ctcaagtgat 


ccacccacct 


tggcctccca 


aagtgctagg 


attacatggc 


caccgcatct 


121140 


ggccttcatt. 


atatattacg 


gtgtaataat 


aatataaata 


ggccgggcct 


aatagaaata 


121200 


gtctggctaa 


catgatgaaa 


ccccgtctct 


cctaaaaata 


caaaaaaatt 


agctgggcgt 


121260 


gatggcgcat 


gcctgtagct 


actcaggagg 


ctgaggcagg 


agaatcgett 


gaattgggga 


121320 


ggtggaggtt 


gtagtcttaa 


aaatggtatt 


tacaggctgg 


gcacagtggc 


tgacgcctgt 


121380 


aatctcagca 


ctttgcgggg 


ctgaggtggg 


cagatcactt 


gaggtcagga 


actcgagatc 


121440 


agcctggcca 


acatggtgaa 


accccgtctc 


tactaaaaat 


acaaaaaatt 


agccaggtgt 


121500 


gatggtgggc 


gcctgtaatc 


acagctactc 


gagagectga 


ggcaggagaa 


tggcttgaac 


121560 


ccaggaggcg 


gaggttgcag 


tgacccaaga 


tggcaccatt 


gcactccaac 


ctgagegaca 


121620 


gagcaagact 


ctgtgtctaa 


aaagacagaa 


aaaagagaag 


tttcctctag 


agegctgaat 


121680 


gacaagagac 


aatgtggaga 


gagaagtctc 


atacttacaa 


gtatatcctg 


ccaagacccc 


121740 


agatatacaa 


gtgaggccat 


cccagaccct 


tcagccagcc 


tactagctga 


atgtagctgc 


121800 


gtgagtgagc 


tatttccttc 


ctccccgcaa 


aatcccttat 


ctttttcttc 


atgttttcat 


121860 


cttaggatat 


gaaaaggaaa 


ctgctgtagt 


tgttttttaa 


ccatgaaggg 


aacttttgga 


121920 


gaacagaacc 


agcacaccga 


aggtggggaa 


agtggagaga 


aggaaagaac 


ctgggccctt 


121980 


gatgacatta 


tagagtcact 


gtattagcca 


actgtggagc 


tggttgactt 


ctggacttct 


122040 


tatttgaaat 


gacatgcttc 


ctcattgttt 


aatctacttt 


tttgagcttt 


gtgttacttg 


122100 


tagctgaaag 


cattctaact 


gatacactcc 


tcaaccagct 


cttctaatac 


aagtacaaaa 


122160 


tctgaaacaa 


gtcaggcatg 


gtggcatgtg 


cctatagtcc 


cagctacttg 


qqaqqctqaq 


122220 


gcgggagggt 


cgcttgagcc 


caggcatttg 


aggttgeatt 


gagctatgat 


t gtgccactg 


122280 


cact ccagcc 


tgggtgacag 


actgagaccc 


catctgtaaa 


acaaacaaac 


agaaaatctg 


122340 


aaacaccttg 


catagtatac 


aataggcatt 


caataagttt 


atcattaatg 


aggaagtaaa 


122400 


agaagacLL.ii 


gt t gt aaaga 


at get aatt g 


ct t atccaac 


aaccat tct c 


cctttctccc 


1224 60 


ttttcaatta 


agagtcagga 


ggctggcgct 


gtggctcaca 


cctgtaatcc 


cagcactttg 


122520 


ggaggccgag 


gcgggaggat 


cccttgagcc 


caggagttca 


agatcagect 


aggtaacata 


122580 


gtgaaatctc 


agctctacaa 


ataataaaaa 


aattagctgg 


gtgtggtggt 


gtgtgtgtgt 


122640 
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ggttccagat 


actttccata 


tacgtggaag 


gctgaggtgg 


gagegtcact 


tgageccagg 


122700 


tgcttgaggc 


tgcagtgagc 


tatgcttgcc 


ccactgcact 


ccagcctggg 


tgacagagag 


122760 


agaccctgta 


acctctggaa 


aaaaaaattg 


agcgagagag 


agaagacagg 


gtcttgttct 


122820 


gtcacctggg 


ctggagtgca 


gtgacacgat 


cacagctcac 


tgccatcttg 


aactcctagg 


122880 


ctcaagcgat 


cctcacgcct 


cagctgctga 


gtacctaggt 


ctacaggtgc 


tcatcaccat 


122940 


gcctggctcc 


ttttcctcct 


taataacaga 


actccaaatt 


ttagctgggc 


atattgatgt 


123000 


ctggaacaaa 


agtctgtatt 


ttcctacctc 


ttttgtgcat 


gggtatggcc 


aatgagatat 


123060 


aagcacaagt 


gttgtatggt 


agggctgctt 


tacaggagct 


gagtcagcta 


gacagagctt 


123120 


ttccttcttt 


ttttttcttt 


ttgcccttct 


gccttttatc 


tttctttctt 


tctttgagac 


123180 


agggtctcac 


tctgtcaccc 


aggctggagt 


gcagtggcac 


aatcttggct 


cactgcaacc 


123240 


tctgcctccc 


gggttcaaga 


gattcacccg 


cctcaacctc 


ctgagtaact 


gggagtacag 


123300 


gcgcatgcca 


ccacacccgg 


ataatttttg 


tatttttagt 


agagatgaga 


tttcaccagg 


123360 


ttggccaggc 


tggtctcgaa 


ctcctgtcct 


aaagtgatcc 


acctgcctca 


acctccctaa 


123420 


gtgctgggat 


tacaggtgtg 


agccactgca 


cccagactgc 


cttttatctt 


tcttctctca 


123480 


acttggtttc 


tctgactaga 


gctccagctg 


ccaacttagg 


caatgagctg 


accttgaaga 


123540 


cggaagtcaa 


aaattaagat 


ggtcaagcag 


aaagatagag 


gcctgcgggc 


ctgatgacaa 


123600 


agtggaccca 


ctgtagtagc 


atctctggac 


tgcctagctt 


tagatttctt 


ttctatgaga 


123660 


gaaaaataaa 


cctgtatttt 


gtttgggaca 


cttattttgg 


gggttttccc 


ttatattcag 


123720 


tcaagtaaaa 


tctaagctat 


ccctttaaca 


acttccctct 


caaaatattg 


aagcctggcg 


123780 


taggaaagca 


cgtgaagagt 


atgaataatg 


agagctgtcc 


cacccgagtg 


ttaagcaagc 


123840 


ccctcctggc 


ttccctttct 


ccagtccctg 


aaggcggcac 


ttgagaggca 


ctctgttgtt 


123900 


accttggttg 


gagttctaga 


tggcaagtga 


tagaatctaa 


ctggctaact 


aaggcaaagg 


123960 


gaaacttatt 


agaaagacat 


taggggctga 


gcgtggtgac 


teatgectgt 


aatcccagtg 


124020 


ctttgggagg 


ccaaggcggg 


tggatcacct 


gaggtcagga 


gttcaagacc 


agcctagcca 


124080 


acatggcaaa 


accccatctc 


tattaaaaat 


acaaaaatta 


gctgggtggg 


gttgtgcaca 


124140 


cctgtaatcc 


cagctactcg 


ggaggctgag 


acaggagaat 


cgcttgaacc 


caggaggtgg 


124200 


aggttgcagt 


gagccaagat 


cacaccactg 


cactccaggc 


tgggtgacag 


agctagagtc 


124260 


tgtctcaaaa 


aaaaaaaaaa 


ggacattagg 


gttcattgaa 


ttagcagaag 


actgeagaaa 


124320 


cagcctgggc 


atggatggga 


gt ctgagcca 


ctcagcagtc 


taggagcegg 


aaaccccagt 


124380 


i_ Lay Lay Lay 




gucaggccuc 


t gccact get 


gctaggccct 


gctgcccctg 


1 O A A A C\ 


ctccccctgc 


tgtcactgca 


ggtgtgagca 


gcctctaacc 


cctgctgtca 


tccttgtgac 


124500 


tgtcacttca 


tattcaatgt 


ctcaggatgc 


actacctgaa 


ttggggagag 


gtgactcttt 


124560 


gaaagaaaac 


aagtgttatt 


atgatggaga 


aatgeaaact 


gtgcaaccag 


aaaatgtgaa 


124620 
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acatttgccc taacaagcca gggtcagttg aaggagtcct gactagccac acttggtgtc 124680 

taaggcccaa tccttctcct caccatgatg . aaagatatcc cttgtatcta atctctttct 124740 

ctttctctct ctctttcttt tttcttttct tttttctgag acggagtttc actcttgttg 124800 

cccaggctgg agtgcagtgg caccatctcg gctcactgca acctccgact atccggttca 124860 

agcgattttc ttgcctcagc ctcctgagta gctgggatta caggtgcgca ccaccaaacc 124920 

cgactaattt ttttgttggg gtttcgccat gttggccagg ctggccttga actcctgacc 124980 

tcaggtgatc 124990 

<210> 157 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (62) . . (373) 

<400> 157 

gccttccggc gggtgacatt cagccggcgg ttcggggcga cggactctcc attccagaac 60 

c atg gcc caa ttt gtc cgt aac ctt gtg gag aag acc ccg gcg ctg gtg 109 
Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

aac get get gtg act tac teg aag cct cga ttg gcc aca ttt tgg tac 157 
Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 

tac gcc aag gtt gag ctg gtt cct ccc acc cct get gag ate cct aga 205 
Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 40 45 

get att cag age ctg aaa aaa ata gtc aat agt get cag act ggt age 253 
Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 55 . 60 

ttc aaa cag etc aca gtt aag gaa get gtg ctg aat ggt ttg gtg gcc 301 
Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 ^ 80 

act gag gtg ttg atg tgg ttt tat gtc gga gag att ata ggc aag egg 34 9 

Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu lie lie Gly Lys Arg 
85 90 95 

ggc ate att ggc tat gat gtt tga agaccaatct ttaacatctg attatatttg 403 
Gly lie lie Gly Tyr Asp Val 
100 

atttattatt tgagtgttgt tggaccatgt gtgatcagac tgctatctga ataaaataag 463 
atttgecaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 501 

<210> 158 

<211> 103 

<212> PRT 

<213> Homo sapiens 
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<400> 158 

Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 
20 25 30 

Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu lie Pro Arg 
35 40 45 

Ala lie Gin Ser Leu Lys Lys lie Val Asn Ser Ala Gin Thr Gly Ser 
50 ~ 55 60 

Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
65 70 75 80 

Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu lie He Gly Lys Arg . 

85 90 95 

Gly He He Gly Tyr Asp Val 
100 

<210> 159 

<211> 1766 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (132) . . (1103) 

<400> 159 

ggcaaatccg gcccaggatg tagagctggc agtgcctgac ggcgcgtctg acgcggagtt 60 

gggtggggta gagagtaggg ggcggtagtc gggggtggtg ggagaaggag gaggcggcga 120 

atcacttata a atg gcg ccg aag cag gac ccg aag cct aaa ttc cag gag 170 
Met Ala Pro Lys Gin Asp Pro Lys Pro Lys Phe Gin Glu 
1 5 10 

ggt gag cga gtg ctg tgc ttt cat ggg cct ctt ctt tat gaa gca aag 218 
Gly Glu Arg Val Leu Cys Phe His Gly Pro Leu Leu Tyr Glu Ala Lys 
15 20 25 

tgt gta aag gtt gcc ata aag gac aaa caa gtg aaa tac ttc ata cat 266 
Cys Val Lys Val Ala He Lys Asp Lys Gin Val Lys Tyr Phe He His 
30 35 40 45 

tac agt ggt tgg aat aaa aat tgg gat gaa tgg gtt ccg gag age aga 314 
Tyr Ser Gly Trp Asn Lys Asn Trp Asp Glu Trp Val Pro Glu Ser Arg 
50 55 60 

gta etc aaa tac gtg gac acc aat ttg cag aaa cag cga gaa ctt caa 362 
Val Leu Lys Tyr Val Asp Thr Asn Leu Gin Lys Gin Arg Glu Leu Gin 
65 70 75 
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aaa gcc aat 
Lys Ala Asn 
80 

cca gga aag 
Pro Gly Lys 
95 

acg aaa aag 
Thr Lys Lys 
110 

acc agt gag 
Thr Ser Glu 



cag gag cag 
Gin Glu Gin 



aag aca tct 
Lys Thr Ser 



aac aaa cag 
Asn Lys Gin 
115 

acc cct cag 
Thr Pro Gin 
130 



tat gca gag 
Tyr Ala Glu 
85 

ggt ctg caa 
Gly Leu Gin 
100 

aaa aca cct 
Lys Thr Pro 



cct cct egg 
Pro Pro Arg 



ggg aag atg 
Gly Lys Met 



cag aaa aat 
Gin Lys Asn 
105 

gga aat gga 
Gly Asn Gly 
120 

aag aaa agg 
Lys Lys Arg 
135 



aga ggg get 
Arg Gly Ala 
90 

gtt gaa gtg 
Val Glu Val 



gat ggt ggc 
Asp Gly Gly 



gcc egg gta 
Ala Arg Val 
140 



gcc 410 
Ala 



aaa 458 
Lys 



agt 506 

Ser 

125 

gat 554 
Asp 



cct act gtt gaa aat gag gaa aca ttc atg aac aga gtt gaa gtt aaa 602 
Pro Thr Val Glu Asn Glu Glu Thr Phe Met Asn Arg Val Glu Val Lys 
145 150 155 

gta aag att cct gaa gag eta aaa ccg tgg ctt gtt gat gac tgg gac 650 
Val Lys lie Pro Glu Glu Leu Lys Pro Trp Leu Val Asp Asp Trp Asp 
160 165 170 

tta att acc agg caa aaa cag etc ttt tat ctt cct gcc aag aag aat 698 
Leu lie Thr Arg Gin Lys Gin Leu Phe Tyr Leu Pro Ala Lys Lys Asn 
175 180 185 

gtg gat tec att ctt gag gat tat gca aat tac aag aaa tct cgt gga 74 6 

Val Asp Ser lie Leu Glu Asp Tyr Ala Asn Tyr Lys Lys Ser Arg Gly 
190 195 200 205 

aac aca gat aat aag gag tat gcg gtt aat gaa gtt gtg gca ggg ata 794 
Asn Thr Asp Asn Lys Glu Tyr Ala Val Asn Glu Val Val Ala Gly lie 
210 215 220 

aaa gaa tac ttc aac gta atg ttg ggt acc cag eta etc tat aaa ttt 842 
Lys Glu Tyr Phe Asn Val Met Leu Gly Thr Gin Leu Leu Tyr Lys Phe 
225 230 235 

gag aga cca cag tat get gaa att ctt gca gat cat ccc gat gca ccc 890 
Glu Arg Pro Gin Tyr Ala Glu lie Leu Ala Asp His Pro Asp Ala Pro 
240 245 250 

atg tec cag gtg tat gga gcg cca cat etc ctg aga tta ttt gta cga 938 
Met Ser Gin Val Tyr Gly Ala Pro His Leu Leu Arg Leu Phe Val Arg 
255 260 265 

att gga gca atg ttg get tat aca cct ctg gat gag aag age ctt get 986 
lie Gly Ala Met Leu Ala Tyr Thr Pro Leu Asp Glu Lys Ser Leu Ala 
270 275 280 285 

tta tta etc aat tat ctt cac gat ttc eta aag tac ctg gca aag aat 1034 
Leu Leu Leu Asn Tyr Leu His Asp Phe Leu Lys Tyr Leu Ala Lys Asn 
290 295 ~ 300 

tct gca act ttg ttc agt gcc age gat tat gaa gtg get cct cct gag 1082 
Ser Ala Thr Leu Phe Ser Ala Ser Asp Tyr Glu Val Ala Pro Pro Glu 
305 310 315 

tac cat egg aaa get gtg tga gaggcactct cactcactta tgtttggatc 1133 
Tyr His Arg Lys Ala Val 
320 



teegtaaaca catttttgtt cttagtctat ctcttgtaca aacgatgtgc tttgaagatg 1193 
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ttagtgtata 


acaattgatg 


tttgttttct 


gtttgatttt 


aaacagagaa 


aaaataaaag 


1253 


ggggtaatag 


ctcctttttt 


cttctttctt 


tttttttttc 


atttcaaaat 


tgctgccagt 


1313 


gttttcaatg 


atggacaaca 


gagggatatg 


ctgtagagtg 


ttttattgcc 


tagttgacaa 


1373 


agctgctttt 


gaatgctggt 


ggttctattc 


ctttgacact 


acgcactttt 


ataatacatg 


1433 


ttaatgctat 


atgacaaaat 


gctctgattc 


ctagtgccaa 


aggttcaatt 


cagtgtatat 


1493 


aactgaacac 


actcatccat 


ttgtgctttt 


gttttttttt 


atggtgctta 


aagtaaagag 


1553 
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ct t aggcat t 


t t at ct tggc 


t caaatt gt t 


lDl J 


gaagaatggt 


ggcttgtttc 


atggtttttg 


tatttgtgtc 


taatgcacgt 


tttaacatga 


1673 


tagacgcaat 


gcattgtgta 


gctagttttc 


tggaaaagtc 


aatcttttag 


gaattgtttt 


1733 


tcagatcttc 


aataaatttt 


ttctttaaat 


ttc 
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<210> 160 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 160 

Met Ala Pro Lys Gin Asp Pro Lys Pro Lys Phe Gin Glu Gly Glu Arg 
1 5 10 15 



Val Leu Cys Phe His Gly Pro Leu Leu Tyr Glu Ala Lys Cys Val Lys 
20 25 30 



Val Ala lie Lys Asp Lys Gin Val Lys Tyr Phe lie His Tyr Ser Gly 
35 40 45 



Trp Asn Lys Asn Trp Asp Glu Trp Val Pro Glu Ser Arg Val Leu Lys 
50 55 60 



Tyr Val Asp Thr Asn Leu Gin Lys Gin Arg Glu Leu Gin Lys Ala Asn 
65 70 75 80 

Gin Glu Gin Tyr Ala Glu Gly Lys Met Arg Gly Ala Ala Pro Gly Lys 
85 90 95 

Lys Thr Ser Gly Leu Gin Gin Lys Asn Val Glu Val Lys Thr Lys Lys 
100 105 110 

Asn Lys Gin Lys Thr Pro Gly Asn Gly Asp Gly Gly Ser Thr Ser Glu 
115 120 " " 125 

Thr Pro Gin Pro Pro Arg Lys Lys Arg Ala Arg Val Asp Pro Thr Val 
130 135 ~ 140 



Glu Asn Glu Glu Thr Phe Met Asn Arg Val Glu Val Lys Val Lys He 
145 150 155 160 
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Pro Glu Glu Leu Lys Pro Trp Leu Val Asp Asp Trp Asp Leu lie Thr 
165 170 175 



Arg Gin Lys Gin Leu Phe Tyr Leu Pro Ala Lys Lys Asn Val Asp Ser 
180 * 185 " 190 



lie Leu Glu Asp Tyr Ala Asn Tyr Lys Lys Ser Arg Gly Asn Thr Asp 
195 200 205 



Asn Lys Glu Tyr Ala Val Asn Glu Val Val Ala Gly He Lys Glu Tyr 
210 215 220 



Phe Asn Val Met Leu Gly Thr Gin Leu Leu Tyr Lys Phe Glu Arg Pro 
225 230 235 240 



Gin Tyr Ala Glu He Leu Ala Asp His Pro Asp Ala Pro Met Ser Gin 
245 250 255 



Val Tyr Gly Ala Pro His Leu Leu Arg Leu Phe Val Arg He Gly Ala 
260 265 270 



Met Leu Ala Tyr Thr Pro Leu Asp Glu Lys Ser Leu Ala Leu Leu Leu 
275 280 285 



Asn Tyr Leu His Asp Phe Leu Lys Tyr Leu Ala Lys Asn Ser Ala Thr 
290 295 300 



Leu Phe Ser Ala Ser Asp Tyr Glu Val Ala Pro Pro Glu Tyr His Arg 
305 310 315 320 



Lys Ala Val 



<210> 161 

<211> 1733 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (95) . . (406) 



<400> 161 

ttcggcacag gcgggaganc ggcggggccg aagcgtgaac tcgcccgctc cggcttgctt 
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cccccgcgcc gcctccccgc gccgctcgga agcc atg tec gag gag aag ccc aag 115 

Met Ser Glu Glu Lys Pro Lys 
1 5 

gag ggt gtg aag aca gag aat gac cac ate aac ctg aag gtg gee ggg 163 
Glu Gly Val Lys Thr Glu Asn Asp His lie Asn Leu Lys Val Ala Gly 
10 15 20 

cag gac ggc tec gtg gtg cag ttc aag ate aag agg cac acg teg ctg 211 
Gin Asp Gly Ser Val Val Gin Phe Lys lie Lys Arg His Thr Ser Leu 
25 30 35 

age aag ctg atg aag gee tac tgc gag agg cag ggc ttg tea atg agg 259 
Ser Lys Leu Met Lys Ala Tyr Cys Glu Arg Gin Gly Leu Ser Met Arg 
40 45 50 55 

cag ate aga ttc agg ttc gac ggg cag cca ate aat gaa act gac act 307 
Gin lie Arg Phe Arg Phe Asp Gly Gin Pro lie Asn Glu Thr Asp Thr 
60 65 70 

cca gca cag ctg aga atg gag gac gag gac ace ate gac gtg ttc cag 355 
Pro Ala Gin Leu Arg Met Glu Asp Glu Asp Thr lie Asp Val Phe Gin 
75 80 85 

cag cag acg gga ggt gtg ccg gag age age ctg gca ggg cac agt ttc 403 
Gin Gin Thr Gly Gly Val Pro Glu Ser Ser Leu Ala Gly His Ser Phe 
90 95 100 



tag agggcccgtc cccagcccgg gccgtccatc ctcgcattgc tgttgaatgg 


456 


tgagcacgtg 


accatgccga 


ccacaaaggt 


gtctgcggaa 


actcgaggac 


attcaccacg 


516 


atgattttcc 


tctctttgat 


gtacttcaag 


tgcaactcaa 


aactatatct 


gcagggatga 


576 


atctgtaact 


taaattgggc 


caatcagaat 


tgttatcttt 


gttcaggtaa 


aatgagttgc 


636 


aagatattgt 


gggtactttt 


gtgtgctcat 


ttgtgttttc 


cccccctcct 


acaacatttt 


696 


tttaacccca 


aaattatagc 


ctgaatgttc 


gcttttagtc 


tggccaggga 


tctgactcct 


756 


gagttggttg 


cctctcccct 


gctcactcca 


gtcacataga 


gaattggtgt 


ttcccgcagt 


816 


ggggattgea 


gctgttggac 


aggtattggg 


ggcaaggttg 


gtagggagga 


cagactgtca 


876 


cttgctgtta 


caggcacagg 


tgattaaaat 


gctaaatatt 


gcaaatttaa 


gctttgtcag 


936 


tatatggaaa 


agttgaaggg 


aaaatactgg 


aatgettett 


caaaggttaa 


aaaataaccg 


996 


agtcttttgg 


taatttgacc 


ccacgtgctc 


tctggccctc 


aagcatgtaa 


cctcggggtc 


1056 


tgaggcccag 


gacccacccc 


cctgccaccc 


ctcccacccc 


actccctgct 


cagtacctgg 


1116 


cgttggtaca 


caggcaagga 


ttggcacaac 


caaaattggc 


ctttttctcc 


ctcttaatat 


1176 


tgaagaaatt 


cccacatttc 


tcatttggta 


atggtgttgt 


ggectcagat 


ttcttctagt 


1236 


atttgettet 


gatgaatgat 


tatggtctat 


acataaaaaa 


gtaagactaa 


gtattgctga 


1296 


atttgeagtt 


atgttgtcgt 


gtataagagc 


tacttccaag 


tgtggttaca 


aatgaaccca 


1356 


tggaatgatg 


acttcatgtt 


cttctcgtgg 


gtttgtgccg 


tgetgettte 


caaataggta 


1416 


ttgaatttat 


gcattagtct 


ggtgatttca 


gttctgtgaa 


atattttggg 


atctatacca 


1476 


attaaacatt 


ttcatagttc 


tgcctattgt 


ccttccctga 


ggctccattg 


ctgcttggtg 


1536 
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gccattctct gcctttttac agtcacctga acaatgaccc atcatctctt gcttgcttga 1596 

aatcttgctg aaatgttctc atttcctgtt tgctgtatgg gctcgggtgg gatgtttgtt 1656 

ggctctgttg tgtttattca ccaatttgta cattatttgt tgtcctttac tactgtaaac 1716 

agtaaatata gtttggt 1733 

<210> 162 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 162 

Met Ser Glu Glu Lys Pro Lys Glu Gly Val Lys Thr Glu Asn Asp His 
15 10 15 

lie Asn Leu Lys Val Ala Gly Gin Asp Gly Ser Val Val Gin Phe Lys 
20 25 30 

lie Lys Arg His Thr Ser Leu Ser Lys Leu Met Lys Ala Tyr Cys Glu 
35 40 45 

Arg Gin Gly Leu Ser Met Arg Gin lie Arg Phe Arg Phe Asp Gly Gin 
50 55 60 

Pro lie Asn Glu Thr Asp Thr Pro Ala Gin Leu Arg Met Glu Asp Glu 
65 70 75 80 

Asp Thr lie Asp Val Phe Gin Gin Gin Thr Gly Gly Val Pro Glu Ser 
85 90 95 

Ser Leu Ala Gly His Ser Phe 
100 



<210> 163 

<211> 992 

<212> DNA 

<213> Homo sapiens 

<400> 163 



gatggcccct 


ccgggaaact 


gtggcgtgat 


ggccgcgggg 


ctctccagaa 


catcatccct 


60 


gcctctactg 


gcgctgccaa 


ggctgtgggc 


aaggtcatcc 


ctgagctgaa 


cgggaagctc 


120 


actggcatgg 


ccttccgtgt 


ccccactgcc 


aacgtgtcag 


tggtggacct 


gacctgccgt 


180 


ctagaaaaac 


ctgccaaata 


tgatgacatc 


aagaaggtgg 


tgaagcaggc 


gtcggagggc 


240 


cccctcaagg 


gcatcctggg 


ctacactgag 


caccaggtgg 


tctcctctga 


cttcaacagc 


300 


gacacccact 


cctccacctt 


tgacgctggg 


gctggcattg 


ccctcaacga 


ccactttgtc 


360 


aagctcattt 


cctggtatga 


caacgaattt 


ggctacagca 


acagggtggt 


ggacctcatg 


420 


gcccacatgg 


cctccaagga 


gtaagacccc 


tggaccacca 


gccccagcaa 


gagcacaaga 


480 
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ggaagagaga 


gaccctcact 


gctggggagt 


ccctgccaca 


ctcagtcccc 


caccacactg 


540 


aatctcccct 


cctcacagtt 


gccatgtaga 


ccccttgaag 


aggggagggg 


gctaggagcc 


600 


gcacttgtca 


tgtaccatca 


ataaagtacc 


ctgtgctcaa 


ccaaaaaaaa 


aaaaaaaaac 


660 


tcggagggcc 


ttatttcggt 


cgggcgaaag 


aggttgaatt 


ggacatggct 


taggtgttcc 


720 


gtgcgccccg 


gttttttgtc 


acggtggaag 


ttccgggccc 


caagggggga 


ttaattcgaa 


780 


cgcgt ctgat 


attttagacg 


agagcggcga 


gt at accccc 


aaaacggcgt 


t t tgt cgaca 


O A C\ 
O 4 U 


gacgtgctct 


cgtacgactc 


gtcgcaaaca 


ccccacacgg 


tggccgccac 


aacacaatcg 


900 


agagaacagc 


cgcagaaacg 


ctatattggg 


cgcgagaaca 


cacacacaca 


ctgcacgcag 


960 


gccagaccag 


cggccgatag 


acgaataact 


gg 






992 



<210> 164 

<211> 661 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (36) . . (500) 

<400> 164 

agagacttcc tcttcgttaa gtcggccttc ccaac atg gcg cag tct att aac 53 

Met Ala Gin Ser lie Asn 
1 5 

ate acg gag ctg aat ctg ccg cag eta gaa atg etc aag aac cag ctg 101 
lie Thr Glu Leu Asn Leu Pro Gin Leu Glu Met Leu Lys Asn Gin Leu 
10 15 " 20 

gac cag gaa gtg gag ttc ttg tec acg tec att get cag etc aaa gtg 14 9 

Asp Gin Glu Val Glu Phe Leu Ser Thr Ser lie Ala Gin Leu Lys Val 
25 30 35 

gta cag acc aag tat gtg gaa gee aag gac tgt ctg aac gtg ctg aac 197 
Val Gin Thr Lys Tyr Val Glu Ala Lys Asp Cys Leu Asn Val Leu Asn 
40 45 50 

aag age aac gag ggg aaa gaa tta etc gtc cca ctg acg agt tct atg 245 
Lys Ser Asn Glu Gly Lys Glu Leu Leu Val Pro Leu Thr Ser Ser Met 
55 60 65 70 

tat gtc cct ggg aag ctg cat gat gtg gaa cac gtg etc ate gat gtg 293 
Tyr Val Pro Gly Lys Leu His Asp Val Glu His Val Leu lie Asp Val 
75 80 85 

gga act ggg tac tat gta gag aag aca get gag gat gee aag gac ttc 341 
Gly Thr Gly Tyr Tyr Val Glu Lys Thr Ala Glu Asp Ala Lys Asp Phe 
90 95 100 

ttc aag agg aag ata gat ttt eta acc aag cag atg gag aaa ate caa 389 
Phe Lys Arg Lys lie Asp Phe Leu Thr Lys Gin Met Glu Lys lie Gin 
105 110 115 



cca get ctt cag gag aag cac gee atg aaa cag gee gtc atg gaa atg 437 
Pro Ala Leu Gin Glu Lys His Ala Met Lys Gin Ala Val Met Glu Met 
120 125 130 



379 



atg agt cag aag att cag cag etc aca gec ctg ggg gca get cag get 485 
Met Ser Gin Lys lie Gin Gin Leu Thr Ala Leu Gly Ala Ala Gin Ala 
135 140 145 150 

act get aag gee tga gagtttttgc agaaatgggg cagagggaca ccctttgggc 540 
Thr Ala Lys Ala 

gtggcttcct ggtgatggga agggtcttgt gttttaatgc caataaatgt gccagctggg 600 

cagaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 660 

a 661 

<210> 165 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 165 

Met Ala Gin Ser lie Asn lie Thr Glu Leu Asn Leu Pro Gin Leu Glu 
15 10 15 

Met Leu Lys Asn Gin Leu Asp Gin Glu Val Glu Phe Leu Ser Thr Ser 
20 25 30 

lie Ala Gin Leu Lys Val Val Gin Thr Lys Tyr Val Glu Ala Lys Asp 
35 40 45 

Cys Leu Asn Val Leu Asn Lys Ser Asn Glu Gly Lys Glu Leu Leu Val 
50 55 60 

Pro Leu Thr Ser Ser Met Tyr Val Pro Gly Lys Leu His Asp Val Glu 
65 70 "* 75 80 

His Val Leu He Asp Val Gly Thr Gly Tyr Tyr Val Glu Lys Thr Ala 
85 90 95 

Glu Asp Ala Lys Asp Phe Phe Lys Arg Lys He Asp Phe Leu Thr Lys 
100 105 110 

Gin Met Glu Lys He Gin Pro Ala Leu Gin Glu Lys His Ala Met Lys 
115 120 125 

Gin Ala Val Met Glu Met Met Ser Gin Lys He Gin Gin Leu Thr Ala 
130 135 140 

Leu Gly Ala Ala Gin Ala Thr Ala Lys Ala 
145 150 

<210> 166 

<211> 1919 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (75) . . (1202) 

<400> 166 

gtctcagtcg ccgctgccag ctctcgcact ctgttcttcc gccgctccgc cgtcgcgttt 60 

ctctgccggt cgca atg gaa gaa gag ate gec gcg ctg gtc att gac aat 110 

Met Glu Glu Glu lie Ala Ala Leu Val lie Asp Asn 
15 10 

ggc tec ggc atg tgc aaa get ggt ttt get ggg gac gac get ccc cga 158 

Gly Ser Gly Met Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg 
15 20 25 

gec gtg ttt cct tec ate gtc ggg cgc ccc aga cac cag ggc gtc atg 206 

Ala Val Phe Pro Ser lie Val Gly Arg Pro Arg His Gin Gly Val Met 
30 35 40 

gtg ggc atg ggc cag aag gac tec tac gtg ggc gac gag gec cag age 254 

Val Gly Met Gly Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser 

45 50 55 60 

aag cgt ggc ate ctg acc ctg aag tac ccc att gag cat ggc ate gtc 302 

Lys Arg Gly lie Leu Thr Leu Lys Tyr Pro lie Glu His Gly lie Val 
65 70 75 

acc aac tgg gac gac atg gag aag ate tgg cac cac acc ttc tac aac 350 

Thr Asn Trp Asp Asp Met Glu Lys lie Trp His His Thr Phe Tyr Asn 
80 85 90 

gag ctg cgc gtg gec ccg gag gag cac cca gtg ctg ctg acc gag gee 398 

Glu Leu Arg Val Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala 
95 100 105 

ccc ctg aac ccc aag gec aac aga gag aag atg act cag att atg ttt 446 

Pro Leu Asn Pro Lys Ala Asn Arg Glu Lys Met Thr Gin lie Met Phe 
110 115 " 120 

gag acc ttc aac acc ccg gee atg tac gtg gec ate cag gec gtg ctg 4 94 

Glu Thr Phe Asn Thr Pro Ala Met Tyr Val Ala lie Gin Ala Val Leu 

125 130 135 140 

tec etc tac gec tct ggg cgc acc act ggc att gtc atg gac tct gga 542 

Ser Leu Tyr Ala Ser Gly Arg Thr Thr Gly lie Val Met Asp Ser Gly 
145 150 155 

gac ggg gtc acc cac acg gtg ccc ate tac gag ggc tac gec etc ccc 590 

Asp Gly Val Thr His Thr Val Pro lie Tyr Glu Gly Tyr Ala Leu Pro 
160 165 170 

cac gee ate ctg cgt ctg gac ctg get ggc egg gac ctg acc gac tac 638 

His Ala lie Leu Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr 
175 180 185 

etc atg aag ate etc act gag cga ggc tac age ttc acc acc acg gee 686 

Leu Met Lys lie Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala 
190 195 200 

gag egg gaa ate gtg cgc gac ate aag gag aag ctg tgc tac gtc gee 734 

Glu Arg Glu lie Val Arg Asp lie Lys Glu Lys Leu Cys Tyr Val Ala 

205 210 215 " ~ 220 
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ctg gac ttc gag cag gag atg gcc acc gcc gca tec tec tct tct ctg 782 
Leu Asp Phe Glu Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu 
225 230 235 

gag aag age tac gag ctg ccc gat ggc cag gtc ate acc att ggc aat 830 
Glu Lys Ser Tyr Glu Leu Pro Asp Gly Gin Val lie Thr lie Gly Asn 
240 245 250 

gag egg ttc egg tgt ccg gag gcg ctg ttc cag cct tec ttc ctg ggt 878 
Glu Arg Phe Arg Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly 
255 260 265 

atg gaa tct tgc ggc ate cac gag acc acc ttc aac tec ate atg aag 926 
Met Glu Ser Cys Gly lie His Glu Thr Thr Phe Asn Ser lie Met Lys 
270 275 280 

tgt gac gtg gac ate cgc aaa gac ctg tac gcc aac acg gtg ctg teg 974 
Cys Asp Val Asp lie Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser 
285 290 295 300 

ggc ggc acc acc atg tac ccg ggc att gcc gac agg atg cag aag gag 1022 
Gly Gly Thr Thr Met Tyr Pro Gly lie Ala Asp Arg Met Gin Lys Glu 
305 310 315 

ate acc gcc ctg gcg ccc age acc atg aag ate aag ate ate gca ccc 1070 
lie Thr Ala Leu Ala Pro Ser Thr Met Lys lie Lys lie lie Ala Pro 
320 325 330 

cca gag cgc aag tac teg gtg tgg ate ggt ggc tec ate ctg gcc tea 1118 
Pro Glu Arg Lys Tyr Ser Val Trp lie Gly Gly Ser lie Leu Ala Ser 
335 340 345 

ctg tec acc ttc cag cag atg tgg att age aag cag gag tac gac gag 1166 
Leu Ser Thr Phe Gin Gin Met Trp lie Ser Lys Gin Glu Tyr Asp Glu 
350 355 360 



teg ggc ccc tec ate gtc cac cgc aaa tgc ttc 
Ser Gly Pro Ser lie Val His Arg Lys Cys Phe 
365 370 375 


taa aeggactcag 


1212 


cagatgegta 


geatttgetg 


catgggttaa 


ttgagaatag 


aaatttgece 


ctggcaaatg 


1272 


cacacacctc 


atgetagect 


cacgaaactg 


gaataagect 


tcgaaaagaa 


attgtccttg 


1332 


aagcttgtat 


ctgatatcag 


cactggattg 


tagaacttgt 


tgctgatttt 


gaccttgtat 


1392 


tgaagttaac 


tgttcccctt 


ggtatttgtt 


taataccctg 


tacatatctt 


tgagttcaac 


1452 


ctttagtacg 


tgtggcttgg 


teacttegtg 


gctaaggtaa 


gaacgtgctt 


gtggaagaca 


1512 


agtctgtggc 


ttggtgagtc 


tgtgtggcca 


gcagcctctg 


atctgtgcag 


ggtattaacg 


1572 


tgtcagggct 


gagtgttctg 


ggatttctct 


agaggctggc 


aagaaccagt 


tgttttgtct 


1632 


tgcgggtctg 


tcagggttgg 


aaagtccaag 


ccgtaggacc 


cagtttcctt 


tcttagctga 


1692 


tgtctttggc 


cagaacaccg 


tgggctgtta 


ettgetttga 


gttggaagcg 


gtttgcattt 


1752 


acgcctgtaa 


atgtattcat 


tcttaattta 


tgtaaggttt 


tttttgtacg 


caattctcga 


1812 


ttctttgaag 


agatgacaac 


aaattttggt 


tttctactgt 


tatgtgagaa 


cattaggccc 


1872 


cagcaacacg 


tcattgtgta 


aggaaaaata 


aaagtgctgc 


egtaace 




1919 



<210> 167 



382 



<211> 375 
<212> PRT 
<213> Homo sapiens 

<400> 167 

Met Glu Glu Glu lie Ala Ala Leu Val lie Asp Asn Gly Ser Gly Met 
15 10 15 



Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg Ala Val Phe Pro 
20 25 30 



Ser He Val Gly Arg Pro Arg His Gin Gly Val Met Val Gly Met Gly 
35 40 45 



Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser Lys Arg Gly He 
50 55 60 



Leu Thr Leu Lys Tyr Pro He Glu His Gly He Val Thr Asn Trp Asp 
65 70 75 80 



Asp Met Glu Lys He Trp His His Thr Phe Tyr Asn Glu Leu Arg Val 
85 90 95 



Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn Pro 
100 105 110 



Lys Ala Asn Arg Glu Lys Met Thr Gin He Met Phe Glu Thr Phe Asn 
115 120 125 



Thr Pro Ala Met Tyr Val Ala He Gin Ala Val Leu Ser Leu Tyr Ala 
130 135 140 



Ser Gly Arg Thr Thr Gly He Val Met Asp Ser Gly Asp Gly Val Thr 
145 150 155 " " 160 



His Thr Val Pro lie Tyr Glu Gly Tyr Ala Leu Pro His Ala He Leu 
165 170 175 



Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Leu Met Lys He 
180 185 190 



Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu He 
195 200 205 



Val Arg Asp He Lys Glu Lys Leu Cys Tyr Val Ala Leu Asp Phe Glu 
210 215 220 



Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu Glu Lys Ser Tyr 
225 230 235 240 



383 

Glu Leu Pro Asp Gly Gin Val lie Thr lie Gly Asn Glu Arg Phe Arg 
245 250 255 

Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly Met Glu Ser Cys 
260 265 270 

Gly lie His Glu Thr Thr Phe Asn Ser lie Met Lys Cys Asp Val Asp 
275 280 285 

lie Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser Gly Gly Thr Thr 
290 295 300 

Met Tyr Pro Gly lie Ala Asp Arg Met Gin Lys Glu lie Thr Ala Leu 
305 310 315 320 

Ala Pro Ser Thr Met Lys lie Lys lie lie Ala Pro Pro Glu Arg Lys 
325 330 335 

Tyr Ser Val Trp lie Gly Gly Ser lie Leu Ala Ser Leu Ser Thr Phe 
340 345 350 

Gin Gin Met Trp lie Ser Lys Gin Glu Tyr Asp Glu Ser Gly Pro Ser 
355 360 365 

lie Val His Arg Lys Cys Phe 



<210> 168 
<211> 547 
<212> DNA 
<213> Homo sapiens 

<400> 168 

aagattgtat tacttgattt tattttacac taggtggtgg gcacacaaag taatccttaa 60 

taaagttgac aattagcttc actcaatatt tttaataatg cacattaaaa aaaagtattc 120 

atcttacaaa ttcttctgca atccaaacat acaatagctt ggagaacatt tagaaaacaa 180 

aagccaatgt aaaaagacag attaaaacaa ctagaacagt acaggtttta tttatatggc 240 

tcaaatttta cagttttctt actgcatcat caatgtcaga aatctgttcc ttcagctggc 300 

tccattgttc tggatttaaa gaaatacctt ttcttcctgg gttcatttca ccttcaggat 360 

ccatccaata ttctctaata tcaattagca ctttgccttt aaaatcggga acactaacgt 420 

acctcatttt cccaatctga aacatgttat catctttgct gcttgtgctc tgtttacaaa 480 

aagacagggc tcttgaagtc tcacctgttt tctgtttttt acagctctta ctgagcaact 540 

tcttttt 547 



<210> 169 
<211> 972 
<212> DNA 
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<213> Homo sapiens 



<400> 169 



gccgcccttt 


tttttttttt 


tttttttttt 


tttttttttt 


tcycattwaa 


cttttttaat 


60 


gggtctcaaa 


attctgtgam 


aaatttttgg 


tcaagttgtt 


tccawwaaaa 


artactgatt 


120 


ttaaaaacwa 


aaaacttaaa 


actgccacac 


gcaaaaaara 


aaaccaaagt 


ggtccacaaa 


180 


acattcycct 


ttccttctga 


aggttttacg 


atgcattgtt 


atmattaacc 


agttttttac 


240 


wachaaactt 


aaatggccaa 


ttgaaacaaa 


cagttctgag 


accgtccttc 


cmccactgat 


300 


taagagtggg 


gkggcaggta 


ttagggawaa 


wattcattta 


gccttctgag 


cyttctgggc 


360 


agacttggkg 


accytgccag 


ccccagcmgc 


cttcttgtcc 


mcygctttga 


tgamacccac 


420 


cgcaactgty 


tgtytcaaat 


cacgaacagc 


aaagcgaccc 


aaagggggat 


agtctgagaa 


480 


gcccycaaca 


camatgggcy 


tgccaggaac 


caaataaaca 


atggcagcct 


caccagactt 


540 


caagaattta 


gggccatctt 


ccagcttttt 


accagaacgg 


cgatcaatct 


ttccttcagc 


600 


ccagcaaact 


tgcatgcmat 


gtgagcgcgt 


gtggcaatcc 


aatacagggg 


catagccggc 


660 


gcttatttgg 


cctggatggt 


tcaggataat 


cacctgagcm 


gttaagccag 


ccgcttccat 


720 


tggtgggtca 


tttttgctgt 


taccagcmac 


gttgccacga 


cgaacatcct 


tgamaraaac 


780 


attcttgama 


tttaagccca 


cattgtcccc 


aggaagagct 


tyactcaaag 


cttcawtggt 


840 


gcatttcgac 


agawtttact 


tccgttgtta 


cgttgactgg 


rgcaaaggtg 


accmccatac 


900 


cggggtttga 


raacaccagt 


ttccactcgg 


ccaamaggaa 


cagttccaat 


accaccaatt 


960 


ttgtagaaat 


cc 










972 



<210> 170 

<211> 3881 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (96) . . (1874) 

<400> 170 

gccgcctccg cctctctctt tactgcggcg cggggcaagg tgtgcgggcg ggaaggggca 60 

cgggcacccc cgcggtcccc gggaggctag agate atg gaa ggg aag tgg ttg 113 

Met Glu Gly Lys Trp Leu 
1 ^ 5 

ctg tgt atg tta ctg gtg ctt gga act get att gtt gag get cat gat 161 
Leu Cys Met Leu Leu Val Leu Gly Thr Ala lie Val Glu Ala His Asp 
10 15 20 

gga cat gat gat gat gtg att gat att gag gat gac ctt gac gat gtc 209 
Gly His Asp Asp Asp Val lie Asp lie Glu Asp Asp Leu Asp Asp Val 
25 30 35 

att gaa gag gta gaa gac tea aaa cca gat acc act get cct cct tea 257 
lie Glu Glu Val Glu Asp Ser Lys Pro Asp Thr Thr Ala Pro Pro Ser 
40 45 50 



385 



tct ccc aag gtt act tac aaa get cca gtt cca aca ggg gaa gta tat 305 

Ser Pro Lys Val Thr Tyr Lys Ala Pro Val Pro Thr Gly Glu Val Tyr 

55 60 " 65 70 

ttt get gat tct ttt gac aga gga act ctg tea ggg tgg att tta tec 353 

Phe Ala Asp Ser Phe Asp Arg Gly Thr Leu Ser Gly Trp lie Leu Ser 

75 80 85 

aaa gee aag aaa gac gat ace gat gat gaa att gee aaa tat gat gga 401 

Lys Ala Lys Lys Asp Asp Thr Asp Asp Glu lie Ala Lys Tyr Asp Gly 

90 95 100 

aag tgg gag gta gag gaa atg aag gag tea aag ctt cca ggt gat aaa 449 

Lys Trp Glu Val Glu Glu Met Lys Glu Ser Lys Leu Pro Gly Asp Lys 

105 110 115 

gga ctt gtg ttg atg tct egg gee aag cat cat gee ate tct get aaa 4 97 

Gly Leu Val Leu Met Ser Arg Ala Lys His His Ala lie Ser Ala Lys 

120 125 " 130 

ctg aac aag ccc ttc ctg ttt gac ace aag cct etc att gtt cag tat 545 

Leu Asn Lys Pro Phe Leu Phe Asp Thr Lys Pro Leu lie Val Gin Tyr 

135 140 ^ ~ 145 150 

gag gtt aat ttc caa aat gga ata gaa tgt ggt ggt gee tat gtg aaa 593 

Glu Val Asn Phe Gin Asn Gly lie Glu Cys Gly Gly Ala Tyr Val Lys 

155 160 " 165 

ctg ctt tct aaa aca cca gaa etc aac ctg gat cag etc cat gac aag 641 

Leu Leu Ser Lys Thr Pro Glu Leu Asn Leu Asp Gin Leu His Asp Lys 

170 175 180 

acc cct tat acg att atg ttt ggt cca gat aaa tgt gga gag gac tat 689 

Thr Pro Tyr Thr lie Met Phe Gly Pro Asp Lys Cys Gly Glu Asp Tyr 

185 190 195 

aaa ctg cac ttc ate ttc cga cac aaa aac ccc aaa acg ggt ate tat 737 

Lys Leu His Phe lie Phe Arg His Lys Asn Pro Lys Thr Gly lie Tyr 

200 205 210 

gaa gaa aaa cat get aag agg cca gat gca gat ctg aag acc tat ttt 785 

Glu Glu Lys His Ala Lys Arg Pro Asp Ala Asp Leu Lys Thr Tyr Phe 

215 220 225 ~ 230 

act gat aag aaa aca cat ctt tac aca eta ate ttg aat cca gat aat 833 

Thr Asp Lys Lys Thr His Leu Tyr Thr Leu lie Leu Asn Pro Asp Asn 

235 240 245 

agt ttt gaa ata ctg gtt gac caa tct gtg gtg aat agt gga aat ctg 881 

Ser Phe Glu lie Leu Val Asp Gin Ser Val Val Asn Ser Gly Asn Leu 

250 255 260 

etc aat gac atg act cct cct gta aat cct tea cgt gaa att gag gac 929 

Leu Asn Asp Met Thr Pro Pro Val Asn Pro Ser Arg Glu lie Glu Asp 

265 270 275 

cca gaa gac egg aag ccc gag gat tgg gat gaa aga cca aaa ate cca 977 

Pro Glu Asp Arg Lys Pro Glu Asp Trp Asp Glu Arg Pro Lys lie Pro 

280 285 290 

gat cca gaa get gtc aag cca gat gac tgg gat gaa gat gee cct get 1025 

Asp Pro Glu Ala Val Lys Pro Asp Asp Trp Asp Glu Asp Ala Pro Ala 

295 300 305 310 
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aag att cca 
Lys lie Pro 



gag cct gag 
Glu Pro Glu 



gat gaa gac 
Asp Glu Asp 
34 5 

aga tgt gag 
Arg Cys Glu 
360 

gac aac ccc 
Asp Asn Pro 
375 

ccc agt tac 
Pro Ser Tyr 



ttc ttt gaa 
Phe Phe Glu 



ggt ttg gag 
Gly Leu Glu 
425 

ate att tgt 
lie lie Cys 
440 

tgg ggc ctg 
Trp Gly Leu 
455 

ggg cag atg 
Gly Gin Met 



tat att eta 
Tyr lie Leu 



tgt tct gga 
Cys Ser Gly 
505 

gca cct caa 
Ala Pro Gin 
520 

aag gac aag 
Lys Asp Lys 
535 

aaa cag aaa 
Lys Gin Lys 



gat gaa gag 
Asp Glu Glu 
315 

tac gta cct 
Tyr Val Pro 
330 

atg gat gga 
Met Asp Gly 



tea get cct 
Ser Ala Pro 



aat tat aaa 
Asn Tyr Lys 
380 

cag gga ate 
Gin Gly He 
395 

gat ctg gaa 
Asp Leu Glu 
410 

ctg tgg tec 
Leu Trp Ser 



get gat cga 
Ala Asp Arg 



aag aaa get 
Lys Lys Ala 
460 

ate gag gca 
He Glu Ala 
475 

act gta gec 
Thr Val Ala 
490 

aag aaa cag 
Lys Lys Gin 



ccg gat gtg 
Pro Asp Val 



gga gat gag 
Gly Asp Glu 
540 

agt gat get 
Ser Asp Ala 
555 



gee aca aaa 
Ala Thr Lys 



gat cca gac 
Asp Pro Asp 
335 

gaa tgg gag 
Glu Trp Glu 
350 

gga tgt ggt 
Gly Cys Gly 
365 

ggc aaa tgg 
Gly Lys Trp 



tgg aaa ccc 
Trp Lys Pro 



cct ttc aga 
Pro Phe Arg 
415 

atg acc tct 
Met Thr Ser 
430 

aga ata gtt 
Arg He Val 
445 

get gat ggg 
Ala Asp Gly 



get gaa gag 
Ala Glu Glu 



ctt cct gtg 
Leu Pro Val' 
495 

acc agt ggt 
Thr Ser Gly 
510 

aag gaa gag 
Lys Glu Glu 
525 

gag gag gaa 
Glu Glu Glu 



gaa gaa gat 
Glu Glu Asp 



ccc gaa ggc 
Pro Glu Gly 
320 

gca gag aaa 
Ala Glu Lys 



get cct cag 
Ala Pro Gin 



gtc tgg cag 
Val Trp Gin 
37 0 

aag cct cct 
Lys Pro Pro 
38 5 

agg aaa ata 
Arg Lys He 
4 00 

atg act cct 
Met Thr Pro 



gac att ttt 
Asp He Phe 



gat gat tgg 
Asp Asp Trp 
450 

get get gag 
Ala Ala Glu 
465 

cgc ccg tgg 
Arg Pro Trp 
480 

ttc ctg gtt 
Phe Leu Val 



atg gag tat 
Met Glu Tyr 



gaa gaa gag 
Glu Glu Glu 
530 

gga gaa gag 
Gly Glu Glu 
545 

ggt ggc act 
Gly Gly Thr 
560 



tgg tta gat 
Trp Leu Asp 
325 

cct gag gat 
Pro Glu Asp 
340 

att gee aac 
He Ala Asn 
355 

cga cct gtg 
Arg Pro Val 



atg att gac 
Met He Asp 



cca aat cca 
Pro Asn Pro 
405 

ttt agt get 
Phe Ser Ala 
420 

ttt gac aac 
Phe Asp Asn 
435 

gee aat gat 
Ala Asn Asp 



cca ggc gtt 
Pro Gly Val 



ctg tgg gta 
Leu Trp Val 
485 

ate etc ttc 
He Leu Phe 
500 

aag aaa act 
Lys Lys Thr 
515 

aag gaa gag 
Lys Glu Glu 



aaa ctt gaa 
Lys Leu Glu 



gtc agt caa 
Val Ser Gin 
565 



gat 1073 
Asp 



tgg 1121 
Trp 



cct 1169 
Pro 



att 1217 
He 



aat 1265 

Asn 

390 

gat 1313 
Asp 



att 1361 
He 



ttt 1409 
Phe 



gga 1457 
Gly 



gtg 1505 

Val 

470 

gtc 1553 
Val 



tgc 1601 
Cys 



gat 1649 
Asp 



gaa 1697 
Glu 



gag 1745 

Glu 

550 

gag 1793 
Glu 
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gag gaa gac aga aaa cct aaa gca gag gag gat gaa att ttg aac aga 1841 
Glu Glu Asp Arg Lys Pro Lys Ala Glu Glu Asp Glu lie Leu Asn Arg 
570 575 580 

tea cca aga aac aga aag cca cga aga gag tga aacaatctta agagcttgat 1894 
Ser Pro Arg Asn Arg Lys Pro Arg Arg Glu 
58 5 " J 590 



ctgtgatttc 


ttctccctcc 


tcccctgcaa 


gagtggtcct 


aggagaggac 


ctggcacacc 


1954 


ttaggttgac 


attcagaaaa 


cttcaagaca 


tcaccatcag 


caggctccag 


ttgaacacta 


2014 


gtctgtgtaa 


ctttaaacat 


ctagcagtaa 


atacttgeag 


ttgtgatata 


aaggaccctg 


2074 


tttctgtaga 


aaagaaaaca 


tttaacataa 


tggttgtgaa 


atgtaacatg 


aagcaaacta 


2134 


actttttttt 


ttttaacatc 


tttgttttta 


aaatagaatg 


atagaacttt 


gecagtcttt 


2194 


aagatcttgg 


cttaatttaa 


tgtattaatc 


tgtttgtgca 


aacataatac 


caccatttaa 


2254 


aaatgttagg 


gagatgagtt 


gcagttttta 


taatagattt 


tttttaaagt 


ttggtattgt 


2314 


aaaacattca 


cacctctgtc 


cctcaaaatt 


gataattacg 


tttaaagtgc 


agtcatttgt 


2374 


ggttagaatc 


ttgttttgtt 


tgcttccatt 


attgagttcc 


tcctaaggaa 


attgaggaga 


2434 


gggactgaat 


agaageccaa 


attcatataa 


aagttgcgtt 


taagttgtat 


taaaaataga 


2494 


tatataagaa 


aaaattcttt 


cacttgatgt 


ttgttagacc 


agaaagtgtg 


tgtgttctgt 


2554 


agctcagttc 


ccagacagct 


ttttaggtag 


tggaggaggt 


ggcttcatgt 


ggcacttggg 

ZJ ZJ ZJ Z? ZJ 


2614 


catttatatt 


ccacttggga 


gggtcaggct 

ZJ ZJ ZJ 3 3 


gtggccttct 


qqaqcaqqta 

ZJ ZD 


gcttgttaag 


2674 


gaaegctage 


agggcatggc 


aegtgagetc 


eggaatagat 


gtctt catca 


cttcttccac 


2734 


tgtgtgttga 


cactgttttc 


cttacctatt 


tcctcagatc 


cccagctttc 


tcctctgcta 


2794 


tgeattttet 


teacagtgea 


gettgeagtc 


cgttgctgaa 


aatgattata 


agccctgcat 


2854 


aatgttaagc 


tttattgtga 


tt acgtgt at 


gtttcttctt 


t ctt tt aagc 


agacccat ac 


2914 


ctttccaggg 


tcaaagtaca 


gaatagaata 


cattgataca 


aagtacagaa 


aaatactttg 


2974 


atttttatcc 


atttctttta 


ctctgtgtaa 


agacttgaga 


agt ctaatt c 


acaggcaaac 


3034 


caatacagaa 


ttgactgcag 


ttgaacagac 


tagaagtatt 


tQtqqqaqqa 


gtgacat gaa 


3094 


gcatgagtta 


tctgattttt 


tttgtagctg 


ctatatattt 


taagecttea 


tttgeaatte 


3154 


atgtaacagt 


tgtgtcataa 


attacacaat 


aaagcagtcc 


tgttcaaatt 


tttttttaac 


3214 


gtggcttgta 


gaatttttaa 


aaaagtgatc 


ttaggtttgt 


tttttcatgc 


gggatgeaga 


3274 


tgggtgctat 


cagagcctct 


cccacaccac 


tatagtgtaa 


taatgttatt 


attactctac 


3334 


actgaaacgt 


attcagagtt 


agatattatt 


ttagcttcag 


ttgttcttta 


gaggctttca 


3394 


aatgtaccga 


tgatactgtt 


tettgeactg 


aatatataaa 


cactccacag 


tgtttatatt 


3454 


gggaagatat 


tgggaaggaa 


atatatttgt 


aaaagatgaa 


ggctgtatct 


attttttttt 


3514 


ctttttaaag 


tttgttcact 


taaattcttt 


tgaggatggg 


atgtattttt 


cttgctgttc 


3574 


agtgcttttt 


ccttttcatc 


tgttgttctg 


tggtcacagt 


gaccttagct 


acatagcaga 


3634 
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ctttcccaaa 


tgtattgatt 


acaaataaac 


agttgttact 


tagcaagacc 


tgaaaatatg 


3694 


tctgcaggtt 


tctccttgaa 


gcaaat gtgt 


gggat cattg 


catt t ccaga 


aat ct gcct c 


*5 1 c; a 


cttcaccctc 


cgttgacagt 


atatgtcatg 


cctcactttc 


ttctagctga 


gctttaaatc 


3814 


attagagctt 


aaattgtcag 


atcgttcatt 


gcctttccag 


ggttatttag 


taaagtttgt 


3874 


tgaaaac 












3881 



<210> 171 

<211> 592 

<212> PRT 

<213> Homo sapiens 

<400> 171 

Met Glu Gly Lys Trp Leu Leu Cys Met Leu Leu Val Leu Gly Thr Ala 
1 5 * 10 15 



lie Val Glu Ala His Asp Gly His Asp Asp Asp Val lie Asp lie Glu 
20 25 30 



Asp Asp Leu Asp Asp Val lie Glu Glu Val Glu Asp Ser Lys Pro Asp 
35 40 45 



Thr Thr Ala Pro Pro Ser Ser Pro Lys Val Thr Tyr Lys Ala Pro Val 
50 55 ' 60 



Pro Thr Gly Glu Val Tyr Phe Ala Asp Ser Phe Asp Arg Gly Thr Leu 
65 70 75 80 



Ser Gly Trp lie Leu Ser Lys Ala Lys Lys Asp Asp Thr Asp Asp Glu 
85 90 95 

lie Ala Lys Tyr Asp Gly Lys Trp Glu Val Glu Glu Met Lys Glu Ser 
100 105 110 



Lys Leu Pro Gly Asp Lys Gly Leu Val Leu Met Ser Arg Ala Lys His 
115 120 125 



His Ala lie Ser Ala Lys Leu Asn Lys Pro Phe Leu Phe Asp Thr Lys 
130 135 ~ 140 



Pro Leu lie Val Gin Tyr Glu Val Asn Phe Gin Asn Gly lie Glu Cys 
145 150 155 160 



Gly Gly Ala Tyr Val Lys Leu Leu Ser Lys Thr Pro Glu Leu Asn Leu 
165 170 175 



Asp Gin Leu His Asp Lys Thr Pro Tyr Thr lie Met Phe Gly Pro Asp 
180 185 190 
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Lys Cys Gly Glu Asp Tyr Lys Leu His Phe lie Phe Arg His Lys Asn 
195 200 205 



Pro Lys Thr Gly lie Tyr Glu Glu Lys His Ala Lys Arg Pro Asp Ala 
210 215 220 



Asp Leu Lys Thr Tyr Phe Thr Asp Lys Lys Thr His Leu Tyr Thr Leu 
225 230 235 240 



lie Leu Asn Pro Asp Asn Ser Phe Glu lie Leu Val Asp Gin Ser Val 
245 250 255 



Val Asn Ser Gly Asn Leu Leu Asn Asp Met Thr Pro Pro Val Asn Pro 
260 265 270 



Ser Arg Glu lie Glu Asp Pro Glu Asp Arg Lys Pro Glu Asp Trp Asp 
275 280 285 



Glu Arg Pro Lys lie Pro Asp Pro Glu Ala Val Lys Pro Asp Asp Trp 
290 295 300 



Asp Glu Asp Ala Pro Ala Lys lie Pro Asp Glu Glu Ala Thr Lys Pro 
305 310 315 320 



Glu Gly Trp Leu Asp Asp Glu Pro Glu Tyr Val Pro Asp Pro Asp Ala 
325 330 335 



Glu Lys Pro Glu Asp Trp Asp Glu Asp Met Asp Gly Glu Trp Glu Ala 
340 345 ' ~ 350 



Pro Gin lie Ala Asn Pro Arg Cys Glu Ser Ala Pro Gly Cys Gly Val 

355 360 365 

Trp Gin Arg Pro Val lie Asp Asn Pro Asn Tyr Lys Gly Lys Trp Lys 

37 0 37 5 38 0 



Pro Pro Met lie Asp Asn Pro Ser Tyr Gin Gly lie Trp Lys Pro Arg 

385 390 395 ' ' 400 

Lys lie Pro Asn Pro Asp Phe Phe Glu Asp Leu Glu Pro Phe Arg Met 

405 410 415 



Thr Pro Phe Ser Ala lie Gly Leu Glu Leu Trp Ser Met Thr Ser Asp 
420 425 430 

lie Phe Phe Asp Asn Phe lie lie Cys Ala Asp Arg Arg lie Val Asp 
435 440 445 



Asp Trp Ala Asn Asp Gly Trp Gly Leu Lys Lys Ala Ala Asp Gly Ala 
450 455 460 
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Ala Glu Pro Gly Val Val Gly Gin Met lie Glu Ala Ala Glu Glu Arg 
465 470 475 480 

Pro Trp Leu Trp Val Val Tyr lie Leu Thr Val Ala Leu Pro Val Phe 
485 490 495 

Leu Val lie Leu Phe Cys Cys Ser Gly Lys Lys Gin Thr Ser Gly Met 
500 505 " " 510 

Glu Tyr Lys Lys Thr Asp Ala Pro Gin Pro Asp Val Lys Glu Glu Glu 
515 520 525 

Glu Glu Lys Glu Glu Glu Lys Asp Lys Gly Asp Glu Glu Glu Glu Gly 
530 535 540 

Glu Glu Lys Leu Glu Glu Lys Gin Lys Ser Asp Ala Glu Glu Asp Gly 
545 550 555 560 

Gly Thr Val Ser Gin Glu Glu Glu Asp Arg Lys Pro Lys Ala Glu Glu 
565 570 575 

Asp Glu lie Leu Asn Arg Ser Pro Arg Asn Arg Lys Pro Arg Arg Glu 
580 585 590 

<210> 172 
<211> 344 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (36) . . (290) 

<400> 172 

cctttccggc ggtgacgacc tacgcacacg agaac atg cct etc gca aag gat 53 

Met Pro Leu Ala Lys Asp 
1 5 

etc ctt cat ccc tct cca gaa gag gag aag agg aaa cac aag aag aaa 101 
Leu Leu His Pro Ser Pro Glu Glu Glu Lys Arg Lys His Lys Lys Lys 
10 15 20 

cgc ctg gtg cag age ccc aat tec tac ttc atg gat gtg aaa tgc cca 149 
Arg Leu Val Gin Ser Pro Asn Ser Tyr Phe Met Asp Val Lys Cys Pro 
25 30 35 

gga tgc tat aaa ate acc acg gtc ttt age cat gca caa acg gta gtt 197 
Gly Cys Tyr Lys lie Thr Thr Val Phe Ser His Ala Gin Thr Val Val 
40 45 50 

ttg tgt gtt ggc tgc tec act gtc etc tgc cag cct aca gga gga aaa 245 
Leu Cys Val Gly Cys Ser Thr Val Leu Cys Gin Pro Thr Gly Gly Lys 
55 60 65 ~ 7 0 
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gca agg ctt aca gaa gga tgt tec ttc agg agg aag cag cac taa 290 
Ala Arg Leu Thr Glu Gly Cys Ser Phe Arg Arg Lys Gin His 
75 80 

aagcactctg agtcaagatg agtgggaaac catctcaata aacacatttt ggat 344 

<210> 173 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 173 

Met Pro Leu Ala Lys Asp Leu Leu His Pro Ser Pro Glu Glu Glu Lys 
15 10 15 

Arg Lys His Lys Lys Lys Arg Leu Val Gin Ser Pro Asn Ser Tyr Phe 
20 " 25 30 

Met Asp Val Lys Cys Pro Gly Cys Tyr Lys lie Thr Thr Val Phe Ser 
35 40 45 

His Ala Gin Thr Val Val Leu Cys Val Gly Cys Ser Thr Val Leu Cys 
50 55 60 

Gin Pro Thr Gly Gly Lys Ala Arg Leu Thr Glu Gly Cys Ser Phe Arg 
65 70 75 80 

Arg Lys Gin His 



<210> 174 

<211> 2190 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (486) . . (1181) 

<400> 174 



ataaagectg 


aggeggegge 


ageggeggag 


ttggcggctt 


ggagagctcg 


ggagagttcc 


60 


ctggaaccag 


aactcggacc 


ttctcgcttc 


tgtcctccgt 


ttagtctcct 


cctcggcggg 


120 


agccctcgcg 


acgcgcccgg 


cccggagccc 


ccagcgcagc 


ggccgcgttt 


gaaggatgac 


180 


ctctaggaag 


aaagtgttgc 


tgaaggttat 


catcctggga 


gattctggag 


tegggaagae 


240 


atcactcatg 


aaccagtatg 


tgaataagaa 


attcagcaat 


cagtacaaag 


ccacaatagg 


300 


agctgacttt 


ctgaccaagg 


aggtgatggt 


ggatgacagg 


ctagtcacaa 


tgcagatatg 


360 


ggacacagca 


ggacaggaac 


ggttccagtc 


tctcggtgtg 


gccttctaca 


gaggtgeaga 


420 


ctgctgcgtt 


ctggtatttg 


atgtgactgc 


ccccaacaca 


ttcaaaaccc 


tagatagctg 


480 
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gagag atg agt ttc tea tec agg cca gtc ccc gag ate ctg aaa act tec 530 
Met Ser Phe Ser Ser Arg Pro Val Pro Glu lie Leu Lys Thr Ser 
15 10 15 

cat ttg ttg tgt tgg gaa aca aga ttg acc teg aaa aca gac aag tgg 578 
His Leu Leu Cys Trp Glu Thr Arg Leu Thr Ser Lys Thr Asp Lys Trp 
20 25 30 

cca caa age ggg cac agg cct ggt get aca gca aaa aca aca ttc cct 626 
Pro Gin Ser Gly His Arg Pro Gly Ala Thr Ala Lys Thr Thr Phe Pro 
35 4 0 * 4 5 

act ttg aga cca gtg cca agg agg cca tea acg tgg age agg cgt tec 674 
Thr Leu Arg Pro Val Pro Arg Arg Pro Ser Thr Trp Ser Arg Arg Ser 
50 55 60 

aga cga ttg cac gga atg cac tta age agg aaa egg agg tgg age tgt 722 
Arg Arg Leu His Gly Met His Leu Ser Arg Lys Arg Arg Trp Ser Cys 
65 70 75 

aca acg aat ttc ctg aac eta tea aac tgg aca aga atg acc ggg cca 770 
Thr Thr Asn Phe Leu Asn Leu Ser Asn Trp Thr Arg Met Thr Gly Pro 
80 85 90 95 

agg cct egg cag aaa get gca gtt get gag ggg gca gtg aga gtt gag 818 
Arg Pro Arg Gin Lys Ala Ala Val Ala Glu Gly Ala Val Arg Val Glu 
100 105 110 

cac aga gtc etc cac aaa cca aga aca cac gta ggc ctt caa cac aat 866 
His Arg Val Leu His Lys Pro Arg Thr His Val Gly Leu Gin His Asn 
115 120 125 

tec cct etc etc ttc caa aca aaa cat aca ttg ate tct cac acc cag 914 
Ser Pro Leu Leu Phe Gin Thr Lys His Thr Leu lie Ser His Thr Gin 
130 135 140 

ctg cca aaa gaa aac ccc ate aaa cac agt tac acc cca cat ate tct 962 
Leu Pro Lys Glu Asn Pro lie Lys His Ser Tyr Thr Pro His lie Ser 
145 150 155 

cac aca cac aca cac acg cac aca cac aca cac aga tct gac gta ate 1010 
His Thr His Thr His Thr His Thr His Thr His Arg Ser Asp Val lie 
160 165 170 175 

aaa etc cag ccc ttg ccc gtg atg get cct tgg ggt ctg cct gee cac 1058 
Lys Leu Gin Pro Leu Pro Val Met Ala Pro Trp Gly Leu Pro Ala His 
180 185 190 

cca cat gag ccc gcg agt atg gca gca gga caa gee age ggt gga agt 1106 
Pro His Glu Pro Ala Ser Met Ala Ala Gly Gin Ala Ser Gly Gly Ser 
195 200 205 

cat tct gat atg gag ttg gca ttg gaa get tat tct ttt tgt tea ctg 1154 
His Ser Asp Met Glu Leu Ala Leu Glu Ala Tyr Ser Phe Cys Ser Leu 
210 215 220 

gag aga gag aga act gtt tac agt taa tctgtgtcta attatctgat 1201 
Glu Arg Glu Arg Thr Val Tyr Ser 
225 230 

tttttttatt ggtcttgtgg tctttttacc ccccctttcc cctccctcct tgaaggctac 1261 

cccttgggaa ggctggtgcc ccatgcccca ttacaggctc acacccggtc tgatcaggct 1321 

gagttttgta tgtatctatc tgttaatgct tgttactttt aactaatcag atctttttac 1381 
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agtatccatt 


tattatgtaa 


tgcttcttag 


aaaagaatct 


tatagtacat 


gttaatatat 


1441 


gcaaccaatt 


aaaatgtata 


aattagtgta 


agaaattctt 


ggattatgtg 


tttaagtcct 


1501 


gtaatgcagg 


cctgtaaggt 


ggagggttga 


accctgtttg 


gattgcagag 


tgttactcag 


1561 


aattgggaaa 


tccagctagc 


ggcagtattc 


tgtacagtag 


acacaagaat 


tatgtacgee 


1621 


ttttatcaaa 


gacttaagag 


ccaaaagctt 


ttcatctctc 


caggggaaaa 


actgtctagt 


1681 


tcccttctgt 


gtctaaattt 


tccaaaacgg 


ttgatttgca 


taatacagtg 


gtatgtgcaa 


1741 


tggataaatt 


gccgttattt 


caaaaattaa 


aattctcatt 


ttctttcttt 


tttttccccc 


1801 


ctgctccaca 


cttcaaaact 


cccgttagat 


cagcattcta 


ctacaagagt 


gaaaggaaaa 


1861 


ccctaacaga 


tctgtcctag 


tgattttacc 


tttgttctag 


aaggcgctcc 


tttcagggtt 


1921 


gtggtattct 


taggttagcg 


gagctttttc 


ctcttttccc 


cacccatctc 


cccaatattg 


1981 


cccattatta 


attaacctct 


-1-4- _,-l-4_4-_,_4-4_ 

l tct ttiggt: u 


ggaaccctgg 


cagt t ct get 


ccctt cct ag 


on/11 
z U 4 1 


gatctgcccc 


tgcattgtag 


cttgcttaac 


ggagcacttc 


tcctttttcc 


aaaggtctac 


2101 


attctagggt 


gtgggctgag 


ttcttctgta 


aagagatgaa 


cgcaatgcca 


ataaaattga 


2161 


acaagaacaa 


tgaaaaaaaa 


aaaaaaaaa 
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<210> 175 

<211> 231 

<212> PRT 

<213> Homo sapiens 

<400> 175 

Met Ser Phe Ser Ser Arg Pro Val Pro Glu lie Leu Lys Thr Ser His 
15 10 15 



Leu Leu Cys Trp Glu Thr Arg Leu Thr Ser Lys Thr Asp Lys Trp Pro 
20 25 30 



Gin Ser Gly His Arg Pro Gly Ala Thr Ala Lys Thr Thr Phe Pro Thr 
35 40 45 



Leu Arg Pro Val Pro Arg Arg Pro Ser Thr Trp Ser Arg Arg Ser Arg 
50 55 60 



Arg Leu His Gly Met His Leu Ser Arg Lys Arg Arg Trp Ser Cys Thr 
65 70 75 80 



Thr Asn Phe Leu Asn Leu Ser Asn Trp Thr Arg Met Thr Gly Pro Arg 
85 90 95 

Pro Arg Gin Lys Ala Ala Val Ala Glu Gly Ala Val Arg Val Glu His 
100 105 110 



Arg Val Leu His Lys Pro Arg Thr His Val Gly Leu Gin His Asn Ser 
115 120 125 
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Pro Leu Leu Phe Gin Thr Lys His Thr Leu lie Ser His Thr Gin Leu 
130 135 140 

Pro Lys Glu Asn Pro lie Lys His Ser Tyr Thr Pro His lie Ser His 
145 150 155 160 

Thr His Thr His Thr His Thr His Thr His Arg Ser Asp Val lie Lys 
165 170 175 

Leu Gin Pro Leu Pro Val Met Ala Pro Trp Gly Leu Pro Ala His Pro 
180 185 190 

His Glu Pro Ala Ser Met Ala Ala Gly Gin Ala Ser Gly Gly Ser His 
195 200 205 

Ser Asp Met Glu Leu Ala Leu Glu Ala Tyr Ser Phe Cys Ser Leu Glu 
210 215 ' 220 

Arg Glu Arg Thr Val Tyr Ser 

225 230 

<210> 176 

<211> 2267 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (97) . . (2127) 

<400> 176 

gcataggcta ggtagcgagg ccgcgtgtga atcggccgag gccgagtttc tgcgcttcct 60 

tctccctctc tccagacgtc gtggtcgttc ggtcct atg teg cgc egg gec etc 114 

Met Ser Arg Arg Ala Leu 
1 5 

egg agg ctg agg ggg gaa cag cgc ggc cag gag ccc etc ggg ccc ggc 162 
Arg Arg Leu Arg Gly Glu Gin Arg Gly Gin Glu Pro Leu Gly Pro Gly 
10 15 20 

gee ttg cat ttc gat etc cgt gat gac gat gac gcg gaa gaa gaa ggg 210 
Ala Leu His Phe Asp Leu Arg Asp Asp Asp Asp Ala Glu Glu Glu Gly 
25 30 35 

ccc aag egg gag ctt ggt gtc egg cgt ccc ggg ggc gca ggg aag gag 258 
Pro Lys Arg Glu Leu Gly Val Arg Arg Pro Gly Gly Ala Gly Lys Glu 
4 0 45 50 

ggc gtc cga gtc aac aac cgc ttc gag ctg ata aac att gac gat ctt 306 
Gly Val Arg Val Asn Asn Arg Phe Glu Leu lie Asn lie Asp Asp Leu 
55 60 65 70 

gag gat gac cct gtg gtg aac ggg gag agg tct ggc tgt gcg etc aca 354 
Glu Asp Asp Pro Val Val Asn Gly Glu Arg Ser Gly Cys Ala Leu Thr 
75 80 85 
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gac get gtg 
Asp Ala Val 



gag age aag 
Glu Ser Lys 
105 

tct cat gca 
Ser His Ala 
120 

aag aaa age 
Lys Lys Ser 
135 

gat cgc ate 
Asp Arg lie 



ggc cca get 
Gly Pro Ala 



aga cac ttg 
Arg His Leu 
185 

gca ate ctg 
Ala lie Leu 
200 

aag tgc aca 
Lys Cys Thr 
215 

aaa cca ggt 
Lys Pro Gly 



ttc ttt gcg 
Phe Phe Ala 



ttc ctg gtg 
Phe Leu Val 
265 

etc cag acg 
Leu Gin Thr 
280 

gee tgc cgc 
Ala Cys Arg 
295 

aga gcg ctg 
Arg Ala Leu 



ace agt ggg 
Thr Ser Gly 



gca cca ggg 
Ala Pro Gly 
90 

acg gat gga 
Thr Asp Gly 



agt ggc aaa 
Ser Gly Lys 



age acg gga 
Ser Thr Gly 
140 

eta gag agg 
Leu Glu Arg 
155 

ccc ctg age 
Pro Leu Ser 
170 

aat cca gac 
Asn Pro Asp 



ggg gag caa 
Gly Glu Gin 



tgg ctg ace 
Trp Leu Thr 
220 

ctg tec atg 
Leu Ser Met 
235 

ttt gag cac 
Phe Glu His 
250 

gee gtg gag 
Ala Val Glu 



age cct tac 
Ser Pro Tyr 



ttt caa gag 
Phe Gin Glu 
300 

tac age atg 
Tyr Ser Met 
315 

gee tgc egg 
Ala Cys Arg 
330 



aac aaa gga 
Asn Lys Gly 
95 

gat gac ace 
Asp Asp Thr 
110 

etc egg aag 
Leu Arg Lys 
125 

gaa gca teg 
Glu Ala Ser 



att gag gac 
lie Glu Asp 



tec agg aag 
Ser Arg Lys 
175 

aca gaa ctg 
Thr Glu Leu 
190 

agg cca egg 
Arg Pro Arg 
205 

acc cct aaa 
Thr Pro Lys 



egg ctg ctg 
Arg Leu Leu 



agt gag gag 
Ser Glu Glu 
255 

tct atg gag 
Ser Met Glu 
270 

cac gtt gac 
His Val Asp 
285 

gat cag gag 
Asp Gin Glu 



gaa tgt gcg 
Glu Cys Ala 



ctg gat tac 
Leu Asp Tyr 
335 



agg ggt cag 
Arg Gly Gin 



gag aca gtg 
Glu Thr Val 



aag aaa aaa 
Lys Lys Lys 
130 

gaa aac gga 
Glu Asn Gly 
145 

age act ggg 
Ser Thr Gly 
160 

cac gtt etc 
His Val Leu 



aaa agg tat 
Lys Arg Tyr 



cag aga caa 
Gin Arg Gin 
210 

age acc tgg 
Ser Thr Trp 
225 

gaa tea aaa 
Glu Ser Lys 
240 

tac cag cag 
T.yr Gin Gin 



ccg aac aac 
Pro Asn Asn 



tea etc ctg 
Ser Leu Leu 
290 

atg get cga 
Met Ala Arg 
305 

ttc cac ccc 
Phe His Pro 
320 

cgc aga ccc 
Arg Arg Pro 



cgt gga aac 
Arg Gly Asn 
100 

ccc tea gag 
Pro Ser Glu 
115 

aaa cag aaa 
Lys Gin Lys 



eta gaa gat 
Leu Glu Asp 



ttg aac cgt 
Leu Asn Arg 
165 

tac gtg gag 
Tyr Val Glu 
180 

ttt ggt gee 
Phe Gly Ala 
195 

cgt gtg tac 
Arg Val Tyr 



ccc cgc tac 
Pro Arg Tyr 



aaa ggc etc 
Lys Gly Leu 
245 

get cag cac 
Ala Gin His 
260 

ate gtg gtt 
lie Val Val 
275 

cag etc age 
Gin Leu Ser 



gac etc gta 
Asp Leu Val 



ctg ttc agt 
Leu Phe Ser 
325 

gag aac agg 
Glu Asn Arg 
34 0 



aca 402 
Thr 



cag 450 
Gin 



aac 498 
Asn 



ate 546 

He 

150 

ccc 594 
Pro 



cac 642 
His 



egg 690 
Arg 



ccc 738 
Pro 



age 786 

Ser 

230 

tec 834 
Ser 



aag 882 
Lys 



ctg 930 
Leu 



gat 978 
Asp 



gag 1026 

Glu 

310 

etc 1074 
Leu 



age 1122 
Ser 
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ttc tac ctg 
Phe Tyr Leu 
345 

tgc ccg cgc 
Cys Pro Arg 
360 

ccg gat gag 
Pro Asp Glu 
375 

ttg egg gec 
Leu Arg Ala 



gag get cat 
Glu Ala His 



cca ctg gcg 
Pro Leu Ala 
425 

gag cag age 
Glu Gin Ser 
440 

etc acc atg 
Leu Thr Met 
455 

gtg egg ccc 
Val Arg Pro 



get gaa ata 
Ala Glu lie 



ctt ggg agg 
Leu Gly Arg 
505 

ctg gag gag 
Leu Glu Glu 
520 

cca gee gtg 
Pro Ala Val 
535 

gca ccc agg 
Ala Pro Arg 



gec gtc get 
Ala Val Ala 



ttt gat cct 
Phe Asp Pro 
585 



gee etc tac 
Ala Leu Tyr 



acg gcg ctg 
Thr Ala Leu 



gac ccc etc 
Asp Pro Leu 
380 

egg aac tac 
Arg Asn Tyr 
395 

egg aac ctg 
Arg Asn Leu 
410 

tat ttc ctg 
Tyr Phe Leu 



tct gec agg 
Ser Ala Arg 



ttc cct gga 
Phe Pro Gly 
460 

gac gee age 
Asp Ala Ser 
475 

age cag ccc 
Ser Gin Pro 
490 

tea cac ttt 
Ser His Phe 



aac gtc cac 
Asn Val His 



gaa gee tgt 
Glu Ala Cys 
540 

aat ate cac 
Asn lie His 
555 

gee ctg ccc 
Ala Leu Pro 
570 

ctg cct cct 
Leu Pro Pro 



aag cag atg 
Lys Gin Met 
350 

gag tac tgc 
Glu Tyr Cys 
365 

tgc atg ctg 
Cys Met Leu 



gag tac ctg 
Glu Tyr Leu 



tec cag etc 
Ser Gin Leu 
415 

ctg age cag 
Leu Ser Gin 
430 

cag aag gee 
Gin Lys Ala 
445 

gtc etc ctg 
Val Leu Leu 



gtt tec agt 
Val Ser Ser 



cct gee ctg 
Pro Ala Leu 
495 

etc tgg aaa 
Leu Trp Lys 
510 

gag gtt ctg 
Glu Val Leu 
525 

gag aac egg 
Glu Asn Arg 



cgc cat gtg 
Arg His Val 



ccg gac gtg 
Pro Asp Val 
575 

teg gac aca 
Ser Asp Thr 
590 



age ttc ctg 
Ser Phe Leu 



aag etc ate 
Lys Leu lie 
370 

ctg etc ate 
Leu Leu lie 
385 

ate cgc etc 
lie Arg Leu 
400 

cct aat ttt 
Pro Asn Phe 



cag aca gac 
Gin Thr Asp 



tct etc ctg 
Ser Leu Leu 
450 

ccc ctg etc 
Pro Leu Leu 
465 

cac cgc ttc 
His Arg Phe 
480 

age cag ctg 
Ser Gin Leu 



gag ccc gee 
Glu Pro Ala 



caa gca gtg 
Gin Ala Val 
530 

egg aag gtg 
Arg Lys Val 
545 

ate etc tct 
lie Leu Ser 
560 

acc acg cag 
Thr Thr Gin 



ate tac tec 
lie Tyr Ser 



gag aag cga 
Glu Lys Arg 
355 

ctg agt etc 
Leu Ser Leu 



gac cac ctg 
Asp His Leu 



ttc cag gag 
Phe Gin Glu 
405 

gee ttc tct 
Ala Phe Ser 
420 

etc cct gag 
Leu Pro Glu 
435 

ata cag cag 
lie Gin Gin 



gag tct tgc 
Glu Ser Cys 



ttt gga ccc 
Phe Gly Pro 
485 

gtg aac ctg 
Val Asn Leu 
500 

acc atg age 
Thr Met Ser 
515 

gac gee ggg 
Asp Ala Gly 



etc tac cag 
Leu Tyr Gin 



gag ate aag 
Glu lie Lys 
565 

tct gtg atg 
Ser Val Met 
580 

tac gtc agg 
Tyr Val Arg 
595 



ggc 1170 
Gly 



gag 1218 
Glu 



gec 1266 

Ala 

390 

tgg 1314 
Trp 



gtt 1362 
Val 



tgt 1410 
Cys 



gcg 1458 
Ala 



agt 1506 

Ser 

470 

aat 1554 
Asn 



tac 1602 
Tyr 



tgg 1650 
Trp 



gac 1698 
Asp 



cgt 1746 

Arg 

550 

gaa 1794 
Glu 



ggg 1842 
Gly 



cca 1890 
Pro 
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gag agg eta agt cct ate age cat gga aac ace att get etc ttc ttc 1938 
Glu Arg Leu Ser Pro lie Ser His Gly Asn Thr lie Ala Leu Phe Phe 
600 605 610 

egg tea ctg ttg cca aac tat acc atg gag ggg gag agg ccc.gag gaa 1986 
Arg Ser Leu Leu Pro Asn Tyr Thr Met Glu Gly Glu Arg Pro Glu Glu 
615 620 625 630 

gga gtg get ggg ggt ctg aac cgc aac cag ggc ctg aac agg ctg atg 2034 
Gly Val Ala Gly Gly Leu Asn Arg Asn Gin Gly Leu Asn Arg Leu Met 
635 640 645 

ctg get gtg cgc gac atg atg gee aac ttc cac etc aac gac ctg gag 2082 
Leu Ala Val Arg Asp Met Met Ala Asn Phe His Leu Asn Asp Leu Glu 
650 655 660 

gcg ccg cac gag gac gac get gag ggg gag ggg gag tgg gac tga 2127 
Ala Pro His Glu Asp Asp Ala Glu Gly Glu Gly Glu Trp Asp 
665 670 675 

gcgtccgcag aggtgaccga aaagcegtat gatgatgttc ccgatttctc tgttggtcgg 2187 

agtcggccag ttgcctgaag tagggaagct gagtgtgtcg ctccctggtc cactgtttct 2247 

cctataaatg taaatgggtc 2267 

<210> 177 

<211> 676 

<212> PRT 

<213> Homo sapiens 

<400> 177 

Met Ser Arg Arg Ala Leu Arg Arg Leu Arg Gly Glu Gin Arg Gly Gin 
1 5 10 15 

Glu Pro Leu Gly Pro Gly Ala Leu His Phe Asp Leu Arg Asp Asp Asp 
20 25 30 

Asp Ala Glu Glu Glu Gly Pro Lys Arg Glu Leu Gly Val Arg Arg Pro 
35 40 45 

Gly Gly Ala Gly Lys Glu Gly Val Arg Val Asn Asn Arg Phe Glu Leu 
50 55 60 

lie Asn lie Asp Asp Leu Glu Asp Asp Pro Val Val Asn Gly Glu Arg 
65 70 75 ~ 80 

Ser Gly Cys Ala Leu Thr Asp Ala Val Ala Pro Gly Asn Lys Gly Arg 
85 90 95 

Gly Gin Arg Gly Asn Thr Glu Ser Lys Thr Asp Gly Asp Asp Thr Glu 
100 105 110 

Thr Val Pro Ser Glu Gin Ser His Ala Ser Gly Lys Leu Arg Lys Lys 
115 120 " 125 
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Lys Lys Lys Gin Lys Asn Lys Lys Ser Ser Thr Gly Glu Ala Ser Glu 
130 135 140 



Asn Gly Leu Glu Asp lie Asp Arg lie Leu Glu Arg lie Glu Asp Ser 
145 150 155 160 



Thr Gly Leu Asn Arg Pro Gly Pro Ala Pro Leu Ser Ser Arg Lys His 
165 170 175 



Val Leu Tyr Val Glu His Arg His Leu Asn Pro Asp Thr Glu Leu Lys 
180 ~ 185 " 190 



Arg Tyr Phe Gly Ala Arg Ala lie Leu Gly Glu Gin Arg Pro Arg Gin 
195 200 ~ 205 



Arg Gin Arg Val Tyr Pro Lys Cys Thr Trp Leu Thr Thr Pro Lys Ser 
210 215 220 



Thr Trp Pro Arg Tyr Ser Lys Pro Gly Leu Ser Met Arg Leu Leu Glu 
225 230 235 240 



Ser Lys Lys Gly Leu Ser Phe Phe Ala Phe Glu His Ser Glu Glu Tyr 
245 250 255 



Gin Gin Ala Gin His Lys Phe Leu Val Ala. Val Glu Ser Met Glu Pro 
260 265 270 



Asn Asn lie Val Val Leu Leu Gin Thr Ser Pro Tyr His Val Asp Ser 
275 280 1 285 



Leu Leu Gin Leu Ser Asp Ala Cys Arg Phe Gin Glu Asp Gin Glu Met 
290 295 300 

Ala Arg Asp Leu Val Glu Arg Ala Leu Tyr Ser Met Glu Cys Ala Phe 
305 310 315 320 



His Pro Leu Phe Ser Leu Thr Ser Gly Ala Cys Arg Leu Asp Tyr Arg 
325 330 ' 335 



Arg Pro Glu Asn Arg Ser Phe Tyr Leu Ala Leu Tyr Lys Gin Met Ser 
340 345 350 

Phe Leu Glu Lys Arg Gly Cys Pro Arg Thr Ala Leu Glu Tyr Cys Lys 
355 360 365 

Leu lie Leu Ser Leu Glu Pro Asp Glu Asp Pro Leu Cys Met Leu Leu 
370 375 380 



Leu lie Asp His Leu Ala Leu Arg Ala Arg Asn Tyr Glu Tyr Leu lie 
385 390 395 400 



399 



Arg Leu Phe Gin Glu Trp Glu Ala His Arg Asn Leu Ser Gin Leu Pro 
405 410 415 



Asn Phe Ala Phe Ser Val Pro Leu Ala Tyr Phe Leu Leu Ser Gin Gin 
420 425 " 430 



Thr Asp Leu Pro Glu Cys Glu Gin Ser Ser Ala Arg Gin Lys Ala Ser 
4 35 4 40 445 



Leu Leu lie Gin Gin Ala Leu Thr Met Phe Pro Gly Val Leu Leu Pro 
450 455 460 



Leu Leu Glu Ser Cys Ser Val Arg Pro Asp Ala Ser Val Ser Ser His 
465 470 475 480 



Arg Phe Phe Gly Pro Asn Ala Glu lie Ser Gin Pro Pro Ala Leu Ser 
485 490 495 



Gin Leu Val Asn Leu Tyr Leu Gly Arg Ser His Phe Leu Trp Lys Glu 
500 505 510 



Pro Ala Thr Met Ser Trp Leu Glu Glu Asn Val His Glu Val Leu Gin 
515 520 525 



Ala Val Asp Ala Gly Asp Pro Ala Val Glu Ala Cys Glu Asn Arg Arg 
530 535 540 



Lys Val Leu Tyr Gin Arg Ala Pro Arg Asn lie His Arg His Val lie 
545 550 555 ~ 560 



Leu Ser Glu lie Lys Glu Ala Val Ala Ala Leu Pro Pro Asp Val Thr 
565 570 575 

Thr Gin Ser Val Met Gly Phe Asp Pro Leu Pro Pro Ser Asp Thr lie 
580 585 590 

Tyr Ser Tyr Val Arg Pro Glu Arg Leu Ser Pro lie Ser His Gly Asn 
595 600 605 

Thr lie Ala Leu Phe Phe Arg Ser Leu Leu Pro Asn Tyr Thr Met Glu 
610 615 620 



Gly Glu Arg Pro Glu Glu Gly Val Ala Gly Gly Leu Asn Arg Asn Gin 

625 630 635 " 640 

Gly Leu Asn Arg Leu Met Leu Ala Val Arg Asp Met Met Ala Asn Phe 

645 650 655 
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His Leu Asn Asp Leu Glu Ala Pro His Glu Asp Asp Ala Glu Gly Glu 
660 665 " 670 

Gly Glu Trp Asp 
67 5 

<210> 178 

<211> 933 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (598) 

<400> 178 

ggcgctcaca atg gag etc teg gag tct gtg cag aaa ggc ttc cag atg 4 9 

Met Glu Leu Ser Glu Ser Val Gin Lys Gly Phe Gin Met 
15 10 

ctg gcg gat ccc cgc tec ttc gac tec aac gee ttc acg ctt etc etc 97 
Leu Ala Asp Pro Arg Ser Phe Asp Ser Asn Ala Phe Thr Leu Leu Leu 
15 20 25 

egg gcg gca ttc cag agt ctg ctg gac gee cag gcg gac gag gee gtg 145 
Arg Ala Ala Phe Gin Ser Leu Leu Asp Ala Gin Ala Asp Glu Ala Val 
30 35 40 45 

tta gat cat cca gac ttg aaa cat ate gac cca gtg gtt tta aaa cat 193 
Leu Asp His Pro Asp Leu Lys His lie Asp Pro Val Val Leu Lys His 
50 ~ 55 60 

tgt cat gca gca get gca act tac ata eta gag gca gga aag cac cga 241 
Cys His Ala Ala Ala Ala Thr Tyr lie Leu Glu Ala Gly Lys His Arg 
65 70 75 

get gac aag tea act eta age act tat eta gaa 'gac tgt aaa ttt gac 289 
Ala Asp Lys Ser Thr Leu Ser Thr Tyr Leu Glu Asp Cys Lys Phe Asp 
80 85 90 

aga gag cga ata gaa ctg ttt tgc acg gaa tat cag aat aat aag aat 337 
Arg Glu Arg lie Glu Leu Phe Cys Thr Glu Tyr Gin Asn Asn Lys Asn 
95 100 105 

tec eta gaa ate eta ctg gga agt ata ggc aga tct etc cct cat ata 385 
Ser Leu Glu lie Leu Leu Gly Ser lie Gly Arg Ser Leu Pro His lie 
110 115 120 125 

acg gat gtt tct tgg cgc ttg gaa tat cag ata aag ace aat caa ctt 433 
Thr Asp Val Ser Trp Arg Leu Glu Tyr Gin lie Lys Thr Asn Gin Leu 
130 135 140 

cat agg atg tac aga cct gca tat ttg gtg ace tta agt gta cag aac 481 
His Arg Met Tyr Arg Pro Ala Tyr Leu Val Thr Leu Ser Val Gin Asn 
145 150 155 

act gat tec cca tec tat cca gag att agt ttt agt tgc age atg gaa 529 
Thr Asp Ser Pro Ser Tyr Pro Glu lie Ser Phe Ser Cys Ser Met Glu 
160 165 170 

caa tta cag gac ttg gtg ggg aaa ctt aaa gat get teg aaa age ctg 577 
Gin Leu Gin Asp Leu Val Gly Lys Leu Lys Asp Ala Ser Lys Ser Leu 
175 180 ^ 185 
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gaa aga gca act cag ttg taa cttggggaag ttaacgatcc gcccgagtgc 628 
Glu Arg Ala Thr Gin Leu 
190 195 



agaggaaaac 


cagaaacgcc ttgccttcag ctgaaccacc 


gtttgtgcga 


gctggatgtc 


688 


cttttcagta 


gaaaagaatt ttccttttga atttatacca 


ttcatcaatt 


ttgacacttt 


748 


aaaaacgtgt 


gaaagggtta agagggaaag atactgccca 


agtatttgaa 


tcgtttagta 


808 


gtaactgtcc 


atttatccta ttttgatctt tttcaagtct 


tctgaaagga . 


agtagacagt 


868 


attacaccct 


gaataaataa ggtgttgttt tccaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


928 


aaaaa 
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<210> 179 
<211> 195 
<212> PRT 
<213> Homo 


sapiens 






















<400> 179 


























Met Glu Leu 
1 


Ser 


Glu 
5 


Ser Val 


Gin 


Lys 


Gly 
10 


Phe 


Gin 


Met 


Leu 


Ala Asp 
15 




Pro Arg Ser 


Phe 
20 


Asp 


Ser Asn 


Ala 


Phe 
25 


Thr 


Leu 


Leu 


Leu 


Arg 
30 


Ala Ala 




Phe Gin Ser 
35 


Leu 


Leu 


Asp Ala 


Gin 
40 


Ala 


Asp 


Glu 


Ala 


Val 
45 


Leu 


Asp His 




Pro Asp Leu 
50 


Lys 


His 


lie Asp 
55 


Pro 


Val 


Val 


Leu 


Lys 
60 


His 


Cys 


His Ala 




Ala Ala Ala 
65 


Thr 


Tyr 


"Mo TiPl^ 

-J- -L- K^* XJ LJ. 

70 


Glu 


Ala 


Gly 


Lys 
75 


His 


Arg 


Ala 


Asp Lys 
8 0 




Ser Thr Leu 


Ser 


Thr 
85 


Tyr Leu 


Glu 


Asp 


Cys 
90 


Lys 


Phe 


Asp 


Arg 


Glu Arg 
95 




lie Glu Leu 


Phe 
100 


Cys 


Thr Glu 


Tyr 


Gin 
105 


Asn 


Asn 


Lys 


Asn 


Ser 
110 


Leu Glu 




lie Leu Leu 
115 


Gly 


Ser 


He Gly 


Arg 
120 


Ser 


Leu 


Pro 


His 


He 
125 


Thr 


Asp Val 




Ser Trp Arg 
130 


Leu 


Glu 


Tyr Gin 
135 


He 


Lys 


Thr 


Asn 


Gin 
140 


Leu 


His 


Arg Met 




Tyr Arg Pro 
145 


Ala 


Tyr 


Leu Val 
150 


Thr 


Leu 


Ser 


Val 
155 


Gin 


Asn 


Thr 


Asp Ser 
160 
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Pro Ser Tyr Pro Glu lie Ser Phe Ser Cys Ser Met Glu Gin Leu Gin 
165 170 175 



Asp Leu Val Gly Lys Leu Lys Asp Ala Ser Lys Ser Leu Glu Arg Ala 
180 ~ 185 190 



Thr Gin Leu 
195 



<210> 180 

<211> 683 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (455) . . (455) 

<223> n is a, c, g, or t 

<400> 180 



cggacgcgtg 


ggtttgagtt 


caacctttat 


acgtgtggct 


tggtcacttc 


gtggctaagg 


60 


taagaacgtg 


cttgtggaag 


acaagtctgt 


ggcttggtga 


gtctgtgtgg 


ccagcagcct 


120 


ctgatctgtg 


cagggtatta 


acgtgtcagg 


gctgagtgtt 


ctgggatttc 


tctagaggct 


180 


ggcaagaacc 


agttgtttgt 


cttgcgggtc 


tgtcagggtt 


ggaaagtcca 


agccgtagga 


240 


cccagtttcc 


tttcttagct 


gatgtctttg 


gccagaacac 


cgtgggctgt 


tacttgcttt 


300 


gagttggaag 


cggtttgcat 


ttacgcctgt 


aaatgtattc 


attcttaatt 


tatgtaaggt 


360 


ttttttgtac 


gcaattctcg 


attctttgaa 


gagatgacaa 


caaatttggt 


tttctactgt 


420 


tatgtgagaa 


cattaggccc 


cagcaacacg 


tcatngtgta 


aggaaaacat 


aaaagtgctg 


480 


ccgtaaccaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaacaaacaa 


taaaagacac 


caacataaaa 


540 


gacacaaccg 


acaccaaagc 


aacaagagaa 


cgacgcaacg 


caagaccaag 


acgagacgca 


600 


cgcccacacc 


ccaagaccgc 


gcagcaagag 


gaggaaggca 


gacgcggagg 


cgagaccctc 


660 


acaccaggca 


gcgccgcgcc 


gcg 
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<210> 181 

<211> 925 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (24 ) . . (818) 

<400> 181 

ttttttctgc taccgtgact aag atg gaa gcg ttt ttg ggg teg egg tec gga 53 

Met Glu Ala Phe Leu Gly Ser Arg Ser Gly 
15 10 
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ctt tgg gcg ggg ggt ccg gcc cca gga cag ttt tac cgc att ccg tec 101 
Leu Trp Ala Gly Gly Pro Ala Pro Gly Gin Phe Tyr Arg lie Pro Ser 
15 20 25 

act ccc gat tec ttc atg gat ccg gcg tct gca ctt tac aga ggt cca 149 
Thr Pro Asp Ser Phe Met Asp Pro Ala Ser Ala Leu Tyr Arg Gly Pro 
30 35 40 

ate acg egg ace cag aac ccc atg gtg acc ggg ace tea gtc etc ggc 197 
lie Thr Arg Thr Gin Asn Pro Met Val Thr Gly Thr Ser Val Leu Gly 
45 50 55 

gtt aag ttc gag ggc gga gtg gtg att gcc gca gac atg ctg gga tec 245 
Val Lys Phe Glu Gly Gly Val Val lie Ala Ala Asp Met Leu Gly Ser 
60 65 70 

tac ggc tec ttg get cgt ttc cgc aac ate tct cgc att atg cga gtc 293 
Tyr Gly Ser Leu Ala Arg Phe Arg Asn lie Ser Arg lie Met Arg Val 
75 80 85 90 

aac aac agt acc atg ctg ggt gcc tct ggc gac tac get gat ttc cag 341 
Asn Asn Ser Thr Met Leu Gly Ala Ser Gly Asp Tyr Ala Asp Phe Gin 
95 100 105 

tat ttg aag caa gtt etc ggc cag atg gtg att gat gag gag ctt ctg 389 
Tyr Leu Lys Gin Val Leu Gly Gin Met Val lie Asp Glu Glu Leu Leu 
110 115 120 

gga gat gga cac age tat agt cct aga get att cat tea tgg ctg acc 4 37 

Gly Asp Gly His Ser Tyr Ser Pro Arg Ala lie His Ser Trp Leu Thr 
125 130 ~ 135 

agg gcc atg tac age egg cgc teg aag atg aac cct ttg tgg aac acc 485 
Arg Ala Met Tyr Ser Arg Arg Ser Lys Met Asn Pro Leu Trp Asn Thr 
140 145 " 150 

atg gtc ate gga ggc tat get gat gga gag age ttc etc ggt tat gtg 533 
Met Val lie Gly Gly Tyr Ala Asp Gly Glu Ser Phe Leu Gly Tyr Val 
155 160 165 170 

gac atg ctt ggt gta gcc tat gaa gcc cct teg ctg gcc act ggt tat 581 
Asp Met Leu Gly Val Ala Tyr Glu Ala Pro Ser Leu Ala Thr Gly Tyr 
175 180 185 

ggt gca tac ttg get cag cct ctg ctg cga gaa gtt ctg gag aag cag 629 
Gly Ala Tyr Leu Ala Gin Pro Leu Leu Arg Glu Val Leu Glu Lys Gin 
190 195 200 

cca gtg eta age cag acc gag gcc cgc gac tta gta gaa cgc tgc atg 677 
Pro Val Leu Ser Gin Thr Glu Ala Arg Asp Leu Val Glu Arg Cys Met 
205 210 215 

cga gtg ctg tac tac cga gat gcc cgt tct tac aac egg ttt caa ate 725 
Arg Val Leu Tyr Tyr Arg Asp Ala Arg Ser Tyr Asn Arg Phe Gin lie 
220 225 230 

gcc act gtc acc gaa aaa ggt gtt gaa ata gag gga cca ttg tct aca 773 
Ala Thr Val Thr Glu Lys Gly Val Glu He Glu Gly Pro Leu Ser Thr 
235 240 245 250 

gag acc aac tgg gat att gcc cac atg ate agt ggc ttt gaa tga 818 
Glu Thr Asn Trp Asp He Ala His Met He Ser Gly Phe Glu 
255 260 

aatacagatg cattatccag aactgaagtt gccctacttt taactttgaa cttggctagt 878 
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tcaaagatag actcttcttt tgtaaagtaa ataaattctt caaaatg 

<210> 182 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<400> 182 

Met Glu Ala Phe Leu Gly Ser Arg Ser Gly Leu Trp Ala Gly Gly Pro 
15 10 15 



Ala Pro Gly Gin Phe Tyr Arg lie Pro Ser Thr Pro Asp Ser Phe Met 
20 25 30 



Asp Pro Ala Ser Ala Leu Tyr Arg Gly Pro lie Thr Arg Thr Gin Asn 
35 40 45 



Pro Met Val Thr Gly Thr Ser Val Leu Gly Val Lys Phe Glu Gly Gly 
50 55 60 



Val Val lie Ala Ala Asp Met Leu Gly Ser Tyr Gly Ser Leu Ala Arg 
65 70 75 80 



Phe Arg Asn lie Ser Arg lie Met Arg Val Asn Asn Ser Thr Met Leu 
85 90 95 



Gly Ala Ser Gly Asp Tyr Ala Asp Phe Gin Tyr Leu Lys Gin Val Leu 
100 " 105 110 



Gly Gin Met Val lie Asp Glu Glu Leu Leu Gly Asp Gly His Ser Tyr 
115 120 "* 125 



Ser Pro Arg Ala lie His Ser Trp Leu Thr Arg Ala Met Tyr Ser Arg 
130 135 140 



Arg Ser Lys Met Asn Pro Leu Trp Asn Thr Met Val lie Gly Gly Tyr 
145 150 155 1 " 160 



Ala Asp Gly Glu Ser Phe Leu Gly Tyr Val Asp Met Leu Gly Val Ala 
165 170 175 



Tyr Glu Ala Pro Ser Leu Ala Thr Gly Tyr Gly Ala Tyr Leu Ala Gin 
180 185 190 



Pro Leu Leu Arg Glu Val Leu Glu Lys Gin Pro Val Leu Ser Gin Thr 
195 200 205 



Glu Ala Arg Asp Leu Val Glu Arg Cys Met Arg Val Leu Tyr Tyr Arg 
210 215 220 
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Asp Ala Arg Ser Tyr Asn Arg Phe Gin lie Ala Thr Val Thr Glu Lys 
225 230 " 235 240 

Gly Val Glu lie Glu Gly Pro Leu Ser Thr Glu Thr Asn Trp Asp lie 
245 250 255 

Ala His Met lie Ser Gly Phe Glu 
260 

<210> 183 

<211> 3465 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (219) . . (2639) 

<400> 183 

ctcgcgccag gcgagtctcc gcgtctccct cgcgaactcg gtgaaaggaa ttggcgccgt 60 

tcgacaccag gcggatccgc tctgcagcac gaacccatct ccagccgcag ccgcagccgc 120 

cgcccgggcc gaggagcagc cgcagcagcc gccaccagtg gccgagtgag cggagccgag 180 

tttgaggcag cgcctagcgg tgaatcgggg ccctcacc atg agt tec teg cct gtt 236 

Met Ser Ser Ser Pro Val 
1 5 

aat gta aaa aag ctg aag gtg teg gag ctg aaa gag gag etc aag aag 284 
Asn Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys 
10 15 20 

cga cgc ctt tct gac aag ggt etc aag gee gag etc atg gag cga etc 332 
Arg Arg Leu Ser Asp Lys Gly Leu Lys Ala Glu Leu Met Glu Arg Leu 
25 30 35 

cag get gcg ctg gac gac gag gag gec ggg ggc cgc ccc gec atg gag 380 
Gin Ala Ala Leu Asp Asp Glu Glu Ala Gly Gly Arg Pro Ala Met Glu 
40 45 50 

ccc ggg aac ggc age eta gac ctg ggc ggg gat tec get ggg cgc teg 428 
Pro Gly Asn Gly Ser Leu Asp Leu Gly Gly Asp Ser Ala Gly Arg Ser 
55 60 65 " -70 

gga gca ggc etc gag cag gag gee gcg gec ggc ggc gat gaa gag gag 47 6 

Gly Ala Gly Leu Glu Gin Glu Ala Ala Ala Gly Gly Asp Glu Glu Glu 
75 80 85 

gag gaa gag gaa gag gag gag gaa gga ate tec get ctg gac ggc gac 524 
Glu Glu Glu Glu Glu Glu Glu Glu Gly lie Ser Ala Leu Asp Gly Asp 
90 95 100 

cag atg gag eta gga gag gag aac ggg gee gcg ggg gcg gee gac teg 572 
Gin Met Glu Leu Gly Glu Glu Asn Gly Ala Ala Gly Ala Ala Asp Ser 
105 110 "* 115 

ggc ccg atg gag gag gag gag gee gee teg gaa gac gag aac ggc gac 620 
Gly Pro Met Glu Glu Glu Glu Ala Ala Ser Glu Asp Glu Asn Gly Asp 
120 125 130 
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gat cag ggt 
Asp Gin Gly 
135 

ggc gcg ggc 
Gly Ala Gly 



gcg acg cag 
Ala Thr Gin 



gcc gcg ggg 
Ala Ala Gly 
185 

gcg ccg ccc 
Ala Pro Pro 
200 

aaa aca gaa 
Lys Thr Glu 
215 

cga gaa gat 
Arg Glu Asp 



tat age aga 
Tyr Ser Arg 



cac ttc gat 
His Phe Asp 
265 

cat ttt aaa 
His Phe Lys 
280 

gag agt ttt 
Glu Ser Phe 
295 

tea aaa ggc 
Ser Lys Gly 



gta agg cat 
Val Arg His 



ggc tgg tea 
Gly Trp Ser 
345 

tct tat ggg 
Ser Tyr Gly 
3 60 

gaa gat tat 
Glu Asp Tyr 
375 



ttc cag gaa 
Phe Gin Glu 
140 

gac gag aac 
Asp Glu Asn 
155 

cag caa cag 
Gin Gin Gin 
170 

aag age age 
Lys Ser Ser 



ggg gcg agg 
Gly Ala Arg 



cag aaa ggc 
Gin Lys Gly 
220 

cat ggc cgt 
His Gly Arg 
235 

gcc aaa tct 
Ala Lys Ser 
250 

gac aca gtg 
Asp Thr Val 



ata tea aga 
lie Ser Arg 



get ttt ctt 
Ala Phe Leu 
300 

aaa gtg tgt 
Lys Val Cys 
315 

tta tat aca 
Leu Tyr Thr 
330 

eta act aca 
Leu Thr Thr 



tat tct eta 
Tyr Ser Leu 



gga gaa aag 
Gly Glu Lys 
380 



ggg gaa gat 
Gly Glu Asp 



ggg cac ggg 
Gly His Gly 



ccc caa cag 
Pro Gin Gin 
175 

ggc ccc ace 
Gly Pro Thr 
190 

cag ggc cag 
Gin Gly Gin 
205 

gga gat aaa 
Gly Asp Lys 



gga tat ttt 
Gly Tyr Phe 



cct cag cca 
Pro Gin Pro 
255 

gtt tgt ctt 
Val Cys Leu 
270 

gat cgt etc 
Asp Arg Leu 
285 

tgg get gga 
Trp Ala Gly 



ttt gag atg 
Phe Glu Met 



aaa gat att 
Lys Asp lie 
335 

agt gga atg 
Ser Gly Met 
350 

aaa gga ata 
Lys Gly lie 
365 

ttt gat gaa 
Phe Asp Glu 



gag etc ggg 
Glu Leu Gly 
145 

gag cag cag 
Glu Gin Gin 
160 

cag cgc ggg 
Gin Arg Gly 



teg ctg ttc 
Ser Leu Phe 



cag cag gcg 
Gin Gin Ala 

210 

aag agg ggt 
Lys Arg Gly 
225 

gag tac att 
Glu Tyr lie 
240 

cct gtt gaa 
Pro Val Glu 



gat act tat 
Asp Thr Tyr 



agt get tct 
Ser Ala Ser 
290 

gga aga gca 
Gly Arg Ala 
305 

aag gtt aca 
Lys Val Thr 
320 

gac ata cat 
Asp lie His 



tta ctt ggt 
Leu Leu Gly 



aaa aca tgc 
Lys Thr Cys 
370 

aat gat gtg 
Asn Asp Val 
385 



gac gaa gag 
Asp Glu Glu 



cct caa ccg 
Pro Gin Pro 
165 

gcc gcc aag 
Ala Ala Lys 
180 

gcg gtg acg 
Ala Val Thr 
195 



gga ggg gac 
Gly Gly Asp 



gtt aaa aga 
Val Lys Arg 



gaa gag aac 
Glu Glu Asn 
245 

gaa gaa gat 
Glu Glu Asp 
260 

aat tgt gat 
Asn Cys Asp 
27 5 

tec ctt aca 
Ser Leu Thr 



tec tat ggt 
Ser Tyr Gly 



gag aag ate 
Glu Lys lie 
325 

gaa gtt cgt 
Glu Val Arg 
340 

gaa gaa gaa 
Glu Glu Glu 
355 

aac tgt gag 
Asn Cys Glu 



att aca tgt 
lie Thr Cys 



gaa 668 

Glu 

150 

ccg 716 
Pro 



gag 764 
Glu 



gtg 812 
Val 



ggc 8 60 

Gly 



cca 908 

Pro 

230 

aag 956 
Lys 



gaa 1004 
Glu 



eta 1052 
Leu 



atg 1100 
Met 



gtg 1148 

Val 

310 

cca 1196 
Pro 



att 1244 
He 



ttt 1292 
Phe 



act 1340 
Thr 



ttt 1388 

Phe 

390 
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get aac ttt 
Ala Asn Phe 



caa gat ctt 
Gin Asp Leu 



egg cca ctg 
Arg Pro Leu 
425 

aat ttt ggt 
Asn Phe Gly 
440 

act ttc ate 
Thr Phe He 
455 

ggg cct gaa 
Gly Pro Glu 



cca gga get 
Pro Gly Ala 



cca ggg aaa 
Pro Gly Lys 
505 

atg gtg gca 
Met Val Ala 
520 

aca ctg ttg 
Thr Leu Leu 
535 

get gee cga 
Ala Ala Arg 



get get gee 
Ala Ala Ala 



aaa get gtt 
Lys Ala Val 
585 

cag aag aaa 
Gin Lys Lys 
600 

etc aaa atg 
Leu Lys Met 
615 

gat gaa ata 
Asp Glu He 



gaa agt gat 
Glu Ser Asp 
395 

ggc gtt gee 
Gly Val Ala 
410 

ttc ccg cat 
Phe Pro His 



cag aag gaa 
Gin Lys Glu 



cag aac gtc 
Gin Asn Val 
460 

gag aag aaa 
Glu Lys Lys 
475 

gga aaa act 
Gly Lys Thr 
490 

tat aac att 
Tyr Asn He 



ggt ttt aag 
Gly Phe Lys 



cag aga gee 
Gin Arg Ala 
540 

aag aag cga 
Lys Lys Arg 
555 

cag agg aga 
Gin Arg Arg 
570 

gta gtt tgc 
Val Val Cys 



gca gaa gta 
Ala Glu Val 



aaa gga aac 
Lys Gly Asn 
620 

ace tat gtt 
Thr Tyr Val 
635 



gaa gta gaa 
Glu Val Glu 



ttc aaa ate 
Phe Lys He 
415 

gtt etc tgc 
Val Leu Cys 
430 

aag cca tat 
Lys Pro Tyr 
4 45 

ccc tta gag 
Pro Leu Glu 



gat tgt gaa 
Asp Cys Glu 



acc tgg gtt 
Thr Trp Val 
495 

ctt ggc aca 
Leu Gly Thr 
510 

aag caa atg 
Lys Gin Met 
525 

ccc cag tgt 
Pro Gin Cys 



aat ttt att 
Asn Phe lie 



aaa atg tgc 
Lys Met Cys 
575 

cca aaa gat 
Pro Lys Asp 
590 

gag ggg aaa 
Glu Gly Lys 
605 

ttt acc etc 
Phe Thr Leu 



gaa ctt cag 
Glu Leu Gin 



etc teg tat 
Leu Ser Tyr 
400 

agt aag gaa 
Ser Lys Glu 



cac aac tgt 
His Asn Cys 



ttt cca ata 
Phe Pro He 
450 

gat cga gtt 
Asp Arg Val 
465 

gtt gtg atg 
Val Val Met 
480 

act aaa cat 
Thr Lys His 



aat act att 
Asn Thr He 



gca gat act 
Ala Asp Thr 
530 

ctt ggg aaa 
Leu Gly Lys 
54 5 

ctg gat cag 
Leu Asp Gin 
5 60 

ctg ttt gca 
Leu Phe Ala 



gaa gac tat 
Glu Asp Tyr 



gac eta cca 
Asp Leu Pro 
610 

cca gag gta 
Pro Glu Val 
625 

aag gaa gaa 
Lys Glu Glu 
640 



get aag aat 
Ala Lys Asn 
405 

gtt ctt get 
Val Leu Ala 
420 

gca gtt gaa 
Ala Val Glu 
435 

cct gaa gag 
Pro Glu Glu 



aga gga cca 
Arg Gly Pro 



atg att ggc 
Met He Gly 
485 

gca gca gaa 
Ala Ala Glu 
500 

atg gat aag 
Met Asp Lys 
515 

gga aaa ctg 
Gly Lys Leu 



ttt att gag 
Phe He Glu 



aca aat gtg 
Thr Asn Val 
565 

ggc ttc cag 
Gly Phe Gin 
580 

aag caa aga 
Lys Gin Arg 
595 

gaa cat gcg 
Glu His Ala 



get gag tgc 
Ala Glu Cys 



gee caa aaa 
Ala Gin Lys 
645 



gga 1436 
Gly 



gga 1484 
Gly 



ttt 1532 
Phe 



tat 1580 
Tyr 



aag 1628 

Lys 

470 

ttg 1676 
Leu 



aat 1724 
Asn 



atg 1772 
Met 



aac 1820 
Asn 



att 1868 

He 

550 

tct 1916 
Ser 



cga 1964 
Arg 



aca 2012 
Thr 



gtc 2060 
Val 



ttt 2108 

Phe 

630 

etc 2156 
Leu 
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ttg gag caa tat aag gaa gaa age aaa aag get ctt cca cca gaa aag 2204 
Leu Glu Gin Tyr Lys Glu Glu Ser Lys Lys Ala Leu Pro Pro Glu Lys 
650 655 660 

aaa cag aac act ggc tea aag aaa age aat aaa aat aag agt ggc aag 2252 
Lys Gin Asn Thr Gly Ser Lys Lys Ser Asn Lys Asn Lys Ser Gly Lys 
665 670 675 

aac cag ttt aac aga ggt ggt ggc cat aga gga cgt gga gga ttc aat 2300 
Asn Gin Phe Asn Arg Gly Gly Gly His Arg Gly Arg Gly Gly Phe Asn 
680 " 685 " " 690 

atg cgt ggt gga aat ttc aga gga gga gee cct ggg aat cgt ggc gga 2348 
Met Arg Gly Gly Asn Phe Arg Gly Gly Ala Pro Gly Asn Arg Gly Gly 
695 700 " 705 710 

tat aat agg agg ggc aac atg cca cag aga ggt ggt ggc ggt gga gga 2396 
Tyr Asn Arg Arg Gly Asn Met Pro Gin Arg Gly Gly Gly Gly Gly Gly 
715 720 725 

agt ggt gga ate ggc tat cca tac cct cgt gee cct gtt ttt cct ggc 2444 
Ser Gly Gly lie Gly Tyr Pro Tyr Pro Arg Ala Pro Val Phe Pro Gly 
730 735 740 

cgt ggt agt tac tea aac aga ggg aac tac aac aga ggt gga atg ccc 2492 
Arg Gly Ser Tyr Ser Asn Arg Gly Asn Tyr Asn Arg Gly Gly Met Pro 
745 750 755 

aac aga ggg aac tac aac cag aac ttc aga gga cga gga aac aat cgt 2540 
Asn Arg Gly Asn Tyr Asn Gin Asn Phe Arg Gly Arg Gly Asn Asn Arg 
760 765 770 

ggc tac aaa aat caa tct cag ggc tac aac cag tgg cag cag ggt caa 2588 
Gly Tyr Lys Asn Gin Ser Gin Gly Tyr Asn Gin Trp Gin Gin Gly Gin 
775 780 785 790 

ttc tgg ggt cag aag cca tgg agt cag cat tat cac caa gga tat tat 2636 
Phe Trp Gly Gin Lys Pro Trp Ser Gin His Tyr His Gin Gly Tyr Tyr 
795 800 805 



tga atacccaaat aaaacgaact gatacatatt tctccaaaac cttcacaaga 


2689 


agtcgactgt 


tttctttagt 


aggctaactt 


tttaaacatt 


ccacaagagg 


aagtgcctgc 


2749 


gggttccttt 


tttagaagct 


ttgtgggttg 


attttttttc 


ttttcttttt 


tgtacatttt 


2809 


taattgcagt 


ttaaaagtga 


ategtaagag 


aacctcagca 


ttgtgcacga 


taagagaatg 


2869 


tgtcagtatt 


tcagggttct 


acattttatc 


tgtaaaatgt 


gacttttttt 


tttttttatc 


2929 


acaacagaag 


taaaatgttg 


ctttgtacct 


ggtgtctttt 


attaagaatt 


tactcccccc 


2989 


atttctcaca 


gagaataaca 


gtcgggagtc 


attgtcacaa 


tataatagaa 


atgttagcaa 


3049 


ccagattcat 


gtaaggacta 


agtggtcctc 


atgaattgea 


ttaagactct 


gtactgetea 


3109 


tattacactc 


catcctctct 


gtagtttgct 


gggtagtgga 


gggggtaagc 


taaatcatag 


3169 


tttctgacaa 


taactgggaa 


ggttttttct 


taaaataaca 


atggaat tgg 


tataattggg 


3229 


attgaaaact 


aaaacttgga 


actaagatag 


agaagatgga 


gtgtatgtag 


aagggctgtt 


3289 


aaaaatgtaa 


aacttggttg 


cattatttgt 


ggaggctcaa 


acttgtgaag 


gttaatacca 


3349 


taatttttcc 


atttgttctg 


cattttgatt 


ctgaaaagaa 


agctggcttt 


gcccatttct 


3409 
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tattaaaaaa acttgttgta aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 3465 

<210> 184 

<211> 806 

<212> PRT 

<213> Homo sapiens 

<400> 184 

Met Ser Ser Ser Pro Val Asn Val Lys Lys Leu Lys Val Ser Glu Leu 
15 10 15 

Lys Glu Glu Leu Lys Lys Arg Arg Leu Ser Asp Lys Gly Leu Lys Ala 
20 25 30 

Glu Leu Met Glu Arg Leu Gin Ala Ala Leu Asp Asp Glu Glu Ala Gly 
35 4 0 4 5 

Gly Arg Pro Ala Met Glu Pro Gly Asn Gly Ser Leu Asp Leu Gly Gly 
50 55 60 

Asp Ser Ala Gly Arg Ser Gly Ala Gly Leu Glu Gin Glu Ala Ala Ala 
65 70 75 80 

Gly Gly Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Gly He 
85 90 95 

Ser Ala Leu Asp Gly Asp Gin Met Glu Leu Gly Glu Glu Asn Gly Ala 
100 105 110 

Ala Gly Ala Ala Asp Ser Gly Pro Met Glu Glu Glu Glu Ala Ala Ser 
115 120 125 

Glu Asp Glu Asn Gly Asp Asp Gin Gly Phe Gin Glu Gly Glu Asp Glu 
130 135 140 

Leu Gly Asp Glu Glu Glu Gly Ala Gly Asp Glu Asn Gly His Gly Glu 
145 150 155 160 

Gin Gin Pro Gin Pro Pro Ala Thr Gin Gin Gin Gin Pro Gin Gin Gin 
165 170 175 

Arg Gly Ala Ala Lys Glu Ala Ala Gly Lys Ser Ser Gly Pro Thr Ser 
180 185 ~ 190 

Leu Phe Ala Val Thr Val Ala Pro Pro Gly Ala Arg Gin Gly Gin Gin 
195 200 205 

Gin Ala Gly Gly Asp Gly Lys Thr Glu Gin Lys Gly Gly Asp Lys Lys 
210 215 " 220 
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Arg Gly Val Lys Arg Pro Arg Glu Asp His Gly Arg Gly Tyr Phe Glu 
225 230 235 240 



Tyr lie Glu Glu Asn Lys Tyr Ser Arg Ala Lys Ser Pro Gin Pro Pro 
24 5 " 250 ~ 255 



Val Glu Glu Glu Asp Glu His Phe Asp Asp Thr Val Val Cys Leu Asp 
260 265 270 



Thr Tyr Asn Cys Asp Leu His Phe Lys lie Ser Arg Asp Arg Leu Ser 
275 280 285 



Ala Ser Ser Leu Thr Met Glu Ser Phe Ala Phe Leu Trp Ala Gly Gly 
290 295 300 



Arg Ala Ser Tyr Gly Val Ser Lys Gly Lys Val Cys Phe Glu Met Lys 
305 310 315 320 



Val Thr Glu Lys lie Pro Val Arg His Leu Tyr Thr Lys Asp lie Asp 
325 330 335 



lie His Glu Val Arg lie Gly Trp Ser Leu Thr Thr Ser Gly Met Leu 
340 345 350 



Leu Gly Glu Glu Glu Phe Ser Tyr Gly Tyr Ser Leu Lys Gly lie Lys 
355 360 365 



Thr Cys Asn Cys Glu Thr Glu Asp Tyr Gly Glu Lys Phe Asp Glu Asn 
370 375 380 



Asp Val lie Thr Cys Phe Ala Asn Phe Glu Ser Asp Glu Val Glu Leu 
385 390 395 400 



Ser Tyr Ala Lys Asn Gly Gin Asp Leu Gly Val Ala Phe Lys lie Ser 
405 410 ~ 415 



Lys Glu Val Leu Ala Gly Arg Pro Leu Phe Pro His Val Leu Cys His 
420 425 430 



Asn Cys Ala Val Glu Phe Asn Phe Gly Gin Lys Glu Lys Pro Tyr Phe 
435 440 445 



Pro lie Pro Glu Glu Tyr Thr Phe lie Gin Asn Val Pro Leu Glu Asp 
450 455 460 



Arg Val Arg Gly Pro Lys Gly Pro Glu Glu Lys Lys Asp Cys Glu Val 
465 470 475 . 480 



Val Met Met He Gly Leu Pro Gly Ala Gly Lys Thr Thr Trp Val Thr 
485 490 495 
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Lys His Ala Ala Glu Asn Pro Gly Lys Tyr Asn lie Leu Gly Thr Asn 
500 505 "* 510 



Thr lie Met Asp Lys Met Met Val Ala Gly Phe Lys Lys Gin Met Ala 
515 520 525 



Asp Thr Gly Lys Leu Asn Thr Leu Leu Gin Arg Ala Pro Gin Cys Leu 
530 535 540 



Gly Lys Phe He Glu He Ala Ala Arg Lys Lys Arg Asn Phe He Leu 
545 550 555 560 



Asp Gin Thr Asn Val Ser Ala Ala Ala Gin Arg Arg Lys Met Cys Leu 
5 65 57 0 57 5 



Phe Ala Gly Phe Gin Arg Lys Ala Val Val Val Cys Pro Lys Asp Glu 
580 585 " 590 



Asp Tyr Lys Gin Arg Thr Gin Lys Lys Ala Glu Val Glu Gly Lys Asp 
595 600 605 



Leu Pro Glu His Ala Val Leu Lys Met Lys Gly Asn Phe Thr Leu Pro 
610 615 620 



Glu Val Ala Glu Cys Phe Asp Glu He Thr Tyr Val Glu Leu Gin Lys 
625 630 635 640 



Glu Glu Ala Gin Lys Leu Leu Glu Gin Tyr Lys Glu Glu Ser Lys Lys 
645 650 655 



Ala Leu Pro Pro Glu Lys Lys Gin Asn Thr Gly Ser- Lys Lys Ser Asn 
660 665 670 



Lys Asn Lys Ser Gly Lys Asn Gin Phe Asn Arg Gly Gly Gly His Arg 
67 5 68 0 68 5 



Gly Arg Gly Gly Phe Asn Met Arg Gly Gly Asn Phe Arg Gly Gly Ala 
690 695 " 700 



Pro Gly Asn Arg Gly Gly Tyr Asn Arg Arg Gly Asn Met Pro Gin Arg 
705 710 715 720 



Gly Gly Gly Gly Gly Gly Ser Gly Gly lie Gly Tyr Pro Tyr Pro Arg 
725 730 "* 735 



Ala Pro Val Phe Pro Gly Arg Gly Ser Tyr Ser Asn Arg Gly Asn Tyr 
740 745 ' 750 
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Asn Arg Gly Gly Met Pro Asn Arg Gly Asn Tyr Asn Gin Asn Phe Arg 
7 55 ~ 7 60 7 65 

Gly Arg Gly Asn Asn Arg Gly Tyr Lys Asn Gin Ser Gin Gly Tyr Asn 
770 ^ 775 780 

Gin Trp Gin Gin Gly Gin Phe Trp Gly Gin Lys Pro Trp Ser Gin His 
785 " 790 ' 795 " 800 

Tyr His Gin Gly Tyr Tyr 
805 

<210> 185 

<211> 1092 

<212> DNA 

<213> Homo sapiens 



<400> 185 



ttttattttt 


ccttacacaa 


tqacqtqttq 


ctqqqqctaa 


tgtt ctcaca 


taacagt aga 


60 


aaaccaaaat 


ttgttgtcat 


ctcttcaaag 


aatcgagaat 


t gcgt acaaa 


aaaaacctta 


120 


cataaattaa 


gaatgaatac 


atttacaggc 


gtaaatgcaa 


accgcttcca 


actcaaagca 


180 


agtaacagcc 


cacggtgt tc 


tggccaaaga 


cat cagct aa 


gaaaggaaac 


t sggt cct ac 


240 


ggcttgggct 


ttccaaccct 


gacagacccg 


caagacaaaa 


caactggttc 


ttgccagcct 


300 


ctagagaaat 


cccagarcac 


tcagccctga 


cacgttaata 


ccctgcacag 


atcagaggct 


360 


gctggscaca 


cagactcacc 


aagccacaga 


cttgtcttcc 


acaagcacgt 


tcttacctta 


420 


gccacgaagk 


accaagccac 


acgtactaaa 


ggttgaactc 


aaagatatgt 


acagggtatt 


480 


aaacaaatac 


caaggggaac 


agttaacttc 


aatacaaggt 


caaaatcagc 


aacaagttct 


540 


acaatccagt 


gctgatatca 


gatacaagct 


tcaaggacaa 


tttcttttcg 


aaggcttatt 


600 


ccagtttcgt 


gaggctagca 


tgaggtgtgt 


gcatttgcsa 


ggggcaaatt 


tctattctca 


660 


attaacccat 


gcagcaaatg 


ctacgcatct 


gctgagtccg 


tttagaagca 


tttgcggtgg 


720 


acgatggagg 


ggcgcgactc 


gtcgtactcc 


tgcttgctaa 


tccacatctg 


ctggaaggtg 


780 


gacagtgagg 


ccaggatgga 


gccaccgatc 


cacaccgagt 


acttgcgctc 


tgggggtgcg 


840 


atgatcttga 


tcttcatggt 


gctgggcgcc 


agggcggtga 


tctccttctg 


catcctgtcg 


900 


gcaatgcccg 


gatacatggt 


ggtgccgccc 


gacagcaccg 


tgttggcgta 


caggtctttg 


960 


cggatgtcca 


cgtcacactt 


catgatggag 


ttgaaggtgg 


tctcgtggat 


gcgscagatt 


1020 


catacccagg 


aaggaggctg 


gacaggcct y 


cggacacgga 


acgctcattg 


caatggtgtg 


1080 


actggcatcg 


gg 










1092 



<210> 186 

<211> 600 

<212> DNA 

<213> Homo sapiens 



413 



<220> 

<221> CDS 

<222> (27) . . (227) 

<400> 186 

ctcttcgtta agtcggcctt cccaac atg gcg cag tct att aac ate acg gag 53 

Met Ala Gin Ser lie Asn lie Thr Glu 
1 5 

ctg aat ctg ccg cag eta gaa atg etc aag aac cag ctg gac cag gaa 101 
Leu Asn Leu Pro Gin Leu Glu Met Leu Lys Asn Gin Leu Asp Gin Glu 
10 15 20 * 25 

gtg gag ttc ttg tec acg tec att get cag etc aaa gtg gta cag ace 149 
Val Glu Phe Leu Ser Thr Ser lie Ala Gin Leu Lys Val Val Gin Thr 
30 35 40 

aag tat gtg gaa gee aag gac tgt ctg aac gtg ctg aac aag age aac 197 
Lys Tyr Val Glu Ala Lys Asp Cys Leu Asn Val Leu Asn Lys Ser Asn 
45 " 50 55 

gag gat gta tgt ccc tgg gaa get gca tga tgtggaacac gtgetcateg 247 
Glu Asp Val Cys Pro Trp Glu Ala Ala 



60 




65 










atgtgggaac 


tgggtactat 


gtagagaaga 


cagctgagga 


tgecaaggae 


ttcttcaaga 


307 


ggaagataga 


ttttctaacc 


aagcagatgg 


agaaaatcca 


accagctctt 


caggagaagc 


367 


aegecatgaa 


acaggccgtc 


atggaaatga 


tgagtcagaa 


gattcagcag 


ctcacagccc 


427 


tgggggcagc 


tcaggctact 


getaaggect 


gagagttttt 


gcagaaatgg 


ggcagaggga 


487 


caccctttgg 


gcgtggcttc 


ctggtgatgg 


gaagggtctt 


gtgttttaat 


gecaataaat 


547 


gtgccagctg 


ggcaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaa 


600 



<210> 187 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<400> 187 

Met Ala Gin Ser lie Asn lie Thr Glu Leu Asn Leu Pro Gin Leu Glu 
15 10 15 



Met Leu Lys Asn Gin Leu Asp Gin Glu Val Glu Phe Leu Ser Thr Ser 
20 25 30 



lie Ala Gin Leu Lys Val Val Gin Thr Lys Tyr Val Glu Ala Lys Asp 
35 4 0 4 5 



Cys Leu Asn Val Leu Asn Lys Ser Asn Glu Asp Val Cys Pro Trp Glu 
50 55 60 



Ala Ala 
65 



414 



<210> 188 

<211> 1025 

<212> DNA 

<213> Homo sapiens 

<400> 188 



atatcagcac 


tggattgtag 


aacttgttgc 


tgattttgac 


cttgtattga 


agttaactgt 


60 


tcccctggta 


ttaacgtgtc 


agggctgagt 


gttctgggat 


ttctctagag 


gctggcaaga 


120 


accagttgtt 


tgtcttgegg 


gtctgtcagg 


gttggaaagt 


ccaagccgta 


ggacccagtt 


180 


tcctttctta 


gctgatgtct 


ttggccagaa 


caccgtgggc 


tgttacttgc 


tttgagttgg 


240 


aagcggtttg 


catttacgcc 


tgtaaatgta 


ttcattctta 


atttatgtaa 


ggtttttttt 


300 


gtacgcaatt 


ctcgattctt 


tgaagagatg 


acaacaaatt 


ttggttttct 


actgttatgt 


360 


gagaacatta 


ggccccagca 


acaegtcatt 


gtgtaaggaa 


aaataaaagt 


getgeegtaa 


420 


ccaaaaaaaa 


aaaaaaaaaa 


aagaaaaaaa 


caatagagta 


gaacaaaaaa 


aaaaaaaaac 


480 


tggttggggg 


tgcttttttg 


ttgggggggg 


aggaaaaaag 


gggtgatgag 


agggggggca 


540 


tgttgtcaat 


tttggttttt 


tgggacccct 


tttttttgaa 


cagggggcag 


aaagtcgaga 


600 


gggccccaaa 


aggagggggg 


gattatattt 


ggagaeggee 


tgttgctgct 


agtgttcttg 


660 


aagtacctcg 


caggatgega 


ggaacgagag 


caagagggaa 


caagagacaa 


gaacagcaaa 


720 


ggagaagagg 


cagggccagc 


gacaacgagg 


cagaggggga 


aggagcacaa 


acaagagcaa 


780 


gaagcgagga 


gtgagcgaaa 


ccaaagaaag 


aagaacagaa 


cggactcacc 


aggagcacaa 


840 


gccacaacaa 


ggcttgagag 


aacactctga 


cgctcagcga 


ggecgatega 


gagaggagag 


900 


agggcgcgca 


ggcagggcat 


cgaacaacga 


ccagccacac 


agcagggaga 


cagacgagca 


960 


acaacagcag 


agctagagac 


aggggegaaa 


eggaggagge 


accccctaga 


cgaccgcacg 


1020 


ggcgg 












1025 


<210> 189 
<211> 1757 
<212> DNA 
<213> Home 


> sapiens 












<220> 

<221> CDS 
<222> (76) 


. . (621) 












<400> 189 
gcaaaaccaa 


cgcctggctc 


ggagcagcag 


cctctgaggt 


gtccctggcc 


agtgtccttc 


60 



cacctgtcca caagc atg ggg aac ate ttc gee aac etc ttc aag ggc ctt 111 
Met Gly Asn lie Phe Ala Asn Leu Phe Lys Gly Leu 
1 5 10 



ttt ggc aaa aaa gaa atg cgc ate etc atg gtg ggc ctg gat get gca 
Phe Gly Lys Lys Glu Met Arg lie Leu Met Val Gly Leu Asp Ala Ala 
15 20 25 



159 



415 



ggg aag acc acg ate etc tac aag ctt aag ctg ggt gag ate gtg ace 207 
Gly Lys Thr Thr lie Leu Tyr Lys Leu Lys Leu Gly Glu lie Val Thr 
30 35 40 

acc att ccc acc ata ggc ttc aac gtg gaa acc gtg gag tac aag aac 255 
Thr He Pro Thr He Gly Phe Asn Val Glu Thr Val Glu Tyr Lys Asn 
45 50 55 60 

ate age ttc act gtg tgg gac gtg ggt ggc cag gac aag ate egg ccc 303 
He Ser Phe Thr Val Trp Asp Val Gly Gly Gin Asp Lys He Arg Pro 
65 70 75 

ctg tgg cgc cac tac ttc cag aac aca caa ggc ctg ate ttc gtg gtg 351 
Leu Trp Arg His Tyr Phe Gin Asn Thr Gin Gly Leu He Phe Val Val 
80 85 90 

gac age aat gac aga gag cgt gtg aac gag gee cgt gag gag etc atg 399 
Asp Ser Asn Asp Arg Glu Arg Val Asn Glu Ala Arg Glu Glu Leu Met 
95 100 " 105 

agg atg ctg gee gag gac gag etc egg gat get gtc etc ctg gtg ttc 447 
Arg Met Leu Ala Glu Asp Glu Leu Arg Asp Ala Val Leu Leu Val Phe 
110 115 120 

gee aac aag cag gac etc ccc aac gee atg aat gcg gee gag ate aca 4 95 

Ala Asn Lys Gin Asp Leu Pro Asn Ala Met Asn Ala Ala Glu lie Thr 
125 130 135 140 

gac aag ctg ggg ctg cac tea eta cgc cac agg aac tgg tac att cag 543 
Asp Lys Leu Gly Leu His Ser Leu Arg His Arg Asn Trp Tyr He Gin 
145 150 155 

gee acc tgc gee acc age ggc gac ggg etc tat gaa gga ctg gac tgg 591 
Ala Thr Cys Ala Thr Ser Gly Asp Gly Leu Tyr Glu Gly Leu Asp Trp 
160 165 170 

ctg tec aat cag etc egg aac cag aag tga acgcgacccc cctccctctc 641 
Leu Ser Asn Gin Leu Arg Asn Gin Lys 
175 180 



actcctcttg 


ccctctgctt 


tactctcatg 


tggcaaacgt 


gcggctcgtg 


gtgtgagtgc 


701 


cagaagctgc 


ctccgtggtt 


tggtcaccgt 


gtgeatcgea 


ccgtgctgta 


aatgtggcag 


761 


acgcagcctg 


cggccaggct 


ttttatttaa 


tgtaaatagt 


ttttgtttcc 


aatgaggcag 


821 


tttctggtac 


tectatgeaa 


tattactcag 


ctttttttat 


tgtaaaaaga 


aaaatcaact 


881 


cactgttcag 


tgctgagagg 


ggatgtaggc 


ccatgggcac 


ctggcctcca 


ggagtcgctg 


941 


tgttgggaga 


gccggccacg 


cccttggctt 


tagagctgtg 


ttgaaatcca 


ttttggtggt 


1001 


tggtttttaa 


cccaaactca 


gtgcattttt 


taaaatagtt 


aagaatccaa 


gtcgagaaca 


1061 


cttgaacaca 


cagaagggag 


accccgccta 


gcatagattt 


geagttaegg 


cctggatgcc 


1121 


agtcgccagc 


ccagctgttc 


ccctcgggaa 


catgaggtgg 


tggtggcgca 


geagactgeg 


1181 


atcaattctg 


catggtcaca 


gtagagatcc 


ccgcaactcg 


cttgtccttg 


ggtcaccctg 


1241 


cattccatag 


ccatgtgctt 


gtccctgtgc 


tcccacggtt 


cccaggggcc 


aggctgggag 


1301 


cccacagcca 


ccccactatg 


ccgcaggccg 


ccctacccac 


cttcaggcag 


cctatgggac 


1361 


gcagggcccc 


atctgtccct 


cggtcgccgt 


gtggccagag 


tgggtccgtc 


gtccccaaca 


1421 



416 



ctcgtgctcg 


ctcagacact 


ttggcaggat 


gtctggggcc 


tcaccagcag 


gagcgcgtgc 


1481 


aagccgggca 


ggcggtccac 


ctagacccac 


agcccctcgg 


gagcacccca 


cctctgtgtg 


1541 


t gatgtagct 


ttctctccct 


cagcctgcaa 


gggt ccgat t 


tgccat cgaa 


aaagacaacc 


1 oUl 


tctacttttt 


tcttttgtat 


tttgataaac 


actgaagctg 


gagctgttaa 


atttatcttg 


1661 


gggaaacctc 


agaactggtc 


tatttggtgt 


cgtggaacct 


cttactgctt 


tcaatacacg 


1721 


attagtaatc 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 






1757 



<210> 190 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 190 

Met Gly Asn lie Phe Ala Asn Leu Phe Lys Gly Leu Phe Gly Lys Lys 
1 5 10 ' 15 



Glu Met Arg lie Leu Met Val Gly Leu Asp Ala Ala Gly Lys Thr Thr 
20 25 30 



lie Leu Tyr Lys Leu Lys Leu Gly Glu lie Val Thr Thr lie Pro Thr 
35 40 45 



lie Gly Phe Asn Val Glu Thr Val Glu Tyr Lys Asn lie Ser Phe Thr 
50 55 60 



Val Trp Asp Val Gly Gly Gin Asp Lys lie Arg Pro Leu Trp Arg His 
65 70 75 80 



Tyr Phe Gin Asn Thr Gin Gly Leu lie Phe Val Val Asp Ser Asn Asp 
85 90 95 



Arg Glu Arg Val Asn Glu Ala Arg Glu Glu Leu Met Arg Met Leu Ala 
100 105 110 

Glu Asp Glu Leu Arg Asp Ala Val Leu Leu Val Phe Ala Asn Lys Gin 
115 120 125 



Asp Leu Pro Asn Ala Met Asn Ala Ala Glu lie Thr Asp Lys Leu Gly 
130 135 14 0 



Leu His Ser Leu Arg His Arg Asn Trp Tyr lie Gin Ala Thr Cys Ala 
145 150 155 ' 160 

Thr Ser Gly Asp Gly Leu Tyr Glu Gly Leu Asp Trp Leu Ser Asn Gin 
165 170 175 



Leu Arg Asn Gin Lys 
18 0 



417 



<210> 191 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (84) . . (161) 

<400> 191 

acccggcgct ccattaaata gccgtagacg gaacttcgcc tttctctcgg ccttagcgcc 60 

atttttttgg aaacctctgc gcc atg aga gcc aag tgg agg aag aag cga atg 113 

Met Arg Ala Lys Trp Arg Lys Lys Arg Met 
1 5 10 

cgc agg ctg aag cgc aaa aga aga aag atg agg cag agg tec aag taa 161 
Arg Arg Leu Lys Arg Lys Arg Arg Lys Met Arg Gin Arg Ser Lys 





15 




20 




25 




accgctagct 


tgttgcaccg 


tggaggecac 


aggagcagaa 


acatggaatg 


ccagacgctg 


221 


gggatgctgg 


tacaagttgt 


gggactgeat 


gctactgtct 


agagcttgtc 


tcaatggatc 


281 


tagaacttca 


tcgccctctg 


atcgccgatc 


acctctgaga 


cccaccttgc 


tcataaacaa 


341 


aatgcccatg 


ttggtcctct 


gccctggacc 


tgtgacattc 


tggactattt 


ctgtgtttat 


401 


ttgtggccga 


gtgtaacaac 


catataataa 


atcacctctt 


ccgctgtttt 


agctgaagaa 


461 


ttaaatcaaa 


aaaaaaa 










478 



<210> 192 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 192 

Met Arg Ala Lys Trp Arg Lys Lys Arg Met Arg Arg Leu Lys Arg Lys 
1 5 10 15 



Arg Arg Lys Met Arg Gin Arg Ser Lys 
20 " 25 



<210> 193 

<211> 1593 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48) . . (1232) 

<400> 193 

ccgccgccgc cgcagcccgg ccgcgccccg ccgccgccgc cgccgcc atg ggc tgc 56 

Met Gly Cys 
1 



418 



etc ggg aac 
Leu Gly Asn 
5 

cgt gag gec 
Arg Glu Ala 
20 

gtc tac egg 
Val Tyr Arg 



ggt aaa age 
Gly Lys Ser 



ttt aat gga 
Phe Asn Gly 
70 

age gat ggt 
Ser Asp Gly 
85 

aaa gag gcg 
Lys Glu Ala 
100 

ccc gtg gag 
Pro Val Glu 



ctg agt gtg 
Leu Ser Val 



gag cat gee 
Glu His Ala 
150 

gaa cgc tec 
Glu Arg Ser 
165 

gac aag ate 
Asp Lys lie 
180 

gac ctg ctt 
Asp Leu Leu 



ttc cag gtg 
Phe Gin Val 



cgc gat gaa 
Arg Asp Glu 
230 

ate ate ttc 
He He Phe 
245 



agt aag acc 
Ser Lys Thr 



aac aaa aag 
Asn Lys Lys 
25 

gee acg cac 
Ala Thr His 
40 

acc att gtg 
Thr He Val 
55 

gag ggc ggc 
Glu Gly Gly 



gag aag gca 
Glu Lys Ala 



att gaa acc 
He Glu Thr 
105 

ctg gee aac 
Leu Ala Asn 
120 

atg aac gtg 
Met Asn Val 
135 

aag get ctg 
Lys Ala Leu 



aac gag tac 
Asn Glu Tyr 



gac gtg ate 
Asp Val He 
185 

cgc tgc cgt 
Arg Cys Arg 
200 

gac aaa gtc 
Asp Lys Val 
215 

cgc cgc aag 
Arg Arg Lys 



gtg gtg gee 
Val Val Ala 



gag gac cag 
Glu Asp Gin 
10 

ate gag aag 
He Glu Lys 



cgc ctg ctg 
Arg Leu Leu 



aag cag atg 
Lys Gin Met 
60 

gaa gag gac 
Glu Glu Asp 
75 

acc aaa gtg 
Thr Lys Val 
90 

att gtg gee 
He Val Ala 



ccc gag aac 
Pro Glu Asn 



cct gac ttt 
Pro Asp Phe 
140 

tgg gag gat 
Trp Glu Asp 
155 

cag ctg att 
Gin Leu He 
170 

aag cag get 
Lys Gin Ala 



gtc ctg act 
Val Leu Thr 



aac ttc cac 
Asn Phe His 
220 

tgg ate cag 
Trp He Gin 
235 

age age age 
Ser Ser Ser 
250 



cgc aac gag 
Arg Asn Glu 
15 

cag ctg cag 
Gin Leu Gin 
30 

ctg ctg ggt 
Leu Leu Gly 
4 5 

agg ate ctg 
Arg He Leu 



ccg cag get 
Pro Gin Ala 



cag gac ate 
Gin Asp He 
95 

gee atg age 
Ala Met Ser 
110 

cag ttc aga 
Gin Phe Arg 
125 

gac ttc cct 
Asp Phe Pro 



gaa gga gtg 
Glu Gly Val 



gac tgt gee 
Asp Cys Ala 
175 

gac tat gtg 
Asp Tyr Val 
190 

tct gga ate 
Ser Gly He 
205 

atg ttt gac 
Met Phe Asp 



tgc ttc aac 
Cys Phe Asn 



tac aac atg 
Tyr Asn Met 
255 



gag aag gcg 
Glu Lys Ala 



aag gac aag 
Lys Asp Lys 



get gga gaa 
Ala Gly Glu 
50 

cat gtt aat 
His Val Asn 
65 

gca agg age 
Ala Arg Ser 
80 

aaa aac aac 
Lys Asn Asn 



aac ctg gtg 
Asn Leu Val 



gtg gac tac 
Val Asp Tyr 
130 

ccc gaa ttc 
Pro Glu Phe 
145 

cgt gee tgc 
Arg Ala Cys 
160 

cag tac ttc 
Gin Tyr Phe 



ccg age gat 
Pro Ser Asp 



ttt gag acc 
Phe Glu Thr 
210 

gtg ggt ggc 
Val Gly Gly 
225 

gat gtg act 
Asp Val Thr 
240 

gtc ate egg 
Val He Arg 



cag 104 
Gin 



cag 152 

Gin 

35 

tct 200 
Ser 



ggg 248 
Gly 



aac 296 
Asn 



ctg 344 
Leu 



ccc 392 

Pro 

115 

ate 440 
He 



tat 488 
Tyr 



tac 536 
Tyr 



ctg 584 
Leu 



cag 632 

Gin 

195 

aag 680 
Lys 



cag 728 
Gin 



gee 776 
Ala 



gag 824 
Glu 



419 



gac aac cag acc aac cgc ctg cag gag get ctg aac etc ttc aag age 872 
Asp Asn Gin Thr Asn Arg Leu Gin Glu Ala Leu Asn Leu Phe Lys Ser 
260 265 270 275 

ate tgg aac aac aga tgg ctg cgc acc ate tct gtg ate ctg ttc etc 920 
lie Trp Asn Asn Arg Trp Leu Arg Thr lie Ser Val lie Leu Phe Leu 
280 285 290 

aac aag caa gat ctg etc get gag aaa gtc ctt get ggg aaa teg aag 968 
Asn Lys Gin Asp Leu Leu Ala Glu Lys Val Leu Ala Gly Lys Ser Lys 
295 300 305 

att gag gac tac ttt cca gaa ttt get cgc tac act act cct gag gat 1016 
lie Glu Asp Tyr Phe Pro Glu Phe Ala Arg Tyr Thr Thr Pro Glu Asp 
310 315 320 

get act ccc gag ccc gga gag gac cca cgc gtg acc egg gee aag tac 1064 
Ala Thr Pro Glu Pro Gly Glu Asp Pro Arg Val Thr Arg Ala Lys Tyr 
325 330 335 

ttc att cga gat gag ttt ctg agg ate age act gec agt gga gat ggg 1112 
Phe lie Arg Asp Glu Phe Leu Arg lie Ser Thr Ala Ser Gly Asp Gly 
340 345 350 355 

cgt cac tac tgc tac cct cat ttc acc tgc get gtg gac act gag aac 1160 
Arg His Tyr Cys Tyr Pro His Phe Thr Cys Ala Val Asp Thr Glu Asn 
360 365 370 

ate cgc cgt gtg ttc aac gac tgc cgt gac ate att cag cgc atg cac 1208 
lie Arg Arg Val Phe Asn Asp Cys Arg Asp lie lie Gin Arg Met His 
375 380 385 

ctt cgt cag tac gag ctg etc taa gaagggaacc cccaaattta attaaagect 1262 
Leu Arg Gin Tyr Glu Leu Leu 
390 



taagcacaat 


taattaaaag 


tgaaacgtaa 


ttgtacaagc 


agttaatcac 


ccaccatagg 


1322 


gcatgattaa 


caaagcaacc 


tttcccttcc 


cccgagtgat 


tttgegaaac 


ccccttttcc 


1382 


cttcagcttg 


cttagatgtt 


ccaaatttag 


aaagcttaag 


gcggcctaca 


gaaaaaggaa 


1442 


aaaaggecac 


aaaagttccc 


tctcactttc 


agtaaaaata 


aataaaacag 


cagcagcaaa 


1502 


caaataaaat 


gaaataaaag 


aaacaaatga 


aataaatatt 


gtgttgtgca 


gcattaaaaa 


1562 


aaatcaaaat 


aaaaattaaa 


tgtgagcaaa 


g 






1593 



<210> 194 

<211> 394 

<212> PRT 

<213> Homo sapiens 

<400> 194 

Met Gly Cys Leu Gly Asn Ser Lys Thr Glu Asp Gin Arg Asn Glu Glu 
1 5 10 15 



Lys Ala Gin Arg Glu Ala Asn Lys Lys lie Glu Lys Gin Leu Gin Lys 
20 25 30 



Asp Lys Gin Val Tyr Arg Ala Thr His Arg Leu Leu Leu Leu Gly Ala 
35 40 45 



420 



Gly Glu Ser Gly Lys Ser Thr lie Val Lys Gin Met Arg lie Leu His 
50 55 ~ 60 



Val Asn Gly Phe Asn Gly Glu Gly Gly Glu Glu Asp Pro Gin Ala Ala 
65 70 ^ ' 75 80 



Arg Ser Asn Ser Asp Gly Glu Lys Ala Thr Lys Val Gin Asp lie Lys 
85 90 95 



Asn Asn Leu Lys Glu Ala lie Glu Thr lie Val Ala Ala Met Ser Asn 
100 105 110 



Leu Val Pro Pro Val Glu Leu Ala Asn Pro Glu Asn Gin Phe Arg Val 
115 120 125 



Asp Tyr lie Leu Ser Val Met Asn Val Pro Asp Phe Asp Phe Pro Pro 
130 135 140 



Glu Phe Tyr Glu His Ala Lys Ala Leu Trp Glu Asp Glu Gly Val Arg 
145 150 155 " 160 



Ala Cys Tyr Glu Arg Ser Asn Glu Tyr Gin Leu lie Asp Cys Ala Gin 
165 170 175 



Tyr Phe Leu Asp Lys lie Asp Val lie Lys Gin Ala Asp Tyr Val Pro 
180 185 190 



Ser Asp Gin Asp Leu Leu Arg Cys Arg Val Leu Thr Ser Gly lie Phe 
195 200 205 



Glu Thr Lys Phe Gin Val Asp Lys Val Asn Phe His Met Phe Asp Val 
210 215 220 



Gly Gly Gin Arg Asp Glu Arg Arg Lys Trp lie Gin Cys Phe Asn Asp 
225 230 235 " 240 



Val Thr Ala lie He Phe Val Val Ala Ser Ser Ser Tyr Asn Met Val 
245 250 255 



He Arg Glu Asp Asn Gin Thr Asn Arg Leu Gin Glu Ala Leu Asn Leu 
260 265 270 



Phe Lys Ser He Trp Asn Asn Arg Trp Leu Arg Thr He Ser Val He 
275 280 285 



Leu Phe Leu Asn Lys Gin Asp Leu Leu Ala Glu Lys Val Leu Ala Gly 
290 295 300 



421 



Lys Ser Lys lie Glu Asp Tyr Phe Pro Glu Phe Ala Arg Tyr Thr Thr 
305 310 315 320 



Pro Glu Asp Ala Thr Pro Glu Pro Gly Glu Asp Pro Arg Val Thr Arg 
325 330 335 



Ala Lys Tyr Phe lie Arg Asp Glu Phe Leu Arg lie Ser Thr Ala Ser 
340 345 350 



Gly. Asp Gly Arg His Tyr Cys Tyr Pro His Phe Thr Cys Ala Val Asp 
355 " 360 365 



Thr Glu Asn lie Arg Arg Val Phe Asn Asp Cys Arg Asp lie lie Gin 
370 ' ' 375 ~ 380 

Arg Met His Leu Arg Gin Tyr Glu Leu Leu 
385 390 



<210> 195 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 195 



cgcctactac 


tactatacgg 


gggcgagatg 


acgacagaag 


ggatgccaaa 


tctgtcaaga 


60 


tcaagaaaaa 


taaggacaac 


gtgaagttta 


aagttcgatg 


cagcagatac 


ctttacaccc 


120 


tggtcatcac 


tgacaaagag 


aaggcagaga 


aactgaagca 


gtccctgccc 


ccggtttggc 


180 


agtgaaggaa 


ctgaaatgaa 


ccagacacac 


tgattggaac 


tgtattatat 


taaaatacta 


240 


aaaatcctaa 


aaaaaaaaaa 


aaaaagaaaa 


aaaaaataaa 


aaaaaaaaaa 


aaaaaaaagt 


300 


cgtatcga 












308 



<210> 196 

<211> 5160 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (304) . . (3555) 



<400> 196 



gttccaggtg 


caagcgccgg 


gtttgctgcc 


cgctgggcgc 


ccctgcagcg 


gcccgagctg 


60 


tggccggcgt 


ggatgagggg 


caggcgaggc 


agggccgccc 


ctccagtatt 


gccgcccctc 


120 


ccgccccagg 


gcagggctgg 


gagggtacag 


cccgggggcg 


ggctcgggtc 


gcctcccggc 


180 


cgccgcgtcc 


tcgctgcccc 


gggccgggcg 


ggcgggcgcc 


gagagcctcc 


cagcccgccc 


240 


cgtgccccgc 


ccgcccggct 


gcttccgcgg 


cggcgctgcc 


cgcacatggg 


ctaggctgcc 


300 
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agg atg ttc 
Met Phe 
1 

ctt ggc ggc 
Leu Gly Gly 



act cag gaa 
Thr Gin Glu 



aat gca ata 
Asn Ala lie 
50 

cag caa tat 
Gin Gin Tyr 
65 

tea cag tec 
Ser Gin Ser 
80 

ctt ttg gta 
Leu Leu Val 



aaa cgt ttg 
Lys Arg Leu 



ttt gtc aag 
Phe Val Lys 
130 

ata aaa aga 
lie Lys Arg 
145 

gat gac agt 
Asp Asp Ser 
160 

teg tct gag 
Ser Ser Glu 



gtg tea gtg 
Val Ser Val 



tat agg tct 
Tyr Arg Ser 
210 

gaa tat tct 
Glu Tyr Ser 
225 

aat gtt eta 
Asn Val Leu 
240 



age ttc gaa 
Ser Phe Glu 
5 

gcg age agg 
Ala Ser Arg 
20 

gaa aga aga 
Glu Arg Arg 
35 

att ate cag 
He He Gin 



tec ate caa 
Ser He Gin 



ggg ggc get 
Gly Gly Ala 
85 

agg cag ctt 
Arg Gin Leu 
100 

ata tgg ctg 
He Trp Leu 
115 

cag ttg gat 
Gin Leu Asp 



ttg atg age 
Leu Met Ser 



ttg aat gtt 
Leu Asn Val 
165 

aat act tac 
Asn Thr Tyr 
180 

att gaa caa 
He Glu Gin 
195 

eta tat ttg 
Leu Tyr Leu 



gat tta tct 
Asp Leu Ser 



aaa cca ttg 
Lys Pro Leu 
245 



ggc gac ttc 
Gly Asp Phe 



aag gag gaa 
Lys Glu Glu 



aag aga gag 
Lys Arg Glu 
40 

tea ttt att 
Ser Phe lie 
55 

aga agt gca 
Arg Ser Ala 
70 

ttt ccc att 
Phe Pro He 



ctg ttt ttt 
Leu Phe Phe 



tat cag aac 
Tyr Gin Asn 
120 

gga tct gag 
Gly Ser Glu 
135 

etc tgt tgc 
Leu Cys Cys 
150 

gca ctt cca 
Ala Leu Pro 



ttg cct gtt 
Leu Pro Val 



att ttg cac 
He Leu His 
200 

ttg att aac 
Leu He Asn 
215 

cga gtt cct 
Arg Val Pro 
230 

cac ttt act 
His Phe Thr 



aag acg egg 
Lys Thr Arg 
10 

aag get tct 
Lys Ala Ser 
25 

gaa gaa agg 
Glu Glu Arg 



cga ggc tat 
Arg Gly Tyr 



ttt gat cgc 
Phe Asp Arg 
7 5 

get aat ggc 
Ala Asn Gly 
90 

tac aaa caa 
Tyr Lys Gin 
105 

tta att aaa 
Leu lie Lys 



aga ctt aca 
Arg Leu Thr 



agg ttg ctg 
Arg Leu Leu 
155 

atg aga atg 
Met Arg Met 
170 

tta caa gat 
Leu Gin Asp 
185 

tac atg att 
Tyr Met lie 



age aag ctt 
Ser Lys Leu 



ata gca aaa 
He Ala Lys 
235 

tac aac tec 
Tyr Asn Ser 
250 



ccc aag gtg 
Pro Lys Val 



ctt tta cat 
Leu Leu His 
30 

cga agg ttg 
Arg Arg Leu 
45 

aga gac aga 
Arg Asp Arg 
60 

tgt get acc 
Cys Ala Thr 



ccc aac ctt 
Pro Asn Leu 



aat gaa gac 
Asn Glu Asp 
110 

cac age tct 
His Ser Ser 
125 

tgc tta ttt 
Cys Leu Phe 
140 

caa aac tgt 
Gin Asn Cys 



ctt gaa gta 
Leu Glu Val 



get age tat 
Ala Ser Tyr 
190 

cac aat ggg 
His Asn Gly 
205 

cca tea agt 
Pro Ser Ser 
220 

att ttg eta 
He Leu Leu 



tgt ccg gaa 
Cys Pro Glu 



tec 348 

Ser 

15 

cgt 396 
Arg 



aaa 444 
Lys 



aaa 492 
Lys 



ttg 540 
Leu 



acc 588 

Thr 

95 

tea 636 
Ser 



ctg 684 
Leu 



cag 732 
Gin 



aat 780 
Asn 



ttt 828 

Phe 

175 

gtg 876 
Val 



tat 924 
Tyr 



att 972 
He 



gag 1020 
Glu 



ggt 1068 

Gly 

255 
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gcg agg caa 
Ala Arg Gin 



cct ttt aca 
Pro Phe Thr 



gcg cag acc 
Ala Gin Thr 
290 

ata gag agt 
lie Glu Ser 
305 

tat ttc gtt 
Tyr Phe Val 
320 

gaa ggg ctg 
Glu Gly Leu 



tta cca gtc 
Leu Pro Val 



tct gag gag 
Ser Glu Glu 
370 

ggc aga ctg 
Gly Arg Leu 
385 

gac aca aag 
Asp Thr Lys 
400 

tct gcg age 
Ser Ala Ser 



ctg atg gtg 
Leu Met Val 



agt tta gec 
Ser Leu Ala 
450 

tct tec atg 
Ser Ser Met 
465 

cag gtg ata 
Gin Val lie 
480 

ate ate cca 
lie lie Pro 



caa gtt ttt 
Gin Val Phe 
260 

gat cag att 
Asp Gin lie 
275 

gtt ttc cct 
Val Phe Pro 



aga tgt tea 
Arg Cys Ser 



tta act gtt 
Leu Thr Val 
325 

ctg gtg tat 
Leu Val Tyr 
340 

tct cct gec 
Ser Pro Ala 
355 

gag agt gaa 
Glu Ser Glu 



tea gta tea 
Ser Val Ser 



cag cag acc 
Gin Gin Thr 
405 

gag gag gtc 
Glu Glu Val 
420 

cag cac cgc 
Gin His Arg 
435 

ttt aat gee 
Phe Asn Ala 



tea aca egg 
Ser Thr Arg 



tec agg ggt 
Ser Arg Gly 
485 

etc ttt tac 
Leu Phe Tyr 
500 



aca gee ttc 
Thr Ala Phe 



ttt cat ttc 
Phe His Phe 
280 

tac gag ccc 
Tyr Glu Pro 
295 

aga aag agt 
Arg Lys Ser 
310 

ggc gaa aat 
Gly Glu Asn 



ttg egg gtg 
Leu Arg Val 



age gcg age 
Ser Ala Ser 
360 

gaa gec gac 
Glu Ala Asp 
375 

tac ata aca 
Tyr lie Thr 
390 

aac acc ctg 
Asn Thr Leu 



ttc acc acc 
Phe Thr Thr 



atg atg gta 
Met Met Val 
440 

agg ttt ctg 
Arg Phe Leu 
4 55 

atg ate aca 
Met He Thr 
470 

tct cct atg 
Ser Pro Met 



ctt ttt age 
Leu Phe Ser 



aca gag gag 
Thr Glu Glu 
265 

ate att ccg 
He He Pro 



ttt ctg aat 
Phe Leu Asn 



ggt gga gca 
Gly Gly Ala 
315 

tat ttg ggg 
Tyr Leu Gly 
330 

ctg cag acc 
Leu Gin Thr 
345 

tgt cac gac 
Cys His Asp 



aag ccc tea 
Lys Pro Ser 



gag gaa tgc 
Glu Glu Cys 
395 

etc aac ctg 
Leu Asn Leu 
410 

atg gee tec 
Met Ala Ser 
425 

ccc aaa gtc 
Pro Lys Val 



aga cat ctt 
Arg His Leu 



ggg tct atg 
Gly Ser Met 
475 

tct ttt gaa 
Ser Phe Glu 
490 

tec ttg ttt 
Ser Leu Phe 
505 



ttt ctg gca 
Phe Leu Ala 
270 

gcg ctt gca 
Ala Leu Ala 
285 

gca ctg ttg 
Ala Leu Leu 
300 

ccc tgg ctt 
Pro Trp Leu 



gec etc tct 
Ala Leu Ser 



ttc etc tct 
Phe Leu Ser 
350 

tea gee agt 
Ser Ala Ser 
365 

age ccg gag 
Ser Pro Glu 
380 

ctg aag aag 
Leu Lys Lys 



gtg tgg agg 
Val Trp Arg 



gtc tgc cac 
Val Cys His 
430 

agg ctt etc 
Arg Leu Leu 
445 

tgg ttt eta 
Trp Phe Leu 
460 

gta ccg ttg 
Val Pro Leu 



gat tct agt 
Asp Ser Ser 



agt cat tea 
Ser His Ser 
510 



gca 1116 
Ala 



gat 1164 
Asp 



tta 1212 
Leu 



ttc 1260 
Phe 



gag 1308 

Glu 

335 

cag 1356 
Gin 



gac 1404 
Asp 



gat 1452 
Asp 



ctg 1500 
Leu 



gac 1548 

Asp 

415 

acg 1596 
Thr 



tac 1644 
Tyr 



ata 1692 
He 



ctt 1740 
Leu 



cga 1788 

Arg 

495 

eta 1836 
Leu 
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att tec ata cat gat aac gaa ttc ttc ggt gat ccc ata gaa gtt gta 1884 
lie Ser lie His Asp Asn Glu Phe Phe Gly Asp Pro lie Glu Val Val 
515 520 ~ 525 

ggt caa aga caa tea tea atg atg cct ttt act tta gaa gag ctg ata 1932 
Gly Gin Arg Gin Ser Ser Met Met Pro Phe Thr Leu Glu Glu Leu lie 
530 535 540 

atg ttg tct cga tgc ctt cga gat gca tgc ctg ggg ate ate aag ttg 1980 
Met Leu Ser Arg Cys Leu Arg Asp Ala Cys Leu Gly lie lie Lys Leu 
545 " " 550 ~ 555 

get tat cca gaa ace aag cca gaa gtt cga gaa gaa tat att aca gca 2028 
Ala Tyr Pro Glu Thr Lys Pro Glu Val Arg Glu Glu Tyr lie Thr Ala 
560 565 570 575 

ttt cag agt att gga gtt act act age tct gaa atg caa caa tgc ata 2076 
Phe Gin Ser He Gly Val Thr Thr Ser Ser Glu Met Gin Gin Cys He 
580 585 590 

cag atg gaa cag aaa aga tgg att cag tta ttt aag gtt ate acc aat 2124 
Gin Met Glu Gin Lys Arg Trp He Gin Leu Phe Lys Val He Thr Asn 
595 600 605 

eta gtg aaa atg ttg aag tec aga gac acg agg aga aat ttt tgt cct 2172 
Leu Val Lys Met Leu Lys Ser Arg Asp Thr Arg Arg Asn Phe Cys Pro 
610 • 615 620 

cca aac cac tgg ctg tea gaa caa gaa gat att aaa gca gat aag gtc 2220 
Pro Asn His Trp Leu Ser Glu Gin Glu Asp lie Lys Ala Asp Lys Val 
625 630 635 

act cag etc tat gtg cca gca tec aga cat gtg tgg agg ttc egg egg 2268 
Thr Gin Leu Tyr Val Pro Ala Ser Arg v His Val Trp Arg Phe Arg Arg 
64 0 645 650 655 

atg ggg agg ata ggc ccg ctg cag tec acc ctg gac gtg ggt ttg gag 2316 
Met Gly Arg He Gly Pro Leu Gin Ser Thr Leu Asp Val Gly Leu Glu 
660 665 J 670 

tec ccg ccg ctg tct gtg tct gag gaa aga cag ctt get gtc ctg aca 2364 
Ser Pro Pro Leu Ser Val Ser Glu Glu Arg Gin Leu Ala Val Leu Thr 
675 680 685 

gag ttg cct ttt gtg gtt cca ttt gag gaa cga gta aag ate ttt cag 2412 
Glu Leu Pro Phe Val Val Pro Phe Glu Glu Arg Val Lys He Phe Gin 
690 695 700 

agg ttg att tat gca gat aag caa gaa gtt caa gga gat ggt cca ttt 24 60 

Arg Leu He Tyr Ala Asp Lys Gin Glu Val Gin Gly Asp Gly Pro Phe 
705 710 715 

ctg gat gga att aat gtc aca ata aga aga aat tac att tat gaa gat 2508 
Leu Asp Gly He Asn Val Thr He Arg Arg Asn Tyr He Tyr Glu Asp 
720 725 730 ~ 735 

get tat gac aaa ctt tct cca gaa aat gag cct gat ttg aaa aag egg 2556 
Ala Tyr Asp Lys Leu Ser Pro Glu Asn Glu Pro Asp Leu Lys Lys Arg 
740 745 " 750 

ate cgt gtg cac ttg etc aat gee cat ggc ctg gat gaa get ggc att 2604 
lie Arg Val His Leu Leu Asn Ala His Gly Leu Asp Glu Ala Gly lie 
755 760 765 



425 



gat ggt ggt ggt att ttc aga gag ttt tta aat gaa eta ctg aag tea 2652 
Asp Gly Gly Gly lie Phe Arg Glu Phe Leu Asn Glu Leu Leu Lys Ser 
770 775 780 

gga ttt aac ccc aac cag ggg ttc ttt aag act act aat gaa ggg ctt 2700 
Gly Phe Asn Pro Asn Gin Gly Phe Phe Lys Thr Thr Asn Glu Gly Leu 
785 790 795 

ctg tac ccc aac ccg get get cag atg ctt gtg gga gat tct ttt gee 2748 
Leu Tyr Pro Asn Pro Ala Ala Gin Met Leu Val Gly Asp Ser Phe Ala 
800 805 810 815 

aga cat tac tac ttc eta gee aga atg ctt gga aag get etc tat gag 2796 
Arg His Tyr Tyr Phe Leu Ala Arg Met Leu Gly Lys Ala Leu Tyr Glu 
820 825 830 

aac atg ctg gtg gag ctg ccc ttt gca ggc ttc ttt ctt tec aag ttg 2844 
Asn Met Leu Val Glu Leu Pro Phe Ala Gly Phe Phe Leu Ser Lys Leu 
835 840 845 

ctt gga acc agt gec gac gtg gac att cac cac etc gee tec eta gac 28 92 

Leu Gly Thr Ser Ala Asp Val Asp lie His His Leu Ala Ser Leu Asp 
850 855 860 

cct gag gtg tat aag aat ttg etc ttt ctg aag age tac gaa gac gat 2940 
Pro Glu Val Tyr Lys Asn Leu Leu Phe Leu Lys Ser Tyr Glu Asp Asp 
8 65 870 875 

gtg gag gag ctt ggg ctg aac ttc act gtg gtg aac aat gac ctg gga 2988 
Val Glu Glu Leu Gly Leu Asn Phe Thr Val Val Asn Asn Asp Leu Gly 
880 885 890 895 

gag gcg cag gta gtt gaa eta aaa ttc ggt ggg aaa gac ate cct gtc 3036 
Glu Ala Gin Val Val Glu Leu Lys Phe Gly Gly Lys Asp He Pro Val 
900 905 910 

acc age gee aac egg att gcg tac ate cac ttg gtg gca gac tac agg 3084 
Thr Ser Ala Asn Arg He Ala Tyr He His Leu Val Ala Asp Tyr Arg 
915 920 925 

ctg aac agg cag ate cgc cag cac tgc ctg get ttc cgc cag ggc ctt 3132 
Leu Asn Arg Gin He Arg Gin His Cys Leu Ala Phe Arg Gin Gly Leu 
930 935 940 

gee aat gtc gtc age etc gag tgg etc cga atg ttt gat cag caa gaa 3180 
Ala Asn Val Val Ser Leu Glu Trp Leu Arg Met Phe Asp Gin Gin Glu 
945 950 955 

att cag gta tta att tct ggt gca caa gtt ccc ata age eta gag gac 3228 
He Gin Val Leu He Ser Gly Ala Gin Val Pro He Ser Leu Glu Asp 
960 965 970 975 

eta aaa tec ttt aca aac tat tea gga ggc tat tct gca gac cat cct 3276 
Leu Lys Ser Phe Thr Asn Tyr Ser Gly Gly Tyr Ser Ala Asp His Pro 
980 985 990 

gtt att aag gtc ttc tgg aga gtt gtg gaa ggg ttc act gat gaa gaa 3324 
Val He Lys Val Phe Trp Arg Val Val Glu Gly Phe Thr Asp Glu Glu 
995 1000 1005 



aag cgc aaa ctg ctg aag ttt gta aca age tgc tct cga ccc cct 3369 
Lys Arg Lys Leu Leu Lys Phe Val Thr Ser Cys Ser Arg Pro Pro 
1010 1015 1020 
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etc ttg ggg ttt aag gag ttg tat ccc gca ttt tgt att cac aac 3414 
Leu Leu Gly Phe Lys Glu Leu Tyr Pro Ala Phe Cys lie His Asn 
1025 1030 1035 

gga ggc tec gac ctt gag egg etc ccc aca gec age acc tgc atg 3459 
Gly Gly Ser Asp Leu Glu Arg Leu Pro Thr Ala Ser Thr Cys Met 
1040 1045 1050 

aac ctg ctg aag etc ccc gag ttc tat gac gag aca ctt ttg cga 3504 
Asn Leu Leu Lys Leu Pro Glu Phe Tyr Asp Glu Thr Leu Leu Arg 
1055 1060 1065 

agt aaa ctt etc tat gcg att gaa tgt gec get ggc ttt gag ctg 3549 
Ser Lys Leu Leu Tyr Ala lie Glu Cys Ala Ala Gly Phe Glu Leu 
1070 1075 1080 

age tga agetgatget ggggtcagac ccctacagag aaccagtget tccttcgtca 3605 
Ser 



gcagcgcctc 


cccagaccca 


cgaggatact 


cacactgcac 


gectgagget 

3 3 3 3 


ctcctaagct 


3665 


ccttctttca 


ttctgecatt 


cctccctccc 


ttcctttttt 


aaatgatttt 


tattaeggtg 


3725 


tggtcactta 


tttagatgga 


cattgetttt 


caaataactt 


aaaataacac 


gttatgtgcc 


3785 


atgtggctac 


tttagtaata 


ttgccaagaa 


gagcacagtt 


tttacactag 


tggcatctca 


3845 


gtgaaattaa 


ccaaagatga 


agctttggct 


ttgctggtga 


gat cagagee 


ct cctgagca 


3905 


ggcagcgcca 

3 3 zj 3 


ctccagggtt 


caqacaqqqc 

3 333 


tgcacaggcg 


gcagagat ac 


aqqqt ctqaq 

333 3 3 


3965 


qqctqaqacq 

3 3 3 3 3 


ccatqqqqcc 


getgetgett 


atqtqqttqq 

3 3 3 3 3 


att gt ttaca 


agect catta 


4025 


ttaaaactga 


aggcattttt 


tttttctget 


gcctttccca 


aagtggtt ag 


gtt tggaaaa 


4085 


gagatgatga 


tggtaatatt 


ttattt gtgc 


tttttaagee 


att t ccccaa 


at gqqact aq 

333^^3 


4145 


catgcttgtt 


ttcagtatac 


cgtggcctgc 


ctcatgatgg 


tttggagata 


ctgtctgtgg 


4205 


atgtgaggtg 


gggacttcat 


tcattgtcct 


atttctatct 


ccactttgtg 


cctggagagc 


4265 


tttcagggga 


ggtggaggag 


gagggtctgc 


caagctactg 


caacatctgt 


cacccactat 


4325 


acccagttac 


ttgggggagg 


acagacactg 


tggtgtcatt 


aaagttgttt 


gaaccaaagt 


4385 


ggeggctgea 


tctttgtccc 


gatgetagee 


gtgeeggtet 


cccatcatcc 


gctcgccctc 


4445 


ctttcccctg 


ggctgcgccc 


acttgtcttc 


ctggatattt 


gggggtgact 


cgccatgctt 


4505 


ggcaccctct 


gcttcctggt 


getgetctga 


ctcgaagacg 


ggacagtccc 


tggtgcacat 


4565 


ccagggaaga 


ggagtgtcgg 


tagttcttgc 


agtaggcact 


ttatcaggac 


ctgacctgtt 


4625 


gctgggtgat 


tttagtctct 


acaaacagaa 


agcgtttcaa 


agegtcaget 


gtgggagcag 


4685 


agtgaccctt 


tgetgatget 


ggggggaggg 


gatctaaatc 


ctcatttatc 


tcttctatgt 


4745 


ctagtatttt 


actgtcactg 


gaggctctgt 


gggctgtcat 


agttaattga 


ccataattag 


4805 


caatatactt 


ttaaagtggg 


aaagctgaat 


gacactttta 


agacaatgaa 


cattatcaaa 


4865 


acaaaatgta 


taatttctta 


atttgaataa 


taagcgttta 


aatgctattt 


gtagtcttga 


4925 


tatacagaaa 


taaaataatt 


agggttggtc 


ttttttattt 


taggttttat 


gttgaatgtt 


4985 
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ctatatctta ttagttaatt tgtatatttt attagtattt tggaaatagc atatctgaga 5045 
ctgaggagaa attgacaatt cacttatttg tggttttttt ctcagctatt ctgagcttat 5105 
ttatttattt gtatgttcta atggctaaac atttacatta aatatttttt ttccc 5160 

<210> 197 

<211> 1083 

<212> PRT 

<213> Homo sapiens 

<400> 197 

Met Phe Ser Phe Glu Gly Asp Phe Lys Thr Arg Pro Lys Val Ser Leu 
15 10 15 

Gly Gly Ala Ser Arg Lys Glu Glu Lys Ala Ser Leu Leu His Arg Thr 
20 25 30 

Gin Glu Glu Arg Arg Lys Arg Glu Glu Glu Arg Arg Arg Leu Lys Asn 
35 40 45 

Ala lie lie lie Gin Ser Phe lie Arg Gly Tyr Arg Asp Arg Lys Gin 
50 55 60 

Gin Tyr Ser lie Gin Arg Ser Ala Phe Asp Arg Cys Ala Thr Leu Ser 
65 70 75 80 

Gin Ser Gly Gly Ala Phe Pro lie Ala Asn Gly Pro Asn Leu Thr Leu 
85 90 " 95 

Leu Val Arg Gin Leu Leu Phe Phe Tyr Lys Gin Asn Glu Asp Ser Lys 
100 105 110 

Arg Leu lie Trp Leu Tyr Gin Asn Leu lie Lys His Ser Ser Leu Phe 
115 120 125 

Val Lys Gin Leu Asp Gly Ser Glu Arg Leu Thr Cys Leu Phe Gin lie 
130 135 140 

Lys Arg Leu Met Ser Leu Cys Cys Arg Leu Leu Gin Asn Cys Asn Asp 
145 150 " " 155 160 

Asp Ser Leu Asn Val Ala Leu Pro Met Arg Met Leu Glu Val Phe Ser 
165 170 175 

Ser Glu Asn Thr Tyr Leu Pro Val Leu Gin Asp Ala Ser Tyr Val Val 
180 185 190 

Ser Val lie Glu Gin lie Leu His Tyr Met He His Asn Gly Tyr Tyr 
195 200 " 205 
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Arg Ser Leu Tyr Leu Leu lie Asn Ser Lys Leu Pro Ser Ser lie Glu 
210 215 " 220 



Tyr Ser Asp Leu Ser Arg Val Pro lie Ala Lys lie Leu Leu Glu Asn 
225 230 235 240 



Val Leu Lys Pro Leu His Phe Thr Tyr Asn Ser Cys Pro Glu Gly Ala 
245 250 255 



Arg Gin Gin Val Phe Thr Ala Phe Thr Glu Glu Phe Leu Ala Ala Pro 
260 265 270 



Phe Thr Asp Gin lie Phe His Phe lie lie Pro Ala Leu Ala Asp Ala 
275 280 285 



Gin Thr Val Phe Pro Tyr Glu Pro Phe Leu Asn Ala Leu Leu Leu lie 
290 295 300 



Glu Ser Arg Cys Ser Arg Lys Ser Gly Gly Ala Pro Trp Leu Phe Tyr 
305 310 315 320 



Phe Val Leu Thr Val Gly Glu Asn Tyr Leu Gly Ala Leu Ser Glu Glu 
325 330 ~ 335 

Gly Leu Leu Val Tyr Leu Arg Val Leu Gin Thr Phe Leu Ser Gin Leu 
340 345 350 



Pro Val Ser Pro Ala Ser Ala Ser Cys His Asp Ser Ala Ser Asp Ser 
355 360 365 



Glu Glu Glu Ser Glu Glu Ala Asp Lys Pro Ser Ser Pro Glu Asp Gly 
370 375 380 



Arg Leu Ser Val Ser Tyr lie Thr Glu Glu Cys Leu Lys Lys Leu Asp 
385 390 395 ' 400 

Thr Lys Gin Gin Thr Asn Thr Leu Leu Asn Leu Val Trp Arg Asp Ser 
405 410 415 

Ala Ser Glu Glu Val Phe Thr Thr Met Ala Ser Val Cys His Thr Leu 
420 425 " 430 

Met Val Gin His Arg Met Met Val Pro Lys Val Arg Leu Leu Tyr Ser 
4 35 440 4 45 



Leu Ala Phe Asn Ala Arg Phe Leu Arg His Leu Trp Phe Leu lie Ser 
450 455 460 



Ser Met Ser Thr Arg Met lie Thr Gly Ser Met Val Pro Leu Leu Gin 
465 470 475 480 
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Val lie Ser Arg Gly Ser Pro Met Ser Phe Glu Asp Ser Ser Arg lie 
485 490 495 



lie Pro Leu Phe Tyr Leu Phe Ser Ser Leu Phe Ser His Ser Leu lie 
500 505 510 



Ser lie His Asp Asn Glu Phe Phe Gly Asp Pro lie Glu Val Val Gly 
515 520 525 



Gin Arg Gin Ser Ser Met Met Pro Phe Thr Leu Glu Glu Leu lie Met 
530 535 540 



Leu Ser Arg Cys Leu Arg Asp Ala Cys Leu Gly lie lie Lys Leu Ala 
545 550 555 560 



Tyr Pro Glu Thr Lys Pro Glu Val Arg Glu Glu Tyr lie Thr Ala Phe 
565 570 575 



Gin Ser lie Gly Val Thr Thr Ser Ser Glu Met Gin Gin Cys lie Gin 
580 585 590 



Met Glu Gin Lys Arg Trp lie Gin Leu Phe Lys Val lie Thr Asn Leu 
595 600 605 



Val Lys Met Leu Lys Ser Arg Asp Thr Arg Arg Asn Phe Cys Pro Pro 
610 615 " 620 



Asn His Trp Leu Ser Glu Gin Glu Asp lie Lys Ala Asp Lys Val Thr 
625 630 635 - 640 



Gin Leu Tyr Val Pro Ala Ser Arg His Val Trp Arg Phe Arg Arg Met 
645 650 655 



Gly Arg lie Gly Pro Leu Gin Ser Thr Leu Asp Val Gly Leu Glu Ser 
660 665 670 



Pro Pro Leu Ser Val Ser Glu Glu Arg Gin Leu Ala Val Leu Thr Glu 
675 680 685 



Leu Pro Phe Val Val Pro Phe Glu Glu Arg Val Lys lie Phe Gin Arg 
690 695 ~ 700 



Leu lie Tyr Ala Asp Lys Gin Glu Val Gin Gly Asp Gly Pro Phe Leu 
705 710 715 " 720 

Asp Gly lie Asn Val Thr lie Arg Arg Asn Tyr lie Tyr Glu Asp Ala 
725 730 " 735 
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Tyr Asp Lys Leu Ser Pro Glu Asn Glu Pro Asp Leu Lys Lys Arg lie 
740 745 750 



Arg Val His Leu Leu Asn Ala His Gly Leu Asp Glu Ala Gly lie Asp 
7 55 7 60 ' * 7 65 



Gly Gly Gly lie Phe Arg Glu Phe Leu Asn Glu Leu Leu Lys Ser Gly 
770 775 780 



Phe Asn Pro Asn Gin Gly Phe Phe Lys Thr Thr Asn Glu Gly Leu Leu 
785 790 795 800 



Tyr Pro Asn Pro Ala Ala Gin Met Leu Val Gly Asp Ser Phe Ala Arg 
805 810 815 



His Tyr Tyr Phe Leu Ala Arg Met Leu Gly Lys Ala Leu Tyr Glu Asn 
820 825 830 



Met Leu Val Glu Leu Pro Phe Ala Gly Phe Phe Leu Ser Lys Leu Leu 
835 840 845 



Gly Thr Ser Ala Asp Val Asp lie His His Leu Ala Ser Leu Asp Pro 
850 855 860 



Glu Val Tyr Lys Asn Leu Leu Phe Leu Lys Ser Tyr Glu Asp Asp Val 
865 870 875 ~ 880 



Glu Glu Leu Gly Leu Asn Phe Thr Val Val Asn Asn Asp Leu Gly Glu 
885 890 ' 895 



Ala Gin Val Val Glu Leu Lys Phe Gly Gly Lys Asp lie Pro Val Thr 

900 905 910 

Ser Ala Asn Arg lie Ala Tyr lie His Leu Val Ala Asp Tyr Arg Leu 
915 920 925 



Asn Arg Gin lie Arg Gin His Cys Leu Ala Phe Arg Gin Gly Leu Ala 
930 935 940 



Asn Val Val Ser Leu Glu Trp Leu Arg Met Phe Asp Gin Gin Glu lie 
945 950 955 ~ 960 



Gin Val Leu lie Ser Gly Ala Gin Val Pro lie Ser Leu Glu Asp Leu 
965 970 975 



Lys Ser Phe Thr Asn Tyr Ser Gly Gly Tyr Ser Ala Asp His Pro Val 
980 985 990 



lie Lys Val Phe Trp Arg Val Val Glu Gly Phe Thr Asp Glu Glu Lys 
995 1000 1005 
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Arg Lys Leu Leu Lys Phe Val Thr Ser Cys Ser Arg Pro Pro Leu 
1010 ~ 1015 1020 

Leu Gly Phe Lys Glu Leu Tyr Pro Ala Phe Cys lie His Asn Gly 
1025 1030 1035 

Gly Ser Asp Leu Glu Arg Leu Pro Thr Ala Ser Thr Cys Met Asn 
1040 1045 1050 

Leu Leu Lys Leu Pro Glu Phe Tyr Asp Glu Thr Leu Leu Arg Ser 
1055 1060 1065 

Lys Leu Leu Tyr Ala lie Glu Cys Ala Ala Gly Phe Glu Leu Ser 



<210> 198 

<211> 1010 

<212> DNA 

<213> Homo sapiens 

<400> 198 

tattttccag ccttatgtgt tacattattc caatgatacc caacagttta tttttattat 60 

ttttttaaac aaaatttcac agttctgtaa tgtaggcact tttattttca ttgtgattta 120 

tatataaggt aatgtagggt tatatttggg agtgactgca agcatttttc catctgtgtg 180 

caactaactg actctgttat tgatcccttc tcctgccctt tcccaggtaa tttaaattgg 240 

tcatggtaga tttttttcat agatttgaaa aacttttagg ttgttaccaa gtatgaagta 300 

taaatctggg gaagaggttt tatttacatt ttagggtggg taagaaagcc accttgttac 360 

aaatttttta atttccaaaa taatctatat taaatgaggg tttctgatct gtactttgtg 420 

tttagctacc tttttatatt taaaaaatta aaaatgaaaa ttacgttctt acaagcttaa 480 

agcttgattt gatctttgtt taaatgccaa aatgtactta aatgagttac ttagaatgcc 540 

ataaaattgc agtttcatgt atgtatataa tcatgctcat gtatatttag ttacgtataa 600 

tgctttctga gtgagtttta ctcttaaatc atttggttaa atcatttggc ttgctgttta 660 

ctcccttctg tagtttttaa ttaaaaactt taaagataag tctacattaa acaatgatca 720 

catctaaagc tttatctttg tgtaatctaa gtatatgtga gaaatcagaa ttggeataat 780 

ttgtcttagt tgatattcaa ggctttaaaa gtcattattc ctgggcttgg taagtgaatt 840 

tatgagattt actgctctag aaagtataga tggccaaagg accgttatgt attgcttcct 900 

gattaccagt ctgattatac catgtgtgct aatatacttt ttttgttata gattgtctta 960 

atggtaggtc aagtaataaa aagagatgaa ataatttaaa aaaaaaaaaa 1010 



<210> 199 
<211> 538 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> CDS 

<222> (29) . . (421) 

<400> 199 

ggcacgaggc tgaagataga tcgccatc atg aac gac acc gta act ate cgc 

Met Asn Asp Thr Val Thr lie Arg 
15 



52 



act aga aag ttc atg acc aac cga eta ctt cag agg aaa caa atg gtc 
Thr Arg Lys Phe Met Thr Asn Arg Leu Leu Gin Arg Lys Gin Met Val 
10 15 20 



100 



att gat gtc ctt cac ccc ggg aag gcg aca gtg cct aag aca gaa att 
lie Asp Val Leu His Pro Gly Lys Ala Thr Val Pro Lys Thr Glu lie 
25 30 35 40 



148 



9 aa aaa eta gec aaa atg tac aag acc aca ccg gat gtc ate ttt 
Arg Glu Lys Leu Ala Lys Met Tyr Lys Thr Thr Pro Asp Val lie Phe 
45 50 55 



196 



gta ttt gga ttc aga act cat ttt ggt ggt ggc aag aca act ggc ttt 244 
Val Phe Gly Phe Arg Thr His Phe Gly Gly Gly Lys Thr Thr Gly Phe 
60 65 70 

ggc atg att tat gat tec ctg gat tat gca aag aaa aat gaa ccc aaa 292 
Gly Met lie Tyr Asp Ser Leu Asp Tyr Ala Lys Lys Asn Glu Pro Lys 
75 80 " 85 



cat aga ctt gca aga cat ggc ctg tat gag aag aaa aag acc tea aga 
His Arg Leu Ala Arg His Gly Leu Tyr Glu Lys Lys Lys Thr Ser Arg 
90 95 100 



340 



aag caa cga aag gaa cgc aag aac aga atg aag aaa gtc agg ggg act 
Lys Gin Arg Lys Glu Arg Lys Asn Arg Met Lys Lys Val Arg Gly Thr 
105 110 115 ~ ' 120 



388 



gca aag gee aat gtt ggt get ggc aaa aag tga gctggagatt ggatcacagc 
Ala Lys Ala Asn Val Gly Ala Gly Lys Lys 
125 ^ 130 



441 



cgaaggagta aaggtgctgc aatgatgtta gctgtggcca ctgtggattt ttcgcaagaa 501 
cattaataaa ctaaaaactt caaaaaaaaa aaaaaaa 538 



<210> 200 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 200 

Met Asn Asp Thr Val Thr lie Arg Thr Arg Lys Phe Met Thr Asn Arg 
15 10 15 



Leu Leu Gin Arg Lys Gin Met Val lie Asp Val Leu His Pro Gly Lys 
20 25 30 



Ala Thr Val Pro Lys Thr Glu lie Arg Glu Lys Leu Ala Lys Met Tyr 
35 40 45 
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Lys Thr Thr Pro Asp Val lie Phe Val Phe Gly Phe Arg Thr His Phe 
50 55 60 

Gly Gly Gly Lys Thr Thr Gly Phe Gly Met lie Tyr Asp Ser Leu Asp 
65 70 75 80 

Tyr Ala Lys Lys Asn Glu Pro Lys His Arg Leu Ala Arg His Gly Leu 
85 90 ~ 95 

Tyr Glu Lys Lys Lys Thr Ser Arg Lys Gin Arg Lys Glu Arg Lys Asn 
100 ~ 105 ~ 110 

Arg Met Lys Lys Val Arg Gly Thr Ala Lys Ala Asn Val Gly Ala Gly 
115 120 " 125 

Lys Lys 
130 

<210> 201 

<211> 64183 

<212> DNA 

<213> Homo sapiens 



<400> 201 



catattccaa 


atctagtgct 


gtacttgtcc 


ctgctccgca 


attatcagca 


gtcagatttt 


60 


tgtacttttc 


tggcaaccta 


agcttagggg 


taccaagatc 


atcctcctgc 


ctttccaaca 


120 


gtgtttgctc 


agcctgcaag 


tgtaagaggg 


gaaaaaaaaa 


aagaaaaaaa 


agaggtttaa 


180 


ttataatcac 


ttctccaggg 


actgctttcc 


tctaatgatg 


tccacatcaa 


gtgactccaa 


240 


aataattctt 


cattctaaaa 


gagagtaatt 


ctggccgggt 


gtggtggctc 


acgcactttg 


300 


ggaggccgag 


gtgggtggat 


tgcctgagct 


caggagttca 


agaccagcct 


gggcaacatg 


360 


gagaaactcc 


gtctctacta 


aaattacaaa 


aaattagcca 


aacgcggtgg 


tgcgtgcctg 


420 


taatcccagc 


tacttgggag 


gctgaggcac 


gagaattgct 


taaaccctgg 


aggcagaggt 


480 


tgcagttagc 


caagatcgtt 


tcactacact 


ccagcctggg 


cgacagagca 


agactctgtc 


540 


tcaaaaataa 


ataaataaat 


aaataaataa 


ataaataaat 


aaataaataa 


ataagagtaa 


600 


ttcaaggcct 


tgaatatcaa 


ccagagtgag 


tgacagaaag 


gcttgatacc 


agtatgtcac 


660 


tcacaccttt 


catgggtaga 


cctttccaaa 


atcacccagt 


gtccccctct 


ctgaagacct 


720 


tcatctgtaa 


aacagaaata 


agaagcaact 


gtgctgaatg 


ttcttagaag 


gtgtggtcat 


780 


aaactctatt 


aatagacagt 


agagcctgtt 


gttaactctg 


tctaaatcta 


cacattaatt 


840 


tggaagtttc 


atcagtctga 


ctcatatttt 


cttttttctt 


tctaataatt 


cagtatccca 


900 


gcctttacac 


cctcactcaa 


cttctggcat 


ggacatgctc 


agcattgcca 


cacttgccaa 


960 


taaaggtaaa 


aactatacaa 


ttttttggca 


ggctttaata 


actttcataa 


tgagctacca 


1020 
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ttcctgtcat 


ttatttgatt 


tgaacttgea 


aaggcatcag 


taaattaaaa 


gaaagcatac 


1080 


tgagatttgg 


tggaggaaaa 


aaatgtcaat 


tcccaaattg 


gtcttttggg 


aattcaaaat 


1140 


acacaataga 


gcaacagctg 


ttctagattt 


ccatcagaga 


ttagcagata 


agttattatt 


1200 


gaaattcaaa 


gttgtgacat 


ctttagataa 


atatttgece 


ttgattttca 


cagcctctga 


1260 


ttcaacagaa 


atctggaagt 


gttcacagct 


tggeceggag 


aagatcgttt 


taaatctaca 


1320 


gctttaaaat 


gtggttgaaa 


aggageccag 


gttggattct 


gecagcaggt 


ccgctggccg 


1380 


ctgttacctc 


cccactgtca 


aegectaggt 


ctctgcctcc 


agccctgttt 


cagcctgtcc 


1440 


ttgaggattt 


gcttcacctc 


atttactgag 


cttgccacag 


attcattacc 


tggcatcaga 


1500 


gctcccctct 


cactgagcct 


geccagaggg 


gtgecagtat 


actagecaga 


tgccgctgga 


1560 


gggactccac 


aataaagcct 


ggctattaaa 


gacttcaaca 


gtctcataaa 


gtcactttgc 


1620 


cagctgtaga 


gcacacaagt 


gcccacagat 


ccaagcctcc 


ttccttcccc 


aaagaaacac 


1680 


cttggataaa 


gtcttggaat 


atcatccatt 


agcacatggc 


tccagccaac 


acatgaattc 


1740 


ccttacacca 


gcacatggtc 


tctctttcct 


gttcattcac 


tttggaagac 


agtccttgaa 


1800 


atgacaaggc 


ctggagtgtc 


ttgtacaacc 


accgccaatc 


cggtttccag 


cagaggcttg 


1860 


tgggctaggg 


agtgtatcga 


tttgtattgt 


taaaggaatt 


tcctgctcct 


ctcagtgtca 


1920 


gctgaagagc 


cctctgcagt 


cattctccta 


ttttgagaga 


agagaaacaa 


gaggagacga 


1980 


actcctggtt 


ccttcctacg 


gggtgtatag 


accagtgaca 


atgttagtcc 


tacaatttgg 


2040 


atttatttgt 


ttgttttcta 


atcaccgcca 


cttctccaag 


tacaaagtct 


gtgtctataa 


2100 


ttagatatct 


tctacatgtt 


acaccggcaa 


gtccatctca 


tcattttaca 


gagggatggt 


2160 


gacttccttt 


agcgccccat 


actgaccgcg 


gtccctcacc 


tgctgactga 


ttgacttata 


2220 


aatctgcccc 


ccacccactt 


gtctgtccat 


tgaaggcaaa 


ttcgccatcg 


ggaacacagt 


2280 


agtttctcaa 


taactatcta 


atgcatggcc 


acccttccca 


ggatttagaa 


tatcaaaggg 


2340 


acgtgttctt 


tcctcccaaa 


tcacctgcct 


gcgcttcccc 


cagcegggtg 


ccccagcctt 


2400 


cacctcggtc 


cggccaccac 


ctcatcccgc 


ttcttcgegg 


cttccaggcc 


tcgggctggg 


2460 


atctcagccc 


ctgcctgtag 


gtgcggccca 


gagggtgega 


cacgcgtcgg 


ageggggcag 


2520 


cggaggaggg 


gacagggacg 


cggcagccac 


acccgcatct 


ctttcccctc 


tcgggcatcc 


2580 


ccgagggccc 


ttctgcctcc 


agttccttga 


gcccccgaag 


ccccccatgc 


ggcaagagcg 


2640 


agtcgcagga 


acaagtgggg 


aatcttggcc 


gcggccccct 


cccccgcctt 


ataaaaaaga 


2700 


aattgacttt 


tgtttggagt 


ttgtgaaaag 


tggggctegg 


ggcccagtca 


atggggcgcc 


2760 




(jgcLgdy egg 


agetagegeg 


aaccgctcag 


ccgcggcccc 


aattaatccg 


Z o z U 


ccctttgtgc 


ggcccgcccg 


gccgcccccg 


ccgcagccgc 


accagcggcc 


cattgttcgg 


2880 


cctcgccggg 


ccgegggatt 


tacccttttc 


aaacagcegg 


ttttgtccag 


ggcagttcga 


2940 


gcggaagttt 


ctcactgaca 


atttgcccca 


aatagataga 


tttgtcagaa 


gcgaccttcg 


3000 
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ggaaggaagc 


aaaaagccac 


cggcccgaag 


gttgggccca 


aaacagggac 


tctgcgtccc 


3060 


acccgcggcc 


gcgccgcccc 


cccgcgcccc 


cggccctgca 


gtcccgaagc 


cccgcggggg 


3120 


tccagaccac 


tgcacctgct 


gagccagaca 


ctccgcggac 


ctgacctccg 


ttttacccat 


3180 


ctgtaaaatg 


gagcagctgg 


gcgctggcaa 


gccgtaagtc 


caagagcttt 


ggctccacca 


3240 


gcgtgtacga 


cgctcatttc 


ctttctctct 


ccccacaccc 


tttccaaaaa 


ctgtaagcca 


3300 


gaaaacctgg 


ccaggcctcc 


gcgacggcga 


gaaacggtct 


tgaaggtcgg 


tcggtcgccg 


3360 


taatgcggtc 


cggatcgtgc 


acgtgctgtt 


tcgccactgc 


cctccggctc 


ctccttaaca 


3420 


aagatgtcaa 


ccgtgctaaa 


tcacaggtgg 


tgcctttgta 


agaccagcta 


ttgtcccctc 


3480 


ataagt caag 


atataaaacg 


ctttgtactg 


aatggcccat 


gatctggagc 


get caacttg 


3540 


ggagttgagc 


tgttagattt 


tcttttcccc 


acccaccaga 


gccactcttc 


tcccaaatga 


3600 


cctcacttaa 


taagcaaaat 


ttaaatgggg 


tgggggggga 


ctcaacatgc 


tgtggatgaa 


3660 


aagaatagtt 


actgatttct 


tcacacttaa 


tggcatgtag 


gagtctttta 


aaatacagtc 


3720 


tcataccaaa 


cagatctgtg 


aattttaagc 


agaactgaat 


tgtattaatc 


agttgatggg 


3780 


tttgttcatc 


ttctatcact 


agatgagaaa 


tacaaaggtt 


gggaatccac 


agegtctaat 


3840 


tctactgtac 


ttaagcaatc 


tctcccttta 


gtccagaaaa 


tttcctacta 


gttgcacatg 


3900 


agagaaaaat 


tgaagcaaaa 


aaaaaaaaat 


ctgttttttg 


tttatccatc 


aggtgaatac 


3960 


acacttcagc 


atcatacaga 


ggaaacccta 


ggtggtcttt 


agcaagattt 


cagtggttaa 


4020 


gagctacaat 


ttagaaaaga 


tgacaataca 


tacacagtgt 


caatagtatt 


taaacaaaca 


4080 


tcccagacaa 


cagaataatg 


gttattaact 


atgatgcttt 


gggcttctga 


ctaatttccc 


4140 


atgtctgtct 


gcagccaaac 


agctgcagga 


tttttccccc 


tttaaaaact 


gtttgtgcat 


4200 


cattttaaaa 


attgcattta 


acagccatat 


tctccagagc 


agtccctctg 


tgtggaactg 


4260 


aagtgaatgg 


tttagcaata 


gcgatgaagc 


cagtaagtag 


taagaatgtc 


tttcatgeca 


4320 


aaagaactct 


aaccactctg 


ctagaaatgg 


gctacatttt 


tactctctga 


aatgtagaag 


4380 


ctgtctgcta 


ctgtatgacc 


ttcagtatgg 


tttacatgtc 


taaataaatg 


gaattattta 


4440 


accctgctca 


cacttgcact 


agtgttttca 


aaattgatta 


agttgtgcaa 


ctgtactaaa 


4500 


gtgtaccttt 


cttggggttt 


gaaaatatta 


aagaaatcaa 


gagagggtaa 


gattattttg 


4560 


caaaattgct 


ttctcactct 


tccagataaa 


tattacattt 


taaaaattac 


ttggtgatcc 


4620 


aaagattaaa 


atgaatgcat 


ttctgtacac 


tccaaatatg 


caattccaat 


gattatttag 


4680 


ctactgcagc 


tggaaataca 


tatatttagg 


gatacagata 


tgtacaatta 


tgaatacttg 


4740 


ggtaatt aca 


cat t gt aact 


aactat t aat 


gcatggact a 


aaat caaatt 


acct ccact g 


4 8 00 


ttttcattgt 


tatttagtac 


ttaacaagta 


tccacttggc 


actaaaagat 


ggtcaaaata 


4860 


tatcaaacaa 


tgtcagcctt 


ccaaaaaggt 


atcaaaatac 


ttatatccta 


gatagataca 


4920 


catatgttgt 


atgtagtgca 


tgttggtgtt 


tcaaatatct 


cattatttaa 


tgtcctgatc 


4980 
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tgatagaaat 


gttagatttc 


aaatcactgt 


ttcacctatc 


ccaacagtta 


cacctgaaat 


5040 


tttagaggct 


aaggagaaat 


gtctgcaacc 


tacctcctca 


gttgtgaact 


cctgtacctg 


5100 


aaaggccaaa 


tcctcctcct 


cccagcaggc 


aatcatctta 


tgccctgaag 


catgagatct 


5160 


gattacccct 


atcatcatct 


tagcttgcat 


agatacagat 


gttattaacg 


gctgtagttt 


5220 


atccaaccct 


tttttaaaac 


gcagctgcag 


catttgactt 


ggggacctcc 


tgtgaatccc 


5280 


actggttgac 


tccgtcttgc 


acaaagcacg 


tggggtttgg 


gggagggaga 


agagagaggg 


5340 


aggtttgttt 


tgttttggag 


ggtttttttt 


tttttttttt 


gaatcagagt 


tccctaaata 


5400 


gccactcggc 


atctttgtaa 


gtgatgtgaa 


ttctgaaatt 


acttactaga 


ataggacaac 


5460 


agagtactgt 


gtgaactaga 


tctgttggaa 


acaaagcata 


gtagaatgta 


tgatgctttt 


5520 


cacttcattg 


gcagagatca 


aatatgtggt 


cctgatatac 


tcatccacat 


aataaagaat 


5580 


tgtagcttat 


tctgaaatat 


attggccaca 


ttcaaactgg 


agtacctggt 


tttacataac 


5640 


aattgtttct 


acaagtgttg 


aaacagtaat 


ctggataaag 


taggtcctaa 


agctgctgtg 


5700 


aagggaagac 


agggacgttt 


ttaaaatctg 


aaaggcctag 


attggcaatc 


caggcagatc 


5760 


aaattcagcg 


attaattggt 


caatctaatc 


attgcctttt 


tctcagcatc 


tatgatttgt 


5820 


gtctctaagt 


attgctcctg 


taggtcatat 


catcccttct 


ataaaacaga 


gaggacacct 


5880 


cacaggtttc 


ctataccttg 


gaacacagca 


aattttaagt 


actggcagaa 


agggaattta 


5940 


gaaaaaaacc 


ctgtgaagta 


aaggaggctg 


acgttgcaca 


aatactgaac 


tatagtttca 


6000 


agatgcacaa 


aacactgttc 


ttaattctaa 


ttacttcact 


agtaagtaag 


tgaaattgct 


6060 


ttaattggag 


cttctagaag 


cccttctggg 


aaatgagagg 


tagctggatg 


cagtagaatg 


6120 


cagtggaatg 


agtatttcaa 


agagcactgg 


actcagcatc 


aggagatatg 


ggttctgggg 


6180 


atgatctctg 


tctctcagtg 


agtaagcaag 


gacaagttgt 


ctctaaggtt 


ctcactttcc 


6240 


tcatctataa 


aatgactaca 


ttagaggagt 


gccttgtaac 


ttatgtgctc 


tgtgattcca 


6300 


cgctaaatgg 


aagccaagtt 


agactgtgta 


attcacagga 


aattaggagg 


ctgaagaaag 


6360 


cttggcagcc 


agtatctccc 


tggatgtagt 


ctgtgttctg 


ctttcttgtt 


tctctagtca 


6420 


ttcttttgtt 


ttcagaaagc 


caaaaatgac 


ctgcactgct 


tcccaaggtt 


tggagattca 


6480 


gaggacctgt 


ccctgttccc 


ttcctacccc 


attgctgggg 


ctgagcaaaa 


atgagccctt 


6540 


cacctcaagc 


ttcagtagct 


ttcattgagt 


atcatcaggc 


aggttcactc 


atacattcca 


6600 


catttacaaa 


gcaccactat 


gtgccagggt 


gcaagggact 


agaaagatgt 


ttctacttga 


6660 


ttattcttgg 


agccagagaa 


tgtcaagatg 


cagcgggact 


ctagaagcct 


cggagtctca 


6720 




agaactgaat 


tt t tgt ccaa 


ccaagggtgt 


gaataaatgc 


aaagacat ga 


j^t on 

67 80 


cttgttattt 


gttaaggttg 


tggggtgagg 


ggggtggtca 


cacagagcat 


tgtctccttg 


6840 


ttgttagcag 


cgttcatctt 


cctacttgtg 


gggagtaaca 


gactactttt 


ggcaatacag 


6900 


tgctcaaaag 


tgtcaagaaa 


aaccctgcaa 


ctcaggaccc 


actggattct 


agagaacaag 


6960 
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cgtctctttt 


ctggattgtt 


cttgtttatt 


tggggggtaa 


atttggataa 


gaatcaaaca 


7020 


acttgtagag 


agatccacag 


cagaatcaag 


agcaagcctg 


caaacactgt 


ttctttcatt 


7080 


tggcacttag 


caagcaccta 


ctatgtgcca 


gacactgctc 


catgacccac 


ctcctctctc 


7140 


accatccact 


gggcaaacaa 


cagccatagg 


ttgaattatg 


atgtggaagc 


aaatgcaaat 


7200 


caacttcctc 


cttcatataa 


acaaacaaac 


aaacaaacaa 


acaaaaactt 


gtgtcagaat 


7260 


gtttttggat 


actaaacatc 


aaaactcagc 


caagctcagc 


tggtaggttt 


tcccagcgat 


7320 


ttccttggtc 


tgagcatctc 


ttaactctgc 


atatcggtaa 


ggggaatggt 


attttaaagg 


7380 


agtgactctc 


tagaggttga 


atggcctctg 


tgaggggtcg 


atcacagggg 


attggggaag 


7440 


gggtctcttt 


aacaccaatt 


ccatcagctc 


tgctagctga 


tgggaaagct 


tgtcctttca 


7500 


ccttcggtat 


tttaatttag 


aagaatgtgt 


gtgtgtggag 


ggggtgttaa 


tggaaaaaat 


7560 


gtcaccgttt 


ttagagaagc 


tagtgaatgg 


cagggctagc 


agtcaacctc 


agatagtctg 


7620 


aaactttgag 


gggtgctctg 


tacccctgcc 


tctctcatac 


aacctagtta 


ataggattct 


7680 


ctttaacagg 


gcactagcag 


aggaatgagc 


tataatacaa 


tacagtcctc 


agaggactgt 


7740 


agaatcagta 


gattctccta 


acacaaggcc 


agctttccag 


ggcaattctg 


gacagcctat 


7800 


gtcaccgcac 


actggtttag 


ggctccttgt 


atatatctcc 


agtgtcctgt 


gtttcatccc 


7860 


aatctaaaac 


atttatcatc 


ttttatgtgt 


ctgctccctg 


ctacatggag 


aaaggagtca 


7920 


tgtcattaat 


ctgctatatc 


cccagggtct 


ggcatatagt 


gggtgctcag 


tatttgatga 


7980 


gtgggtagat 


tgatggatgg 


gcagaaatac 


cccttgatcc 


atggtcctct 


catgatctta 


8040 


tttcctatct 


cttggaccaa 


aatgtaaaca 


tccttcgata 


aaagaacctt 


ccctgcgttt 


8100 


taggctttgg 


ttttggttga 


gagctccata 


ctcacaagcg 


cctacagagg 


aaattagggg 


8160 


ctatgtctga 


acctgtttag 


aagggtttca 


gaacctctga 


gggtgtggct 


atccccacca 


8220 


ccttccaaag 


caataaactt 


atccttgtaa 


cttaaggtct 


tgtctctgtt 


aaaagataat 


8280 


tctgagccag 


atggcatttg 


ccccttatca 


atcatttcct 


ttaatggact 


cacaggaaaa 


8340 


aatctttgaa 


agttaagacc 


gaacagggtg 


agaatccttt 


tacaaataac 


aatctggaac 


8400 


ccagagaggt 


ctagccactc 


gcctaaggtc 


acacagcttg 


ttggcacagc 


cctgaatccc 


8460 


tatctcgtgg 


tttccagcgt 


ttagcctggc 


tgtgcctcca 


gtggcccctc 


agggcatctg 


8520 


caggtgactt 


cccttcattt 


gcccaacatt 


tatgcagcac 


ctactatgaa 


tcaggcagca 


8580 


tgctggggcc 


tgtggataga 


aagatgaaga 


gccatagtct 


ttgtcctgca 


aaggctttct 


8640 


tctctgagct 


gtacccatgg 


tagccccaag 


tttctacgcc 


ttaaatccga 


ggt cccccgt 


8700 


ggcctgcagc 


agctttgcct 


gagtagaagg 


cagcccgcac 


t aaggct cca 


ggct t attt g 




ggacctggtg 


ggcgacgggg 


cctcagcccc 


tcccgcctac 


cctggagctt 


gttgccgccg 


8820 


ttaccactga 


accagtcatg 


ccagaaagtc 


atcacgatga 


tttcagaact 


gtattgtgat 


8880 


ttatgcaaag 


cgcgccgata 


attacagccg 


ggcgcacaga 


acacaggatg 


catatgctgc 


8940 
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gggtgtgtgc 
gtaggcatct 
tacccatttt 
tgcctacaaa 
gcccaggaaa 
gaaacagacc 
actgccctca 
caaagaaccc 
gtggatttct 
gtttctcaaa 
acgccgccgg 
atttctcctc 
caatctcgtc 
cccatcttgc 
caggctctgg 
gaaagttgca 
cgcccaggcg 
cacgcacagg 
ccggggggtg 
cgagcggagg 
actggcaagc 
cttagagatc 
aaggcgcgag 
tgagggcctc 
gacgagcggc 
acaagagatt 
cccctcggct 
gaccccatcc 
cgggccagat 
catggccatg 
gaatctatct 
tccccttcct 
caccatcacg 



gcgcagtgtt 
tcttgacacc 
gattttgaga 
tgagccagcc 
gccatcgtcc 
cctaaatgct 
tcttcgcccc 
cataatcgcg 
ggcgtgaacc 
tcctgcccga 
tcgggctagc 
ctgtcaccta 
ccaattcgaa 
tctttccccg 
tgtgtgtggt 
atcacgtgct 
gaggacctgc 
cgaactctga 
ggctggcgga 
gcgggaggtg 
tcttgttcga 
ggggatcatc 
agagctcagg 
tcttcactat 
gggagggaac 
cgctcagcgt 
ggtgcccaaa 
tcagccctga 
ccaagtttta 
tccggcgcgc 
ggcactctgg 
tcttgccgtg 
cacgcacaga 



gtgcctttcg 
atgcttgatc 
caatttgatg 
tggcaggagc 
agcccccgca 
tcccctgcag 
agataaatta 
tccgcgttat 
agaacctgag 
aattcctccc 
tccacaagcg 
ataaacccct 
aaaccgagga 
ggaccccagc 
gtgcgagacc 
gtcggagccc 
tgcgccctcc 
ttgaaagccc 
attgcagagc 
taacctctga 
caagttcaag 
gctccctcgg 
aatcgcggga 
tcctccgccc 
gctctgccct 
cggatgggcc 
cccactgcgc 
ctttccgtag 
cccaacagaa 
acaatcacac 
agagaggggg 
aaatatacga 
gccacactcc 



ccagggctga 
ggggactggt 
agccttggga 
gttcgagagt 
caggcaaagc 
acaggcctgg 
gttccaccct 
gggggtggtg 
gattccaaac 
ctctctgggc 
gctgtacaag 
acgcgcttat 
ggagggaata 
cttggtcgcg 
ccgagctcga 
actggagcgc 
cagggctcgg 
gggatgacac 
gccggccaca 
cctctggccg 
ctgccgagag 
catgcgctct 
aggcaagcgg 
ggagagcggg 
ccagccgccc 
agctctgctt 
gaaggccgaa 
atatgtgcaa 
ggggcaccgg 
gccagcacac 
aaaagcgttt 
attcattttt 
catattcaca 



atggggtgtg 
gacaggaaaa 
gtattttcca 
aggggaagag 
aattagtagt 
gtctagtcat 
tgaagttctt 
gtggtaggtg 
ggagcctggc 
gccgagttcg 
ttggctgtca 
ggcctcgtcc 
aactgagaga 
gcgccccact 
ggccgagcca 
acagcccgct 
gggactccag 
cgagtctgga 
gctcccctcc 
ggtccacgcc 
agcttaaata 
cccagcgccg 
aatggggagg 
agcccgcaac 
cggtgcagat 
ggggaagctg 
ggaacgcgga 
aatgagtaaa 
accaagaatg 
agccacccaa 
tgagaaagcc 
attacgagcc 
ctttctaact 



tgtgtattcc 
agagggaaga 
gaagttttgg 
gtggtttgga 
tctccttctc 
caccccccac 
tgtcctgaac 
gctgaagcaa 
atcttattgt 
agaaagcgct 
aaaaacgctg 
cacaatcccc 
taaagatccc 
aaggaggaca 
aggctgggca 
ccccctggga 
cattcacttg 
gaaagaggga 
ccgcgaacgt 
ctgaggaggg 
gaattaatct 
cgcacagagc 
gggtagggga 
gcccgccgag 
aatggaggcg 
gcggcatcct 
acctccagaa 
ttactcacct 
aaccaactca 
tttcttccgc 
ccgtcacccc 
gcaccgtcct 
cgtaagctcc 



9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
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gacagcgcct 


gcattttctt 


tgggagccgc 


ttggaggttc 


attaatatca 


ttagcattta 


10980 


accccctccc 


tcttcccatc 


ccctccccgc 


acatggctga 


cgtcagaccc 


cgccaggagt 


11040 


tgggggaaaa 


gctaagtggg 


ccagggacgc 


cctattcccc 


tccccgcggc 


tgcctgtcag 


11100 


agcgcttctg 


gagatattac 


aggggaccca 


gcccgcagcg 


acaggcacaa 


agtcacgggg 


11160 


taatgaactt 


cggggaccct 


tcgccgctgc 


gtgcgcggct 


ctccccggaa 


acccggacct 


11220 


ggccgcctct 


tccctcggaa 


gatttcccag 


caatctagtt 


ttcccactct 


gcgcttgggt 


11280 


tccggcagcg 


cggagcccgt 


ctgcctctga 


gactgcggta 


gtgttttcct 


tctttccttg 


11340 


ggagaccagc 


ggtcggcaga 


gattgcccac 


actctgcatg 


cctatgtaga 


gggagagatc 


11400 


gaagactgag 


tgacaggaat 


ggggaaaaag 


agggatttcg 


ctccgtagga 


aggccatttt 


11460 


cgtgtctcca 


tctctgtctt 


tcaacatccc 


tct cttgctg 


ttcttccttc 


ttcct cagtc 


11520 


ttcctgtcca 


tctctccatc 


tgtctgtcca 


tgtgtgtgtc 


catatcaagc 


agcattccca 


11580 


gcagctgcgg 


ttttgcaaga 


gccgggaaga 


aacttaagga 


tgcttaaatt 


tccactgttg 


11640 


gacgaattct 


gagcgcccag 


ggagcagcgc 


agcgcgcgac 


tgacacccac 


ctgtcccgcc 


11700 


caggagcctt 


gcaggctgga 


gggcagctgg 


agagcggcgg 


cgcccggcgg 


cgaggcgggc 


11760 


gctgccggcc 


gggactcggg 


cagcgcccac 


caaccgctcc 


gccccgggac 


agccagcatg 


11820 


agcaagccag 


ccggatcaac 


aagtgggtac 


ctctcgggcc 


gccgtggggc 


ctaggcgcgc 


11880 


agcctggggc 


gagcgagcgg 


ggaggctggg 


ggaggtcctg 


cctggagcgc 


tgcgaatctg 


11940 


agcccctgag 


agggattcca 


gcgggcgtgt 


gcgttcggcc 


cagacctgta 


gaccgtgagt 


12000 


tggagcattt 


cgtggagagg 


ggagagccgt 


ttcgttgcct 


ctggattgct 


tgatcccccc 


12060 


tgtctggtgc 


ggtgagaagg 


ttacgacccg 


cgcagcccac 


cagtcggatg 


agttgtctcc 


12120 


atttagccgc 


caggtgctgg 


atgggggggc 


catgggggcg 


ggaactgggc 


cgcagctcca 


12180 


ggcggtagca 


caataacaca 


ctcgctcaaa 


actccgagct 


ccagcgcgca 


aaagcaactc 


12240 


tgtgcaaagc 


ggattttgaa 


tggaatgctt 


tgcaccccgt 


ttctagctat 


ttcaaataat 


12300 


cctgcaaact 


gggaagcaga 


aacaatttaa 


aagtcacatt 


ttccttaatc 


ctaaatccgc 


12360 


gtaggtcata 


actggggaat 


ttaaagtatg 


gcgaaccact 


ctagcaaaga 


gaggaccaaa 


12420 


tccctaatcc 


caaggacttt 


tcgagccgga 


gcccagcaga 


ggcaggagtg 


cgcggcctgc 


12480 


tccctccgtg 


cgcttctctc 


cttcctcgaa 


cttccttagc 


tgccggctct 


ccgaacgcca 


12540 


ggccgcagct 


gacctctcac 


caccccgaga 


ct cacgagcg 


cagggctaag 


tgtgtgtgcg 


12600 


agggcatttg 


cttgcaccct 


gcctgcggaa 


cccaagaatg 


tgcaggcccg 


agccagcgtt 


12660 


gagcaggcgc 


ggt cacggtg 


ctcagat etc 


ccgggggcat 


ttcagt tccc 


gccatccagt 


12720 


ggcccacggc 


tgcgggctcc 


agggtctgag 


gctggggact 


accgttgccg 


ccgcagtccc 


12780 


catatcccga 


agttgccttg 


ctgcttgtgt 


tgttttcgca 


gatagcattt 


ttggcgctct 


12840 


gtgcgttcct 


tccctccccc 


tccccctttc 


actcgccctc 


attgtcctga 


gtctttgaaa 


12900 
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gttgggagaa 


tcggagatac 


ttctgaggac 


tggtaatgaa 


gtctcactta 


agtgggatgc 


12960 


aattcccgcc 


ctcctacccc 


cctccaagaa 


ggaggttgtg 


ttttcatttt 


gttttgcttt 


13020 


gggtgctgac 


ctttaaaaaa 


ttagagcaaa 


atgaacgtga 


acaaaaagaa 


aaggagaaat 


13080 


gtttcgagct 


ggggcagagg 


gagcagagaa 


ggagccctca 


ccgcggccgg 


aatgcagagc 


13140 


ggaccctggc 


ccaggactgg 


gtttcccttt 


aggctcgggc 


ctaccctggc 


cctcgctgtt 


13200 


ggaatctcca 


ggaggtaaag 


cgacctcgat 


ttttgttgcc 


cgcattcccg 


ggcgtgagtg 


13260 


tccttcccag 


gaggctcagg 


aggccgtttc 


tgttgcattc 


tgagcctccg 


ttgcaaaaac 


13320 


tgaagcccgt 


gggtctcggc 


aggcctccta 


gctcgctcgc 


cccgggacag 


gccctcgcct 


13380 


acacccctgg 


aagtaaggag 


ccccgggctc 


tttcgtcctt 


ttcggggtgt 


ggagcccctg 


13440 


gggcccttga 


aaggtgaggc 


ctcagaggcg 


agggaggggt 


gagcggggag 


ctctgcccgc 


13500 


ctgcggctgc 


gcccccgctg 


tggactagga 


ggcaggccaa 


ccctccggac 


tttgggggaa 


13560 


aaaccacagc 


gggctccttg 


cggaaacttt 


ggccgttcta 


acttgccaag 


agcctgagtg 


13620 


aggccttgga 


agcctccagc 


cccggctcag 


gtcgggacgc 


ggctgctgag 


ctttctcagg 


13680 


cccgcaggac 


agcggccccc 


gccggtggcg 


ccgctgcatt 


taggcccttt 


ccagaccggt 


13740 


ggcggcagcc 


aacccgagac 


ttgcgtccct 


cgggcccggg 


gcagctagga 


ggtcggcgcg 


13800 


cagcgggccg 


ggtcaggact 


gggtcgagca 


gacagagctg 


cagcccccgc 


cttgcccggc 


13860 


ttctcgcggc 


tggagagcag 


agcgatgtca 


cccggagccc 


cgcctgggtg 


gtaacgagac 


13920 


cctggccagt 


cacccctgca 


gcccagacta 


acttctttca 


acagcctctg 


atggtaatta 


13980 


cagtaatcga 


agctgccata 


tatctttagg 


caattatgac 


acacaaaaag 


ccccgagggg 


14040 


accccctggc 


gagggaagtt 


aagaacggtt 


ttccagcttc 


aggaaactcc 


ggctcgcctc 


14100 


acgtcggagc 


tcgctcggct 


tgctaaatga 


gaggagcttt 


gcaacggggt 


caaccagctt 


14160 


gtctcgtgac 


cccaagtcac 


cttaacgtgg 


ctgggtggcg 


gagtctgagg 


cacaggcccg 


14220 


ctatgccccg 


gaattttcgc 


gtccctccct 


cctgggcccc 


gccccagccc 


ggttgcctgt 


14280 


ttctaatctg 


ccccgggagc 


cgcggctcag 


aggtctgctc 


agaggcagga 


ctcgcactgg 


14340 


tggtggccta 


gagggcaaca 


gtccggaagc 


tcgggcgggg 


gaatccgagg 


aggggccccc 


14400 


accctgcact 


ggtcttccct 


ccaccctcat 


cgggttctcc 


agagatgttg 


tcatgggcct 


14460 


cctgtccgga 


tgggaagtgg 


ggaaaaagag 


accccaccac 


tgctcctccc 


actcactcat 


14520 


cttggcatct 


tcaacagtgc 


cacagggaag 


aggacagctg 


gggtgacagt 


actgctgggc 


14580 


cccaaacgtg 


gaccctggag 


cggtcagagg 


gcgcgtgtta 


agcagaggat 


ggttgtaaga 


14640 


tatggaaacc 


aagtttaccg 


ct tccagagt 


gagtgcagtg 


cagcggagct 


ccagacccgg 


14700 


ttcctgagcg 


accaggaact 


cccttgggcg 


cagtgacagg 


cccgaaggag 


tggaggacaa 


14760 


gacccgctgt 


gcccttgcct 


ggccctctcc 


agcccctccc 


tcccacagca 


caatctcccc 


14820 


tcccgccctg 


tgggaggggg 


gcgccgagcc 


ggtggccgcc 


gcgccgcgcg 


cctcccctgc 


14880 



441 



ccgcctttgt 
ataggcaggt 
cccctcaccc 
gagtctggga 
acctgcggtg 
cagacgttcc 
tttcggcagc 
ccttcggata 
tgttattttt 
gggaggaagc 
ttagaggaaa 
ctccagggtc 
gggtccatgg 
aaaaatcagg 
gtgtgtggag 
agctaacccg 
accactttgc 
caagcatttt 
taataat cca 
tcagagaaaa 
ttcttttccc 
ttaaatgcaa 
agggccgcac 
tagaagagaa 
cttgctcaag 
ttcggtgcta 
tctccctctt 
cgatttcagg 
agcactacgg 
ggaataggac 
gggctccgct 
acgcagttga 
aactcttgga 



cgccgtccga 
gctgccgcgg 
ccaagcacgg 
cccacggtgc 
cctcgaggcc 
actgccgccc 
agctgtcgaa 
ggtagaagaa 
aaaattaaag 
atttctaagt 
agaatccctc 
ggtggccacc 
ggggtggggg 
ctcaaagagc 
gccagtcttc 
acagggaacc 
ggagaaaata 
ttaaataggt 
agtattagca 
ctcgattgcc 
ttttacattt 
aagcgaagga 
tgccgcccgg 
ccaaatacat 
gaaaaaaagt 
atcccttcag 
ctccgccctc 
ccgcatttta 
ggtctacgcc 
ctatgtctgc 
ctgctgcctc 
ggagagaccc 
ggccctttgg 



attcccatgc 
ggttgtaatt 
tcccccgcgc 
aagctcgccc 
ctccccgcgc 
cttcccacct 
tttcagggag 
gagaaaagca 
tgttaattaa 
ccctataaac 
cctttctaaa 
ccaggcttga 
gatacagcct 
actggaaaaa 
tagggagaaa 
gacaacttgc 
attttttcct 
aaagcgaaag 
ttacaataat 
ttccagctgc 
caagtttgtc 
gggaggcggc 
gcctgctgtc 
gtagcggtgc 
ttgggtataa 
aggtcagatt 
ctttccctct 
gatatcccct 
tgcgacggct 
aaatctggaa 
ctcactcttt 
ggccctgacc 
ctggggaaag 



tactcttttt 
acccggccga 
tctccttccc 
ggacgcctcg 
cacgccctca 
caatcccatc 
gcctgaggcc 
agtgttaata 
gttaacagtt 
cgcttcaggc 
cggccaaata 
ggggattcca 
agagaaatca 
accgggagga 
gggcttagga 
gtcgctcccc 
aaaagaaata 
ttggccaatt 
aatcctaata 
catccctggt 
tcctcgcgcg 
caaactttcc 
atcttttatt 
atgaataatg 
aatcacttca 
gcttagcatc 
cgccccttcc 
gcaaagtgtg 
gctcaggttt 
accaggtacc 
tgtttgtgcc 
tctcccttcc 
gcgggaagag 



gacgggtcac 
gcctggtcgt 
ccaccccctc 
ggttccagga 
cctcccctac 
gtagtcccca 
gctggggccc 
agtcaattgt 
taatactccc 
acttgttgga 
ttaccctctc 
gggaaagttc 
gtcagattct 
agagatccac 
aatggaggga 
tctcccttgc 
atttctctaa 
accactaccc 
ataacaccgc 
tccagccgtg 
ctcactaaca 
gcggagcaga 
ccaaaatggg 
ctcattgtag 
ttatttgctt 
tctctctccc 
ccccttcccc 
tggcgaccgc 
tttcaaacgg 
ttagccaggg 
aaggcctcct 
tctcccctcc 
gtaagggaag 



tggtggctct 
taccgaacac 
cacctgagac 
gcaagtttac 
tcccctcgcc 
acccaagcgc 
aaactggagg 
tatcaactat 
tttgttttgc 
ctcttgaacc 
cctgacactc 
tcttgaggtg 
taatttaaaa 
acaggaccaa 
gcctgtccca 
ctagtcccga 
agcgactcac 
ttattatcat 
ccggcggagc 
tttgtttttc 
actttctctg 
aaggcagtgg 
tctcggcgat 
gaaactgaca 
ttaccgcagc 
tctccccttt 
gtctttcctg 
agctcgggga 
agcatccgaa 
ctgcactgct 
ctgagtttcc 
ttcttgcctc 
atatgagttt 



14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16140 
16200 
16260 
16320 
16380 
16440 
16500 
16560 
16620 
16680 
16740 
16800 
16860 
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acaggaggga 
aaagattttg 
taaagaattt 
ctgcccaccc 
gatgcagaag 
accaccaagt 
tttcaactct 
tgaccttagc 
gaaggtgcaa 
atttgggccc 
gaatctggca 
actcagtttc 
acactttgcc 
tgtggaaaga 
aacacttttc 
tgctagtgaa 
tagttttgga 
tagccctgtt 
atcacatttt 
cgggttgtca 
agaattggaa 
aattcaagca 
gcctggtgtt 
ctggcgctag 
aggtttccat 
gatatataat 
tggccagcaa 
ttattctagg 
tggatatgaa 
agtgtgaact 
aagaaaaaca 
taaaaataca 
tataggagag 



gtctgaagtc 
acactgggta 
agcatctaaa 
cacactcact 
taagcggcac 
gagtgctagc 
ggagaagcag 
tatgccttgt 
ctgggaccct 
agtcggttgt 
tgggctgaat 
cagctcaata 
ctctccttat 
tccctgaggg 
actaattgat 
ttgttctgac 
ttaaccacaa 
acctgtttaa 
acacgcatag 
gatttgaacc 
aatcaagatc 
tattgatatc 
cttcttgcaa 
atatttatat 
tttgcatttg 
tacatttaat 
agatgcccta 
attaaattat 
catctgtccc 
cataaaactg 
tacttactcc 
tttattatct 
cacacaatgt 



ctagagcctc 
aggcccacac 
ccacaagtag 
cctagcagca 
acagacatct 
cacttggaag 
ggctgctctg 
cagaaaaggg 
cctcaagctt 
tttggtcttg 
atgagccaaa 
ataggctgat 
cagcgactca 
tgcattagtc 
atatataggg 
atctttttct 
aaacagaaga 
ttggctactg 
gactgtatcc 
aacttctact 
tctgatgttg 
agtccaagtg 
ggagagtaaa 
acatttgatc 
catacttata 
aacaagtttt 
aataattcac 
attccaattt 
acctttattt 
cattcgaatg 
aactccagag 
ttcttctcac 
cttaaatatt 



cctacacttt 
cctgtggctc 
caagcaggag 
tcaagctcag 
gagtcaaggt 
agaggccgtg 
gaagtgggca 
cagggtgagg 
ccatatccct 
agtaggcaga 
gcttctagaa 
tttaactaag 
gaccctcagt 
agcagtcatc 
tacatgtata 
gaagtcatgt 
tatttgcatt 
tatcagtttc 
caataactcc 
tagattgtct 
tgcttgatct 
cttgtaaagg 
tgatcagagc 
tgatttgaag 
agaatactgg 
aaaaaacctg 
tttggaccca 
attattaaca 
taaataaatc 
tgtaattttc 
tatatgaatt 
tacaaatcta 
ttctgtgtat 



tttaaattat 
taaagccggc 
aaagagcttt 
tcccctgatc 
caccaccacc 
ctttctgaag 
gtgggaatcc 
aagaagagaa 
gtcctccttc 
actgtctcaa 
agagtgagca 
gagatcaacc 
acagagtcct 
ctttggtaac 
cacatgcata 
ctgctcatat 
gagataaatt 
tagcttcacc 
acaggattgt 
tttgctttta 
tttagaaggg 
actgataata 
tgaggcgttt 
acacacttaa 
aaagatacca 
tttacaatga 
aaaattatct 
gtaatgagga 
atcataattt 
ccctaaaggg 
tttgagatta 
acagtagcaa 
aaaactcatg 



tattattctg 
ccaagggacc 
gttattgtgc 
acttgcctgg 
tttagctgag 
ggttgtgcat 
agcacccatg 
gattcaaaag 
tctgcttaga 
agagacagag 
gaacctcttg 
ttctggtcct 
ccatttcact 
aaaatagtaa 
tattgtctgc 
tgttttctaa 
ttgagctctc 
atatggacac 
gcgattactg 
tgcagtgaac 
gatggctatc 
gactcatcag 
atccttctct 
gaacttatga 
tctgaggata 
actattacat 
cctttctctc 
catttagaaa 
aaattggaga 
cttcaggggg 
tgaagcaaaa 
cttctataaa 
cacatgactc 



16920 
16980 
17040 
17100 
17160 
17220 
17280 
17340 
17400 
17460 
17520 
17580 
17640 
17700 
17760 
17820 
17880 
17940 
18000 
18060 
18120 
18180 
18240 
18300 
18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 



443 



tttatgtatc 
ggaaacttta 
aggtaaacat 
tattttttca 
atcacattac 
tgagctcttc 
ccaggaaggg 
cttgctgata 
aataaatggg 
ggtagactca 
cctgacccaa 
gtcgctgtct 
tcccctagcg 
cctgcttgga 
ttgaagtagc 
ctcgcgtttt 
tccacaccgt 
ccgctgacct 
cagtgcaggg 
cagtgcatcc 
acatggcact 
tggcctcggg 
agaattcccc 
acacaggcag 
cggtcctaat 
ggatcttaaa 
gtgttgaaaa 
ctccaagatg 
gttctacaga 
gacacccagc 
cttcctgggc 
ccaggcccag 
ggtgcgagtg 



tatgcatatg 
tctgtagatt 
ctaatttctc 
gttactatgc 
cttcctggtc 
ctttttcacc 
ctgtgtttct 
ataaggttgg 
agagatttat 
agtactgaaa 
aagccagctc 
tcggtcctga 
agagccccgc 
gaaggacgtt 
ctgggacgtc 
gcaggcccag 
ttccccgccc 
cctgctctct 
cgtgtcggct 
ctttattcca 
cctatgcatg 
ctttcagtcg 
agggcaagac 
cgcttggggg 
ccctctttgc 
atctggatag 
agggagggca 
ccaaaatcag 
aaagagggaa 
tctcccaagg 
ctggagcacg 
gcagggggcg 
ggttttgctg 



tcccctcggt 
tcctctttca 
atgcatctca 
taacagtctg 
ctgtttacat 
ctcatcttct 
atgcacctgg 
cttcatacaa 
ctgatagata 
gcagaaagaa 
ttaacggaag 
agtctcgtcc 
aggcctgcgg 
tcccccttgt 
ccagcccctt 
gctcggggct 
gggtgccggc 
gttccaggga 
gaagaagtgt 
atgttgattg 
taaatcaacc 
tatccttccc 
ccatgcccac 
gaccccactc 
agcccttcgt 
tctcacgggg 
gagacgcgaa 
tacggccatt 
agggggctgg 
ctcttaagcg 
gtccgagctg 
agggtaatgg 
tgaggcggcc 



aatgacatct 
atggctaatg 
gataaatatt 
agcccatatt 
ggtgagcatt 
ctaggccttg 
gccgaggcta 
aagcaaaagt 
aacgggctct 
tcgttggtgg 
gaacttagtg 
ctgttccacc 
ggtctgccaa 
ccgctttctt 
ctcgatctgg 
ccagggcctg 
tccgggtctc 
ggctgtccgg 
ttggaagtca 
agtagtaagt 
ccggagcgct 
gtctttcagc 
atcaggaact 
tccaggggac 
ggccaccctt 
aggagatcat 
aacgcggaat 
gggccgatgt 
agaggcaggg 
cgcaacagca 
cgtcccccgc 
gctggaggac 
cgggccgggt 



aacactgaat 
tttttacaga 
tctaaagaag 
atcatttagt 
tctatatttt 
ccctcctaaa 
gtctttaagg 
gaggtaatag 
cccagaaagt 
gagggcggta 
gcctctttct 
actccgcgac 
acccggctct 
ggggtccggg 
ccctgctcat 
cggccgggca 
cagcctaaag 
tggacaagac 
acatgaacaa 
aaattatatg 
tctttccaga 
aggagccgct 
tgcgccccac 
cggcgcgcat 
aagcctgcta 
acaggctgga 
ttccagcccg 
gagtccaggg 
taacgcccgt 
agaaccagga 
tgcagcctgt 
accgtggggc 
ggcagctcca 



aaattccaaa 
aaattgcatt 
tgactacctt 
ctgacagtcc 
gctcaagact 
ctctcacctt 
caactctcaa 
gagagtgaag 
ggcagaaaga 
tggtgtgaat 
ctggggccaa 
tggcggaagt 
ctaagcttca 
actggccctc 
gcccaaggcc 
aggtcgcgcc 
gccctgggga 
gcacagaaac 
agacggtaat 
tacagaaaat 
tgctgggaat 
ggcgacccct 
agtcatctcc 
tttctgcctc 
gcctgcccca 
agttcgcggt 
tgtgcaaatt 
ccttctctct 
gggtgcctcg 
cgtcagagtg 
cgagggcgcc 
ctgggaacag 
ggaggagaga 



18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
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gagccccttc 


ctctgcggcg 


caggaagccg 


gagggagcgt 

3 ZJ ZJ ZJ ZJ ZJ 


ccaacctgtt 


gaacttgtgt 


20880 


attgacaagt 


tgtcaagctc 


ggcaggccga 


agattgccct 


gaattaattt 


gtttgtttaa 


20940 


actgttggtg 


gtaattgtca 


catctcccct 


gcctttctcc 


agcatactcg 


gagacgggtt 


21000 


ctccctcgtt 


ccattcccta 


gcaatcccgg 


ggctcgggtc 


ctttcctcct 


gcggccctcg 


21060 


gaggccaaaa 


gctatttctg 


tgggggcggg 


gcctgcgggt 


agggaggctt 


gttcttggac 


21120 


ggagctggaa 


aagtctgcgc 


agaaacgagg 


tgtctggcgt 


gcgcgacgct 


ccctctcttt 


21180 


tggatggggg 


cgaggatacc 


tggctactcc 


aqcccagagg 

ZJ ZJ ZJ ZJ 


gtctctggtt 


tccctgcgaa 


21240 


cccccttccc 


tggtggggag 


gagccctgga 


ccgaaggaga 


acacacctgg 


tcttacttga 


21300 


ggctctgcca 


ttatcgtggc 


actttgagca 


cgggcccctc 


ttctaagcct 


cagcttccga 


21360 


atctattcag 


tgtagtggtt 


agacgatctc 


agaatccctt 


cctccctcag 


attccctctc 


21420 


ccttcttctt 


ttcacctctt 


gggcgatttt 

-J -> ZJ _> 


gcccgcccag 


acttgacatt 


qqqqcqqqqc 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


21480 


tggggggaga 


gccgcagcgg 


ctgtgtctcg 


acgtctctaa 


tcgccggcat 


gcgtttctct 


21540 


gtttgcctct 


gcagccgtgc 


agcacgagcg 


ggggcctcgg 

ZJ ZJ ZJ zj Z? ZJ 


acgtccacca 


tccgcaagca 


21600 


agtggccctc 


tacttccgtg 


gacacaagga 


ggagaacggg 


gccgccgcgc 


actttccctc 


21660 


ggcggcgctc 


cctgcgccgg 


ccttcttcac 


cgcggtcacg 


cagctggagc 


cgcacggcct 


21720 


ggagctggcc 


gcggtgtcca 


ccactccaga 


gcggcagacc 


ctcgtgagcc 


tggctcagcc 


21780 


cacgcccaag 


gtcagcggcc 


ttgctgggcc 

ZJ ZJ ZJ ZJ 


caaagagact 


cqtqccaqcq 


aatggagagg 


21840 


gacgcaccca 


gttcttctga 


gctgtgtgat 


tqqqqtcaqq 

ZJ ZJ ZJ ZJ ZJ ZJ 


caaactqqqq 


agagaactcc 


21900 


agggtgcttg 


gcgggtctct 


gcatggagct 


ccagcccttc 


tgctctccct 


tgttcagcca 


21960 


ggggtgctca 


aacttgagtg 


tacagtagag 


tcaacctccg 


agtggctaca 


agtgtgcact 


22020 


ccggatctta 


tccccccaga 


aatttcattt 


cagcaagttt 


gqqqtqqaqq 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


ccaggaacct 


22080 


gcacctttag 


gaaacaccca 


ctggtaatgg 


qtqqtgggtg 

ZJ ZJZJ ZJZJZJ ZJ 


gagacctcgt 


ctaaacccag 


22140 


agggcagcct 


caggtgttcc 


taaagaccag 


aagaaccaac 


gttcattttt 


aqaqqaqaqq 

ZJ ZJ^ ZJ ZJZJ 


22200 


aattggctac 


agctggagga 


aqggctccaq 

ZJ ZJ ZJ ZJ 


aattccaaat 


cttggcatgt 


atgatcttgg 


22260 


gcaaagccat 


gagtttctaa 


cqcaaqtqcq 

ZJ ZJ ^3 ZJ 


aaatgtggag 


atcacactgt 


t agaacagt t 


22320 


tgaggaatct 


gagttcattt 


cccatgctcc 


cctcacctac 


t tctgaggca 


qqt qqattta 


22380 


cagcagggtt 


gatt ccatag 


qaqcaqqqcc 

_j ZJ ZJ ZJ 


acagcctgaa 


ccacctggaa 


aggct gccac 


22440 


ctaaggccta 


ccctccaggc 


ctacagctga 


tacctactaa 


cacccccact 


ccaggctgat 


22500 


qaqqqcctaq 

ZJ ZJ ZJ ZJ 


gatctccctc 


aqaqqaqqqc 


cagctgcagc 


cccacactgc 


agggaagcca 


22560 


gacacctggg 


cacatgcaca 


cgcacaatat 


ttaatatggc 


tttcttaccc 


ttgatgtgta 


22620 


taataagctc 


tggaaagtag 


tgttatgaat 


atgttgtcag 


ttatgaatgg 


gaatgctctg 


22680 


tgaatgatta 


agatgtctaa 


ttgaaatatt 


tccataatat 


actaatcctt 


tctaaaaata 


22740 


ctcatatgca 


tatttgtgtt 


tgggatgcct 


attaatttat 


actttttcac 


atctattttt 


22800 
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atttacacaa 
gcccaaggaa 
ctcccaaaga 
gcgatgtttg 
tcttttttat 
ctgtggtttc 
gaatgggacc 
cagacttctc 
tttgcaagac 
agtagcactc 
ccattcttaa 
aatatctacc 
tccagtctgt 
aatataatct 
ttactaagaa 
ttttcagaac 
ccagttttgg 
taggctaggt 
ttttgcttaa 
acattgtatt 
ttttctaacc 
tgcattcaca 
ggatttattt 
aagtatgttt 
agatgttctt 
cttgcatttt 
aaaattaaac 
agctcccaaa 
agatttttaa 
ttcctgtgtg 
tttcaaaata 
agccctttgg 
ttaatttgga 



atgcaagcag 
aatttgctgc 
gtggaaatgg 
atttttttac 
ccccttcctt 
ctcacttcca 
ccaatgtatc 
ttcatgagca 
caggtatgac 
agccttataa 
tagcagtgag 
tatatgatcc 
gaaaacacac 
caaattttaa 
cattggaact 
tgatgttatt 
tcattaattg 
tcttccttga 
ttccgtggtt 
gtactgagac 
ttaaaggaaa 
ggaattaatg 
cttcaattca 
cctacggaaa 
gttttcatgg 
ataattattt 
cctttggtct 
agaaatcctt 
aggtagttag 
tgtgtgtgtg 
agtatttgta 
tagaaatcct 
aaaagagaca 



ctcttgtcta 
aggggataga 
acctccccca 
ccaccaatgt 
gctttaatta 
ggtgtctttc 
tctatgaagt 
tcaagtgggc 
cacactgagg 
aacttcctct 
gaaactactt 
ttagtaagaa 
atacaagaac 
aattgtaatg 
gagagaagta 
attttatatt 
ataagcatgt 
ttcttcatgt 
gtaaatgaca 
ccagaaattt 
gaaagaaaat 
acaaattttc 
tttcatacct 
gatcgggcaa 
cctgcccttt 
cctgtacttg 
aattgtgatt 
ttacataaat 
gtcctatctt 
tgtgtgtgtg 
tactctcacc 
tcgacaacaa 
gattttcatt 



aattgggagc 
aaagccagag 
accagtatta 
caactgcatg 
gaaattaaaa 
tttcttccct 
ggccacggag 
taagagtgtg 
ccttgggaga 
atccctgggt 
gtttttactt 
acgtaattac 
attacctctt 
attttctaaa 
gaaggtggta 
cccagcttta 
aaaaccaaag 
acttttagac 
ttcaggggaa 
tgttgatagg 
aaagtgttcc 
caaaggctaa 
aattaaagca 
tgtgctaaaa 
caaatatggc 
atggaataaa 
ttggttacaa 
catttagagt 
tgaccaggtt 
tgtgtgtgtg 
caaacaaaat 
gcaacctgca 
ttaaatattc 



caggcttggc 
ggccttctgg 
cttttcaaac 
tttaaacaaa 
gtttggttct 
acccagtacc 
tcggtgtgtg 
ccagccttct 
aagagagctg 
aaaccaccca 
gcttcttcct 
attatttcag 
tttgtttgat 
actgttgatg 
agagtatgcc 
tattctccat 
ggcacagtgc 
attttgtaaa 
gaaaaagtgt 
aatattagaa 
caaccattgg 
taagtagttc 
taatagtgcc 
gcatttcatt 
cagaattaaa 
actaaaaata 
gccttcatga 
tgactggctt 
tactggttag 
tgtgtagact 
ttacttactg 
gtgaagtgga 
agtagcacat 



acttggctca 
aagggagagg 
tctatagaca 
acatccaaat 
tcttgcaaag 
cccatgaagt 
aatcagctgc 
ccacgctgtc 
ggaaagaagc 
aggcaggcat 
gtgggttcaa 
aaaggatggg 
tggaacagca 
aaacaatgtt 
ctcatgagat 
tgcgatgctc 
acacctcctg 
caaataggca 
gtgcagtgaa 
atgctaacat 
ctgttaccag 
taaaagcaaa 
cctttatatg 
ttctagcatg 
tattgtttac 
aaacattaaa 
tt cagctctt 
ttgagttttg 
ctctaaccac 
ggctattttt 
tctgccactt 
atctggtata 
tttattagaa 



22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
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taaaaatgac 


aagcaccttg 


atgctgtcca 


tttatgggtc 


tcagaaaaat 


caagcagtga 


24840 


gacgaggaaa 


actcagcaaa 


acccgattaa 


cataattaca 


ccctgatttc 


ccccagtgcc 


24900 


tcttgggaat 


tagtgatctc 


tgtctctctc 


ccagcccagc 


cccctcaacc 


ctccaggaag 


24960 


atggggaccc 


agctctgcaa 


gcgtctgagg 


aatcctcaac 


cctgctaata 


gcagcattct 


25020 


ctgtgagggg 


aatccacctg 


ctgagctgct 


ggcatttcat 


aaagcctcgc 


tctctagagg 


25080 


agcttctagg 


tggtcaggaa 


tgggtggata 


caaggacaag 


aggggcaaat 


ccttttctga 


25140 


gagaaggaaa 


ctttggagaa 


ttggaatggc 


tgactctcaa 


atccatatgc 


atatctatag 


25200 


gcaccttttc 


aaaaggaaaa 


tatgggaaaa 


taagggaaag 


ctagaatatt 


cagaaaaaat 


25260 


taccaagaca 


ggcatttaaa 


acacttttta 


aaataatgga 


aatttacata 


gtgaaattgt 


25320 


ttataaattt 


ataaattaca 


cactatatta 


tattatacat 


ctattgtatg 


acagctgatg 


25380 


cttttggaag 


atgcttggag 


agaactgttt 


gttctaggaa 


tagcacaatg 


ggccattccg 


25440 


gttgatgcta 


acactctact 


ggctgtatct 


ggtaagaatt 


gcacaattta 


atgactttgt 


25500 


tgtagaaatt 


accataaaaa 


tacattactg 


aaaaaagaac 


aacatgtaaa 


gaataacaaa 


25560 


ttcctgctga 


acaatagagt 


atacctgtca 


tttataaatc 


tatatttaaa 


tgcaaataat 


25620 


gttgttttgt 


tgtattcatg 


actgcttgca 


ttgttattta 


aatgcaaatt 


actgtgtttg 


25680 


ttatcatcca 


agagaagatt 


ttatattaac 


tttcatacaa 


tatagccggt 


ttacatggaa 


25740 


tcagatatct 


tagagtgaca 


attgaataga 


tattgatatg 


caggattttg 


tcaaaaatca 


25800 


atattaaatc 


atgaaaatgc 


cttcatatta 


gagtatttat 


cccatatttt 


tattctaggc 


25860 


atgaacggtg 


acaacacaga 


ttcccagaag 


ctgaacaaga 


tcatatctga 


aatacaggct 


25920 


ttacaagagg 


tggtggctcg 


atttagacaa 


ctccggttag 


atgctactga 


atttgcctgt 


25980 


ctaaaatgca 


tcgtcacttt 


caaagccggt 


aagcagacac 


agacccctgt 


ttcttctcct 


26040 


tccccagttt 


tgccacctca 


ctaattcagc 


cacctcgaag 


tctgaactga 


cctttgcaaa 


26100 


aagaggtgat 


ggttttcaag 


ggagctgata 


ctcttaatct 


ggccccattt 


tttattgcta 


26160 


tgggaacctg 


catgttctgc 


tgggcatcaa 


cttccagaga 


ggtgcattcc 


cagacccaat 


26220 


ttcttttttt 


ctttcttttt 


ttttattttt 


taaatttttg 


tggagatggt 

Z> ZZf Z> zj z> 


gtcttgctct 


26280 


tgtcacccag 


gctggagtcc 


aatggcacc'a 


tctcagctca 


ctgcaacctc 


tgcctcctgg 


26340 


gtttaagcaa 


ttctcctgcc 


tcagcctccc 


aagtagctgg 


gattacagac 


acatgccacc 


26400 


atgcctggct 


aatttttgta 


tttttagtag 


aaacagggtt 


tcaccatgtt 


qqccaqqttq 

ZJ ZJ ZJ ZJ ZJ 


26460 


gtctcgaact 


gctgacctca 


agtgatccgc 


ctgcctcggc 


ct cccaaagt 


qctqqqatta 


26520 


caggcgt gag 


cactgcgctc 


ggct cccaga 


tgcaat ttct 


atgctgtcta 


tcacagtttc 


2 6580 


ctggtcttca 


tttctagttc 


ctacacatag 


tggttctgaa 


ctgagaagtt 


tccggaatgc 


26640 


tgccgccatt 


gcagcccttc 


aagatgaggc 


tcagctaacg 


ctcaacagct 


acatccatac 


26700 


caggtgaccc 


ttgtttgcct 


tgaacatgta 


cttaagaaaa 


ttgcctccat 


tgtgaatgcc 


26760 
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tgagcaggcg 
taatttaggg 
aattagatga 
ttgatccatc 
aagcctaggc 
gggtggatca 
ctactaaata 
ctactcggaa 
ccgatattgt 
aaaaaaaaaa 
tccttgagaa 
actttccaga 
aaggctgaag 
tgtgatcctc 
cagctaattt 
agtgtagcgg 
ctgcctcagc 
ttgtattttc 
acttgtgatc 
gcccggcaca 
caggctggtc 
gggattacag 
actgttgttt 
acttctggcc 
agagactggg 
tatagactgg 
caggcagttc 
catctccacc 
taaaaaaaaa 
tggtagattt 
gaaagctcag 
caaatgggta 
actctgtcca 



gtaataagcc 
agaatccatg 
tcaaagtgaa 
aaaataatgg 
tgggcacagt 
cgaggtcaga 
atacaaaaaa 
ggctgaggca 
gccactgcac 
aaaagaagct 
aacacaggtg 
gaggctatct 
tgcagtggca 
ccacctcagc 
tttttttttt 
tgcaatctcg 
ctcccaagta 
agtagagacg 
tgcctgcctt 
cccagctaat 
tcgaactcct 
gcctgggcca 
ggccttggtg 
atgcagggcc 
gctccaacaa 
gggctgaggt 
acttgagctc 
aaaaatttaa 
gccaggcttt 
gaagttagaa 
ctccataatc 
gaggctgtta 
tttggggtga 



agttcaaaca 
tccttaccta 
agcactgcca 
aacaacattt 
ggctcacgcc 
agatcgagac 
attagctggg 
ggagaatgtc 
tccagcctgg 
caaagtgtaa 
actttcttca 
ttttttttga 
tgtgagcatg 
ctattgagta 
ttttttttga 
gctcactgca 
gctgggatta 
gggtttcacc 
gacctcccaa 
ttttaaactt 
ggcctcaagt 
ctgtgcccag 
actggtatct 
cacaggcaga 
agctcctcct 
ggctccacac 
aagagttcga 
aaaaaaaaaa 
taaagagaaa 
tagagttact 
tcaacatcag 
atgcctccct 
taccacttct 



ttgtgactaa 
tctctcaggg 
gacatattac 
gtgtgaatgg 
tgtaatccca 
catcctggct 
tgtggtggtg 
gtgaacctgg 
gcgacagagc 
tggttggtat 
gatgccaatc 
gacagggtct 
gctcactgca 
gctgagacta 
gacagagttt 
accttcgcct 
caggtgcctg 
gtgttggcca 
agtgctggga 
tttatagaga 
gatcctccca 
cctaaagaag 
gttattttgt 
ggctgttttt 
ggcccagcac 
ctgtaatccc 
gaccagcctg 
aagaagaagt 
tggaaacttt 
cttctctagg 
ctatagacac 
caactaatgg 
gctagagtct 



ttatcttgtt 
tgggtgagag 
agttgtcctg 
gtatggaggg 
gcactttggg 
aacacagtga 
ggcacctgta 
gaggtggaac 
gagactccgt 
gtgagagagt 
tcaaataaaa 
tgctctgttg 
gccttgaact 
taggtgcatg 
cactctttca 
tccgggttca 
ccaccacgcc 
ggcaggtct c 
ttacaggtgt 
caaggtcttg 
cctaagtctc 
ccatcttttc 
gtcataacat 
ggctgtttgt 
tgggcaagcc 
agcattttgg 
ggcacaacat 
gtaaatttta 
ctagtttcct 
ctgatttgaa 
tgtgggggga 
gtcagagaaa 
ctctatttct 



gccagccagt 
gagcaaatct 
gcggaacaaa 
gtcaaaaatg 
aggccgaggt 
aaccccgtct 
gtcccagcag 
ttgcagtgag 
ctcaaaaaaa 
ggccacatca 
ggatgagaga 
cccaggctgg 
catgggctca 
ccaccacacc 
cccaggctgg 
agtgattctc 
cagctaattt 
gaactcctga 
gagccaccat 
ctatgttgcc 
ccaaagtgct 
acctatcata 
ctaccaggtt 
aggaactctc 
cattaagaag 
gaggccaagg 
ggcaagaccc 
ttatgccatt 
gagttaggac 
aggaatctgt 
ataaatacat 
tcccaagtca 
atcgtaaacc 



26820 
26880 
26940 
27000 
27060 
27120 
27180 
27240 
27300 
27360 
27420 
27480 
27540 
27600 
27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
28500 
28560 
28620 
28680 
28740 
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tcttttgaat 
ttgacagata 
aatgcatatt 
aatggagcag 
cacctgtaat 
tcaacaccag 
gggcgtcatg 
ttgaagctgg 
ggtaacagag 
aacaaaaaca 
attaagaact 
ccgagtactg 
acactgcccc 
agagaggaaa 
aatcagaaaa 
gggaggagga 
ggtcctgtgg 
ctgatagggt 
ggcaagtaaa 
catctgcttt 
ataagtatct 
ttatttcatt 
gtgacaaaaa 
cagcactttc 
ctgaaactga 
cgtaaggaga 
aatatgcaaa 
tgctaatgga 
ttctctctct 
cacattgttt 
caacctctgc 
tacaggtgcc 
tgaactcctg 



actaaatgaa 
gtgcacctgt 
gaattacaga 
tacataatct 
cccaagcact 
cctggccaac 
acgtgcacct 
gaagtggagg 
tgagtgagac 
aactaacttg 
taaaaatgag 
gccacatgca 
ttatcattgc 
gcaatgtggg 
gctcaaagtc 
tttcagcagg 
gaagtgccag 
ggcccgagag 
gtacatctcc 
gccatggaat 
tatttcttat 
ctgatatcag 
tgactatgcc 
ctgtctagaa 
gcctaattgt 
aggctaggaa 
tctgtaatag 
tgaagacaag 
aacacacaca 
ttgttttgga 
ctctgaggct 
cagcgaattt 
ggctcaagcg 



taaaactgtt 
atatgttttt 
atatatatag 
gggtacttct 
ttgggagttc 
atggtgaaac 
gtagtcccag 
ttgcagtgag 
tccgtctaaa 
tatgtcctaa 
aaggacgtgg 
gggctgcagg 
aagaagtggg 
gagtgtgaca 
tgatgggtgg 
ggagaagatg 
agaggtgagt 
aattcaacca 
ccaacaccgc 
tcttattatt 
taaataatgg 
ctacagctgt 
ttatttctta 
aaataaaacc 
atattacagc 
ttgacattcc 
acctaaaaca 
ggcatagata 
cacacacacg 
tgcccaggct 
caagcaattc 
ttgtagagat 
atgctcttgc 



ccctgtctat 
tcaaattaaa 
taggcagtta 
actgacttgt 
aaggagggcg 
ccgtctctac 
ctactcagga 
ccgagattgt 
aaacaaacaa 
ctgacctttg 
tatccagtta 
tgggcgatat 
cagcagtgtc 
gatgaatcct 
aggaaagaac 
tgtcctgaga 
gaggagggga 
tgggttaaca 
aaaagaagaa 
tctattaaat 
aattatggaa 
aatttaatat 
gcccttcaaa 
tgaacttgaa 
tctctaagct 
acacaaacta 
cttaaaccta 
ttctaaaaaa 
cacacacaca 
gcattgcagt 
tcccacctct 
gagcccttgc 
ctcagcctcc 



ggaatatcac 
atgccaggat 
atatttgttc 
aggccgggca 
gattacctga 
caaaaataga 
ggctgaggca 
gccactgcac 
aaaaattaaa 
acatttagag 
ttgatccagt 
gggataccag 
actccaatcc 
agtcagaggg 
atgtgaattg 
gtggtggagg 
gcctggtgtg 
acagcctatt 
aattatgtgt 
attagaatag 
tttcttattt 
ttatatctag 
tcagtgaaca 
atgaaaactt 
atttctctaa 
tattctataa 
aaagaaaatc 
taattttgat 
tacacacaca 
ggtgcaatca 
gccttctgag 
tatgttgccc 
caaagtgctg 



tgaaactatg 
ttgaatttta 
aaatttatta 
cagtggctca 
ggtcaggagt 
aaagttagct 
ggagaactgc 
tccagcccca 
aagacaaaaa 
ccattatggt 
caagcctttg 
aaggagcaag 
aaactagaga 
agtgagggac 
gtccttcaat 
agctggtagg 
ccaggagctg 
ttagagaaat 
ggaaaaaaca 
taaatatcaa 
catggaattc 
ggtcatacat 
ctttttcctc 
aacatgcaaa 
ttatcgagga 
ctgaagatca 
caattattga 
tagtcagacc 
cacacacaca 
tggctcactg 
tatctgggac 
aggctcatct 
ggattacagg 



28800 
28860 
28920 
28980 
29040 
29100 
29160 
29220 
29280 
29340 
29400 
29460 
29520 
29580 
29640 
29700 
29760 
29820 
29880 
29940 
30000 
30060 
30120 
30180 
30240 
30300 
30360 
30420 
30480 
30540 
30600 
30660 
30720 
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tatgagccac 


cacacctgac 


ctcatacatt 


gctattgttt 


ctggtagtag 


tacagtatgc 


30780 


tatatgtaat 


agacaattaa 


tttttgttga 


ctgactaacc 


aaccctttcc 


caactaaaga 


30840 


ataaaataag 


tgggagagta 


gatgagtggg 


taatctaatc 


gcagaaaatc 


aggagttggt 


30900 


tgtctataga 


ttcccccaaa 


ttcatccttt 


ctgaaggtga 


ttatttctca 


cagtggtttc 


30960 


tcaccacggg 


aaatgttcag 


catgttgggt 


ggatgctgca 


gatggcagag 


gtcgtccagg 


31020 


cagccactgc 


ctccgacttg 


ctgaagaatt 


atctctacta 


tgcctggtcc 


tgggaaggga 


31080 


aatagagctg 


ttgaaaagaa 


gtggccaagg 


tgaaagggag 


acacggattt 


ggggattact 


31140 


ttccaagaaa 


cattagaaat 


acattaaaca 


aggagaacaa 


gtggtaggat 


ttaagtattt 


31200 


ttttttaatg 


caggtaagct 


tcaccatttc 


cacaccacac 


tactagatgt 


ggtctggtgg 


31260 


cccctatctg 


caggtggtca 


tgaagctggg 


cagtgaaaga 


gccagctgag 


gtcctgagag 


31320 


gcccagatga 


actataagcc 


ttgtattctg 


tggaagtgaa 


ggactcttat 


gtgcccagag 


31380 


ctaaatattt 


agacaagcat 


gaaagttgct 


cccctgaact 


ttatttgcag 


ggtggagtta 


31440 


tcaggcagtt 


aaacacagcc 


acctgactcc 


ttcgaaggaa 


ttttgatatc 


ccttagcttc 


31500 


tagcaccttg 


tggcctgggt 


tgaacccagc 


ttagtcacag 


atgtgtatcc 


cggaagttca 


31560 


ggttttaggt 


gtttcatttc 


agtggaggga 


gctctcctta 


tgtatattga 


tatctaattc 


31620 


taactattgg 


ctgaagaagt 


atcagggctg 


cagtgaggag 

ZJ ZD ZJ ZJ ZJ 


gtggcttgca 


ggcatctaaa 


31680 


ggcagcagaa 


gattgaactt 


gcacatctga 


gcacagatat 


atgttggaca 


tcaaaagagg 


31740 


aaattgttaa 


gcaatttctc 


acatctttaa 


ttacatgcca 


atttcattga 


catgagagtt 


31800 


gggtggcact 


gccacccaac 


agaacttagt 


ctttaatttg 


cagtgtaata 


aggatggaat 


31860 


tattcctgag 


agagactaag 


tataatgcct 


gaataataat 


ttggagaatt 


gcttagaaaa 


31920 


agaagccatt 


ttatttgagg 


gaaatagcct 


tgaggagtcc 


ttagaattag 


aaaacatggg 


31980 


ttctgttgct 


agccttatcc 


tcaatgccct 


ggtcgttttc 


tataatggaa 


accttaaatt 


32040 


tattatttgg 


cttaaaatta 


gtattatgct 


tcttaaattt 


cttttttttt 


cccaaacaaa 


32100 


atgcaatcca 


tttgttaatg 


tagagagggt 


gtccgtgtga 


ttttggcagc 


atcatttatg 


32160 


gtctccctgc 


ctcaagtagt 


ctacctgcaa 


aacggggaca 


acagtgcctg 


tccagaactt 


32220 


tgctgcaggg 


atactgtgtt 


attcaagaga 


cctagatcag 


caatgctgga 


gatgatgtgt 


32280 


gttcaagtgt 


aagacgttag 


tttccataag 


taatggcctc 


tgaccttgtt 


ttcatggctt 


32340 


ctcacattcc 


agatatccca 


ctcaaccctg 


tcgctttgga 


aaactcctgt 


tgcttttgcc 


32400 


agctttacgt 


tctattagcc 


catcaactat 


aqaaqaaqtq 


tttttcaaaa 


aaaccat egg 


32460 


caatgtgcca 


attacaagac 


tgctttcaga 


tatgtacaaa 


tccagtgata 


tctaagctca 


32520 


caagataccc 


acttttcagg 


atgggacagt 


atcagatgaa 


cttcaaccca 


tggagaacaa 


32580 


gcctcaacta 


acaaaccctt 


caggaagcat 


ataccgggga 


atgtgtagcc 


ttcaggaaaa 


32640 


aaatgccaat 


tgacacaaag 


catt ccagta 


gctatgacct 


gccgccctga 


ccaggatagg 


32700 
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gcgggtggga 
gccctgggag 
aagatcaggc 
atacaaagtt 
ctacgttatg 
tcaaaagttt 
gtgaaaagta 
ctctttcttt 
ggaattgatg 
gagaagagct 
aataaagtgg 
aaccaaaggc 
atatggacgt 
actgatccat 
aaagccttga 
acaccgtcct 
aacaaacatt 
tgaggaaaaa 
agtgaattaa 
aatatattga 
cacccaccag 
cagcacagag 
ttggaaaatg 
taattgcatc 
tcattccttc 
aatcatttaa 
agggagcagt 
agcaaaggcc 
ctccagcaag 
tgaaatttca 
cttaaagaaa 
atttaacaac 
gttaccgtag 



aggagagggg 
ggggcaaact 
tgaacgatca 
tggtaaccaa 
ttggagcatt 
cccctctatt 
gcttatgcca 
tgttctttct 
gacaaaatga 
ttactaaaag 
agatgagtga 
agtgggggtc 
aattgcagaa 
tgctaacagc 
atgaacacac 
acactttaag 
tttaaatagc 
aaattcagca 
ctgatttgtg 
atttaaatga 
aaacaaggta 
cctgcagaac 
atgaataaag 
tgttagaaaa 
ctctgtttct 
tgatcaaaaa 
agaaatgtca 
atcagaggtg 
agatgcttgt 
atcagctgtg 
agcacagtac 
tttagtatcc 
gcaaagtgaa 



tgcaacagga 

gggggttgcc 

aaagctgaaa 
atatagctct 
tattttaaaa 
gtaatacatt 
tgtgatttgc 
tcttcttttt 
gattctcacc 
aacataagtc 
ttgagtgagg 
caaactcgtg 
ggaacttcaa 
ctgagactct 
acacacacac 
ctgctccttt 
tgctgtactt 
cttggactat 
aagttaaaag 
actctttctg 
ggggcagcag 
tgaactacaa 
aaataaaacg 
attgctgtgt 
aactctcttg 
gataaagtat 
tccagatgtt 
cccaaggcca 
gcctctgctc 
cacttcttgt 
tcaaagactg 
attgacagat 
tggctagagc 



ccgcctgcac 
acaggccgtg 
cataagtagt 
gtgtataaca 
ataatggtag 
attaagtggc 
tttttctcta 
taataccata 
aggacttcag 
aagggaggat 
tagattgctg 
gtgcagcaag 
ggagatgaat 
tcaatgcctt 
acacacacac 
ggtatgactc 
ttcacatttt 
cataggatga 
gttgtactca 
atttcttacc 
ctggtgttaa 
aggcaatttc 
taagattctg 
gaggaggaag 
ccaacatttc 
gataaagttc 
cccagcaagt 
caggcactgt 
ttgctaaaat 
ctacttattc 
tgtaagaatg 
aataggtaca 
taatgtatca 



tgaaaactca 
ccattctgcc 
gctttctctt 
tcgtactgcg 
gttttaaatt 
cttcagaact 
tcttcttttt 
ggccaggcaa 
gttggataac 
gaataaaaac 
tcccgttaac 
tcacaccaga 
gaatgctaaa 
tccgaaaact 
acacacacac 
tatacttatg 
gatttattag 
gtaaaacttt 
ttgtatttac 
ctccctccct 
aactgaagct 
cttcttacag 
ttctctacag 
gaggccgatt 
aatcctgacc 
atatggtgag 
cttaaggcac 
agactccttt 
ggtcttgcgg 
tacggagaat 
tcccttgcaa 
ttgtggtgaa 
acatgggtaa 



ctgctgccat 
tcttacctgg 
cctttttagc 
gccttcaaaa 
aaaagtgtta 
gagttaataa 
tcttttcttt 
ccttgtcaaa 
atgtcaaaaa 
agcaaaacca 
atagtgctga 
caggaaacga 
agggttcttg 
ggtttctagt 
acacacacac 
gaaatgtaga 
gtactagcac 
tcttgtacaa 
aaagaataaa 
ggctggttct 
cggagcactc 
tgaataccat 
ctctcaaatg 
aacagagtct 
agtcacttga 
taagatgtgg 
cggtcccaca 
tgggtggcag 
accgtatatg 
gagaattggt 
cactgttcgt 
tacagacaat 
atctgaaata 



32760 
32820 
32880 
32940 
33000 
33060 
33120 
33180 
33240 
33300 
33360 
33420 
33480 
33540 
33600 
33660 
33720 
33780 
33840 
33900 
33960 
34020 
34080 
34140 
34200 
34260 
34320 
34380 
34440 
34500 
34560 
34620 
34680 
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cagtgtgttt 


gtgtgtgtta 


tggggaaagt 


aaattgcaga 


gggcacatac 


agcttggtat 


34740 


catttatata 


aagttttaca 


acctacagaa 


caatactaga 


caatgtttat 


gggcatataa 


34800 


atgtatagga 


aacatttaaa 


acaggcatga 


gtattataaa 


cactaactgc 


tggatagtgg 


34860 


ctacttccaa 


gaagagatgg 


gatgggtgaa 


gggtataaca 


ggaccctcaa 


atgtttctgt 


34920 


aatggttaat 


ttcataagaa 


aaaaatctca 


aacaaatatg 


agatgaatga 


caagatttag 


34980 


taaagctgag 


tgatgggtcc 


aaggctgttc 


atctgtgtat 


cagtcaagtt 


ttccttcaat 


35040 


aatactgaat 


aacaaacatc 


cctcaaagct 


tacagcaaca 


aactcttata 


acttgctcac 


35100 


aggactgcca 


gcctcatgtg 


gctgtgcagg 


gcttggctgg 


gctcagctgg 


agctgactcc 


35160 


aggctatagt 


ttgggtttaa 


tatgctccag 


ggagtctggg 


ggaggtgact 


cacacctata 


35220 


atcccagcac 


tttgggaggc 


tgagacaggc 


agatcacaag 


cccaggagtt 


cgagactagc 


35280 


ctgtgcaaca 


aggtggaacc 


cagtctctac 


taaaaataca 


aaaaattagc 


caggtgtcgt 


35340 


catgtgcacc 


tgtggtccta 


gttatttggg 


aggccaaggt 


gggaggatca 


cttgagccca 


35400 


ggaagtcgag 


gctgcagtga 


gctgtgatca 


tgctactgca 


ctccagcctg 


gtgacagagt 


35460 


gagaccctgt 


ctcaataata 


aataaataaa 


taagcttcag 


ggtttcctca 


tcctggacta 


35520 


gcagctttcc 


taggatagct 


tcttttcatg 


gcaacgtgca 


qaaqtqcaaq 

3 3 3 3 


aqqctqatqc 

3 3 ~ 3 3 


35580 


aaacacattt 


acagctgcta 


ctcacttcac 


attgcttact 


ttcccccggc 


cacagcaaga 


35640 


tcgatggtca 


accttcccaa 


ccttaaatgg 


gcagagaagt 


gcactcctcc 


cgtagaggtg 


35700 


gagtgaggag 


agaagattca 


ctgaactata 


acaaaatcta 


gtacaatcac 


aatctacttt 


35760 


agtctattat 


aaatattctc 


aggaaaatta 


aaagggagta 


agattcttgt 


gacaagccac 


35820 


agaatactga 


ttcctactgg 


gattgctttt 


cttttgggca 


tctctgtcat 


tatttaaaaa 


35880 


aaaaaaaaaa 


agcaagcctg 


gctttcaaca 


tttqaqaaqq 


cccagaattt 


aaagctcagt 


35940 


agcagatatt 


ctctatggct 


ggtgttgtgg 

zj zj zj zj zj zj 


gggaggctca 

3 3 3 3 3 


acagtggtcc 


gtgaatacac 


36000 


aagttcaaga 


tatacaatcc 


aaatggacaa 


ataagagatg 


cattcagcca 


aatgattatt 


36060 


ccagtaagaa 


agaaaaaatt 


gtcttcaatg 


cttctccttt 


tttttttttt 


ttttttttga 


36120 


cagagtctca 


ctctgtctcc 


cagggtagag 


tgcaatggcc 


cgatctcggc 


tcactgcaac 


36180 


ctccacctcc 


cgagttcctg 


gattctaagt 


gattctcgtg 


tctcagcctc 


tqqaqtaqct 

3 3 3 3 


36240 


gggattgcag 


gggtgcgcca 

3 3 3 3 3 


ccacgcctgg 


ctaattttgt 


gtttttagta 


qaqatqqqqt 

3 3 ZD Zj zj zj 


36300 


ttccccatgt 


tggccaggct 
3 3 33 


ggtctcaaac 


tcctgatctt 


aggtgatcca 


ccctcctcag 


36360 


cctcccaaag 


tgctgagatt 


accgqtqtqa 


gccaccat gc 


ccagcct aat 


gctt ct cctt 


36420 


tgataaatgt 


tttttctaaa 


tcttggaggg 


tcacttttca 


aaagtgttat 


ttacatacca 


36480 


tggctattag 


atatgatgtc 


ttacatttgt 


gtttaactta 


cttttagtta 


tcctttgata 


36540 


caagagaaga 


gagagaacag 


gcggtgagct 


cagtctctga 


attgagactc 


ctaaattatt 


36600 


ttacatatag 


ctcaaggttt 


tcaatccaat 


gtaggagccc 


aagcactgaa 


tccattggcc 


36660 
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agagattact 


catggctgcc 


tttcttaaac 


attttataaa 


aatggaaaca 


ctacttttct 


36720 


gcaagtttct 


tttttgccta 


aggctatctc 


tcctgatgaa 


tacatatggc 


tctacctcat 


36780 


tcaatttaac 


atctatctag 


tattccattt 


taaggatgga 


ccactgttta 


cccaactaat 


36840 


tccttgttca 


ggaacttggg 


ttgcttgcag 


tgtttcacta 


taataaatta 


aactgcaaag 


36900 


aactcacctt 


ccatatacac 


ttttgtgggt 


ttgtgggggt 


gtttccgtag 


gataaactct 


36960 


tagaagtggc 


atttctgggt 


caaagattat 


atgcattttt 


aattttgata 


gatacagcca 


37020 


aatggctctc 


caaagggttg 


tatcaatttg 


cactcctgcc 


aagagggtat 


gagagggccc 


37080 


atttcattgc 


tcagaattta 


aaagtgctta 


atcagacaca 


ggcttgatga 


acacttcaga 


37140 


agctgttaga 


aaaatacaga 


gaatgcatat 


gtttctattg 


tgaatatgcc 


tctgctacaa 


37200 


tgcttcctgg 


actcattaag 


taggtcccac 


cctgtactga 


tagagcttgg 


ttccaccaaa 


37260 


tttttagcac 


aggccacttc 


taagaacttt 


tgggagtgcc 


catgctacag 


tgaaggttta 


37320 


gagaaagggt 


aaatgaaaat 


gtgaaaatgt 


agaaccaggt 


tggctgaggc 


tttttatttt 


37380 


attttaaaat 


tttaattaaa 


aaaatttttt 


ttgagatagt 


atctcactgt 


cacccaggct 


37440 


ggagtgcggt 


ggctccatct 


aggctcactg 


caacctccgc 


ctcctggact 


taagtgatct 


37500 


tcccacctca 


gctcccaagt 


aactggtact 


acaggcatgc 


gccaccatgc 


ttggctaatt 


37560 


tttttctatt 


tttttgtaga 


gatgggggtc 

ZJ ZD ZJ ZJ ZJ ZJ 


tcgccatgtt 


gcccatgatg 


gtcttgaact 


37620 


cctggactca 


agtgatctgc 


ccatctcagc 


ctcccaaagt 


tctgtgatta 


taggcatgat 


37680 


aatttttttt 


tttttttttt 


tttgagacag 


agtcttgctt 


tgtcgcccag 


gctggagtgc 


37740 


ggtggtataa 


tcacagctca 


ctgcagcctc 


caactcctgg 


gctcaaggac 


ttctcccatc 


37800 


tcagcctact 


gagtaggcta 


ggagtaaatg 


tgcatgccac 


catgctcagc 


taaatttttt 


37860 


actaaatttt 


tttttttttt 


tttttttgta 


gagacagggt 


ctaagctatg 


ttggcaaggc 


37920 


ttgtttcaga 


tcctggcctc 


gagtgattct 


cctacctcag 


ccccccaaag 


cactggaatt 


37980 


acaggtgtga 


gtcactgcac 


ttggctggct 


catgctttct 


actactaaga 


tgctgctcta 


38040 


aggatcttgt 


actatgcatt 


ttacaatacc 


ttttaaaaaa 


caatcattta 


tggaaattga 


38100 


agaacaacaa 


ctctctttaa 


ctgaataact 


ccagtacctt 


taccacaaat 


tacaaatggc 


38160 


ttcttttcaa 


tgtagtcttc 


atttttaata 


atgttttcag 


atttttgaaa 


ctcattttgt 


38220 


aacattgctg 


aatattgaat 


attgctgacc 


tcaatataga 


ccatcaggga 


gtctcatcag 


38280 


agctttcacc 


acacactgtt 


aggcaggctc 

ZJ ZJ ZJ ZJ 


ggcagcaatg 


tagcagaggg 

ZJ ZJ ZJ ZJ ZJ 


cagactctca 


38340 


gatgaagaaa 


caaggatgtt 


gtcacatatc 


ctgggcatct 


t catgatgtg 


ccaagatgtt 


38400 


gcaatgctct 


gctgggaaac 


catgggtgga 


gtcaatgtat 


tgaggagact 


aaggtcatag 


384 60 


gttggatttt 


caggtgaacc 


aggtggcctt 


attctgtcca 


tggaactggt 


atctctaata 


38520 


tctgtcaaac 


actatgtccc 


aggaaactga 


gcaagagtca 


ggagagacct 


ggactcttct 


38580 


accatgcagc 


ctagaaaata 


gctcacagct 


cctgacccct 


gatggtcaga 


gcagagcatc 


38640 
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ttgtttgaca 


cagcaatggg 


cctagtagaa 


ggagcattgg 


tcagggggaa 


gagactgagt 


38700 


ttccagctgt 


gaccagtgtg 


atctctggca 


ggtcagctaa 


cctgtttgca 


cctctgggtt 


38760 


ttcatctgtg 


aaaggagtat 


taggctcagt 


gatgtctaat 


tttcctcctt 


ctgttctaaa 


38820 


atctcatcat 


catctttaac 


tggtgtggtg 


ccaggagacc 


ctagaagaaa 


ttctcctttg 


38880 


tgggaagagt 


taatcagagt 


gcccaggtgc 


agtgactcat 


acctgtaatc 


ccagcacttt 


38940 


gggaggccaa 


agtgggagga 


ttgcttgagg 


ccaggagttt 


gagaccagct 


tgggcaacat 


39000 


agtgagaaaa 


agaaagaaaa 


gaaagatggg 


aagggaaagg 


gaaagaaaag 


acaggaaaag 


39060 


aaagaaagga 


agaaaagaga 


gaggaaggaa 


aggaaaggaa 


ggaaaggaaa 


gaaaagaata 


39120 


aaagaacaaa 


tcagattaag 


cacatttgca 


aatgtgttca 


accttggcca 


cttgcttctt 


39180 


ttaaactggt 


ccttctcaat 


ctttgttgca 


catggaatca 


cctggggagt 


gttaaaaatg 


39240 


ctcggtgccc 


aagctgtacc 


ccagatagat 


tacactagca 


tttctggggc 


agggcccagg 


39300 


catcagtggt 


tttttgcttg 


tttgtttttt 


gagatggagt 


ctcactctgt 


tgcccaggct 


39360 


ggagtgcagt 


ggcgctatct 


cagctcgctg 


caacttcctc 


ctcccaggtt 


catgccattt 


39420 


tcctgcctca 


gtctcctcag 


tagctgagac 


tacaggcacc 


caccaccgca 


cccggctaat 


39480 


tttttttttt 


ttttgtattt 


ttagtagaga 


cggggtttca 


ccatgttagc 


caggatggt c 


39540 


tcgatctcct 


gacctcatga 


tccatgcgcc 


tcggcctccc 


aaagtgctgg 
33 33 


gattacaggc 


39600 


ttgagccacc 


gcgcctggct 


ggcatcagtg 


tttttaaagc 


aattccagtg 


tgcagctaag 


39660 


gatgagaagc 


accgatgctg 


gcctttggtc 


aagaatcctg 


gaaaaggggc 


ttatcttcag 


39720 


gctccagagt 


catctgtgct 


ctcatccgtc 


atgcctggtt 


gctctccccc 


ctactctctg 


39780 


gtgacctttt 


aaaaagttaa 


ttctttcccc 


tcttttttgc 


tctggcttgt 


cattgaactc 


39840 


acccagctga 


ttgtggcgct 


tatgattgag 


aacctcttct 


gaccgcttcc 


ctttccccag 


39900 


aaattaacat 


gatcattaag 


gcttataatt 


ttactcacca 


gtgctatcaa 


tcaaqqqqct 


39960 


gcaaaaagga 


gttaagagtc 


cttttgtaat 


tggcagcagc 


ctgtgatttg 


gagcagagca 

3 3 3 3 


40020 


tccagggtct 


gtgggaggct 


ggaggtaggg 


agggcctggg 


gtgcagggag 


ggctctgtcc 


40080 


cccttgagct 


gactcccaaa 


acttccccca 


ggggctagaa 


agcttcagtc 


ttcctcttcc 


40140 


ctgaatatca 


aaataaggaa 


gccagttctt 


gccaatggga 


ctccaggctc 


accccaagct 


40200 


ctgcaatagg 


aaggaaggtc 


tctcacagca 


tccctgggat 


aaggaagatc 


agagaatt ct 


40260 


gtatacacta 


ggcaacccat 


gtctggctga 


ggaggggcag 

z) zj zj z) z> zj z> 


tqqqcccaqa 


ttatctgt ag 


40320 


ttcagaagtg 


gggttgagac 


tgtcagaccc 


aaggaggtga 

ZJ 


tccatccttc 


cct agtct cc 


40380 


ttggaact tt 


gtttagggca 


acaaaaatgg 


cagctgaacc 


tgatgcaatg 


caccctctgc 


404 4 0 


ggctccccgc 


agcccaggta 


actccatgct 


ccttccacat 


gcagcgagct 


gcagaatcac 


40500 


agtgccccag 


gacaagggct 


gaccttccct 


tctgggaggg 


ctgggctgtc 


tgaagacatt 


40560 


tctgacccat 


gcagtgcctt 


gtggaatatt 


ttatagatac 


atggtaagtg 


gtatgtatgc 


40620 
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cagaggtgat 


agggtagtta 


ttctctctct 


ctctcttttt 


tttctgtttt 


tgagacagcg 


40680 


tctcactctg 


tcacctaggc 


tgcagtgcag 


tggtgagatc 


tccactcact 


gcaacttctg 


40740 


cctcccaggt 


tcaagctatt 


ctcctgcctc 


agtctcccag 


atagctggga 


ttacaggtgc 


40800 


atgccaccat 


gcctggctaa 


tttttgtatt 


ttttagtaga 


gatggggttt 


caccatgtta 


40860 


accaggctgg 


tctcgaactc 


ctggcctcaa 


gtgatctgcc 


caccttagtc 


tcccaaaggg 


40920 


ctgggattac 


agtcatgagc 


caccacgccc 


agccctattt 


tatttcaaat 


acaacattgt 


40980 


aacaacatga 


aagtgattta 


tttttatttt 


cattatttat 


ttatttaaga 


tggagtatca 


41040 


ctccgtcgcc 


caggctggag 


tgcagtggcg 


caatcacagc 


tcactgcgac 


ctccgtctcc 


41100 


ttggttcaag 


caattctcct 


gcctcagcct 


cctgagtagt 


tgggattaca 


ggcgcccacc 


41160 


accacgtccg 


gctaattttt 


gtatttttag 


ttttgtattt 


tagtttcacc 


atgttggcca 


41220 


ggctggtctc 


gaactcctga 


cctcaagtga 


tctgcccacc 


tcagcctccc 


agagtgctgg 


41280 


gattactgcc 


aaagtggcat 


gagccactgc 


atccagcctt 


tttttttttt 


ttgataacac 


41340 


tataggaaaa 


tctggagagg 


gataaatcac 


ctataattct 


acttctctaa 


tacaactatt 


41400 


ttatttttgc 


ctattttttt 


ctatttcctg 


cacatgtacc 


tatgtatttt 


aacataattg 


41460 


taatcagagt 


aaacatgttt 


tgcattctga 


tagccctctt 


aacattcgat 


cactgacatt 


41520 


gttagtagtg 


gttatgaagt 


ctagaattcc 


ttttggtgtt 


tgcataataa 


ttctgttact 


41580 


tggtgtgtgc 


catcatttta 


cctgccactc 


actgttttgg 


ctaattaggc 


ccaacaaaaa 


41640 


tgtttaagga 


aatcagttcg 


caatatacga 


aacagcatga 


ctatgactta 


cccgtggaga 


41700 


ttagattccc 


agttcttacc 


tcctaagagt 


gggactcagc 


aagtgtgagg 


tagggccctg 


41760 


gcacctgcat 


ttcacaaccc 


tgatgccatt 


ggtcctcact 


ctgtacttcc 


tgaaacactg 


41820 


ccctgaggct 


tgctgagttt 


cttcagggac 


catcaatgat 


aggggcttgg 


ttacagccac 


41880 


cacagaaaca 


ccaagagcag 


ttgctttcat 


cttcctttcc 


aattaacacc 


aaggttgggc 


41940 


agaagattag 


agttaatatc 


tcttcaaaaa 


tcgtgtgtag 


gggctgggcg 


cagtggctca 


42000 


tgcctgtaac 


ccagcatttt 


aggaggccga 


ggtaggcgga 


tcacctgaag 


ccaggagttc 


42060 


aagaccagcc 


tgggcaacat 


ggtgaaaccc 


catctctact 


aaaaatacaa 


aaaatataaa 


42120 


tagctgggcg 


tgttggtgca 


aacctgtaat 


cccagctact 


agggaggctg 


aggcaggaga 


42180 


atcagttgaa 


cccgggaggc 


ggaaattgca 


gtgagcggag 


atcccgccac 


tgcactccag 


42240 


cctgtgtgac 


agaatgagac 


tgtctcaaaa 


aaaaaaaaaa 


atatatatat 


atatatatat 


42300 


atatatgtga 


aatacatata 


cacgcacaca 


tatatatgca 


tatgtgtgtg 


tgtgtgtgtg 


42360 


tgtgtgtgtg 


tgtgtgtatc 


t cacatgtgg 


gtggaccagg 


tgcggtggct 


tattcctgta 


42420 


atcctagctg 


cttgggaggc 


tgaggcagaa 


ggatggctag 


agcccaggag 


ttcaaggctg 


42480 


caataagttt 


tgtttgtgcc 


attgcactcc 


agcccaggca 


acagagatcc 


tgaccctgga 


42540 


aaaaaaaaaa 


gaagaaagaa 


aagaaaaaga 


aaagaaaaaa 


caacaacaac 


tgtgggtcac 


42600 
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actggagctg 


cttctccacg 


qqqctgttct 

^3 ZJ ZJ ZJ 


cccccacctg 


ggcactggct 


ctcctggaag 


42660 


gccgtgccgc 


aggacatgtc 


agcaccttgt 


ggctctaggt 


cacatctgct 


ccaggtgcct 


42720 


ttgttccagt 


aactcaatac 


tcagatgatg 


gggtagtacg 


aagggcccac 


attttgcagc 


42780 


tggtggagat 


ctgggcagtc 


agcacaggga 


agggggcagt 


gagggatggc 


ttggctcatg 


42840 


ctgggccttg 


ctcctggcag 


cccgggcctc 


tctctctgca 


cacacaggct 


gcacttgcca 


42900 


gcatctcttc 


tctcccaagc 


cgaaaccgtc 


tggcagtctc 


tttgacctgt 


tcactttcct 


42960 


cctctttggt 


gtcttggtgg 


tccagaatta 


tctgcagaaa 


ggaaaatgcc 


tgccttacct 


43020 


tcctttattt 


gccttaaacc 


tcccaaatct 


gggtctagcc 

ZJ ZJ ZJ ZJ 


cagctataag 


cagaggctga 


43080 


gcaagcaggc 


cccggagtga 


ggctgggccc 

zj zj zj zj zj ^ ^ 


agaaaatggc 


tccagaaacc 


accagatgac 


43140 


cacgagtaga 


ctatggtgag 


cacttggagt 


aactgcc'ata 


tgattccacc 


caaaatctgg 


43200 


ctgcagctca 


acttcttt ca 


qaaaqaqaqa 

ZJ ZJ ZJ ZJ 


qqqaqctqcc 

ZJ ZD ZJ ZJ ^-j ^ 


acgt ctgaaa 


aatcaagtca 


43260 


gtgaccagcc 


cagccacctg 


ccatgtccta 


gcctgagttt 


tqtttcaqqq 

ZJ ZJ ZJ ZJ 


ccacggtcat 


43320 


gaacttattc 


ttcgctttgt 


tatgggatct 


ctqqqqtqtt 

ZD ZD ZD ZD ^3 


gatttttctg 


gctagaaacc 


43380 


tctgtggcct 


gagtttctgt 


cctgcatcca 


qqaaqaatqa 

ZJ ZJ ZJ ZJ 


ggtacacaga 


caaqtqaaqq 

ZJ ZJ ZJ ZJ 


43440 


gtgaagaaga 


tgaagagttt 


tatttagtgt 


taaaacagct 


caqaqqaqac 


ccacagtggg 


43500 


tagctcctct 


ttgcaggcag 


atcatcccat 


ggagtgttca 

ZJ ZJ ZJ ZJ 


gctctcagca 


gagaggaggc 

ZD ZJ ZJ ZJ ZJ ZJ 


43560 


cctgqaqqqq 

ZD _J ZJ ZD ZD ZD 


ttggctcctc 


tctgcaggca 


qqtcatttqq 

:3 " ^D ZJ 


atgtctctgc 


aggtctctga 


43620 


agctctcagc 


aqaqaqqqtc 

ZD ZJ ZJ ZD ZJ 


gtcttgtctt 


cccatcgtct 


ctctgccctc 


ttctcctctg 


43680 


gccatcctct 


gccctgct ct 


ggctgaaccc 


agcttt cat g 


gacctcagag 


qqqaqqaaqt 


43740 


gggtgccaat 

ZJ ZJ ZJ ZJ 


tggtccatgg 


qcqqccatqq 

ZJ ZJ ZD ZJ ZJ 


qtqccqtqaa 

ZJ ZJ ZJ ZJ 


gaggcaccac 


cagtccccac 


43800 


tccagtctgt 


qqqactqqca 

ZD ZD ZD D Zj 


gcctggcctt 


cagccttcaa 


gccctctctg 


gcct gcaagt 


43860 


ggggccttgc 


tgqqqa'cctq 

ZD ^> ZD ZD ZJ 


cccccttcag 


gccaggactc 


tgt ctgccac 


t gccattcaa 


43920 


ggcccggggg 

^ ^ ZJ ZD ZD ZD ZJ 


gctcagcccc 


aacaccactc 


caagatagga 


qcaqqcqcca 

^3 ^3^3 ^3 


qqaqtqqaqa 

ZD ZD ZD _? ^3 ^3 


43980 


gaggccagtc 


agtgggaaca 

ZJ ZJ ZJ ZJ 


gacaccctcg 


aacctgtagg 


qatqcqqaqq 

ZD ZD w ZJ ZD ZJ ZJ 


aqqtqqqqaq 

ZD ZD ZD ZD ZD ZD ZD 


44040 


tgtccttcct 


qqqqcctctq 


aatqtqcaqq 


ctgcagcgat 


gcagaggtcc 


agcacctagg 


44100 


agggccaggc 


agtgggagca 


gacacccccc 


aatctgcagg 


qattqqqqcq 

ZJ ZD ZJ ZD ZJ ZD 


qqqaqtttcc 

ZD ZJ ZD ZD w 


44160 


ttcctggggc 


cccccqaqqq 

" Z3 Z3 


tacaggctgc 


aqaqacqccq 

^3 ^3 3 ZD 


qqt cctqtqc 


ctaqqaqqqt 

3^/ 3r)3 


44220 


ggctqtaqtc 

— ' ZJ ZJ ZJ 


tcagcagatc 


ctgcctgcac 


ccagccctcc 


tccaagagca 


taaggagcct 


44280 


cgaattcaca 


gctgcagttt 


qqqtqqctqt 

zj zj zj ^3 ^3 3 


agccccgccc 


aaqaqt cqtq 


ggact cct gc 


44340 


ctgctccaca 


gagcaggagg 


cctgggtctg 


cagctgtggt 


ttgggaggct 


gcggcagctc 


44400 


tgggagttcc 


catcccaact 


cagaaagggc 


agagctcccg 


atggggctct 


gactggctcc 


44460 


acggagtgtg 


cagccccagc 


cgtgcctccc 


tgctgcagtc 


ggcgtgatgg 


cagcatttaa 


44520 


gtacaagcca 


taagaatcgt 


tataaatgac 


caataaaata 


actggggtga 


taatttaaat 


44580 
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atatatgttg 


cctggtttct 


gaggggat aa 


aaaccaactt 


acattttctc 


atcagcttca 


44640 


tatccctcat 


attgtcttaa 


ttttagtttt 


gtttcttaat 


taccttattt 


tattttattt 


44700 


tacttttttt 


tgagagctgg 


tcttggtttg 


ttacccagga 


tggagtgcag 


tggcatgatc 


44760 


tcatctcact 


gcaggctgca 


tctgttgggc 


tcaagcgatc 


ctcccacctc 


ggcctcctga 


44820 


gtagctagga 


ctacaggtgg 


gcaccaccac 


gcccagctaa 


tttttgtatt 


ttttgtagag 


44880 


acaaggtctt 


cctatgttgc 


ccaqqctqqt 


cttgaactcc 


tgggcccaag 


caattcactc 


44940 


acctcagcct 


cccaaagtgc 


tgggattgca 


ggcatgggcc 


actqaqqctq 

3 3 3 3 


gccttaattg 


45000 


ccttattaat 


acagattcac 


ggcatgaaag 


qaaqqgcgca 

3 3 3 3 3 


atggtaaaac 


ctaccaaaga 


45060 


aat tgaagct 


gtgtaactag 


atacatcagc 


tctgaaaaat 


caacaaatta 


tt ctctagga 


45120 


ctgtagtcct 


ttatttcaaa 


aaggattct c 


aaatgcatat 


gttaqtqqaa 

3 3 3 3 


ttggcaaatt 


45180 


tactaaaatt 


tccatttgct 


ttgaattttt 


atqtqqtqca 

3 ^33 3 


cacattcact 


ctaqqaqqtq 

33 33 3 


45240 


ctgcctgtct 


ctqqqaqaqa 


atcaaagaga 


qaaqaqqaaq 

3 3 3 3 3 


ctttaggacc 


tgacccccgg 


45300 


qqcccqqqaq 


gctggacct c 


acactgtcag 


tgcctt cttc 


ctccagagag 


gtacagt cat 


45360 


qqaqqtcaqc 


aggcctgcaa 


gacaagat ct 


qqacaqtttq 

3 3 3 3 


aatttttttg 


qcqqtqqtqq 

3 3 3 3 3 3 3 


45420 


tqqqqqaacq 


gagttt cgct 


ct t gt cgccc 


aggct ggagt 


acaatqqtat 

3 ^33 ^ 3 w - 


gatcttggct 


45480 


caccgcaacc 


tctgcctccc 


aggttcaagt 


gattctcctg 


cctggagaca 


gggtagaatc 


45540 


ccagactggt 


ctcaaactct 


ttgcctcaag 


ggat cctccc 


acctgggcct 


ttaagttgtc 


45600 


ttttcatcta 


cattttcaaa 


aaaatctat c 


acgtagtttt 


taat ttgcat 


tatttaattt 


45660 


atttatttag 


agacgtggtt 


tcgctctgt c 


acccaggctg 


qatqqaqtqc 

3 3 3 3 3 


agtggtgcac 


45720 


agctcactgc 


tgccttgacc 


ccctgggctc 


aagccaccct 


cccaccttgg 


cctcttgagt 


45780 


agctgggacc 


ataggcacac 


gccaccacgc 


ccggct aatt 


tcccctgct t 


ctttcttaat 


45840 


atggaggtac 


t gactcagtg 


tttacatttg 


aggctt tctt 


ctgattcccc 


ctqcccqaqq 


45900 


gctttgtctc 


acagtgctct 


tgccaact gc 


ttccccgcag 


gccctcccca 


gcagcagt gc 


45960 


caqqqctqaq 


gacaaagtgc 


accaggcaag 


cttctgtttg 


gtgctgaaat 


atatqaqaat 

3 ^ 3 3 3 3 ^ ^ 


46020 


qactatqqqa 

3 333 


aggtt agaga 


qtqqtcaqt q 

3 ^33 3 3 


gtgtcgcatt 


t ctgcacgag 


tacagat cca 


46080 


qqataqaqaa 

3 3 3 3 


acatatttcc 


atttct cagt 


aaatt cttag 


aaatcaggaa 


tacttcaagg 


46140 


aactattttt 


aatttttttg 


gtcttttaag 


caaatcattg 


atatgtgtgc 


aacat ggatg 


46200 


actcttaaaa 


catt atgtgg 


agcgaaagaa 


gccagt ccga 


at agaagt gt 


aatqactqac 

^* 3 k "3^ , '^^'33^ 


46260 


ccaagtctgg 


gtgacttcaa 


agcctgtgtt 


ct t t caacca 


ct ccccaacg 


gccccccagc 


46320 


tccctgaatc 


ccaggcctct 


ccccttggtt 


tctagtctga 


gccccaggtc 


ggctgttagg 


4 6380 


ggaggccctt 


ggacaagtcc 


cttcccataa 


tgagaggctt 


agatgagatt 


gcttctaaga 


46440 


tttgttatag 


ttctaacatc 


ctagcacctt 


ccaagtctat 


ttcttttaaa 


aaattgactt 


46500 


gtttttggcc 


gggtgcaatg 


gctcacacct 


gtcatcccag 


cactttggaa 


gctgaggcgg 


46560 
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gcggatcaca 


aggtcaggag 


tttgagacca 


gcctgaccaa 


catggtgaaa 


ccctgtctct 


46620 


actaaaaata 


caaaaattag 


ctgggtgtgg 


tggcacttgc 


ctgtaatccc 


agctactcag 


46680 


gctgaggcag 


gagaatcgct 


tgaacccggg 


aggcagaggt 


tgtagtgagc 


cgagatggcg 


46740 


ccactgcact 


ccagcctagg 


cgacagagtg 


agactccacc 


tcaaaaaaaa 


aaaaaaatta 


46800 


atttactttt 


tgaatagtta 


atagtcacat 


gatacaaagc 


tcaaaaggat 


atatatgtca 


46860 


gagaccagga 


aactaaagag 


acaggaggac 


taagtgaaat 


atggtttcct 


ggaatggatc 


46920 


ctggaacaga 


aaaaggatat 


tctttaaaaa 


ctagtgaaag 


tggcccagca 


ctgtggctca 


46980 


cacctgtaat 


cccagcactt 


tgggaggcca 


agatgagtgg 


atcacttgag 


cccaggagtt 


47040 


ggagaccagc 


atgggcaaca 


cagtgagacc 


cgcaccccca 


tctctaaaaa 


aatttgaaaa 


47100 


ataattttaa 


aaaaaattag 


tgaaagtcaa 


agtttggaat 


ttggttagta 


acaatgtacc 


47160 


aatgctagtt 


tctttctttc 


tttctttttt 


tttttgagac 


ggagtctcac 


tctgttgccc 


47220 


aggctggagt 


ccagtggcac 


aatctcggct 


cactacaacc 


tctgcctcct 


gggttcaagc 


47280 


gattctctgg 


cctcagcctc 


ctgagtagct 


gggattacag 


gtgtgtacca 


ccatgctcgg 


47340 


ctaatttttg 


tgtttttggt 


agagatgggg 

ZJ ZJ ZJ ZJ ZJ ZJ 


ttttactatg 


ttgaccaagc 


tggtctcgaa 


47400 


ctcatggtct 


caagtgatcg 


cccaccttgg 


cctcccaaag 


tgttgggatt 


acaggtgtga 


47460 


gccaccacac 


ctggcccagt 


gctaggttct 


tagttttgac 


aaatatgcca 


tggtcctgta 


47520 


agatgtcagc 


atqaaqqqqt 

ZJ ZJ ZJ ZJ ZJ 


atataactct 


ttgtactctt 


acaacttttc 


tgtaaatcta 


47580 


aaattattcc 


aaaataggcc 


aggcacagtg 


gcttatgcct 


ataatcccag 


tactttggga 


47640 


ggccaaggtg 


ggtggatcac 


ctgaggtcat 


gagtttgaga 


ccagcctggt 


taagatggtg 


47700 


aaaccccgtc 


tctactaaaa 


atacaaaaat 


taaccaggcg 


tggtggcagg 


tgcctgtaat 


47760 


cccagctact 


tgggaggctg 

3 3 3 ^-^vw^ 


aggcatgaga 

33 zj ZJ 


atcactcgaa 


cctgggatgt 


ggaggttgca 

3 3 3 3 3 


47820 


qtqaqctqaq 

z) ^- ZD ZD zj zj 


attgtgctac 


tgcactccag 


cctqqqcqac 

ZJ ZJ ZJ ZJ 


aagagcaaga 


ctctgtctca 


47880 


aagaaaaaaa 


aattattcca 


aaataaaaag 


ggtttttgtg 

ZJ ZJ ZJ ZJ 


ttttttgttt 


ttaaagtaat 


47940 


gttttccttt 


tgcccgagtc 


attgagccac 


ccagtcccca 


agccagacaa 


ccaacgttca 


48000 


atgttatctg 


tttcttatat 


aatctttcag 


atatattcaa 


ttaatattca 


aagaaaatgt 


48060 


atattctaca 


aatatatctc 


caaatagaaa 


gtgtgtctct 


gagataaatt 


cctagaagtg 


48120 


ggattcctgg 


gcatatagtt 


ttcatagtta 


ttgccaaatt 


gccttccata 


gaagttgtac 


48180 


caatttatcc 


tcccaccaga 


caatgtgtgt 


gaggacctgt 


tgtatcatca 


acacagactg 


48240 


tggtctgaga 


gtgaactggt 


attcacttac 


ctcagtttaa 


gtcagactgt 


caactctcaa 


48300 


agtgctcttg 


aaaaaaactt 


ctctagaaag 


ctgctacaaa 


atggcggctc 


cattctcgag 


48360 


ggagtagagg 


caagcaggga 


gctggctgca 


gtggcaaagg 


gcagcaaggc 


catgaagaag 


48420 


cgcttgccaa 


atgattaaca 


ttcctgtcgc 


caattactac 


tgtcctcaag 


aggagaagac 


48480 


attcacagaa 


gggcattgtc 


tctgctccac 


agcacacaaa 


gggtcaagcc 


tcacagattt 


48540 
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gctcctagtt 
atccctttgc 
cacctcagag 
aaaacaactg 
agctaagtaa 
tttataactg 
gtgttggcct 
gtccaggagt 
ctgcacacgg 
aagacttggg 
aactctgtcc 
ttgagaatta 
gtggtcggat 
ctgaccacca 
tgtgacagga 
ctactcaaat 
aacttattga 
ttggaaaatg 
tggccgagga 
gaaaccctga 
agttccagct 
gcagtgagcc 
gaaaaaaaaa 
taattttcaa 
atatacttgc 
ttacttccac 
ccccctaact 
ttcaaattag 
aaagatactt 
ttcaagattt 
ctaggtgttt 
ccgcttggtg 
ctcagccatt 



gggggaaaaa 
agaaagaaga 
actctccaat 
gattaaagta 
tgacaaagct 
aattctctta 
ctttgataac 
ctgcaggcag 
tccagcttgg 
tttaaatccc 
catttcctct 
aatgaggtaa 
caccaatctc 
agtgaacctg 
gcattcagag 
atctgtttgt 
agtatgttta 
ttaaacaagc 
gggcggatca 
ctctactgaa 
acttgggagg 
gagattgcac 
aaaaaaaaaa 
gcagtgatca 
attttctaat 
attcataatg 
ctcttcctta 
actccaggta 
acaaactgtc 
tatcttggtc 
ttgttatttt 
ttctctcagc 
attacttcaa 



ccctcacagg 
cagcaaatcc 
gaataaaccg 
taatctagct 
gcagtgttta 
aatgtttaat 
actggcacca 
cagctgtcag 
aggcagcatc 
aattgtactt 
cttggtaaaa 
tacatgtaaa 
tttctgtctc 
ttccacgtca 
tttttacatt 
aaaagtataa 
ttaaaatatt 
tgggtgcggt 
cttgaggcca 
aaacaaaaca 
ctgaggctgg 
cactgcactc 
aaaattaaac 
gtgtattcca 
tggtgacagt 
gaagaaataa 
gagcagaaga 
ttataaaata 
aagccagcag 
tttggttttt 
tttttttttt 
atcctggatc 
acatgtagac 



tcaaagtgtt 
ccagtgaagt 
gttaaacatg 
agaaaggaaa 
catctgtcaa 
ttttctttag 
aggcaactgt 
ggcgagtgtt 
catcgcacag 
tttactggct 
tgaagataat 
agcctacacc 
tcctgctcct 
gactaactcc 
agggcttctt 
aataaaatac 
tttaaaactt 
ggctcacgcc 
ggagtttggg 
aaacaaaaaa 
agaatcgctt 
tagcctgggt 
aagatcaggg 
agatttgcaa 
caaaagtcct 
ttaatttcag 
aaaaaatatt 
ttaccacctc 
tcccttattt 
tgcagtttga 
accaacaagg 
tgtggtttgg 
agtttgaaca 



cagattacag 
tgaaaggaca 
gtttggattt 
ggacatgtgc 
gcaggaacgg 
ctcaacgtga 
gtgagcacga 
cggcatgggc 
gtgcaggttt 
gtgtgacctt 
acccatccaa 
gaaacctaaa 
gctccccctt 
aggcacttca 
aaacgtgttt 
atgggattat 
gtgataaaat 
tgtaatccca 
acccgcctgg 
ttaggcatgt 
gaacccggga 
gacagagtga 
agtgagtctg 
caacaaatgt 
gcttctacta 
ttacagaata 
aaagatacac 
tgttctcaag 
tacttttttc 
acgtgacata 
ttattctttt 
ttcaccaatt 
atacaggttt 



attcaggaaa 
aaactttctt 
agtgaacatg 
tgagacaact 
ccattccagc 
gcctctgctc 
cgggtgtaga 
cttggccaag 
tagaatcaca 
ggacaaatta 
tagggttgtt 
cactcaatag 
gcacacacac 
gatcttactc 
gtaaagatcc 
aaaagaaacc 
atgtgcttct 
gcactttggg 
ccaacatggt 
gtgtgcctgt 
ggcggaggct 
gaccctgtct 
ataactacaa 
gatataatta 
atactctggt 
ttaaatatga 
cgttttccca 
actagtgata 
tctgacttct 
catgacatcc 
taaatttatt 
ttggaaaggt 
gaactgcgca 



48600 
48660 
48720 
48780 
48840 
48900 
48960 
49020 
49080 
49140 
49200 
49260 
49320 
49380 
49440 
49500 
49560 
49620 
49680 
49740 
49800 
49860 
49920 
49980 
50040 
50100 
50160 
50220 
50280 
50340 
50400 
50460 
50520 
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ggcccactca 


tacgtagcct 


ttttcaataa 


aagtaacaga 


atgtgcctgt 


ccctcctgcc 


50580 


tccccttcca 


cctcctccac 


ctctctgcct 


ccccacccct 


gagacagcaa 


gaccaacccc 


50640 


tcctcttcct 


cctcttcctc 


ctcctcagcc 


tactcaacat 


gaagatgagg 


atgaagacct 


50700 


ttacggtgat 


ccacttccac 


ttaatgaata 


gtgaatatgt 


tttctcttcc 


ttatgatttt 


50760 


cttagtaaca 


ttttctttag 


cttactttaa 


gaatacagta 


cacaatacat 


gtaacataca 


50820 


aaatatgtgt 


taagtatatt 


atcagtaagg 


cttctggaaa 


actaggctat 


taaattttgg 


50880 


gggagtcaaa 


agttatatgc 


aaattttcaa 


ctatatgcag 


ggttggcaca 


cctaacccct 


50940 


gcattgttca 


actgtatata 


tttttttgct 


ctactctctt 


tcaggtattc 


caattacaca 


51000 


tttgctatac 


cttttgaaat 


gatcccagtt 


tttggatggt 


ctgggttttt 


atcctactct 


51060 


ttctcttccc 


atttcagttt 


gggaagttct 


tattgaccta 


ccttcaaatt 


cactaattgt 


51120 


ttcctaaatt 


tgtcaagtct 


atttatgagt 


ccatcaaaaa 


catttttcat 


ttttattata 


51180 


gtgattttga 


tttttagcat 


ttccttttga 


gtttccatct 


ctctgattac 


ccatctattc 


51240 


ttgcacgtct 


actttttcca 


ttacaacttt 


taatatgtta 


ggttataatt 


atcaaacagg 


51300 


gaatctgtgt 


catatccaac 


tctggttctg 


attgctttct 


cttttcaaac 


tgtttttact 


51360 


tgctttttgg 


catggcatgc 


cttcaaattt 


tttgttgaaa 


gccaggtatg 


ttgcactggg 


51420 


taatagaaac 


tgaggtagac 


aggccttaag 


tgtgaaggtt 


catggtaatc 


ttgctggagg 


51480 


acggactatg 


tttaatgttt 


gctgtagtta 


caggtgccag 


aggcttcacc 


ttcctctagt 


51540 


gtctttgctt 


ttgcctgtct 


cttaactttg 


ggtttcccta 


attactcctc 


cacaaagggg 


51600 


gacttccagc 


tgtaatccac 


tacgattaca 


ctcgaatccc 


actggtgcgg 


tggtaaagtg 


51660 


tgggaagtgg 


gatattctat 


aatcttcaga 


ttaaatctgt 


gtcttagtgg 


gcctgtgagc 


51720 


ttcacaagtg 


tttttccagt 


ggtagagcgt 


ttcctttctg 


gccccctact 


cccttccctg 


51780 


gctgcagcat 


ttccagtcta 


tttccttgaa 


atcctgaccc 


ctcttgacta 


agttcccatc 


51840 


cctgccccat 


gtaagtaaga 


caggaagcct 


agaggggggc 


tagagtggga 


agaacgccct 


51900 


tcccccaact 


gggataggct 


ctgggagtct 


ttcaccctgg 


agagtaagcc 


ttcgtaataa 


51960 


aggttttgga 


cattatttca 


taatgattat 


taatcccttt 


tccacgtcag 


agccacacat 


52020 


cttactagat 


cttcactgaa 


aatgtggtgg 


gattcttgga 


ggtgaagccc 


acgaacttgt 


52080 


ggagacccct 


cttaacactg 


tgatccccag 


ggacttctca 


ctctcacgct 


cacccacact 


52140 


cagccgctag 


caattcattg 


ccatctaagt 


gtttctaact 


agcttatggc 


tccagtagct 


52200 


tttgctccag 


ataagcagat 


tttggctgtc 


tctctttaga 


tagccctgtt 


tctccagatt 


52260 


ttagggtggt 


ggtttgccct 


tcaacctcaa 


4-4- . 4— — . -I— ^ — v 4- 

ttct ctgatg 


ggt ccaagaa 


aagtcattga 


a o *d o n 


ttttgcattt 


gtacagattt 


ttcttgttga 


aaggacaaag 


tgataacttt 


ttctcttgag 


52380 


acagggtctc 


actctgtcac 


ccaggctgga 


gtgcagcagc 


gcaatcatgg 


ctcactgcag 


52440 


ccccaccctc 


ccaggctcag 


gggatccccc 


acctcagtct 


cccaagtagt 


tgggactgca 


52500 
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ggtgtgtacc 


accatccctg 


gctaattttt 


ttatttttat 


agagactggg 


ttttgccatg 


52560 


ttgtccaggc 


tggtcttgaa 


ctcctgggct 


caagtaatct 


gcctgcctcg 


gcctcccaaa 


52620 


gtgctgtgat 


tacaggtgca 


caccactgtg 


ccaggcttgg 


tgccaacttt 


caagcttttt 


52680 


acctgtagaa 


gcttaaacca 


gaattatttc 


attctggcca 


ttcccttcca 


tccacctgaa 


52740 


ctgctgtgtc 


ccttcttgtc 


ctcacatttg 


cgatgactac 


tgtccctctt 


agtgagtctt 


52800 


ttcatgactg 


gtgttcgatc 


tctcctgtct 


gttagcactt 


tgeacaatea 


agtgcttggt 


52860 


gttgctagtt 


gagtccactg 


ggtcgctttc 


atttctggca 


ctcactctac 


agtaaagagc 


52920 


atctgggatg 


aggtgttgtt 


gcccagcatc 


ctctaagctt 


cctttgtgct 


tttaaattaa 


52980 


tttccctggc 


ctccaaatca 


gtcttatttt 


cttagcaagg 


ttggaataaa 


gcaaacttca 


53040 


ctttctgtaa 


atcaggattt 


acaaaagtaa 


tttctcaaga 


tctggtaagt 


ccttttttct 


53100 


caatttcttg 


atttcttttt 


gtaatgactt 


aagtagccag 


gtaagategg 


atttggccaa 


53160 


gttcaaggaa 


atcatagggc 


ctcctatcta 


aatgactaaa 


cctgacagtt 


ttggaattac 


53220 


ttgggaaact 


ttaaaaaaga 


aaatcctaaa 


tgcagtccta 


agagagtaat 


tgtggtgggc 


53280 


agctatgttt 


aggaaaatac 


gatacttcta 


gtaagctgtg 


catgtccaaa 


agagctactt 


53340 


acacctaaac 


ttaaaatcaa 


aactaaaaaa 


catactaggg 


agacaaagtg 


aaaatactat 


53400 


tagaaaaacc 


aaaccaaacc 


tatccattcg 


taacaaagga 


cataggaatt 


gtttaacatt 


53460 


caccctttca 


ctcattcagt 


aactgtattg 


aaagtcatag 


geaeggctgg 


gcgcggtggc 


53520 


tcacgcctgt 


aatcctagca 


ctttgggaga 


ctgaggcggg 


tggatcactt 


gaggtcagga 


53580 


gttcgagacg 


agcctgacca 


acatggtaaa 


accccgt etc 


tactaaaaaa 


atacaaaatt 


53640 


agctgggcat 


ggtggcgcat 


gcctgtaatc 


ccagctacct 


caggaggctg 


aggcagaaga 


53700 


attgcttgaa 


ctcaggaggc 


ggaggttgca 


gtgagccaag 


atcacgccac 


tgcactccag 


53760 


cctggggaac 


agagtgacac 


tccatctcaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaagtcat 


53820 


aggccctgtc 


cacaagaagg 


aagtacacca 


agccatggcc 


tttagaatca 


aaegtcttea 


53880 


cagtttaaat 


gcagtaccat 


cctctcctgg 


ttaaccttga 


aaattctget 


caagctttca 


53940 


aaacctcagt 


cttctcattt 


gtaaaaataa 


cattatctac 


ttcataggga 


agttctgtga 


54000 


cagagatcac 


agtggaatta 


ttacaaactt 


attctctcta 


tcccaaaaca 


gttttaactc 


54060 


ctttcctagc 


ctaaacactg 


gcatattgtt 


agtaatagca 


gctggcaccc 


actgagtatt 


54120 


aatctatatg 


cgagggagtg 


ggctaaactc 


tgtccatcca 


tacctcaaac 


acattttatc 


54180 


tgtaaaggcc 


ttagaggcca 


cagccttatt 


ctttcattgg 


ccatattcgc 


cccactcatg 


54240 


t aaccaaaaa 


aggcaaagca 


agcagaggca 


acaggaegga 


attttaatct 


aggatggect 


54300 


cctagcaaag 


agggctgagt 


ggaaaaacca 


tgggatgtat 


aaaaaggaga 


tgctcctcct 


54360 


cccctaacac 


cccttcccca 


aagtcataat 


cactaccagg 


ggtcatgatg 


ttagaacctc 


54420 


tgggtaggaa 


accaaatacc 


agataaacct 


attctggaac 


tgccatggca 


aatgagtaag 


54480 
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agtggtacca 


tttgctacta 


ctactattat 


gactaccact 


gccaactgat 


aactattatt 


54540 


atgcttttat 


atgttccgac 


actgtcctat 


gaattttaca 


tgtaatcctc 


gatgtaagtt 


54600 


ataaagttac 


cactgatatt 


gaccctttat 


aactggcagg 


agttgagaca 


aggcaattaa 


54660 


atacttgaat 


agtggacaca 


gagcctgaga 


ttccttagaa 


ttatccatct 


attgctttgt 


54720 


aactcactgc 


caaattaatt 


tttttttagg 


aagattctta 


agggattctg 


gaaccccctc 


54780 


ctatgtagtt 


agaattaaga 


gcacctgcat 


ttttacttca 


gcgggttaaa 


ggcatagttt 


54840 


cactataaac 


catggtctca 


atttcctaca 


agataacact 


gaaaagcacc 


ttcctccatt 


54900 


aggcaaaaac 


acgttacctg 


gaataaactt 


ttcacctact 


ttaaaaccct 


tgacttttca 


54960 


agagcatgcc 


tgcccttagg 


aaattgtggt 


agaggttaaa 


agcgggcagg 


ctagtacaag 


55020 


ccatcctaaa 


ccacgctatt 


ccttgtctgt 


aaatgatcaa 


aatcaagact 


ccacggtgag 


55080 


tggaaacctt 


gacactacta 


acatttttct 


qctqtqqqaq 

zj ZD ZD zj zj zj 


qctqqcttqt 

ZJ ZJ Z) »- 


tcattttaag 


55140 


aggtttagca 


gcatctctga 


catccacctg 


ttagagtcca 


gtaacattcc 


ctagttgaga 


55200 


caaccaaaaa 


tatcttcaga 


cattgccaaa 


cgtcccctgg 


gggacaaaat 


catccctggt 


55260 


tgagaaccac 


tgctttattt 


taatgtttaa 


cagaaaaaaa 


aattttcttt 


tqaqactqqq 

ZJ J ZJ ZJ ZJ 


55320 


tctctcact c 


t tgcctaggc 


t agaattaag 


tggcatgatc 


ttggctcact 


gcaacctcaa 


55380 


cttcctgggc 


tcaagataca 


cttccaccta 


gccacccaag 


tagctgggac 

ZJ ZJ ZJ ZJ 


tacaggcaca 


55440 


caccaccatg 


cccagctaat 


ttttaaactt 


tttgtagaga 


catagtctca 


ctatgttacc 


55500 


caggttggtc 


tcagaactcc 


gggcctcaag 


caatccccct 


gccttggcct 


cccaaagtgc 


55560 


tggcactaca 


ggtgagagcc 


actgtgcctt 


gccgagaacc 


actgctttaa 


agaattattt 


55620 


ggttttgcag 


agctaccatt 


attctgttct 


gcatacccaa 


aactgacagc 


ctctgacttt 


55680 


acttctctag 


ttcactgaaa 


taaaatttac 


atgttgttta 


gctttgtacc 


ttcttacagt 


55740 


aattgaaaca 


tccagtatta 


qqqaactqtq 

3 J J ^3 ZJ 


aaatactgtt 


tgagcaacaa 


aaggccttat 


55800 


ggggcaactc 


tgacttcttc 


ctatgacttc 


tatgtgcttg 


gtggacatcc 


tagtttggcc 


55860 


aagacccaag 


cttgtttcct 


tttaaatgga 


ctgatccatc 


ttcaqaqqaq 


acgcatctgc 


55920 


tgtaggagga 


caaaatttct 


ttactttggg 


atttaactcc 


aagtcacaat 


gggtccccaa 


55980 


accaccgcaa 


gttgtacaaa 


ctagagacca 


cattctggct 


qaaaqqtctq 


aacacaacac 


56040 


aagttaggca 


gcaagaagt c 


atgtgttttc 


tggtatctta 


tcatttttgc 


aqqtcaqqct 

ZJ ZJ ^3 


56100 


agaagactgt 


gcccttctct 


taaagaggat 


aaagtgtgct 


act at cccaa 


accaaat t aa 


56160 


agagaaagca 


caaacctgct 


gactaagaag 


agttat taca 


cccttgct aa 


gtttgtttaa 


56220 


acaagtcact 


cagttgacta 


ggaaaaaact 


tctgaaaaat 


aggagaaatg 


gtattttatc 


56280 


tttgaaagtc 


cttttaataa 


atgagattat 


aaagcagttt 


tcaaatacac 


aaagtgcttc 


56340 


aaaatgattc 


aataagcctt 


aagcaataca 


ttttttagta 


tatcactttt 


gttgttgtta 


56400 


aaaatacccc 


attcaatgga 


tggaagtata 


tttgatatca 


ccactgttta 


aagggaatgg 


56460 
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agttacagga 


atgagaagta 


tataattagt 


aaataatccc 


tctcaacaag 


tgacttaagt 


56520 


agtcactcat 


agagagcaaa 


aaaagctgga 


ggcaacacaa 


tcagtgcata 


tcagaaatgc 


56580 


attttaattt 


ttatttgaaa 


acaacttaaa 


tttttagaca 


aatgatttta 


gtatataaat 


56640 


ttgcttttgt 


ttttatacag 


aatataaaga 


tttccctcat 


taatcttcca 


tgtgaagggt 


56700 


attacaagcc 


tggaggaaga 


tactttctgc 


acacaagtat 


gtatcttatg 


tgtgcagtat 


56760 


tggaaaccaa 


tggtgtagtg 


ctcctacaca 


taaatggggt 


caagtgacat 


cacaaattaa 


56820 


aagggggaaa 


gagaaatatt 


ctagttaatc 


agatgcaaga 


agcaaacaag 


acgcaaaaac 


56880 


tgtgcaaata 


agaccaagcc 


agtaacttta 


gttacgacac 


tgcagattac 


actggaataa 


56940 


caggtttgtg 


aggctatagt 


gtgcaccaca 


ttaaaacagc 


aagaaagagc 


tatttatata 


57000 


gaaaggctgg 


aatgagggat 


ttttactaaa 


gcaaattaac 


ttcttgtcaa 


ctgccaaaac 


57060 


aaaacaaaac 


tgagcatatg 


agtgttagta 


tactgaaggc 


atgttatacc 


agtttctgtg 


57120 


cagcatgcta 


aaagttagaa 


cttcttcact 


ggtgcttatc 


aatcattaat 


agtcacgttt 


57180 


ttgccccttc 


ttgccaaatt 


tcaggcatgt 


cttattttag 


atggagtata 


gcttttatct 


57240 


attatttcat 


cttgtaaaaa 


catgtgaaga 


caacgttcgt 


tctgtgccag 


aggatgacca 


57300 


gcgaccctga 


gaataaaaaa 


tataaattta 


gtccaatatt 


ttatacaagg 


tgggggagtt 


57360 


caaaacacat 


attttaaagt 


tgagaagcat 


gtataatttt 


tttttttttg 


agatggagtc 


57420 


ttgctctgtt 


gcacaggctg 


gagtgcagtg 


gctgatcttg 


gctcatggca 


acctccgtct 


57480 


cctgggttca 


agtgatttcg 


tgcctcagcc 


ccctgagtag 


ctgggactac 


aggcgtgtgc 


57540 


catcatgccc 


agctaatttt 


tatattttta 


ctagagacgg 


ggtttcacca 


tgttggccag 


57600 


gctagtctca 


aatccctgac 


ctcaagtgat 


1 ctgctcacct 


cagcctccca 


aagtgctggg 


57660 


attacaggcg 


tgagccactg 


cgcccggctc 


agaatcatgt 


acagtttacc 


aataagtatt 


57720 


attctggact 


gtccataaag 


ctatgcacta 


tcaactaatg 


gtatatgttc 


ttttgtttgg 


57780 


ttcacaactc 


taattaagaa 


aacattaatc 


acaaattttt 


cactgcttgt 


ggcacatgta 


57840 


cccaattagc 


tttacatcat 


agctggtgta 


ttcataagaa 


acttaaatta 


attttaatgt 


57900 


taaaagtgaa 


gcatgtcaat 


tgatcctaag 


aatctttttt 


tttttttttt 


ttttttgaga 


57960 


caaaagtgtt 


gctctatcac 


ccaggctaga 


gtgcagtggt 


gtgatcttgg 


ctcactgcaa 


58020 


cctctgtctc 


ccaggttcaa 


gcgattctcc 


tgccacagcc 


tcctgagtag 


ctgggactac 


58080 


aggtaaacac 


caccacgccc 


cactaatttt 


tgtattttta 


gtagagacag 


ggtttcgcca 


58140 


tgttggccag 


gctggccttg 


gaactcctga 


cctcaagtga 


tctgcccacc 


tcggcctccc 


58200 


aaaatattgg 


gattacagac 


atgatccact 


gtaccaggcc 


agagtctatt 


ttaaagagga 


58260 


gaagatacag 


gattgaagtt 


agaaatacaa 


tgaagttcaa 


taaaagccca 


aaatactaaa 


58320 


aaaacaggca 


caaatatcca 


ggtattttgt 


ttgtttttgc 


ctgcttaaaa 


ccacactggg 


58380 


caaccggact 


attatttcag 


aatttaaaaa 


tatctaatat 


aggccaggcg 


tggtggctca 


58440 
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tgcttgtaat 


cccagcactt 


tgggagacca 


aggcaggcag 


atcacttgag 


gtcaggagtt 


58500 


tgagaccagc 


ctggccaaca 


tggcgaaacc 


ctgtctctac 


taaaaataca 


aaaataagcc 


58560 


agacacgatg 


gtgcgcaact 


ataatcccaa 


ctactcaggt 


ggctgaggca 


tgagaatcac 


58620 


ttgaacctgg 


gaggtggagg 


tttcactgag 


ccgagactgc 


accactgcac 


tccagcctgg 


58680 


gcgacagagc 


aagactgtct 


caaaaaaaaa 


aaaaaaaaaa 


tctaatatag 


tactgccttc 


58740 


tccaaaagga 


aaacagattc 


acagacaatg 


aatattgagt 


gctacagtag 


ataaccaagg 


58800 


gctttatgta 


accctttctc 


tcctgtttac 


cactcatgga 


tcttcaaatc 


actagataaa 


58860 


atttacagtg 


taagctcaca 


ttaccatatt 


ctgtacgatt 


tgatttactt 


ttgctagttt 


58920 


aaggccaatg 


cacaattaca 


gtgaggtctt 


tcttggcata 


aatctttcta 


acactctggc 


58980 


tttctattat 


tttacaaaat 


agctatattt 


caaatgggaa 


taaaattaaa 


agctaaaaat 


59040 


attggtttga 


gcttatcaag 


agtttctaaa 


gtaaaaaaga 


aacaatccta 


agtcttctta 


59100 


cattttcaaa 


agaatacatt 


ttaccatgaa 


aattaaaaac 


atgcaccttt 


atacaagaca 


59160 


tgctaatacc 


tccatctgca 


atcaaacaag 


atgattgcaa 


gtacattgta 


agttttattg 


59220 


ttcatgctag 


aacatacctt 


aaatcagaaa 


gaatcataag 


taaaactgta 


ttttttaaat 


59280 


gccgtaattt 


taaatgtaat 


ttgcataaat 


taaccaagaa 


aaacaaatac 


aaaacgtagg 


59340 


tcaacacaaa 


gatgctcatt 


t caatcactc 


aaatgtgtta 


atatttatca 


catgatattc 


59400 


aacttgtcag 


atacttttac 


tttgtttaaa 


tgatatgaaa 


agttaggaaa 


tggct gaaag 


59460 


aaaaggcaac 


agtgcagttt 


agcttaacat 


ctaaactaca 


agtagtcact 


taaagtagtc 


59520 


ctacactttg 


aggaatagga 


agcacttact 


tgtttataaa 


ctgctccagc 


ccttgttttc 


59580 


tttcctcaat 


aaaattgtca 


tcaaatattc 


catcatctcc 


tctaaaagga 


agctgacgca 


59640 


aaaacgcttt 


cccagggagc 


gggggaacta 


cgacctaaaa 


tgtgaagaca 


gaaactcctt 


59700 


gatcatgatg 


actgggttgt 

zj zj zs zy 


gaaaatttat 


agagcacaac 


atgaagacaa 


agcatgtcct 


59760 


cactatgaca 


gccatcgtcc 


ggt caaacta 


gttgaaatat 


aaaagagcaa 


aaaatacact 


59820 


gaaaaaagac 


caaatgttta 


gacaaatgca 


gaatagccca 


tcagacaaaa 


gctcctaatt 


59880 


caaaggcagg 


gcccatagct 


tatatcattt 


ttcttggcct 


tatcaaagcc 


caggtataca 


59940 


aagagaacac 


tcacaacact 


gaaataaagg 


ttaccatgcc 


cctcagacac 


ttgtgatgcc 


60000 


acttggagaa 


ggcaatgcct 


tattgcaatg 


gaaactgcag 


agat caaaat 


caactctcaa 


60060 


ttaaatgaag 


aaacgttaat 


gttctctctg 


caacatggtt 


aggtaagaat 


tctggtttca 


60120 


gccgggcgtg 


gtggctcatg 


cctgtaat cc 


cagcactttg 


qqaqqccgaq 

ZJ ZJ ZJ ZJ ZJ ZJ 


qcqqqcaqat 


60180 


cacagggtca 


ggagatcgag 


accatcctgg 


ctaacacggt 


gaaaccctgt 


ctctactaaa 


60240 


aaatacaaaa 


aatgagccgg 


gcgtggtggc 


gggcgcctgt 


aggcccaact 


actctggagg 


60300 


ctgaggcagg 


agaatggcat 


gaacccggga 


ggcagagctt 


gcagtgagtg 


gagatcacgc 


60360 


cactgcactc 


cagctgggct 


acagagtgag 


actccgtcta 


gaaaaaaaaa 


aaaaaaaaga 


60420 



464 



tttctggttt 


cttcaacctc 


ttaccatctg 


catacagtct 


ttcctacttg 


tgtttgaggt 


60480 


gatgacaaaa 


taccaataac 


tctagttgtc 


actattctgt 


ttcctaaatt 


aagaaacaag 


60540 


tcaactttct 


cccaaatgcc 


ctatcctgct 


gtcttttccc 


aaagacctgt 


catttctccc 


60600 


ttctcgcact 


ataggaagat 


cccaaatttt 


ccccttcaaa 


gcctaaccaa 


gggtcaactc 


60660 


ctgctgatct 


ctcccttctg 


ggaattatct 


ggagctcaaa 


tattattctg 


ggccaggtgc 


60720 


agtggctcac 


atctgcaatc 


cctgcacttt 


gggaggccaa 


ggcaggcggg 


aggattgctt 


60780 


qaqgccaqqa 

ZD ZJ ZJ ZJ ZJ 


atttgacaca 


agcctgggca 


catgtctaca 


aaaataaaaa 


aaacttagct 


60840 


gggtgtggtg 


gtgtgagcct 


gtagtcccag 


ctacttagga 


ggcggaagtg 


ggatgatcac 


60900 


ttgagtccag 


gagttcagga 


ctggagtgaa 


ctaaaatgtc 


gctgcactcc 


agcctaggtg 


60960 


acagcgagac 


cccgtcttaa 


aaaaaaaata 


aatttttaaa 


aatgttattc 


tggagctcaa 


61020 


aatacttgtt 


ttgattaaat 


agcacctagc 


tatttcacag 


gttagtttgg 


tttctctacc 


61080 


ctagcactac 


tgagaatcag 


ataagttttg 


tactgggggg 

ZJ ZJ ZJ ZJ ZJ ZJ 


ctttcttgtg 


cattcttttc 


61140 


tttcttgaga 


tggggtcttg 


ctctgtcacc 


caggctggag 


ttccgtggtg 

ZJ ZJ ZJ ZJ 


cgatcatggc 


61200 


tcgctgcagc 


ctcccccaga 


ctcagatgat 


cctcctgcat 


cagcctccca 


aatagccggg 


61260 


acactacagg 


tacatagcgt 


gctaccacgc 


ctggctaatt 


tttctatttt 


ttgtggagat 

ZJ ZJ ZJ ZJ 


61320 


ggtgtttcac 


tgtgttggcc 

ZD ZJ ZJ ZJ 


aggctggcat 


tcttttcttt 


agcagcatcc 


ctagcctctg 


61380 


cccactagac 


aacatagcac 


ccccagctga 


gacaataaaa 


aatgtctcta 


gacagtgtca 


61440 


aacgtctcct 


gggggataaa 


actgcctttg 


gtggaaaacc 


atcaatctat 


catactaatg 


61500 


tcttcaaatc 


aagacccct g 


t cttaggctt 


ctt gtggtta 


t tttaagaaa 


a act gggcat 


61560 


acaacagaag 


ctcaaatatc 


tgttaaatga 


ccaaccactt 


agctggatcc 


ttactttaaa 


61620 


cgcaaacaga 


gaaatgtgta 


agcaaacaat 


cagaacaagg 


agaaatatat 


atagtaaact 


61680 


gatacatatt 


tttcttttca 


ccaataatac 


aaattacaca 


tattcaaaaa 


aattaaaact 


61740 


ttaaaccctt 


gatatagttt 


ctacaacgag 


ttgtttatcc 


tcaaacaaaa 


ttcaataggg 


61800 


taaaaaaggg 


aaagagcaac 


tcgacttcat 


atagattaac 


aaaaaacaaa 


ataaaaacaa 


61860 


aaaaaccaaa 


tgtccaaata 


aactttataa 


tcccttccta 


gatttactct 


cctcagatga 


61920 


ccaatgatga 


agatatctat 


ggatttgtct 


ccgtaaattt 


atgctagcat 


tctcagatct 


61980 


cacccccatg 


ttaacatctg 


tttagttgag 


agttaaaatc 


tqcaqqqacc 


t tctataact 


62040 


gagaaacaaa 


ggaatgctaa 


ccattacgt t 


ccagt agaat 


ggct at ctgg 


tqaqcaaqqa 


62100 


aaaatatctg 


tatctacaca 


attattattt 


aaaaaaagaa 


ttctggaacc 


actgtgttaa 


62160 


ataaatgacc 


accattaatt 


cagggtagaa 


tttagcatga 


aacttaagaa 


aaggatagct 


62220 


caaggatgtc 


agttaaagaa 


agaaggaaaa 


tgataaaaaa 


tgtaacaata 


tatatataat 


62280 


taaatatata 


taaatttcat 


atataatggg 


aatttaagaa 


aaggatagct 


atgcattatc 


62340 


ctctgtagag 


atacactctt 


cctaacatat 


tcaaactagt 


cattcaaatg 


gatggggagg 


62400 
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tggtaggcaa 


caggattaat 


gatctataaa 


aatcataaat 


ggctcatcca 


gctaagattc 


62460 


tcttctacat 


caaattattt 


ttgctgaagc 


agtctgaaaa 


cacctaactg 


gaattctaac 


62520 


accaggttgg 


gtgcggtagc 


tcacatatgt 


aatcccagca 


cttcaggagg 


ccaaggtggg 


62580 


tggatcacct 


gaggtcagaa 


gttcaagacc 


agcctggcca 


acatggtgaa 


accctgtgtc 


62640 


tactaaaaat 


acaaaaaatt 


agccgggcat 


ggtggtgcat 


gcttgtaacc 


cctttactca 


62700 


ggaggctgag 


gagaattgct 


tgagcctggg 


aggcagagat 


tgcagtaagc 


egggactgea 


62760 


ccacggtact 


ccagcctggg 


cgagagctag 


acaccgtctc 


aaaaaaaaaa 


aaaaaaaatt 


62820 


ctaatactaa 


ttaaaaagtc 


atgaatgcaa 


agatatgtgc 


gtgcatgtgg 


ggtgagaaat 


62880 


aggagaatat 


ctggtgagca 


caatatattg 


aaagctaaag 


caaactagaa 


taaaagctaa 


62940 


aagatctgac 


cataatacat 


gtcagctaat 


ttctagctta 


gtttaacaga 


tcttagttaa 


63000 


aagtactaat 


ataccacaaa 


ataacttgat 


tacattgttc 


tttgcaatac 


tgtaatacga 


63060 


gtaaaacttt 


cacatggatt 


taactctcaa 


tatatttaac 


tggtctaatg 


ttaaatgtga 


63120 


agtattgtgc 


ttcaaaggac 


aacatcaaga 


aagtgaaaaa 


caacccagag 


actgggagat 


63180 


atgtgcaaat 


tatgtatctg 


atagggaact 


ctaagagtct 


tatatattct 


cgacataact 


63240 


ctataataaa 


aagatgaacc 


cattgaaaaa 


ggcaaaagct 


ctcaataaag 


atgtctccaa 


63300 


agaagataca 


taaatgacca 


gtaagtatat 


gaaaagaaaa 


tcaacattag 


tggecattag 


63360 


agaaataaaa 


atcaaaacca 


caatgcaata 


ccccttcaca 


aacagtagga 


tagctataat 


63420. 


aaagaagaca 


ggcaattggt 


aaggatgtgg 


agaaaagtag 


aacctcacat 


tgctggtaag 


63480 


aatgtaaaat 


tacacagctg 


ctttggaaaa 


acggtctgcc 


aattcctcaa 


aaggttaaaa 


63540 


agagttatga 


cccagcaatg 


tactggtagg 


tatatactga 


aaagaaatga 


aaacacatgc 


63600 


agacagaaac 


ctatgcacaa 


atgttcacag 


cagcactacc 


aataacagcc 


aaaaagtaga 


63660 


acaaaatgtc 


caccaaataa 


gtgtataaat 


aagatgtggt 


ataagcatac 


aataggatat 


63720 


tatttaggaa 


taaaaagaaa 


tgaagtaatt 


gatgcatgtt 


agaaaagcat 


gaactgtgaa 


63780 


aacatgttaa 


gtgaaagaag 


ccagacacaa 


aagatcacat 


attgtgggct 


tccatttaca 


63840 


tatgcccaga 


atgggcaaat 


ccacagagaa 


aggagactag 


caggtggttg 


ccataggctg 


63900 


agtgaggaag 


ggttggggag 


aaatcagtgg 


tgtctactaa 


tqggqacagq 


gtttctttta 


63960 


ttgggtgata 


aaaatgct ct 


aaaattgact 


agtgctctaa 


aatagtgatg 


gttgeacaac 


64 020 


tctgtgaaca 


tattaaaaac 


cagtgaatta 


tacactttaa 


atgggtgaat 


tgcatggtat 


64080 


gtgaattata 


tctcaataaa 


gctgttacta 


aaaacaaaag 


cggtcgggcg 


gggtggctca 


64140 


cgcctgtaat 


cccagcactt 


cgggaggcca 


aggcgggcgg 


ate 




64183 
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<220> 

<221> CDS 

<222> (1) . . (3705) 



<400> 202 

ggg aat acc cag ctt cct ccc cgc aac ccg gtg aaa gcc aac gca atg 48 
Gly Asn Thr Gin Leu Pro Pro Arg Asn Pro Val Lys Ala Asn Ala Met 
1 5 10 15 

ttc ggt gcg ggg gac gag gac gac acc gat ttc etc teg ccg age ggc 96 
Phe Gly Ala Gly Asp Glu Asp Asp Thr Asp Phe Leu Ser Pro Ser Gly 
20 25 30 

ggt gcc aga ttg gcc tea ctt ttt gga ctg gat cag gca get get ggc 144 
Gly Ala Arg Leu Ala Ser Leu Phe Gly Leu Asp Gin Ala Ala Ala Gly 
35 4 0 4 5 

cat gga aat gaa ttt ttc cag tac aca gcc cca aaa cag cct aag aaa 192 
His Gly Asn Glu Phe Phe Gin Tyr Thr Ala Pro Lys Gin Pro Lys Lys 
50 55 60 

ggc cag gga acg gca gca aca gga aat cag gca aca cca aaa aca gca 240 
Gly Gin Gly Thr Ala Ala Thr Gly Asn Gin Ala Thr Pro Lys Thr Ala 
65 70 75 80 

cca gcc acc atg age act ccc aca ata ctg gtc gca aca gca gtc cat 288 
Pro Ala Thr Met Ser Thr Pro Thr lie Leu Val Ala Thr Ala Val His 
85 90 95 

gca tat cga tac aca aat ggt caa tat gta aag cag ggc aaa ttt ggt 336 
Ala Tyr Arg Tyr Thr Asn Gly Gin Tyr Val Lys Gin Gly Lys Phe Gly 
100 105 -110 

get gca gtt ctg ggg aac cac aca gcc aga gag tat agg att ctt ctt 384 
Ala Ala Val Leu Gly Asn His Thr Ala Arg Glu Tyr Arg lie Leu Leu 
115 120 125 

tat ate agt caa caa cag cca gtt acg gtt get agg att cat gtg aac 432 
Tyr lie Ser Gin Gin Gin Pro Val Thr Val Ala Arg lie His Val Asn 
130 135 140 

ttt gag eta atg gtt egg ccc aat aac tat age acc ttt tat gat gac 480 
Phe Glu Leu Met Val Arg Pro Asn Asn Tyr Ser Thr Phe Tyr Asp Asp 
145 150 ~ 155 ^ 160 

cag aga cag aac tgg tec ate atg ttt gag teg gaa aag get get gtg 528 
Gin Arg Gin Asn Trp Ser lie Met Phe Glu Ser Glu Lys Ala Ala Val 
165 170 175 

gag ttc aat aag cag gtg tgc att get aag tgc aac agt acc tct tec 576 
Glu Phe Asn Lys Gin Val Cys lie Ala Lys Cys Asn Ser Thr Ser Ser 
180 185 190 

ctg gat gca gtg etc tec cag gac etc att gtg gca gac ggc cct get 624 
Leu Asp Ala Val Leu Ser Gin Asp Leu lie Val Ala Asp Gly Pro Ala 
195 200 205 

gta gaa gtt gga gat tct ttg gaa gtg gcc tat acc ggc tgg etc ttt 672 
Val Glu Val Gly Asp Ser Leu Glu Val Ala Tyr Thr Gly Trp Leu Phe 
210 ' 215 220 

cag aat cat gtg ctg ggc cag gtt ttc gac tec act get aac aaa gat 720 
Gin Asn His Val Leu Gly Gin Val Phe Asp Ser Thr Ala Asn Lys Asp 
225 230 235 240 
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aag ttg ctt 
Lys Leu Leu 



gag gat gga 
Glu Asp Gly 



gtc cct cca 
Val Pro Pro 
275 

caa gca acg 
Gin Ala Thr 
290 

aag ttt gcc 
Lys Phe Ala 
305 

gat tct gca 
Asp Ser Ala 



gat cct gtt 
Asp Pro Val 



cca get ctt 
Pro Ala Leu 
355 

aat aca agt 
Asn Thr Ser 
370 

aaa atg ggc 
Lys Met Gly 
385 

aat gat tea 
Asn Asp Ser 



cct gtg gtg 
Pro Val Val 



gcg tta cca 
Ala Leu Pro 
435 

etc cag gca 
Leu Gin Ala 
450 

cac tea get 
His Ser Ala 
4 65 

atg caa gcc 
Met Gin Ala 



cgc ttg aag 
Arg Leu Lys 
24 5 

atg ctg ggc 
Met Leu Gly 
260 

gcc tgt get 
Ala Cys Ala 



gac teg ate 
Asp Ser lie 



aga gat tct 
Arg Asp Ser 
310 

get ccg tct 
Ala Pro Ser 
325 

gtg tea cca 
Val Ser Pro 
340 

cgt acc aaa 
Arg Thr Lys 



ccc gat gca 
Pro Asp Ala 



cag ccc atg 
Gin Pro Met 
390 

gaa ate gaa 
Glu He Glu 
405 

act ccg tec 
Thr Pro Ser 
420 

cag atg acc 
Gin Met Thr 



cct tct get 
Pro Ser Ala 



gta tct gga 
Val Ser Gly 
470 

tac get tat 
Tyr Ala Tyr 
485 



tta gga tea 
Leu Gly Ser 



atg aaa aaa 
Met Lys Lys 
265 

gtt ggc tea 
Val Gly Ser 
280 

ctg gtg ttc 
Leu Val Phe 
295 

ggc tct gat 
Gly Ser Asp 



ccc ate cct 
Pro He Pro 



ccc aca tea 
Pro Thr Ser 
345 

tct aac tec 
Ser Asn Ser 
360 

gtc aaa gcc 
Val Lys Ala 
375 

ctg ccc ate 
Leu Pro He 



gat gtg aac 
Asp Val Asn 



gtc cag ccc 
Val Gin Pro 
425 

tea cag gca 
Ser Gin Ala 
440 

gcc tta atg 
Ala Leu Met 
455 

aat gcc caa 
Asn Ala Gin 



ccc cag gca 
Pro Gin Ala 



gga aaa gtc 
Gly Lys Val 
250 

gga gga aag 
Gly Gly Lys 



gaa ggg gta 
Glu Gly Val 



gag gtg gag 
Glu Val Glu 
300 

ggt cac agt 
Gly His Ser 
315 

ggt get gac 
Gly Ala Asp 
330 

ata cct ttc 
He Pro Phe 



etc agt gaa 
Leu Ser Glu 



aag ttg ate 
Lys Leu lie 
380 

ctt cca cca 
Leu Pro Pro 
395 

act ctg caa 
Thr Leu Gin 
410 

tct ctt cag 
Ser Leu Gin 



cct cag cca 
Pro Gin Pro 



caa gtg tea 
Gin Val Ser 
460 

tec ttt cag 
Ser Phe Gin 
475 

tct gcc gtc 
Ser Ala Val 
490 



ate aag ggc 
He Lys Gly 
255 

cga ttg ctt 
Arg Leu Leu 
270 

ata ggc tgg 
He Gly Trp 
285 

gtt agg egg 
Val Arg Arg 



gtt agt tec 
Val Ser Ser 



aac etc tct 
Asn Leu Ser 
335 

aaa tea ggg 
Lys Ser Gly 
350 

caa ctt gca 
Gin Leu Ala 
365 

tct egg atg 
Ser Arg Met 



cag ctg gat 
Gin Leu Asp 



gga ggt ggg 
Gly Gly Gly 
415 

ccg gcc cat 
Pro Ala His 
430 

tct gtt act 
Ser Val Thr 
445 

tct etc gat 
Ser Leu Asp 



ccc tat gca 
Pro Tyr Ala 



acc tec cag 
Thr Ser Gin 
495 



tgg 768 
Trp 



att 816 
He 



act 864 
Thr 



gtg 912 
Val 



cgc 960 

Arg 

320 

get 1008 
Ala 



gag 1056 
Glu 



ata 1104 
He 



get 1152 
Ala 



tec 1200 

Ser 

400 

cag 1248 
Gin 



cca 1296 
Pro 



ggg 1344 
Gly 



tec 1392 
Ser 



ggt 1440 

Gly 

480 

ctg 1488 
Leu 
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cag ccc gtt 
Gin Pro Val 



ttc caa gga 
Phe Gin Gly 
515 

caa cat aac 
Gin His Asn 
530 

atg gat cat 
Met Asp His 
545 

ggc aat tec 
Gly Asn Ser 



atg att atg 
Met lie Met 



aag caa gag 
Lys Gin Glu 
595 

aag att agt 
Lys lie Ser 
610 

aac ctg atg 
Asn Leu Met 
625 

aac aca cag 
Asn Thr Gin 



aca gag gag 
Thr Glu Glu 



aaa atg act 
Lys Met Thr 
675 

aca gaa age 
Thr Glu Ser 
690 

gtg cag gca 
Val Gin Ala 
705 

tec aaa ttc 
Ser Lys Phe 



gtg aca tec 
Val Thr Ser 



egg cct ttg 
Arg Pro Leu 
500 

tea ggt gat 
Ser Gly Asp 



act gaa att 
Thr Glu lie 



etc atg act 
Leu Met Thr 
550 

atg ctt att 
Met Leu lie 
565 

age aac ate 
Ser Asn lie 
580 

ate ctt gaa 
lie Leu Glu 



gaa eta att 
Glu Leu lie 



atg gag aag 
Met Glu Lys 
630 

gca aga gta 
Ala Arg Val 
645 

tta gca gcg 
Leu Ala Ala 
660 

get cac caa 
Ala His Gin 



ctg aag gag 
Leu Lys Glu 



aag etc tea 
Lys Leu Ser 
710 

aaa agt gaa 
Lys Ser Glu 
725 

ctg gag gag 
Leu Glu Glu 
740 



tac cca gca 
Tyr Pro Ala 
505 

atg get tea 
Met Ala Ser 
520 

cga atg gca 
Arg Met Ala 
535 

aag gtt gaa 
Lys Val Glu 



cct age atg 
Pro Ser Met 



cag cga ate 
Gin Arg lie 
585 

aag age aat 
Lys Ser Asn 
600 

gaa cga aat 
Glu Arg Asn 
615 

agg aac aac 
Arg Asn Asn 



ttg cat get 
Leu His Ala 



gee act gcg 
Ala Thr Ala 
665 

aaa aag gaa 
Lys Lys Glu 
680 

aca gat ctt 
Thr Asp Leu 
695 

gag etc caa 
Glu Leu Gin 



aag cag aac 
Lys Gin Asn 



gaa ctg act 
Glu Leu Thr 
745 



ccg etc tct 
Pro Leu Ser 



ttt etc atg 
Phe Leu Met 



gtc age aaa 
Val Ser Lys 
540 

gag tta cag 
Glu Leu Gin 
555 

tea gtt aca 
Ser Val Thr 
570 

att cag gaa 
He Gin Glu 



egg ata gaa 
Arg He Glu 



cag agg tat 
Gin Arg Tyr 
620 

tea ctt cag 
Ser Leu Gin 
635 

gaa caa gag 
Glu Gin Glu 
650 

cag gtc tct 
Gin Val Ser 



aca gag ctg 
Thr Glu Leu 



etc agg ggc 
Leu Arg Gly 
700 

gaa ace tct 
Glu Thr Ser 
715 

egg aaa caa 
Arg Lys Gin 
7 30 

gac ctt cga 
Asp Leu Arg 



cag cct ccc 
Gin Pro Pro 
510 

act gaa gee 
Thr Glu Ala 
525 

gtg get gat 
Val Ala Asp 



aaa cat agt 
Lys His Ser 



atg gaa aca 
Met Glu Thr 
575 

aat gaa aga 
Asn Glu Arg 
590 

gaa cag aat 
Glu Gin Asn 
605 

gtt gag cag 
Val Glu Gin 



aca gee aca 
Thr Ala Thr 



aag gee aag 
Lys Ala Lys 
655 

cat ctg cag 
His Leu Gin 
670 

cag atg cag 
Gin Met Gin 
685 

cag etc ace 
Gin Leu Thr 



gag caa gca 
Glu Gin Ala 



ctg gaa etc 
Leu Glu Leu 
735 

gtt gag aag 
Val Glu Lys 
750 



cat 1536 
His 



egg 1584 
Arg 



aaa 1632 
Lys 



get 1680 

Ala 

560 

age 1728 
Ser 



ttg 1776 
Leu 



gac 1824 
Asp 



agt 1872 
Ser 



gaa 1920 

Glu 

640 

gtg 1968 
Val 



ctg 2016 
Leu 



ctg 2064 
Leu 



aaa 2112 
Lys 



cag 2160 

Gin 

720 

aag 2208 
Lys 



gag 2256 
Glu 
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tec ttg gaa aag aac etc tea gaa agg aaa aag aag tea get caa gag 2304 
Ser Leu Glu Lys Asn Leu Ser Glu Arg Lys Lys Lys Ser Ala Gin Glu 
755 760 765 

cgt tct cag gec gag gag gag ata gat gaa att cgc aag tea tac cag 2352 
Arg Ser Gin Ala Glu Glu Glu lie Asp Glu lie Arg Lys Ser Tyr Gin 
770 775 780 

gag gaa ttg gac aaa ctt cga cag etc ttg aaa aag act cga gtg tec 2400 
Glu Glu Leu Asp Lys Leu Arg Gin Leu Leu Lys Lys Thr Arg Val Ser 
785 " 790 " 795 800 

aca gac caa gca get gca gag cag ctg tct tta gta cag get gag eta 2448 
Thr Asp Gin Ala Ala Ala Glu Gin Leu Ser Leu Val Gin Ala Glu Leu 
805 810 815 

cag acc cag tgg gaa gca aaa tgt gaa cat ttg ttg gee tec gee aag 2496 
Gin Thr Gin Trp Glu Ala Lys Cys Glu His Leu Leu Ala Ser Ala Lys 
820 825 830 

gat gag cac ctg cag cag tac cag gag gtg tgc gca cag aga gat gee 2544 
Asp Glu His Leu Gin Gin Tyr Gin Glu Val Cys Ala Gin Arg Asp Ala 
835 , 840 845 

tac cag cag aag ctg gta caa ctt cag gaa aag tgt tta gee etc cag 2592 
Tyr Gin Gin Lys Leu Val Gin Leu Gin Glu Lys Cys Leu Ala Leu Gin 
850 855 860 

gee caa ate aca get etc acc aag caa aat gaa cag cac ate aag gaa 2640 
Ala Gin lie Thr Ala Leu Thr Lys Gin Asn Glu Gin His lie Lys Glu 
865 870 875 880 

eta gag aag aac aag tec cag atg tct ggg gtt gaa get get gca tct 2688 
Leu Glu Lys Asn Lys Ser Gin Met Ser Gly Val Glu Ala Ala Ala Ser 
885 890 895 

gac ccc tea gag aag gtc aag aag ate atg aac cag gtg ttc cag tec 2736 
Asp Pro Ser Glu Lys Val Lys Lys lie Met Asn Gin Val Phe Gin Ser 
900 905 910 

tta egg aga gag ttt gag ctg gag gaa tct tac aat ggc agg acc att 2784 
Leu Arg Arg Glu Phe Glu Leu Glu Glu Ser Tyr Asn Gly Arg Thr lie 
915 920 925 

ctg gga acc ate atg aat acg ate aag atg gtg act ctt cag ctg tta 2832 
Leu Gly Thr lie Met Asn Thr lie Lys Met Val Thr Leu Gin Leu Leu 
930 935 940 

aac caa cag gag caa gag aag gaa gag age age agt gaa gaa gaa gaa 2880 
Asn Gin Gin Glu Gin Glu Lys Glu Glu Ser Ser Ser Glu Glu Glu Glu 
945 950 955 960 

gaa aaa gca gaa gag egg cca cga aga cct tec cag gag cag tea gee 2928 
Glu Lys Ala Glu Glu Arg Pro Arg Arg Pro Ser Gin Glu Gin Ser Ala 
965 970 975 

tea gee agt tct ggg cag cct caa gca ccc ctg aat agg gag agg cca 2976 
Ser Ala Ser Ser Gly Gin Pro Gin Ala Pro Leu Asn Arg Glu Arg Pro 
980 985 990 

gag tec ccc atg gtg ccc tea gag cag gtg gtc gag gaa get gtc ccg 3024 
Glu Ser Pro Met Val Pro Ser Glu Gin Val Val Glu Glu Ala Val Pro 
995 1000 1005 
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ttg cct cct cag gcc etc acc act tec cag gat gga cac aga agg 3069 
Leu Pro Pro Gin Ala Leu Thr Thr Ser Gin Asp Gly His Arg Arg 
1010 1015 1020 

aaa ggg gac tea gaa get gag gca etc tea gag ata aaa gat ggt 3114 
Lys Gly Asp Ser Glu Ala Glu Ala Leu Ser Glu lie Lys Asp Gly 
1025 1030 1035 

tec ctt cca ccc gaa ctg tct tgc ate cca tec cac aga gtt eta 3159 
Ser Leu Pro Pro Glu Leu Ser Cys lie Pro Ser His Arg Val Leu 
1040 1045 1050 

ggg ccc ccg act tea att cca cct gag ccc eta ggc cct gta tec 3204 
Gly Pro Pro Thr Ser lie Pro Pro Glu Pro Leu Gly Pro Val Ser 
1055 1060 1065 

atg gac tct gag tgt gag gag tea ctt get gcc age cca atg gca 324 9 

Met Asp Ser Glu Cys Glu Glu Ser Leu Ala Ala Ser Pro Met Ala 
1070 1075 1080 

get aag ccc gac aac cca tea gga aag gtc tgt gtc agg gaa gta 3294 
Ala Lys Pro Asp Asn Pro Ser Gly Lys Val Cys Val Arg Glu Val 
1085 1090 1095 

gca cca gat ggc cca eta caa gaa age tec aca aga ctg tec ctg 3339 
Ala Pro Asp Gly Pro Leu Gin Glu Ser Ser Thr Arg Leu Ser Leu 
1100 1105 1110 

act tea gac ccc gag gag ggg gac cca ctg gcc tta ggg cct gaa 3384 
Thr Ser Asp Pro Glu Glu Gly Asp Pro Leu Ala Leu Gly Pro Glu 
1115 " 1120 4 1125 

age cca gga gag cct cag cct cca cag etc aag aaa gat gat gtc 3429 
Ser Pro Gly Glu Pro Gin Pro Pro Gin Leu Lys Lys Asp Asp Val 
1130 1135 1140 

act age tec acc ggt ccc cac aag gag ctg tea age aca gag gca 3474 
Thr Ser Ser Thr Gly Pro His Lys Glu Leu Ser Ser Thr Glu Ala 
1145 1150 1155 

ggt tec aca gtt gca gga gca gcc etc aga ccc age cat cat tec 3519 
Gly Ser Thr Val Ala Gly Ala Ala Leu Arg Pro Ser His His Ser 
1160 1165 1170 

cag cgt tec agt etc tct ggg gat gaa gag gat gaa ctg ttt aaa 3564 
Gin Arg Ser Ser Leu Ser Gly Asp Glu Glu Asp Glu Leu Phe Lys 
1175 1180 1185 

ggg gca act ctg aaa get ctg agg ccc aaa gca cag cct gag gag 3609 
Gly Ala Thr Leu Lys Ala Leu Arg Pro Lys Ala Gin Pro Glu Glu 
1190 1195 1200 

gag gat gaa gac gag gtg age atg aag gga cgc ccg ccc cca acg 3654 
Glu Asp Glu Asp Glu Val Ser Met Lys Gly Arg Pro Pro Pro Thr 
1205 1210 1215 

ccc ctt ttt gga gat gat gat gat gac gat gac att gac tgg ctg 3699 
Pro Leu Phe Gly Asp Asp Asp Asp Asp Asp Asp lie Asp Trp Leu 
1220 1225 1230 

gga tga agacccagga aactggtgca aaggtttctc tgcaaccctt ccctaagcat 3755 
Gly 



gattttgeae agccaaccct gggtctaggc gagecacagg gtgaggtcaa ggtgagcatt 3815 
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ctgggaacaa 


tatttgggct 


cagagggtgg 


gttggccacc 


ttctgagccc 


cacccccgcc 


3875 


agacctggtg 


aagaggatca 


taaccctgtc 


ttcaagaaca 


ctgggatttc 


agcagcaagt 


3935 


tggaagaagg 


actggtaggt 


tcccctccaa 


gccagtcacc 


tgtaagagtc 


ctgtcctctg 


3995 


ccagactttt 


taatctcttc 


attaactctc 


agactgacct 


gggagccctc 


ctctacctga 


4055 


atccagtgct 


caactgtgcc 


ccggcaacaa 


gacctgggct 


gaggtctccc 


tggtagaact 


4115 


aagggagatt 


acaccatcta 


aatcccagtg 


cagtcaacag 


cctggcctat 


agtcctggga 


4175 


catgtatctt 


cttctttgcc 


ttaaatctga 


tacaagaggt 


caatgacttt 


gaaaataaaa 


4235 


ctaaaataaa 


tgtctataat 


gaaacttg 
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<210> 203 

<211> 1234 

<212> PRT 

<213> Homo sapiens 

<400> 203 

Gly Asn Thr Gin Leu Pro Pro Arg Asn Pro Val Lys Ala Asn Ala Met 
15 10 15 



Phe Gly Ala Gly Asp Glu Asp Asp Thr Asp Phe Leu Ser Pro Ser Gly 
20 ~ 25 30 



Gly Ala Arg Leu Ala Ser Leu Phe Gly Leu Asp Gin Ala Ala Ala Gly 
35 40 45 



His Gly Asn Glu Phe Phe Gin Tyr Thr Ala Pro Lys Gin Pro Lys Lys 
50 55 60 



Gly Gin Gly Thr Ala Ala Thr Gly Asn Gin Ala Thr Pro Lys Thr Ala 
65 70 75 80 



Pro Ala Thr Met Ser Thr Pro Thr lie Leu Val Ala Thr Ala Val His 
85 90 95 



Ala Tyr Arg Tyr Thr Asn Gly Gin Tyr Val Lys Gin Gly Lys Phe Gly 
100 105 110 



Ala Ala Val Leu Gly Asn His Thr Ala Arg Glu Tyr Arg lie Leu Leu 
115 120 125 



Tyr lie Ser Gin Gin Gin Pro Val Thr Val Ala Arg lie His Val Asn 
130 135 140 

Phe Glu Leu Met Val Arg Pro Asn Asn Tyr Ser Thr Phe Tyr Asp Asp 

145 150 " 155 160 



Gin Arg Gin Asn Trp Ser lie Met Phe Glu Ser Glu Lys Ala Ala Val 
165 170 175 
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Glu Phe Asn Lys Gin Val Cys lie Ala Lys Cys Asn Ser Thr Ser Ser 
180 185 190 



Leu Asp Ala Val Leu Ser Gin Asp Leu lie Val Ala Asp Gly Pro Ala 
195 200 205 



Val Glu Val Gly Asp Ser Leu Glu Val Ala Tyr Thr Gly Trp Leu Phe 
210 * 215 220 



Gin Asn His Val Leu Gly Gin Val Phe Asp Ser Thr Ala Asn Lys Asp 
225 230 235 240 



Lys Leu Leu Arg Leu Lys Leu Gly Ser Gly Lys Val lie Lys Gly Trp 
245 "* 250 '* 255 



Glu Asp Gly Met Leu Gly Met Lys Lys Gly Gly Lys Arg Leu Leu lie 
260 265 270 



Val Pro Pro Ala Cys Ala Val Gly Ser Glu Gly Val He Gly Trp Thr 
275 280 285 



Gin Ala Thr Asp Ser He Leu Val Phe Glu Val Glu Val Arg Arg Val 
290 295 300 



Lys Phe Ala Arg Asp Ser Gly Ser Asp Gly His Ser Val Ser Ser Arg 
305 310 315 320 



Asp Ser Ala Ala Pro Ser Pro He Pro Gly Ala Asp Asn Leu Ser Ala 
325 330 335 



Asp Pro Val Val Ser Pro Pro Thr Ser He Pro Phe Lys Ser Gly Glu 
340 345 ^ 350 



Pro Ala Leu Arg Thr Lys Ser Asn Ser Leu Ser Glu Gin Leu Ala lie 
355 360 365 



Asn Thr Ser Pro Asp Ala Val Lys Ala Lys Leu He Ser Arg Met Ala 
370 375 380 



Lys Met Gly Gin Pro Met Leu Pro He Leu Pro Pro Gin Leu Asp Ser 
385 390 395 ' 400 



Asn Asp Ser Glu He Glu Asp Val Asn Thr Leu Gin Gly Gly Gly Gin 
405 410 " " 415 



Pro Val Val Thr Pro Ser Val Gin Pro Ser Leu Gin Pro Ala His Pro 
420 425 430 
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Ala Leu Pro Gin Met Thr Ser Gin Ala Pro Gin Pro Ser Val Thr Gly 
435 440 445 



Leu Gin Ala Pro Ser Ala Ala Leu Met Gin Val Ser Ser Leu Asp Ser 
450 455 460 



His Ser Ala Val Ser Gly Asn Ala Gin Ser Phe Gin Pro Tyr Ala Gly 
465 470 475 480 



Met Gin Ala Tyr Ala Tyr Pro Gin Ala Ser Ala Val Thr Ser Gin Leu 
485 490 495 



Gin Pro Val Arg Pro Leu Tyr Pro Ala Pro Leu Ser Gin Pro Pro His 
500 505 510 



Phe Gin Gly Ser Gly Asp Met Ala Ser Phe Leu Met Thr Glu Ala Arg 
515 520 525 



Gin His Asn Thr Glu lie Arg Met Ala Val Ser Lys Val Ala Asp Lys 
530 535 540 



Met Asp His Leu Met Thr Lys Val Glu Glu Leu Gin Lys His Ser Ala 
545 550 555 560 



Gly Asn Ser Met Leu lie Pro Ser Met Ser Val Thr Met Glu Thr Ser 
565 570 575 



Met lie Met Ser Asn lie Gin Arg lie lie Gin Glu Asn Glu Arg Leu 
580 585 590 



Lys Gin Glu lie Leu Glu Lys Ser Asn Arg lie Glu Glu Gin Asn Asp 
595 600 605 



Lys lie Ser Glu Leu lie Glu Arg Asn Gin Arg Tyr Val Glu Gin Ser 
610 615 620 



Asn Leu Met Met Glu Lys Arg Asn Asn Ser Leu Gin Thr Ala Thr Glu 
625 630 635 640 



Asn Thr Gin Ala Arg Val Leu His Ala Glu Gin Glu Lys Ala Lys Val 
645 650 ~ 655 



Thr Glu Glu Leu Ala Ala Ala Thr Ala Gin Val Ser His Leu Gin Leu 
660 665 670 



Lys Met Thr Ala His Gin Lys Lys Glu Thr Glu Leu Gin Met Gin Leu 
675 680 685 

Thr Glu Ser Leu Lys Glu Thr Asp Leu Leu Arg Gly Gin Leu Thr Lys 
690 695 700 
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Val Gin Ala Lys Leu Ser Glu Leu Gin Glu Thr Ser Glu Gin Ala Gin 
705 710 715 720 



Ser Lys Phe Lys Ser Glu Lys Gin Asn Arg Lys Gin Leu Glu Leu Lys 
725 730 735 



Val Thr Ser Leu Glu Glu Glu Leu Thr Asp Leu Arg Val Glu Lys Glu 
740 745 . " 750 



Ser Leu Glu Lys Asn Leu Ser Glu Arg Lys Lys Lys Ser Ala Gin Glu 
755 "* 760 " 765 



Arg Ser Gin Ala Glu Glu Glu lie Asp Glu lie Arg Lys Ser Tyr Gin 
770 775 * 780 



Glu Glu Leu Asp Lys Leu Arg Gin Leu Leu Lys Lys Thr Arg Val Ser 
785 790 ^ 795 800 



Thr Asp Gin Ala Ala Ala Glu Gin Leu Ser Leu Val Gin Ala Glu Leu 
805 810 815 



Gin Thr Gin Trp Glu Ala Lys Cys Glu His Leu Leu Ala Ser Ala Lys 
820 825 830 



Asp Glu His Leu Gin Gin Tyr Gin Glu Val Cys Ala Gin Arg Asp Ala 
835 ' 840 845 



Tyr Gin Gin Lys Leu Val Gin Leu Gin Glu Lys Cys Leu Ala Leu Gin 
850 855 860 



Ala Gin lie Thr Ala Leu Thr Lys Gin Asn Glu Gin His lie Lys Glu 
865 870 875 " 880 



Leu Glu Lys Asn Lys Ser Gin Met Ser Gly Val Glu Ala Ala Ala Ser 
885 890 895 



Asp Pro Ser Glu Lys Val Lys Lys lie Met Asn Gin Val Phe Gin Ser 
900 905 910 



Leu Arg Arg Glu Phe Glu Leu Glu Glu Ser Tyr Asn Gly Arg Thr lie 
915 920 925 



Leu Gly Thr lie Met Asn Thr lie Lys Met Val Thr Leu Gin Leu Leu 
930 935 940 



Asn Gin Gin Glu Gin Glu Lys Glu Glu Ser Ser Ser Glu Glu Glu Glu 
945 950 955 960 
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Glu Lys Ala Glu Glu Arg Pro Arg Arg Pro Ser Gin Glu Gin Ser Ala 
965 970 975 



Ser Ala Ser Ser Gly Gin Pro Gin Ala Pro Leu Asn Arg Glu Arg Pro 
980 985 990 



Glu Ser Pro Met Val Pro Ser Glu Gin Val Val Glu Glu Ala Val Pro 
995 1000 1005 



Leu Pro Pro Gin Ala Leu Thr Thr Ser Gin Asp Gly His Arg Arg 
1010 1015 1020 



Lys Gly Asp Ser Glu Ala Glu Ala Leu Ser Glu lie Lys Asp Gly 
1025 1030 1035 



Ser Leu Pro Pro Glu Leu Ser Cys lie Pro Ser His Arg Val Leu 
1040 1045 ~ 1050 



Gly Pro Pro Thr Ser lie Pro Pro Glu Pro Leu Gly Pro Val Ser 
1055 1060 1065 



Met Asp Ser Glu Cys Glu Glu Ser Leu Ala Ala Ser Pro Met Ala 
1070 1075 1080 



Ala Lys Pro Asp Asn Pro Ser Gly Lys Val Cys Val Arg Glu Val 
1085 1090 1095 



Ala Pro Asp Gly Pro Leu Gin Glu Ser Ser Thr Arg Leu Ser Leu 
1100 1105 1110 



Thr Ser Asp Pro Glu Glu Gly Asp Pro Leu Ala Leu Gly Pro Glu 
1115 1120 1125 



Ser Pro Gly Glu Pro Gin Pro Pro Gin Leu Lys Lys Asp Asp Val 
1130 1135 1140 



Thr Ser Ser Thr Gly Pro His Lys Glu Leu Ser Ser Thr Glu Ala 
1145 1150 1155 



Gly Ser Thr Val Ala Gly Ala Ala Leu Arg Pro Ser His His Ser 
1160 1165 1170 



Gin Arg Ser Ser Leu Ser Gly Asp Glu Glu Asp Glu Leu Phe Lys 
1175 1180 1185 



Gly Ala Thr Leu Lys Ala Leu Arg Pro Lys Ala Gin Pro Glu Glu 
1190 1195 1200 



Glu Asp Glu Asp Glu Val Ser Met Lys Gly Arg Pro Pro Pro Thr 
1205 1210 1215 
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Pro Leu Phe Gly Asp Asp Asp Asp Asp Asp Asp lie Asp Trp Leu 
1220 " * 1225 1230 



Gly 



<210> 204 

<211> 2566 

<212> DNA 

<213> Homo sapiens 

<2'20> 

<221> CDS 

<222> (368) . . (1105) 
<400> 204 

ctcgcctcag tctcctctgt cctctcccag gcaagaggac cggcggaggc acctctctcg 60 

agtcttaggc tgcggaatct aagactcagc gagaggagcc cgggaggaga cagaactttc 120 

cccttttttc ccatcccttc ttcttgctca gagaggcaag caaggcgcgg agctttagaa 180 

agttcttaag tggtcaggaa ggtaggtgct tccctttttc tcctcacaag gaggtgaggc 240 

tgggacctcc gggccagctt ctcacctcat agggtgtacc tttcccggct ccagcagcca 300 

atgtgcttcg gagccgctct ctgcagagcc agagggcagg ccggcttctc ggtgtgtgcc 360 

taagagg atg gat egg agg tec egg get cag cag tgg cgc cga get cgc 409 
Met Asp Arg Arg Ser Arg Ala Gin Gin Trp Arg Arg Ala Arg 
1 5 10 

cat aat tac aac gac ctg tgc ccg ccc ata ggc cgc egg gca gee acc 457 
His Asn Tyr Asn Asp Leu Cys Pro Pro lie Gly Arg Arg Ala Ala Thr 
15 20 25 30 

gcg etc etc tgg etc tec tgc tec ate gcg etc etc cgc gee ctt gee 505 
Ala Leu Leu Trp Leu Ser Cys Ser He Ala Leu Leu Arg Ala Leu Ala 
35 4 0 4 5 

acc tec aac gee cgt gee cag cag cgc gcg get gee caa cag cgc egg 553 
Thr Ser Asn Ala Arg Ala Gin Gin Arg Ala Ala Ala Gin Gin Arg Arg 
50 55 60 

age ttc ctt aac gee cac cac cgc tec ggc gee cag gta ttc cct gag 601 
Ser Phe Leu Asn Ala His His Arg Ser Gly Ala Gin Val Phe Pro Glu 
65 70 75 

tec ccc gaa teg gaa tct gac cac gag cac gag gag gca gac ctt gag 649 
Ser Pro Glu Ser Glu Ser Asp His Glu His Glu Glu Ala Asp Leu Glu 
80 85 90 

ctg tec etc ccc gag tgc eta gag tac gag gaa gag ttc gac tac gag 697 
Leu Ser Leu Pro Glu Cys Leu Glu Tyr Glu Glu Glu Phe Asp Tyr Glu 
95 100 105 1 " 110 

acc gag age gag acc gag tec gaa ate gag tec gag acc gac ttc gag 745 
Thr Glu Ser Glu Thr Glu Ser Glu He Glu Ser Glu Thr Asp Phe Glu 
115 120 125 
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acc gag cct gag acc gcc ccc acc act gag ccc gag acc gag cct gaa 793 
Thr Glu Pro Glu Thr Ala Pro Thr Thr Glu Pro Glu Thr Glu Pro Glu 
130 135 140 

gac gat cgc ggc ccg gtg gtg ccc aag cac tec acc ttc ggc cag tec 841 
Asp Asp Arg Gly Pro Val Val Pro Lys His Ser Thr Phe Gly Gin Ser 
145 150 155 

etc acc cag cgt ctg cac get etc aag ttg cga age ccc gac gcc tec 889 
Leu Thr Gin Arg Leu His Ala Leu Lys Leu Arg Ser Pro Asp Ala Ser 
160 " 165 ~ 170 

cca agt cgc gcg ccg ccc age act cag gag ccc cag age ccc agg gaa 937 
Pro Ser Arg Ala Pro Pro Ser Thr Gin Glu Pro Gin Ser Pro Arg Glu 
175 180 185 190 

ggg gag gag etc aag ccc gag gac aaa gat cca agg gac ccc gaa gag 985 
Gly Glu Glu Leu Lys Pro Glu Asp Lys Asp Pro Arg Asp Pro Glu Glu 
195 200 205 

teg aag gag ccc aag gag gag aag cag egg cgt cgc tgc aag cca aag 1033 
Ser Lys Glu Pro Lys Glu Glu Lys Gin Arg Arg Arg Cys Lys Pro Lys 
210 " 215 - - - - 22Q 

aag ccc acc cgc cgt gac gcg tec ccg gag tec cct tec aaa aag gga 1081 
Lys Pro Thr Arg Arg Asp Ala Ser Pro Glu Ser Pro Ser Lys Lys Gly 
225 230 235 

ccc ate ccc ate egg cgt cac taa tggaggaege cgtccagatt ctccttgttt 1135 
Pro lie Pro lie Arg Arg His 



240 




245 










tcatggattc 


aggtgctgga 


gaatctggta 


aaagcaccat 


tgtgaagcag 


atgaggatcc 


1195 


tgcatgttaa 


tgggtttaat 


ggagagggcg 


gcgaagagga 


cccgcaggct 


gcaaggagca 


1255 


acagegatgg 


cagtgagaag 


gcaaccaaag 


tgcaggacat 


caaaaacaac 


ctgaaagagg 


1315 


cgattgaaac 


cattgtggcc 


gecatgagea 


acctggtgcc 


ccccgtggag 


ctggccaacc 


1375 


ccgagaacca 


gttcagagtg 


gactacatcc 


tgagtgtgat 


gaacgtgcct 


gactttgact 


1435 


tccctcccga 


attctatgag 


catgecaagg 


ctctgtggga 


ggatgaagga 


gtgcgtgcct 


1495 


gctacgaacg 


ctccaacgag 


taccagctga 


ttgactgtgc 


ccagtacttc 


ctggacaaga 


1555 


tegaegtgat 


caagcaggct 


gactatgtgc 


egagegatea 


ggacctgett 


cgctgccgtg 


1615 


tcctgacttc 


tggaatcttt 


gagaccaagt 


tccaggtgga 


caaagtcaac 


ttccacatgt 


1675 


ttgacgtggg 


tggccagcgc 


gatgaacgee 


gcaagtggat 


ccagtgcttc 


aacgatgtga 


1735 


ctgccatcat 


cttcgtggtg 


gccagcagca 


gctacaacat 


ggt catcegg 


gaggacaacc 


1795 


agaccaaccg 


ectgeaggag 


gctctgaacc 


tcttcaagag 


catctggaac 


aacagatggc 


1855 


tgcgcaccat 


ctctgtgatc 


ctgttcctca 


acaagcaaga 


tctgctcgct 


gagaaagt cc 


1915 


ttgctgggaa 


atcgaagatt 


gaggactact 


ttccagaatt 


tgctcgctac 


actactcctg 


1975 


aggatgetae 


tcccgagccc 


ggagaggacc 


cacgcgtgac 


ccgggccaag 


tacttcattc 


2035 


gagatgagtt 


tctgaggatc 


agcactgcca 


gtggagatgg 


gcgtcactac 


tgctaccctc 


2095 


atttcacctg 


cgctgtggac 


actgagaaca 


tccgccgtgt 


gttcaacgac 


tgccgtgaca 


2155 
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tcattcagcg 


catgcacctt 


cgtcagtacg 


agctgctcta 


agaagggaac 


ccccaaattt 


2215 


aattaaagcc 


ttaagcacaa 


ttaattaaaa 


gtgaaacgta 


attgtacaag 


cagttaatca 


2275 


cccaccatag 


ggcatgatta 


acaaagcaac 


ctttcccttc 


ccccgagtga 


ttttgcgaaa 


2335 


J_4_J_4_ 

cccccttttc 


ccttcagctt 


4_4_ „ -i_ 4_ 

gcttagatgt 


tccaaattxa 


gaaagcttaa 


ggcggcctac 


D "D n c 


agaaaaagga 


aaaaaggcca 


caaaagttcc 


ctctcacttt 


cagtaaaaat 


aaataaaaca 


2455 


gcagcagcaa 


acaaataaaa 


tgaaataaaa 


gaaacaaatg 


aaataaatat 


tgtgttgtgc 


2515 


agcattaaaa 


aaaatcaaaa 


taaaaattaa 


atgtgagcaa 


agaaaaaaaa 


a 


2566 



<210> 205 

<211> 245 

<212> PRT 

<213> Homo sapiens 

<400> 205 

Met Asp Arg Arg Ser Arg Ala Gin Gin Trp Arg Arg Ala Arg His Asn 
15 10 15 



Tyr Asn Asp Leu Cys Pro Pro lie Gly Arg Arg Ala Ala Thr Ala Leu 
20 25 30 



Leu Trp Leu Ser Cys Ser lie Ala Leu Leu Arg Ala Leu Ala Thr Ser 
35 40 45 



Asn Ala Arg Ala Gin Gin Arg Ala Ala Ala Gin Gin Arg Arg Ser Phe 
50 55 60 



Leu Asn Ala His His Arg Ser Gly Ala Gin Val Phe Pro Glu Ser Pro 
65 70 75 80 



Glu Ser Glu Ser Asp His Glu His Glu Glu Ala Asp Leu Glu Leu Ser 
85 90 95 



Leu Pro Glu Cys Leu Glu Tyr Glu Glu Glu Phe Asp Tyr Glu Thr Glu 
100 105 110 

Ser Glu Thr Glu Ser Glu lie Glu Ser Glu Thr Asp Phe Glu Thr Glu 
115 120 125 



Pro Glu Thr Ala Pro Thr Thr Glu Pro Glu Thr Glu Pro Glu Asp Asp 

130 135 140 

Arg Gly Pro Val Val Pro Lys His Ser Thr Phe Gly Gin Ser Leu Thr 

145 150 155 160 



Gin Arg Leu His Ala Leu Lys Leu Arg Ser Pro Asp Ala Ser Pro Ser 
165 170 175 
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Arg Ala Pro Pro Ser Thr Gin Glu Pro Gin Ser Pro Arg Glu Gly Glu 
180 185 190 



Glu Leu Lys Pro Glu Asp Lys Asp Pro Arg Asp Pro Glu Glu Ser Lys 
195 ~ 200 ^ 2 05 



Glu Pro Lys Glu Glu Lys Gin Arg Arg Arg Cys Lys Pro Lys Lys Pro 
210 215 220 



Thr Arg Arg Asp Ala Ser Pro Glu Ser Pro Ser Lys Lys Gly Pro lie 
225 ~ " ^ 230 235 240 



Pro lie Arg Arg His 
245 



<210> 206 

<211> 793 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc feature 
<222> (508) . . (508) 
<223> n is a, c, g, or t 










<220> 

<221> misc feature 
<222> (579) . . (579) 
<223> n is a, c, g, or t 










<400> 206 
ttgcttatca 


aaagacattt 


aatacaatta 


gttttcaaca 


accccttggt 


ggtccacatc 


60 


tacaaagata 


tccagcccaa 


cccaaccccc 


cttccaaatc 


ccacccccac 


agaaaagcac 


120 


atacttacca 


gaatttttag 


caagtatggt 


ttgggaattt 


ttgtggtttt 


tgttttttaa 


180 


aaaaaggccc 


ccagggcaag 


ttatttacag 


tttaattgcc 


actgtcaact 


gatctggacc 


240 


ttgatcggga 


ccgggacctc 


tggcgatcca 


cagatgctgg 


agacttagat 


ttacttagag 


300 


aaccacgttt 


ctggctcttc 


tcaggcacgg 


gagacctact 


aacagaacgg 


gacttgctcc 


360 


ggctccggct 


cctgctcctg 


cttcttgacc 


ggctgtaaga 


tttgcgacta 


cgggaacggg 


420 


atcggctacg 


agacctagag 


gaacttctgg 


tccgggatcg 


agacctgctt 


cttgacctac 


480 


tgtgcctttt 


gctgccttca 


attaattnta 


tttttctccc 


atttatttcc 


tttccagaaa 


540 


gttgttcaat 


agcattcttt 


aagtcaccat 


aagaggcana 


ctcaaccacc 


ccttcattta 


600 


atttaggtcg 


gtgtgcatcc 


gcaaacgtta 


cttccccagc 


ttgtctcatg 


acatctttga 


660 


gatgcatgca 


gctgactctc 


gaggataaat 


gctcaactat 


aagacgattg 


tctgtgctta 


720 


caggtggagc 


attccgacta 


tcatgtcgag 


gtctgcgact 


actaaaaccg 


acacgagatc 


780 


gtgctctacc 


tct 










793 



480 



<210> 207 

<211> 934 

<212> DNA 

<213> Homo sapiens 

<400> 207 



gaagaagaag 


gaggttcctg 


ctgtgccaga 


aacccttaag 


gaaaaagcga 


aggaatttcg 


60 


cagagctgaa 


gatcaagcgc 


ctgagaaaga 


agttgcccaa 


aagatgcttc 


gaaaggcaag 


120 


gaggaagctt 


atctatgaaa 


aagcaaagca 


ctatcacaag 


gaatataggc 


agatgtacag 


180 


aactgaaatt 


cgaatggcga 


ggatggcaag 


aaaagctggc 


aacttctatg 


tacctgcaga 


240 


acccaaattg 


gcgttgtcat 


cagaatcaga 


ggtatcaatg 


gagtgagccc 


aaaggttcga 


300 


aaggtgttgc 


agcttcttcg 


ccttcgtcaa 


atcttcaatg 


gaacctttgt 


gaagctcaac 


360 


aaggcttcga 


ttaacatgct 


gaggattgta 


gagccatata 


ttqcatqqqq 

-> ZJ ZJ ZD ZJ 


gtaccccaat 


420 


ctgaagtcag 


taaatgaact 


aatctacaag 


cqtqqttatq 


gcaaaatcaa 


taagaagcga 


480 


attgctttga 


cagataacgc 


tttgattgct 


cgatctcttg 


gtaaatacgg 


catcatctgc 


540 


atggaggatt 


tgattcatga 


gatctatact 


gttggaaaac 


gcttcaaaga 


ggcaaataac 


600 


ttcctgtggc 


ccttcaaatt 


gtcttctcca 


cgaggtggat 


gaagaaaaag 


accacccatt 


660 


tgtagaagtg 


gagatgctgg 


cacggggagg 


accagatcaa 


caggttatta 


gaagaatgac 


720 


taaggtgtct 


accatgatca 


ttttcttagc 


tggtggttaa 


taaacagtac 


tgctctcaaa 


780 


ttgaatatat 


gtggcttgcg 


attgcgctgg 


tggtagtagg 


cggcctgtgt 


tcccttaata 


840 


tatggggcgg 


ggggggtgta 


aaatagcaaa 


aagcccttcg 


ggaaaggggg 


cctgtgaaaa 


900 


cacctggcta 


aaggtttaaa 


aaagatgggc 


aagg 






934 



<210> 208 

<211> 1324 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (148) . . (489) 

<400> 208 

cggcacgagc gccgccgagg attcagcagc ctcccccttg agccccctcg cttcccgacg 60 

ttccgttccc ccctgcccgc cttctcccgc caccgccgcc gccgccttcc gcaggccgtt 120 

tccaccgagg aaaaggaatc gtatcgt atg tec get ate cag aac etc cac tct 174 

Met Ser Ala lie Gin Asn Leu His Ser 
1 5 

ttc gac ccc ttt get gat gca agt aag ggt gat gac ctg ctt cct get 222 
Phe Asp Pro Phe Ala Asp Ala Ser Lys Gly Asp Asp Leu Leu Pro Ala 
10 15 20 25 

ggc act gag gat tat ate cat ata aga att caa cag aga aac ggc agg 270 
Gly Thr Glu Asp Tyr lie His lie Arg lie Gin Gin Arg Asn Gly Arg 
30 35 40 
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aag acc ctt act act gtc caa ggg ate get gat gat tac gat aaa aag 318 
Lys Thr Leu Thr Thr Val Gin Gly lie Ala Asp Asp Tyr Asp Lys Lys 
45 50 55 

aaa eta gtg aag gcg ttt aag aaa aag ttt gee tgc aat ggt act gta 366 
Lys Leu Val Lys Ala Phe Lys Lys Lys Phe Ala Cys Asn Gly Thr Val 
60 65 70 

att gag cat ccg gaa tat gga gaa gta att cag eta cag ggt gac caa 414 
lie Glu His Pro Glu Tyr Gly Glu Val lie Gin Leu Gin Gly Asp Gin 
75 80 85 

cgc aag aac ata tgc cag ttc etc gta gag att gga ctg get aag gac 462 
Arg Lys Asn lie Cys Gin Phe Leu Val Glu lie Gly Leu Ala Lys Asp 
90 95 100 105 

gat cag ctg aag gtt cat ggg ttt taa gtgcttgtgg ctcactgaag 509 
Asp Gin Leu Lys Val His Gly Phe 
110 



cttaagtgag 


gatttccttg 


caatgagtag 


aatttccctt 


ctctcccttg 


tcacaggttt 


569 


aaaaacctca 


cagcttgtat 


aatgtaacca 


tttggggtcc 


gcttttaact 


tggactagtg 


629 


taactccttc 


atgcaataaa 


ctgaaaagag 


ccatgctgtc 


tagtcttgaa 


gtccctcatt 


689 


taaacagagg 


tcaagcaata 


ggcgcctggc 


agtgtcaagc 


ctgaaaccaa 


geaatacegt 


749 


catgtttcag 


ccaagcccag 


agecctaaga 


ttacaaacaa 


etatggcegg 


aacctcctca 


809 


gctctccctc 


tgcagagttc 


cctaccctaa 


gagaatgtta 


ccacctgaac 


agtcctcggt 


869 


gaatctgaga 


ggagaggatg 


gggtaaggca 


gaagcaccag 


ctgtactact 


agaagggagc 


929 


ttttggtggt 


agatcccctg 


gtgtctccaa 


cctgactagg 


tggacagagc 


tcaaagaggc 


989 


cctcttaccg 


etagegaggt 


gataggacat 


ctggcttgcc 


acaaaggtct 


gttcgaccag 


1049 


acatatccta 


gctaagggat 


gtccaaacat 


cagaatgtga 


ggccaacctt 


ctatcagagt 


1109 


taaacttttg 


acaagggaac 


aaatctcaaa 


ctgatccatc 


agtcatgtag 


ctagctgtag 


1169 


agettgeaac 


ttaatagcag 


cagctgccca 


atgccatgtg 


aagtaacaaa 


ctggtttttg 


1229 


gttttttttt 


ccccttcagt 


tttaatgtta 


tgtgtaatgt 


atttaaaccc 


ttatttaaat 


1289 


aaaacttgtt 


ttcagaaaaa 


aaaaaaaaaa 


aaaaa 






1324 



<210> 209 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 209 

Met Ser Ala lie Gin Asn Leu His Ser Phe Asp Pro Phe Ala Asp Ala 
15 10 15 



Ser Lys Gly Asp Asp Leu Leu Pro Ala Gly Thr Glu Asp Tyr lie His 
20 25 30 



lie Arg lie Gin Gin Arg Asn Gly Arg Lys Thr Leu Thr Thr Val Gin 
35 40 45 
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Gly lie Ala Asp Asp Tyr Asp Lys Lys Lys Leu Val Lys Ala Phe Lys 
50 55 " 60 



Lys Lys Phe Ala Cys Asn Gly Thr Val lie Glu His Pro Glu Tyr Gly 
65 70 75 80 



Glu Val lie Gin Leu Gin Gly Asp Gin Arg Lys Asn lie Cys Gin Phe 
85 90 95 



Leu Val Glu lie Gly Leu Ala Lys Asp Asp Gin Leu Lys Val His Gly 
100 105 110 



Phe 



<210> 210 

<211> 1891 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (175) . . (1218) 
<400> 210 

ccgaggctat aagagggcgc acaagtggcg cggcgcagga gccgccgcca gtggagggcc 60 

gggcgctgcg gccgcggccg gggcgggcgc agggccgagc ggacgggggg gcgcgggccc 120 

cccgggaggc cgcggccact cccccccggg ccggcgcggc gggggaggcg gagg atg 177 

Met 
1 

gaa aca ccc ttc tac ggc gat gag gcg ctg age ggc ctg ggc ggc ggc 225 
Glu Thr Pro Phe Tyr Gly Asp Glu Ala Leu Ser Gly Leu Gly Gly Gly 
5 10 15 

gec agt ggc age ggc ggc acg ttc gcg tec ccg ggc cgc ttg ttc ccc 273 
Ala Ser Gly Ser Gly Gly Thr Phe Ala Ser Pro Gly Arg Leu Phe Pro 
20 25 30 

ggg gcg ccc ccg acg gee gcg gee ggc age atg atg aag aag gac gcg 321 
Gly Ala Pro Pro Thr Ala Ala Ala Gly Ser Met Met Lys Lys Asp Ala 
35 4 0 4 5 

ctg acg ctg age ctg agt gag cag gtg gcg gca gcg etc aag cct gcg 369 
Leu Thr Leu Ser Leu Ser Glu Gin Val Ala Ala Ala Leu Lys Pro Ala 
50 55 60 65 

ccc gcg ccc gee tec tac ccc cct gee gee gac ggc gee ccc age gcg 417 
Pro Ala Pro Ala Ser Tyr Pro Pro Ala Ala Asp Gly Ala Pro Ser Ala 
70 75 80 

gca ccc ccc gac ggc ctg etc gee tct ccc gac ctg ggg ctg ctg aag 4 65 

Ala Pro Pro Asp Gly Leu Leu Ala Ser Pro Asp Leu Gly Leu Leu Lys 
8 5 90 95 
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ctg gcc tec ccc gag etc gag cgc etc ate ate cag tec aac ggg ctg 513 
Leu Ala Ser Pro Glu Leu Glu Arg Leu lie lie Gin Ser Asn Gly Leu 
100 105 110 

gtc acc acc acg ccg acg age tea cag ttc etc tac ccc aag gtg gcg 561 
Val Thr Thr Thr Pro Thr Ser Ser Gin Phe Leu Tyr Pro Lys Val Ala 
115 120 125 

gcc age gag gag cag gag ttc gcc gag ggc ttc gtc aag gcc ctg gag 609 
Ala Ser Glu Glu Gin Glu Phe Ala Glu Gly Phe Val Lys Ala Leu Glu 
130 135 140 145 

gat tta cac aag cag aac cag etc ggc gcg ggc egg gcc get gcc gcc 657 
Asp Leu His Lys Gin Asn Gin Leu Gly Ala Gly Arg Ala Ala Ala Ala 
150 155 160 

gcc gcc gcc gcc gcc ggg ggg ccc teg ggc acg gcc acg ggc tec gcg 705 
Ala Ala Ala Ala Ala Gly Gly Pro Ser Gly Thr Ala Thr Gly Ser Ala 
165 170 175 

ccc ccc ggc gag ctg gcc ccg gcg gcg gcc gcg ccc gaa gcg cct gtc 753 
Pro Pro Gly Glu Leu Ala Pro Ala Ala Ala Ala Pro Glu Ala Pro Val 
180 185 190 

tac gcg aac ctg age age tac gcg ggc ggc gcc ggg ggc gcg ggg ggc 801 
Tyr Ala Asn Leu Ser Ser Tyr Ala Gly Gly Ala Gly Gly Ala Gly Gly 
195 200 205 

gcc gcg acg gtc gcc ttc get gcc gaa cct gtg ccc ttc ccg ccg ccg 84 9 

Ala Ala Thr Val Ala Phe Ala Ala Glu Pro Val Pro Phe Pro Pro Pro 
210 215 220 225 

cca ccc cca ggc gcg ttg ggg ccg ccg cgc ctg get gcg etc aag gac 897 
Pro Pro Pro Gly Ala Leu Gly Pro Pro Arg Leu Ala Ala Leu Lys Asp 
230 * 235 240 

gag cca cag acg gtg ccc gac gtg ccg age ttc ggc gag age ccg ccg 945 
Glu Pro Gin Thr Val Pro Asp Val Pro Ser Phe Gly Glu Ser Pro Pro 
245 250 255 

ttg teg ccc ate gac atg gac acg cag gag cgc ate aag gcg gag cgc 993 
Leu Ser Pro lie Asp Met Asp Thr Gin Glu Arg lie Lys Ala Glu Arg 
260 265 270 

aag egg ctg cgc aac cgc ate gcc gcc tec aag tgc cgc aag cgc aag 1041 
Lys Arg Leu Arg Asn Arg lie Ala Ala Ser Lys Cys Arg Lys Arg Lys 
275 280 285 

ctg gag cgc ate teg cgc ctg gaa gag aaa gtg aag acc etc aag agt 1089 
Leu Glu Arg lie Ser Arg Leu Glu Glu Lys Val Lys Thr Leu Lys Ser 
290 295 300 305 

cag aac acg gag ctg gcg tec acg gcg age ctg ctg cgc gag cag gtg 1137 
Gin Asn Thr Glu Leu Ala Ser Thr Ala Ser Leu Leu Arg Glu Gin Val 
310 315 320 

gcg cag etc aag cag aaa gtc etc age cac gtc aac age ggc tgc cag 1185 
Ala Gin Leu Lys Gin Lys Val Leu Ser His Val Asn Ser Gly Cys Gin 
325 330 335 

ctg ctg ccc cag cac cag gtc ccg gcg tac tga gtcgggcatg gcggccacct 1238 
Leu Leu Pro Gin His Gin Val Pro Ala Tyr 
340 345 

ecaaggggeg ggctcgcggg ggggtgtcgt gggcgccccg gacttggaga gggtgcggcc 1298 
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ctccaccccc 


ccctccccga 


gtgtgcccag 


gaactcagag 


aggcgcggcc 


ccggggattc 


1358 


ccccccgagg 


tgcccaggac 


tcggaagggg 


cgccccggac 


tcgacaagct 


ggaccccctg 


1418 


ctcccggggg 


cgagcgcatg 


acccccccgc 


cctcgcgctg 


cctctttccc 


ccgcgcggcc 


1478 


gccccgtgtt 


gcacaaaccc 


gcgcgtctcg 


gctgcccctt 


tgtacaccgc 


gccgcaaggg 


1538 


ggctccgagg 


gggcgcacgt 


caaaccctgc 


ctttccttta 


cttttacttt 


ttttttttct 


1598 


ttggaagaga 


gaagaacaga 


gtgttcgatt 


ctgccctatt 


tatgtttcta 


ctcggggaac 


1658 


aaacgttggt 


t gt gt gt gt g 


tgtigt t ttc u 


tgtgt tggt t 


tt t t aaagaa 


at gggaagaa 


1 / 1 O 


gaaaaaaaaa 


ttctccgccc 


ctttcctcga 


tctcgctccc 


ccttcggtct 


ttcgaccgtc 


1778 


cccccctccc 


ctttttttgt 


tctgttttgt 


tttgttttgc 


tacgagtcca 


cattcctgtt 


1838 


tgtaatcctt 


ggttcgcccg 


gttttctgtt 


ttcagtaaag 


tctcgttacg 


cca 


1891 



<210> 211 

<211> 347 

<212> PRT 

<213> Homo sapiens 

<400> 211 

Met Glu Thr Pro Phe Tyr Gly Asp Glu Ala Leu Ser Gly Leu Gly Gly 
1 5 10 15 



Gly Ala Ser Gly Ser Gly Gly Thr Phe Ala Ser Pro Gly Arg Leu Phe 
20 25 30 



Pro Gly Ala Pro Pro Thr Ala Ala Ala Gly Ser Met Met Lys Lys Asp 
35 40 45 



Ala Leu Thr Leu Ser Leu Ser Glu Gin Val Ala Ala Ala Leu Lys Pro 
50 55 60 



Ala Pro Ala Pro Ala Ser Tyr Pro Pro Ala Ala Asp Gly Ala Pro Ser 
65 70 75 80 



Ala Ala Pro Pro Asp Gly Leu Leu Ala Ser Pro Asp Leu Gly Leu Leu 
85 90 95 



Lys Leu Ala Ser Pro Glu Leu Glu Arg Leu lie lie Gin Ser Asn Gly 
100 105 110 



Leu Val Thr Thr Thr Pro Thr Ser Ser Gin Phe Leu Tyr Pro Lys Val 
115 120 125 



Ala Ala Ser Glu Glu Gin Glu Phe Ala Glu Gly Phe Val Lys Ala Leu 
130 135 140 



Glu Asp Leu His Lys Gin Asn Gin Leu Gly Ala Gly Arg Ala Ala Ala 
145 150 155 160 
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Ala Ala Ala Ala Ala Ala Gly Gly Pro Ser Gly Thr Ala Thr Gly Ser 
165 170 175 



Ala Pro Pro Gly Glu Leu Ala Pro Ala Ala Ala Ala Pro Glu Ala Pro 
180 185 190 



Val Tyr Ala Asn Leu Ser Ser Tyr Ala Gly Gly Ala Gly Gly Ala Gly 
195 200 " 205 



Gly Ala Ala Thr Val Ala Phe Ala Ala Glu Pro Val Pro Phe Pro Pro 
210 215 220 



Pro Pro Pro Pro Gly Ala Leu Gly Pro Pro Arg Leu Ala Ala Leu Lys 
225 230 235 240 



Asp Glu Pro Gin Thr Val Pro Asp Val Pro Ser Phe Gly Glu Ser Pro 
245 250 255 



Pro Leu Ser Pro lie Asp Met Asp Thr Gin Glu Arg lie Lys Ala Glu 
260 265 270 



Arg Lys Arg Leu Arg Asn Arg lie Ala Ala Ser Lys Cys Arg Lys Arg 
275 280 285 



Lys Leu Glu Arg lie Ser Arg Leu Glu Glu Lys Val Lys Thr Leu Lys 
2 90 2 95 300 



Ser Gin Asn Thr Glu Leu Ala Ser Thr Ala Ser Leu Leu Arg Glu Gin 
305 310 315 320 



Val Ala Gin Leu Lys Gin Lys Val Leu Ser His Val Asn Ser Gly Cys 
325 330 335 

Gin Leu Leu Pro Gin His Gin Val Pro Ala Tyr 
340 345 



<210> 212 

<211> 619 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94) . . (585) 

<400> 212 

aggatcctcg aggccacgaa ggccctctcc cttcgcaaac gcctcccggc tctcgtaagc 

ctcccgccgg ccgtctcctt aacaccgaac acc atg cct tea att aag ttg cag 

Met Pro Ser lie Lys Leu Gin 
1 5 
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agt tct gat gga gag ata ttt gaa gtt gat gtg gaa att gcc aaa caa 162 

Ser Ser Asp Gly Glu lie Phe Glu Val Asp Val Glu lie Ala Lys Gin 
10 15 20 

tct gta act att aag acc atg ttg gaa gat ttg gga atg gat gat gaa 210 

Ser Val Thr lie Lys Thr Met Leu Glu Asp Leu Gly Met Asp Asp Glu 
25 30 35 

gga gat gat gac cca gtt cct eta cca aat gtg aat gca gca ata tta 258 

Gly Asp Asp Asp Pro Val Pro Leu Pro Asn Val Asn Ala Ala lie Leu 

40 45 50 55 

aaa aag gtc att cag tgg tgc acc cac cac aag gat gac cct cct cct 306 

Lys Lys Val lie Gin Trp Cys Thr His His Lys Asp Asp Pro Pro Pro 
60 ~ 65 7 0 

cct gaa gat gat gag aac aaa gaa aag egg aca gat gat ate cct gtt 354 

Pro Glu Asp Asp Glu Asn Lys Glu Lys Arg Thr Asp Asp lie Pro Val 

75 80 85 

tgg gac caa gaa ttc ctg aaa gtt gac caa gga aca ctt ttt gaa etc 402 

Trp Asp Gin Glu Phe Leu Lys Val Asp Gin Gly Thr Leu Phe Glu Leu 
90 95 100 

att ctg get gca aac tac tta gac ate aaa ggt ttg ctt gat gtt aca 450 

lie Leu Ala Ala Asn Tyr Leu Asp lie Lys Gly Leu Leu Asp Val Thr 
105 110 115 

tgc aag act gtt gcc aat atg ate aag ggg aaa act cct gag gag att 4 98 

Cys Lys Thr Val Ala Asn Met lie Lys Gly Lys Thr Pro Glu Glu lie 

120 125 130 135 

cgc aag acc ttc aat ate aaa aat gac ttt act gaa gag gag gaa gcc 546 

Arg Lys Thr Phe Asn lie Lys Asn Asp Phe Thr Glu Glu Glu Glu Ala 
140 145 150 

cag gta cgc aaa gag aac cag tgg tgt gaa gag aag tga aatgttgtgc 595 
Gin Val Arg Lys Glu Asn Gin Trp Cys Glu Glu Lys 
155 160 

ctgacactgt aacactgtaa ggat 619 



<210> 213 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 213 

Met Pro Ser lie Lys Leu Gin Ser Ser Asp Gly Glu lie Phe Glu Val 
15 10 15 



Asp Val Glu lie Ala Lys Gin Ser Val Thr lie Lys Thr Met Leu Glu 
20 25 30 



Asp Leu Gly Met Asp Asp Glu Gly Asp Asp Asp Pro Val Pro Leu Pro 
35 40 45 



Asn Val Asn Ala Ala lie Leu Lys Lys Val lie Gin Trp Cys Thr His 
50 55 ' 60 
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His Lys Asp Asp Pro Pro Pro Pro Glu Asp Asp Glu Asn Lys Glu Lys 
65 70 75 80 



Arg Thr Asp Asp lie Pro Val Trp Asp Gin Glu Phe Leu Lys Val Asp 
85 90 95 



Gin Gly Thr Leu Phe Glu Leu lie Leu Ala Ala Asn Tyr Leu Asp lie 
100 105 110 



Lys Gly Leu Leu Asp Val Thr Cys Lys Thr Val Ala Asn Met lie Lys 
115 120 125 



Gly Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Asn Asp 
130 135 140 



Phe Thr Glu Glu Glu Glu Ala Gin Val Arg Lys Glu Asn Gin Trp Cys 
145 150 155 160 



Glu Glu Lys 



<210> 214 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (32) . . (463) 

<400> 214 

ctctttcgct caggcccgtg gcgccgacag g atg ggc aag tgt cgt gga ctt 52 

Met Gly Lys Cys Arg Gly Leu 
1 5 

cgt act get agg aag etc cgt agt cac cga cga gac cag aag tgg cat 100 
Arg Thr Ala Arg Lys Leu Arg Ser His Arg Arg Asp Gin Lys Trp His 
10 15 20 

gat aaa cag tat aag aaa get cat ttg ggc aca gcc eta aag gcc aac 148 
Asp Lys Gin Tyr Lys Lys Ala His Leu Gly Thr Ala Leu Lys Ala Asn 
25 30 35 

cct ttt gga ggt get tct cat gca aaa gga ate gtg ctg gaa aaa gta 196 
Pro Phe Gly Gly Ala Ser His Ala Lys Gly lie Val Leu Glu Lys Val 
40 45 50 55 

gga gtt gaa gcc aaa cag cca aat tct gcc att agg aag tgt gta agg 244 
Gly Val Glu Ala Lys Gin Pro Asn Ser Ala lie Arg Lys Cys Val Arg 
60 65 70 

gtc cag ctg ate aag aat ggc aag aaa ate aca gcc ttt gta ccc aat . 292 
Val Gin Leu lie Lys Asn Gly Lys Lys lie Thr Ala Phe Val Pro Asn 
75 80 85 
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gac ggt tgc ttg aac ttt att gag gaa aat gat gaa gtt ctg gtt get 340 
Asp Gly Cys Leu Asn Phe lie Glu Glu Asn Asp Glu Val Leu Val Ala 
90 95 100 

gga ttt ggt cgc aaa ggt cat get gtt ggt gat att cct gga gtc cgc 388 
Gly Phe Gly Arg Lys Gly His Ala Val Gly Asp lie Pro Gly Val Arg 
105 110 115 

ttt aag gtt gtc aaa gta gec aat gtt tct ctt ttg gec eta tac aaa 436 
Phe Lys Val Val Lys Val Ala Asn Val Ser Leu Leu Ala Leu Tyr Lys 
120 125 130 135 

ggc aag aag gaa aga cca aga tea taa atattaatgg tgaaaacact 483 
Gly Lys Lys Glu Arg Pro Arg Ser 
140 

gtagtaataa attttcatat gee 506 

<210> 215 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 215 

Met Gly Lys Cys Arg Gly Leu Arg Thr Ala Arg Lys Leu Arg Ser His 
15 10 15 

Arg Arg Asp Gin Lys Trp His Asp Lys Gin Tyr Lys Lys Ala His Leu 
20 25 ~ 30 

Gly Thr Ala Leu Lys Ala Asn Pro Phe Gly Gly Ala Ser His Ala Lys 
35 40 45 

Gly lie Val Leu Glu Lys Val Gly Val Glu Ala Lys Gin Pro Asn Ser 
50 55 " 60 

Ala lie Arg Lys Cys Val Arg Val Gin Leu lie Lys Asn Gly Lys Lys 
65 70 75 80 

lie Thr Ala Phe Val Pro Asn Asp Gly Cys Leu Asn Phe lie Glu Glu 
85 90 95 

Asn Asp Glu Val Leu Val Ala Gly Phe Gly Arg Lys Gly His Ala Val 
100 105 110 

Gly Asp lie Pro Gly Val Arg Phe Lys Val Val Lys Val Ala Asn Val 
115 120 125 

Ser Leu Leu Ala Leu Tyr Lys Gly Lys Lys Glu Arg Pro Arg Ser 
130 135 140 

<210> 216 

<211> 1955 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (119) . . (1438) 

<220> 

<221> misc_f eature 

<222> (1903) . . (1903) 

<223> n is a, c, g, or t 

<400> 216 

ggtcgcgcag ctgtgttcgc ggactcaggt ggaaggaatt tcttctcttc gttgacgttg 60 

ctggtgttca ctgtttggaa ttagtcaagt ttcgggaatc accgtcgctg ccatcaac 118 

atg teg gtc cca age get etc atg aag caa ccg ccc att cag tct acg 166 
Met Ser Val Pro Ser Ala Leu Met Lys Gin Pro Pro lie Gin Ser Thr 
15 10 15 

get ggg gee gtc cca gtt cgc aat gag aaa ggt gag att tea atg gaa 214 
Ala Gly Ala Val Pro Val Arg Asn Glu Lys Gly Glu lie Ser Met Glu 
20 25 30 

aaa gtg aag gta aag cgt tat gtg tec gga aaa agg cca gac tat gee 262 
Lys Val Lys Val Lys Arg Tyr Val Ser Gly Lys Arg Pro Asp Tyr Ala 
35 40 ^ 45 

cct atg gag tec tea gat gag gag gat gaa gaa ttt cag ttc att aag 310 
Pro Met Glu Ser Ser Asp Glu Glu Asp Glu Glu Phe Gin Phe lie Lys 
50 55 60 

aaa gee aaa gaa caa gaa gca gag cct gag gaa cag gag gag gat tea 358 
Lys Ala Lys Glu Gin Glu Ala Glu Pro Glu Glu Gin Glu Glu Asp Ser 
65 70 75 80 

tec agt gac ccc egg eta egg cgt tta cag aac cgt att agt gaa gat 406 
Ser Ser Asp Pro Arg Leu Arg Arg Leu Gin Asn Arg lie Ser Glu Asp 
85 90 95 

gtg gaa gag aga ttg get cga cat cga aaa ata gtg gaa cct gaa gtg 454 
Val Glu Glu Arg Leu Ala Arg His Arg Lys lie Val Glu Pro Glu Val 
100 105 110 

gta gga gag agt gac tea gaa gta gaa gga gat get tgg cgc atg gaa 502 
Val Gly Glu Ser Asp Ser Glu Val Glu Gly Asp Ala Trp Arg Met Glu 
115 120 125 

cga gaa gac age agt gaa gaa gag gag gag gaa att gat gat gag gaa 550 
Arg Glu Asp Ser Ser Glu Glu Glu Glu Glu Glu lie Asp Asp Glu Glu 
130 135 140 

ata gag egg egg cgt ggc atg atg cgt cag cga gca cag gag aga aaa 598 
lie Glu Arg Arg Arg Gly Met Met Arg Gin Arg Ala Gin Glu Arg Lys 
145 150 155 160 

aat gaa gag atg gaa gtc atg gaa gtg gaa gat gag ggt cgt tct gga 64 6 

Asn Glu Glu Met Glu Val Met Glu Val Glu Asp Glu Gly Arg Ser Gly 
165 170 175 

gag gag tea gaa tea gag tct gag tat gaa gag tac aca gac agt gaa 694 
Glu Glu Ser Glu Ser Glu Ser Glu Tyr Glu Glu Tyr Thr Asp Ser Glu 
180 185 190 
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gat gag atg 
Asp Glu Met 
195 

cga gtg aca 
Arg Val Thr 
210 

ctg gag cag 
Leu Glu Gin 

225 

etc cag att 
Leu Gin lie 



cga tec ctg 
Arg Ser Leu 



gag gag gaa 
Glu Glu Glu 
275 

agg gac aga 
Arg Asp Arg 
290 

gaa cgc atg 
Glu Arg Met 
305 

gca aac ggc 
Ala Asn Gly 



gag cct cgc 
Glu Pro Arg 



gtt caa gaa 
Val Gin Glu 



gaa gec aaa 
Glu Ala Lys 
230 

gtc gga gag 
Val Gly Glu 
245 

get gca ttg 
Ala Ala Leu 
260 

tat gag gca 
Tyr Glu Ala 



gaa gat cga 
Glu Asp Arg 



cga aac ctg 
Arg Asn Leu 
310 

aaa gtc att 
Lys Val lie 
325 



ctt aag cea 
Leu Lys Pro 
200 

cgt gaa gee 
Arg Glu Ala 
215 

cgc atg get 
Arg Met Ala 



gaa acc cca 
Glu Thr Pro 



gat gca etc 
Asp Ala Leu 
265 

tgg aaa gtt 
Trp Lys Val 
280 

gaa gcg ctt 
Glu Ala Leu 
295 

act gag gaa 
Thr Glu Glu 



acc aac aaa 
Thr Asn Lys 



gtc ttc att 
Val Phe He 



gaa gca ttg 
Glu Ala Leu 
220 

gag gaa agg 
Glu Glu Arg 
235 

aaa gag ctg 
Lys Glu Leu 
250 

aat act gat 
Asn Thr Asp 



cga gag eta 
Arg Glu Leu 



gag aag gag 
Glu Lys Glu 
300 

gag agg aga 
Glu Arg Arg 
315 

get gtt aag 
Ala Val Lys 
330 



cga aag aag 
Arg Lys Lys 
205 

aaa cag aag 
Lys Gin Lys 



cgc cag tac 
Arg Gin Tyr 



gaa gag aac 
Glu Glu Asn 
255 

gat gaa aat 
Asp Glu Asn 
270 

aaa aga ate 
Lys Arg He 
28 5 

aaa gca gaa 
Lys Ala Glu 



get gaa ctt 
Ala Glu Leu 



ggc aaa tac 
Gly Lys Tyr 
335 



gac 742 
Asp 



gag 790 
Glu 



aca 838 

Thr 

240 

aag 886 
Lys 



gat 934 
Asp 



aag 982 
Lys 



att 1030 
He 



egg 1078 

Arg 

320 

aag 1126 
Lys 



ttc tta cag aag tat tat cac egg ggt gee ttc ttc atg gat gag gat 1174 
Phe Leu Gin Lys Tyr Tyr His Arg Gly Ala Phe Phe Met Asp Glu Asp 
340 345 350 

gaa gaa gta tac aag aga gat ttc age get cct acc ctg gag gat cat 1222 
Glu Glu Val Tyr Lys Arg Asp Phe Ser Ala Pro Thr Leu Glu Asp His 
355 360 365 

ttc aat aaa acc att ctt cct aaa gtc atg cag gtc aag aac ttt gga 1270 
Phe Asn Lys Thr He Leu Pro Lys Val Met Gin Val Lys Asn Phe Gly 
370 375 380 

cgc tea ggt cgc acc aaa tac act cac ctt gtg gat caa gat acc acc 1318 
Arg Ser Gly Arg Thr Lys Tyr Thr His Leu Val Asp Gin Asp Thr Thr 
385 390 395 400 

tec ttt gac tea get tgg ggc caa gag agt gee cag aac aca aag ttc 1366 
Ser Phe Asp Ser Ala Trp Gly Gin Glu Ser Ala Gin Asn Thr Lys Phe 
405 410 415 

ttc aaa caa aag gca get ggg gta cga gat gta ttt gag egg cca tct 1414 
Phe Lys Gin Lys Ala Ala Gly Val Arg Asp Val Phe Glu Arg Pro Ser 
420 425 430 

gee aag aag egg aaa act acc tag ggtccaactg cttattcttc caactgtgga 14 68 
Aia Lys Lys Arg Lys Thr Thr 
435 

acacaagggg agtctcagca tctggtcctt gattgggttt tttcattgtt tccttggccc 1528 
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ctgtatccag 


atattggact 


tactgctata 


cttgtgatac 


tgggtagccc 


agactttgaa 


1588 


ggtgctttgt 


gaggtttgga 


ctcatgctga 


gaaacccaca 


ggaaagcact 


gtccaggtag 


1648 


gattagaggc 


ttcccactta 


aaactatttc 


tgagaaatct 


taggttttat 


cactgctatg 


1708 


gtttcccata 


tttacttggg 


actgttctga 


ctttcttttt 


ccagccctta 


gcttgggtta 


1768 


gaaaagtgga 


catgtaagtg 


aacaatgcat 


tacttctacc 


ttaggtttag 


gagtaatata 


1828 


cccggaaatc 


taagctcatg 


gaaacatgtt 


ttccatttgg 


ggttggagtc 


cgtttttcta 


1888 


gttgtacata 


cttgnggatc 


catatatgtg 


tgcatgtcaw 


gaaataaaag 


aatcacacaa 


1948 


caaaaaa 












1955 



<210> 217 

<211> 439 

<212> PRT 

<213> Homo sapiens 

<400> 217 

Met Ser Val Pro Ser Ala Leu Met Lys Gin Pro Pro lie Gin Ser Thr 
15 10 15 



Ala Gly Ala Val Pro Val Arg Asn Glu Lys Gly Glu lie Ser Met Glu 
20 25 30 



Lys Val Lys Val Lys Arg Tyr Val Ser Gly Lys Arg Pro Asp Tyr Ala 
35 40 45 



Pro Met Glu Ser Ser Asp Glu Glu Asp Glu Glu Phe Gin Phe lie Lys 
50 55 60 



Lys Ala Lys Glu Gin Glu Ala Glu Pro Glu Glu Gin Glu Glu Asp Ser 
65 70 75 80 



Ser Ser Asp Pro Arg Leu Arg Arg Leu Gin Asn Arg lie Ser Glu Asp 
85 90 95 



Val Glu Glu Arg Leu Ala Arg His Arg Lys lie Val Glu Pro Glu Val 
100 105 110 



Val Gly Glu Ser Asp Ser Glu Val Glu Gly Asp Ala Trp Arg Met Glu 
115 * 120 125 



Arg Glu Asp Ser Ser Glu Glu Glu Glu Glu Glu lie Asp Asp Glu Glu 
130 135 140 



lie Glu Arg Arg Arg Gly Met Met Arg Gin Arg Ala Gin Glu Arg Lys 
145 150 155 160 



Asn Glu Glu Met Glu Val Met Glu Val Glu Asp Glu Gly Arg Ser Gly 
165 170 175 
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Glu Glu Ser Glu Ser Glu Ser Glu Tyr Glu Glu Tyr Thr Asp Ser Glu 
180 185 190 



Asp Glu Met Glu Pro Arg Leu Lys Pro Val Phe lie Arg Lys Lys Asp 
195 200 205 



Arg Val Thr Val Gin Glu Arg Glu Ala Glu Ala Leu Lys Gin Lys Glu 
210 215 220 



Leu Glu Gin Glu Ala Lys Arg Met Ala Glu Glu Arg Arg Gin Tyr Thr 
225 230 235 240 



Leu Gin lie Val Gly Glu Glu Thr Pro Lys Glu Leu Glu Glu Asn Lys 
245 250 255 



Arg Ser Leu Ala Ala Leu Asp Ala Leu Asn Thr Asp Asp Glu Asn Asp 
260 265 * 270 



Glu Glu Glu Tyr Glu Ala Trp Lys Val Arg Glu Leu Lys Arg lie Lys 
275 280 285 



Arg Asp Arg Glu Asp Arg Glu Ala Leu Glu Lys Glu Lys Ala Glu lie 
290 295 300 



Glu Arg Met Arg Asn Leu Thr Glu Glu Glu Arg Arg Ala Glu Leu Arg 
305 310 315 320 



Ala Asn Gly Lys Val lie Thr Asn Lys Ala Val Lys Gly Lys Tyr Lys 
325 330 335 



Phe Leu Gin Lys Tyr Tyr His Arg Gly Ala Phe Phe Met Asp Glu Asp 
340 345 350 



Glu Glu Val Tyr Lys Arg Asp Phe Ser Ala Pro Thr Leu Glu Asp His 
355 360 365 



Phe Asn Lys Thr lie Leu Pro Lys Val Met Gin Val Lys Asn Phe Gly 
370 375 380 



Arg Ser Gly Arg Thr Lys Tyr Thr His Leu Val Asp Gin Asp Thr Thr 
385 390 395 400 



Ser Phe Asp Ser Ala Trp Gly Gin Glu Ser Ala Gin Asn Thr Lys Phe 
405 410 415 



Phe Lys Gin Lys Ala Ala Gly Val Arg Asp Val Phe Glu Arg Pro Ser 
420 425 430 
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Ala Lys Lys Arg Lys Thr Thr 
435 



<210> 218 

<211> 953 

<212> DNA 

<213> Homo sapiens 

<400> 218 



tttttttttt 


ttttttctca 


ttaaactttt 


ttaaggggtc 


tcaaaattct 


gtgacaaatt 


60 


ttgggtcaag 


tggtttccat 


taaaaagtac 


tgattttaaa 


aactaataac 


ttaaaactgc 


120 


cacacgcaaa 


aaagaaaacc 


aaagtggtcc 


acaaaacatt 


ctcctttcct 


tctgaaggtt 


180 


tacgatgcta 


tggttcatca 


ttaaccagtc 


ttttactact 


aaacttaaag 


ggccaatgga 


240 


aacaaacagt 


tctgagaccg 


ttcttccacc 


acttgattaa 


gagtggggtg 


gccaggtata 


300 


agggataata 


tccatttagc 


cttctgagct 


ttctggggca 


gactggtgtg 


accttgccag 


360 


ctccagcagc 


cttctggtcc 


actgctttga 


tgacacccac 


cgcaatgtcg 


gtctcatatc 


420 


acgaacagac 


aaagcgaccc 


aaaggtggat 


agtcggaaaa 


gctctcaaca 


cacaggggct 


A O f~\ 

4 80 


ggccaggaac 


catatcaaca 


agggcagctt 


caccagactt 


caagaattta 


gggccactct 


540 


tccagctttt 


taccagaacg 


gcgatcaatc 


tttatccttc 


agctcagcaa 


cttgctgcaa 


600 


tgtgagccgt 


gtggcaatcc 


aatacagggg 


catagccggg 


ctatgggctg 


gagggtccag 


660 


gataatcacc 


tgagaggtga 


agccagctgt 


tccatggggg 


ccattctgct 


ggcccagcac 


720 


gttgccgaga 


actcctgaca 


gacacattct 


gaatggacgc 


aatgtcccgg 


gaaagctacc 


780 


aaagctcggg 


ctttcgaaat 


tactccggga 


cgtgggggaa 


ggggccatac 


gggtggaaca 


840 


gccacgtcaa 


cgaggaccac 


cacttctaac 


gtgagggcag 


cgcagcatat 


gggtacccac 


900 


aacggcggcg 


cccagcctca 


ggggcggaaa 


aaagggggaa 


cacactgtga 


caa 


953 



<210> 219 

<211> 1073 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (53) . . (847) 

<400> 219 

ggcacgaggg ccagggccgc ggttagtccc tgctggccac cccactgcga cc atg ttc 58 

Met Phe 
1 

gtt ccc tgc ggg gag teg gcc ccc gac ctt gcc ggc ttc acc etc eta 106 
Val Pro Cys Gly Glu Ser Ala Pro Asp Leu Ala Gly Phe Thr Leu Leu 
5 10 15 

atg cca gca gta tct gtt gga aat gtt ggc cag ctt gca atg gat ctg 154 
Met Pro Ala Val Ser Val Gly Asn Val Gly Gin Leu Ala Met Asp Leu 
20 25 30 
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att att tct aca ctg aat atg tct aag att ggt tac ttc tat acc gat 202 
lie lie Ser Thr Leu Asn Met Ser Lys lie Gly Tyr Phe Tyr Thr Asp 
35 40 45 50 

tgt ctt gtg cca atg gtt gga aac aat cca tat gcg acc aca gaa gga 250 
Cys Leu Val Pro Met Val Gly Asn Asn Pro Tyr Ala Thr Thr Glu Gly 
55 60 65 

aat tea aca gaa ctt age ata aat get gaa gtg tat tea ttg cct tea 298 
Asn Ser Thr Glu Leu Ser lie Asn Ala Glu Val Tyr Ser Leu Pro Ser 
70 75 "* 80 

aga aag ctg gtg get eta cag tta aga tec att ttt att aag tat aaa 346 
Arg Lys Leu Val Ala Leu Gin Leu Arg Ser lie Phe lie Lys Tyr Lys 
85 90 " 95 

tea aag ccg ttc tgt gaa aaa ctg ctt tec tgg gtg aaa age agt ggc 394 
Ser Lys Pro Phe Cys Glu Lys Leu Leu Ser Trp Val Lys Ser Ser Gly 
100 105 110 

tgt gee aga gtc att gtt ctt tea age agt cat tea tat cag cgt aat 442 
Cys Ala Arg Val lie Val Leu Ser Ser Ser His Ser Tyr Gin Arg Asn 
115 120 125 130 

gat ctg cag ctt cgt agt act ccc ttc egg tac eta ctt aca cct tec 490 
Asp Leu Gin Leu Arg Ser Thr Pro Phe Arg Tyr Leu Leu Thr Pro Ser 
135 140 145 

atg caa aaa agt gtt caa aat aaa ata aag age ctt aac tgg gaa gaa 538 
Met Gin Lys Ser Val Gin Asn Lys lie Lys Ser Leu Asn Trp Glu Glu 
150 155 160 

atg gaa aaa age egg tgc att cct gaa ata gat gat tec gag ttt tgt 586 
Met Glu. Lys Ser Arg Cys lie Pro Glu lie Asp Asp Ser Glu Phe Cys 
165 170 175 

ate cgc att ccg gga gga ggt ate aca aaa aca etc tat gat gaa age 634 
lie Arg lie Pro Gly Gly Gly lie Thr Lys Thr Leu Tyr Asp Glu Ser 
180 185 190 

tgt tct aaa gaa ate caa atg gca gtt ctg ctg aaa ttt gtt tea gaa 682 
Cys Ser Lys Glu lie Gin Met Ala Val Leu Leu Lys Phe Val Ser Glu 
195 200 205 210 

ggg gac aac ate cca gat gca tta ggt ctt gtt gag tat ctt aat gag 730 
Gly Asp Asn lie Pro Asp Ala Leu Gly Leu Val Glu Tyr Leu Asn Glu 
215 220 225 

tgg ctt cag ata etc aaa cca ctt age gat gac ccc aca gta tct gee 778 
Trp Leu Gin lie Leu Lys Pro Leu Ser Asp Asp Pro Thr Val Ser Ala 
230 235 240 

tea egg tgg aaa ata cca agt tct tgg aga tta etc ttt ggc agt ggt 826 
Ser Arg Trp Lys lie Pro Ser Ser Trp Arg Leu Leu Phe Gly Ser Gly 
245 250 255 

ctt ccc cct gca ctt ttc tga tctaatttct gttttatacc ttatacccaa 877 
Leu Pro Pro Ala Leu Phe 
260 

aacacttact accaacacag ctgttaaaca ttctatacaa aaaaattgta tgatctggta 937 

ttaggaaatt actttcacag taaatatcaa agaaaaaaga ttaagggtct etttgecatg 997 

cttttcatca tatgeaccaa atgtaaattt tgtacaataa aattttattt cctaagtaaa 1057 
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aaaaaaaaaa aaaaaa 1073 

<210> 220 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<400> 220 

Met Phe Val Pro Cys Gly Glu Ser Ala Pro Asp Leu Ala Gly Phe Thr 
15 10 15 

Leu Leu Met Pro Ala Val Ser Val Gly Asn Val Gly Gin Leu Ala Met 
20 25 30 

Asp Leu lie lie Ser Thr Leu Asn Met Ser Lys lie Gly Tyr Phe Tyr 
35 40 45 

Thr Asp Cys Leu Val Pro Met Val Gly Asn Asn Pro Tyr Ala Thr Thr 
50 55 60 

Glu Gly Asn Ser Thr Glu Leu Ser lie Asn Ala Glu Val Tyr Ser Leu 
65 70 75 80 

Pro Ser Arg Lys Leu Val Ala Leu Gin Leu Arg Ser lie Phe lie Lys 
85 90 ^ 95 

Tyr Lys Ser Lys Pro Phe Cys Glu Lys Leu Leu Ser Trp Val Lys Ser 
100 "* 105 110 

Ser Gly Cys Ala Arg Val lie Val Leu Ser Ser Ser His Ser Tyr Gin 
115 120 125 

Arg Asn Asp Leu Gin Leu Arg Ser Thr Pro Phe Arg Tyr Leu Leu Thr 
130 135 140 

Pro Ser Met Gin Lys Ser Val Gin Asn Lys lie Lys Ser Leu Asn Trp 
145 150 ' 155 160 

Glu Glu Met Glu Lys Ser Arg Cys lie Pro Glu lie Asp Asp Ser Glu 
165 170 175 

Phe Cys lie Arg lie Pro Gly Gly Gly lie Thr Lys Thr Leu Tyr Asp 
180 185 190 

Glu Ser Cys Ser Lys Glu lie Gin Met Ala Val Leu Leu Lys Phe Val 
195 200 205 

Ser Glu Gly Asp Asn lie Pro Asp Ala Leu Gly Leu Val Glu Tyr Leu 
210 215 * ' 220 
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Asn Glu Trp Leu Gin lie Leu Lys Pro Leu Ser Asp Asp Pro Thr Val 
225 230 235 240 



Ser Ala Ser Arg Trp Lys lie Pro Ser Ser Trp Arg Leu Leu Phe Gly 
245 250 255 



Ser Gly Leu Pro Pro Ala Leu Phe 
260 



<210> 221 

<211> 768 

<212> DNA 

<213> Homo sapiens 

<400> 221 



gctttttgag 


gaagacgcgg 


tcgt aagggc 


tgaggatttt 


ttggtccgca 


cgctcctgct 


60 


cctgactcac 


cgctgttcgc 


tctcgccgag 


gaacaagtcg 


gtcaggaagc 


ccgcgcgcaa 


120 


cagccatggc 


ttttaaggat 


accggaaaaa 


cacccgtgga 


geeggaggtg 


gcaattcacc 


180 


gaattcgaat 


cacccttaaa 


aaagccgaaa 


gctgataaat 


ctccttggaa 


agggtgtgtg 


240 


ctgacttgat 


aagaggcgca 


aaagaaaaga 


atctcaaagt 


gaaaggacca 


gttcgaatgc 


300 


ctaccaagac 


tttgagaatc 


actacaagaa 


aaactccttg 


tggtgaaggt 


tetaagaegt 


360 


gggatcgttt 


ccagatgaga 


attcacaagc 


gactcattga 


ettgeacagt 


ccttctgaga 


420 


ttgttaagca 


cgattacttc 


catcagtatt 


gagccaggag 


1 1 cracrcrtcraa 


aatcaccatt 


480 


gcagatgctt 


aagtcaaact 


atttttaata 


aacgttgatg 


accaggtget 


aaacactaaa 


540 


aacacacacc 


caaccaacac 


aactgtggtg 


ggcgcggcct 


ggegectgag 


gaaaagtttt 


600 


ctagacaccc 


acgtttgggg 


gcgcggcccc 


actgggccgt 


cgcacctggt 


catcccgtcc 


660 


cccgcgaccc 


gggcaccaat 


cggccggggt 


ttcccccaat 


aaaacccgcg 


cgcccagcgt 


720 


tcggaccacc 


catggctcgg 


gctccgggct 


caggggtcag 


acttttgg 




768 


<210> 222 

<211> 1505 

<212> DNA 

<213> Homo sapiens 












<220> 

<221> CDS 
<222> (96) 


. . (944) 












<400> 222 
cctcgatcat 


ctgtgaggat 


ggctcaaacc 


ggaactcctt 


catcatgggt 


ttgaagtaat 


60 


actggccagg 


gctcaggttt 


gagccatcct 


cacag atg ate gag gtg 
Met lie Glu Val 


cag gaa 
Gin Glu 


113 



1 5 

ggc cag aac ctg aag ate acc ate acg ggg tac cga acc get tac agt 161 

Gly Gin Asn Leu Lys lie Thr lie Thr Gly Tyr Arg Thr Ala Tyr Ser 
10 15 20 
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tgc tat ggc aca gtg tct tec tta aac gga gag ccc gaa caa ggg gtt 209 
Cys Tyr Gly Thr Val Ser Ser Leu Asn Gly Glu Pro Glu Gin Gly Val 
25 30 ' 35 

gec atg gaa gcg gtg ggc cag aac gac tgc age att tac gga gaa gac 257 
Ala Met Glu Ala Val Gly Gin Asn Asp Cys Ser lie Tyr Gly Glu Asp 
40 45 50 

acc gtg aca gac gaa gag ggc aag ttc aga tta cgt gga ttg ctg ccg 305 
Thr Val Thr Asp Glu Glu Gly Lys Phe Arg Leu Arg Gly Leu Leu Pro 
55 60 65 70 

gga tgt gtg tac cac gtt cag etc aag gca gaa ggc aac gac cac att 353 
Gly Cys Val Tyr His Val Gin Leu Lys Ala Glu Gly Asn Asp His lie 
75 80 85 

gag egg gcg etc ccc cac cat agg gtg att gag gtt ggg aat aat gac 401 
Glu Arg Ala Leu Pro His His Arg Val lie Glu Val Gly Asn Asn Asp 
90 95 100 

ate gat gat gta aac ate ata gtt ttc egg cag att aat caa ttt gat 449 
lie Asp Asp Val Asn lie lie Val Phe Arg Gin lie Asn Gin Phe Asp 
105 110 115 

tta agt gga aat gtg ate act tec tct gaa tac ctt cct aca tta tgg 497 
Leu Ser Gly Asn Val lie Thr Ser Ser Glu Tyr Leu Pro Thr Leu Trp 
120 125 130 

gtc aag ctt tac aaa age gaa aac etc gac aat cca ate cag aca gtt 545 
Val Lys Leu Tyr Lys Ser Glu Asn Leu Asp Asn Pro lie Gin Thr Val 
135 140 145 150 

tec ctt ggc cag tec ctg ttc ttc cat ttc ccc cca ctg etc aga gac 593 
Ser Leu Gly Gin Ser Leu Phe Phe His Phe Pro Pro Leu Leu Arg Asp 
155 160 165 

ggc gag aac tat gtt gtg ctt ctg gac tec aca etc ccc aga tec cag 641 
Gly Glu Asn Tyr Val Val Leu Leu Asp Ser Thr Leu Pro Arg Ser Gin 
170 175 180 

tat gac tac ate ttg cct caa gtt tct ttc acc gca gtg ggc tac cat 689 
Tyr Asp Tyr lie Leu Pro Gin Val Ser Phe Thr Ala Val Gly Tyr His 
185 190 195 

aaa cac ate acc ttg att ttt aat ccc acg agg aag ctg cct gaa cag 737 
Lys His lie Thr Leu lie Phe Asn Pro Thr Arg Lys Leu Pro Glu Gin 
200 205 210 

gac ate gca caa gga tec tac att gee ctg cca ttg acg ctg ctg gtt 785 
Asp lie Ala Gin Gly Ser Tyr lie Ala Leu Pro Leu Thr Leu Leu Val 
215 220 225 230 

ctg ctg gee ggt tac aac cat gac aag etc att cct ttg ctg ctg cag 833 
Leu Leu Ala Gly Tyr Asn His Asp Lys Leu lie Pro Leu Leu Leu Gin 
235 240 245 

ttg aca age egg eta cag gga gtc cgc gcg etc ggc cag gca gee tct 881 
Leu Thr Ser Arg Leu Gin Gly Val Arg Ala Leu Gly Gin Ala Ala Ser 
250 255 260 

gac aat age ggc cca gaa gat gca aag aga caa gee aag aaa cag aag 929 
Asp Asn Ser Gly Pro Glu Asp Ala Lys Arg Gin Ala Lys Lys Gin Lys 
265 270 275 
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aca agg egg act tga ggaggaaggg gaeagttgea gtctcacttg ggacaggeca 984 
Thr Arg Arg Thr 



280 














cagecagggg 


tccggccact 


acccgcccgt 


gggataaaag 


ccaaaagcat 


gegtcagcta 


1044 


acttcagcct 


gtgctgctgg 


gcccgcaccc 


catgtccctt 


gtcactgtgg 


catcctgcac 


1104 


ccatcctcac 


ccctccgtag 


agcccctcgt 


geaatgeaat 


gaatggaccc 


tcctgtcact 


1164 


ctgetgaaca 


gaatttattt 


tctgagtcaa 


atataattta 


ttattatttt 


tgtcaaagaa 


1224 


gtatttaagc 


tgtgctgtgg 


tgtgagaatg 


tcattcttga 


tcttcagcct 


tcgtttgcaa 


1284 


gaagagttcc 


agttgacgtg 


gtgtttggtt 


ccatggcggg 


gtaccctagg 


gattcatctg 


1344 


ttttcttcac 


ttccctttgc 


atctgagatc 


ctgctggaaa 


ccacagcaac 


ctgtatccac 


1404 


tattaggagg 


taaaaatcaa 


taaaatggcc 


cattcatttg 


tgttgtagct 


caaaaaaaaa 


1464 


aaaaaaaaaa 


aaaaaaaaaa 


aaaagaaaaa 


aaaaaaaaaa 


a 




1505 



<210> 223 

<211> 282 

<212> PRT 

<213> Homo sapiens 

<400> 223 

Met lie Glu Val Gin Glu Gly Gin Asn Leu Lys He Thr He Thr Gly 
15 10 15 



Tyr Arg Thr Ala Tyr Ser Cys Tyr Gly Thr Val Ser Ser Leu Asn Gly 
20 " 25 30 



Glu Pro Glu Gin Gly Val Ala Met Glu Ala Val Gly Gin Asn Asp Cys 
35 4 0 ~ 45 



Ser He Tyr Gly Glu Asp Thr Val Thr Asp Glu Glu Gly Lys Phe Arg 
50 55 60 



Leu Arg Gly Leu Leu Pro Gly Cys Val Tyr His Val Gin Leu Lys Ala 

65 70 75 80 

Glu Gly Asn Asp His He Glu Arg Ala Leu Pro His His Arg Val He 

85 90 " 95 



Glu Val Gly Asn Asn Asp He Asp Asp Val Asn He He Val Phe Arg 
100 " ~ 105 110 



Gin He Asn Gin Phe Asp Leu Ser Gly Asn Val He Thr Ser Ser Glu 
115 120 125 



Tyr Leu Pro Thr Leu Trp Val Lys Leu Tyr Lys Ser Glu Asn Leu Asp 
130 135 140 
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Asn Pro lie Gin Thr Val Ser Leu Gly Gin Ser Leu Phe Phe His Phe 
145 150 155 160 

Pro Pro Leu Leu Arg Asp Gly Glu Asn Tyr Val Val Leu Leu Asp Ser 
165 " 170 175 

Thr Leu Pro Arg Ser Gin Tyr Asp Tyr lie Leu Pro Gin Val Ser Phe 
180 " 185 190 

Thr Ala Val Gly Tyr His Lys His lie Thr Leu lie Phe Asn Pro Thr 
195 " 200 205 

Arg Lys Leu Pro Glu Gin Asp lie Ala Gin Gly Ser Tyr lie Ala Leu 
210 215 220 

Pro Leu Thr Leu Leu Val Leu Leu Ala Gly Tyr Asn His Asp Lys Leu 
225 230 235 240 

lie Pro Leu Leu Leu Gin Leu Thr Ser Arg Leu Gin Gly Val Arg Ala 
245 250 255 

Leu Gly Gin Ala Ala Ser Asp Asn Ser Gly Pro Glu Asp Ala Lys Arg 
260 265 270 

Gin Ala Lys Lys Gin Lys Thr Arg Arg Thr 



<210> 224 
<211> 792 
<212> DNA 
<213> Homo sapiens 

<400> 224 

gttttactgg aaaggaaaga tgatgctcag ttttaaacgt taaaagtgta caagttgctt 60 

tgttacaata aaactaaatg tgtacacaaa ggatttgatg cttttctctc agcataggta 120 

tgcttactat gaccttccaa gtttgacttg tataacatca ctgtcaaact ttgtcaccct 180 

aacttcgtat tttttgatac gcactttgca ggatgacctc agggctatgt ggattgagta 240 

atgggatttg aatcaatgta ttaatatctc catagctggg aaacgtgggt tcaatttgcc 300 

attggtttct gaaagtattc acatcatttg ggataccaga tagctcaata ctctctgagt 360 

acattgtgcc cttgattttt atctccaagt ggcagttttt aaaattggcc ttttacctgg 420 

atataaatta attgtgcctg ccaccaccat ccaacagacc tggtgctcta atgccaagtt 480 

atacacggga cagttgctgg catgtcttta ttggctatat aaaatgtggc caagaagata 540 

tgctctcagt aagaagtctg atggtgagca gtaactgtcc ctgctttcta gtataaagct 600 

ctcagatgtg accatgtgaa tcatggtggg ataatggact cagctctgta tgcttcatgc 660 

cattgtgcag agtagcaccc ttatgcataa gctttttaat gctgtacaat atagtcgctg 720 



500 



aaagtaaatg 


ccaccttttt 


agcagtgaat 


taatggacag 


tctggtgaaa 


cttcaatgct 


780 


ttttgatgta 


ta 










792 


<210> 225 

<211> 2555 

<212> DNA 

<213> Homo sapiens 












<220> 

<221> CDS 

<222> (1973) . . (2470) 












<400> 225 
agagcttcag 


gccagaagat 


aatccaacat 


gaggcctgaa 


agaaacttgg 


gccagaaaat 


60 


ctccagggta 


cctgcccgcc 


gaagtccctt 


ccgaggactc 


tcctgagcca 


gtggctgaga 


120 


catgcacatc 


catggtggaa 


gctccaggtc 


tgggcagccc 


tctccctgca 


gtcacagact 


180 


atgcccacta 


ggaacaccca 


cctgggacaa 


agcctggcca 


cagtcagaga 


gcaggacggc 


240 


tctcaccaag 


cccctcaggt 


ggctccccgc 


cgctgaccct 


gtgctgcgtg 


gcacaggctt 


300 


ccccaacgcc 


ctgccacatt 


tggcttcctc 


caagcaggct 


atgtgcttag 


gatgagatgt 


360 


ggctactttt 


agcaaacaac 


actagagtgg 


cttcagccca 


gccacggtga 


cttctcgctc 


420 


ccataagagc 


tcaagaggga 


gaggtgatct 


ccctccccag 


ccactgggga 


ccccagttcc 


480 


tgttgcctat 


tctgccactg 


tcatcttcct 


gcaccacctc 


atggtcctgg 


atggctgcac 


540 


aggctctagc 


cgtcatgccc 


ctattccagc 


taggagaaag 


ggggaagcat 


aagtggcaag 


600 


gagaagcacc 


ctccccttct 


tctttttttt 


ttaattgctc 


tatacattta 


ttattagcta 


660 


ttattaatgc 


agaaccaggg 


gacaaaaagc 


tcacaaacac 


tctacacaat 


ttcacaagac 


720 


acattgcagg 


ggaaaaagtg 


actgagatgg 


atcaacagta 


tgctagggtc 


ttggtggact 


780 


cattcctagg 


ggaggtggac 


ctctaattcc 


tggtggaggg 


ggtctcattc 


ctggaggggg 


840 


catgcctact 


ggtgtccctc 


gagcagaggg 


aagcccaatt 


ggtgggcccg 


tgggtggcct 


900 


cataccaggt 


tcagaagctc 


caagtttaac 


tgtggacatt 


ggatctgggg 


gaacggcagt 


960 


cgtgaccgtg 


ggcaagagta 


gcaagatgct 


gccacacacg 


gaccacagaa 


tgagacgtat 


1020 


cctacaagat 


ggccgagtct 


tcattggcac 


cttcaaggct 


tttgacaagc 


atatgaatat 


1080 


gatcccctgt 


gattgtgatg 


agttcagaaa 


gatgaaacta 


aagaatgcga 


agcaaccagc 


1140 


acgtgaagaa 


aagcgggttt 


cgggcccctc 


cgcttctaaa 


gaagcttgct 


gggggcgcca 


1200 


cactcactgc 


cattgctcag 


agcttggtta 


cacggcccgg 


ccacaccagg 


ccacacagag 


1260 


acaagaagcg 


caatgtgctg 


gcaaagactc 


ttaccggagg 


agaaggggag 


aatggctgtc 


1320 


tttgccaaat 


agcccgtcac 


gaacgtaccc 


ctgctgggcc 


cccgcaagtg 


caccaaccga 


1380 


ctcgaaagtc 


ccagagaggg 


ctggcgggca 


aggacctgag 


tctccagcca 


cccctgcagg 


1440 


aggagcccag 


ggaccctcgc 


atccctgata 


aggaagcagg 


tggcgtgccc 


tgctgtgacc 


1500 
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ccgaaacagc 


ctgtagtctc 


accctccatt 


tccacgagac 


tctaagtctg 


ccgcttttgc 


1560 


agcaaaagcc 


cagtgctggg 


ggtgagcgtg 


tggggagtgt 


gggagacggg 


ctctgacccg 


1620 


gccaccctgg 


gcagctgtgc 


tcacgcagca 


cccccgccgt 


tcccagctgg 


acttcacctg 


1680 


gcaggacagc 


caacaggcct 


caccgtggcc 


tccgtcccgg 


gggtcgtgca 


tgggggactg 


1740 


ggccagcccg 


agcagtggga 


catgctgcct 


tcctaccctg 


ctccacctgc 


cacaaacaca 


i o r\ n 
lo 00 


aactggaatg 


ttctcagcca 


cctccagact 


tcacaccctt 


tgggctttgg 


ggcacagagg 


1860 


tcgggctgcc 


ctggggagag 


gagggagaga 


aggaggcttc 


gagagagcac 


ggacatgagt 


1920 


cagacctgaa 


ataaagcaaa 


gccacaccgc 


cccggaccct 


gcagccgcag 


ag atg ttg 


1978 



Met Leu 
1 

atg cct aag aag aac egg att gec att tat gaa etc ctt ttt aag gag 2026 
Met Pro Lys Lys Asn Arg lie Ala lie Tyr Glu Leu Leu Phe Lys Glu 
5 ~ " 10 15 

gga gtc atg gtg gec aag aag gat gtc cac atg cct aag cac ccg gag 2074 
Gly Val Met Val Ala Lys Lys Asp Val His Met Pro Lys His Pro Glu 
20 25 30 

ctg gca gac aag aat gtg ccc aac ctt cat gtc atg aag gec atg cag 2122 
Leu Ala Asp Lys Asn Val Pro Asn Leu His Val Met Lys Ala Met Gin 
35 4 0 4 5 50 

tct etc aag tec cga ggc tac gtg aag gaa cag ttt gee tgg aga cat 2170 
Ser Leu Lys Ser Arg Gly Tyr Val Lys Glu Gin Phe Ala Trp Arg His 
55 60 65 

ttc tac tgg tac ctt ace aat gag ggt ate cag tat etc cgt gat tac 2218 
Phe Tyr Trp Tyr Leu Thr Asn Glu Gly He Gin Tyr Leu Arg Asp Tyr 
70 75 " 80 

ctt cat ctg ccc ccg gag att gtg cct gee ace eta cgc cgt age cgt 2266 
Leu His Leu Pro Pro Glu He Val Pro Ala Thr Leu Arg Arg Ser Arg 
85 90 95 

cca gag act ggc agg cct egg cct aaa ggt ctg gag ggt gag cga cct 2314 
Pro Glu Thr Gly Arg Pro Arg Pro Lys Gly Leu Glu Gly Glu Arg Pro 
100 105 110 

gcg aga etc aca aga ggg gaa get gac aga gat ace tac aga egg agt 2362 
Ala Arg Leu Thr Arg Gly Glu Ala Asp Arg Asp Thr Tyr Arg Arg Ser 
115 120 125 130 

get gtg cca cct ggt gee gac aag aaa gee gag get ggg get ggg tea 2410 
Ala Val Pro Pro Gly Ala Asp Lys Lys Ala Glu Ala Gly Ala Gly Ser 
135 - 140 145 

gca ace gaa ttc cag ttt aga ggc gga ttt ggt cgt gga cgt ggt cag 2458 
Ala Thr Glu Phe Gin Phe Arg Gly Gly Phe Gly Arg Gly Arg Gly Gin 
150 155 ~ 160 

cca cct cag taa aattggagag gattcttttg cattgaataa acttacagcc 2510 
Pro Pro Gin 
165 

aaaaaacctt aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 2555 



<210> 226 
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<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 226 

Met Leu Met Pro Lys Lys Asn Arg lie Ala lie Tyr Glu Leu Leu Phe 
1 5 10 " 15 



Lys Glu Gly Val Met Val Ala Lys Lys Asp Val His Met Pro Lys His 
20 25 30 



Pro Glu Leu Ala Asp Lys Asn Val Pro Asn Leu His Val Met Lys Ala 
35 40 45 



Met Gin Ser Leu Lys Ser Arg Gly Tyr Val Lys Glu Gin Phe Ala Trp 
50 55 ~ 60 



Arg His Phe Tyr Trp Tyr Leu Thr Asn Glu Gly lie Gin Tyr Leu Arg 
65 70 75 80 



Asp Tyr Leu His Leu Pro Pro Glu lie Val Pro Ala Thr Leu Arg Arg 
85 90 95 



Ser Arg Pro Glu Thr Gly Arg Pro Arg Pro Lys Gly Leu Glu Gly Glu 
100 105 110 



Arg Pro Ala Arg Leu Thr Arg Gly Glu Ala Asp Arg Asp Thr Tyr Arg 
115 120 125 



Arg Ser Ala Val Pro Pro Gly Ala Asp Lys Lys Ala Glu Ala Gly Ala 
130 135 140 



Gly Ser Ala Thr Glu Phe Gin Phe Arg Gly Gly Phe Gly Arg Gly Arg 
145 150 155 ~ " 160 



Gly Gin Pro Pro Gin 
165 



<210> 227 

<211> 448 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90) . . (281) 

<400> 227 

caaggtcgtg aaaaaaaagg tcttggtgag gtgccgccat ttcatctgtc ctcattctct 

gcgcctttcg cagagcttcc agcagcggt atg ttg ggc cag age ate egg agg 

Met Leu Gly Gin Ser lie Arg Arg 
1 5 
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ttc aca acc tct gtg gtc cgt agg age cac tat gag gag ggc cct ggg 161 
Phe Thr Thr Ser Val Val Arg Arg Ser His Tyr Glu Glu Gly Pro Gly 
10 15 20 

aag aat ttg cca ttt tea gtg gaa aac aag tgg teg tta eta get aag 209 
Lys Asn Leu Pro Phe Ser Val Glu Asn Lys Trp Ser Leu Leu Ala Lys 
25 30 35 40 

atg tgt ttg tac ttt gga tct gca ttt get aca ccc ttc ctt gta gta 257 
Met Cys Leu Tyr Phe Gly Ser Ala Phe Ala Thr Pro Phe Leu Val Val 
45 50 55 

aga cac caa ctg ctt aaa aca taa ggatgtttca gttcctccat ttaacagata 311 
Arg His Gin Leu Leu Lys Thr 
60 

tgaagagcat tttaagaggt gcagcctctg gaagtggatc aaactagaac teatatgeca 371 

tactagatat gtttgtcaat aaacttatga cgtgaaaaaa aaaaaaaaaa aaaaaaaaaa 431 

aaaaaaaaaa aaaaaaa 448 

<210> 228 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 228 

Met Leu Gly Gin Ser lie Arg Arg Phe Thr Thr Ser Val Val Arg Arg 
1 5 10 15 

Ser His Tyr Glu Glu Gly Pro Gly Lys Asn Leu Pro Phe Ser Val Glu 
20 25 30 

Asn Lys Trp Ser Leu Leu Ala Lys Met Cys Leu Tyr Phe Gly Ser Ala 
35 40 ' 45 

Phe Ala Thr Pro Phe Leu Val Val Arg His Gin Leu Leu Lys Thr 
50 55 60 

<210> 229 

<211> 703 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (13).. (624) 

<400> 229 

ggcacgagga ag atg gcg gag gtg cag gtc ctg gtg ctt gat ggt cga ggc 51 
Met Ala Glu Val Gin Val Leu Val Leu Asp Gly Arg Gly 
15 10 

cat etc ctg ggc cgc ctg gcg gee ate gtg get aaa cag gta ctg ctg 99 
His Leu Leu Gly Arg Leu Ala Ala lie Val Ala Lys Gin Val Leu Leu 
15 20 25 
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ggc egg aag gtg gtg gtc gta cgc tgt gaa ggc ate aac att tct ggc 147 
Gly Arg Lys Val Val Val Val Arg Cys Glu Gly lie Asn lie Ser Gly 
30 35 40 45 

aat ttc tac aga aac aag ttg aag tac ctg get ttc etc cgc aag egg 195 
Asn Phe Tyr Arg Asn Lys Leu Lys Tyr Leu Ala Phe Leu Arg Lys Arg 
50 " 55 60 

atg aac ace aac cct tec cga ggc ccc tac cac ttc egg gee ccc age 243 
Met Asn Thr Asn Pro Ser Arg Gly Pro Tyr His Phe Arg Ala Pro Ser 
65 70 75 

cgc ate ttc tgg egg acc gtg cga ggt atg ctg ccc cac aaa ace aag 291 
Arg lie Phe Trp Arg Thr Val Arg Gly Met Leu Pro His Lys Thr Lys 
80 85 90 

cga ggc cag gee get ctg gac cgt etc aag gtg ttt gac ggc ate cca 339 
Arg Gly Gin Ala Ala Leu Asp Arg Leu Lys Val Phe Asp Gly lie Pro 
95 100 105 

ccg ccc tac gac aag aaa aag egg atg gtg gtt cct get gee etc aag 387 
Pro Pro Tyr Asp Lys Lys Lys Arg Met Val Val Pro Ala Ala Leu Lys 
110 115 120 125 

gtc gtg cgt ctg aag cct aca aga aag ttt gee tat ctg ggg cgc ctg 435 
Val Val Arg Leu Lys Pro Thr Arg Lys Phe Ala Tyr Leu Gly Arg Leu 
130 135 140 

get cac gag gtt ggc tgg aag tac cag gca gtg aca gee acc ctg gag 483 
Ala His Glu Val Gly Trp Lys Tyr Gin Ala Val Thr Ala Thr Leu Glu 
145 150 155 

gag aag agg aaa gag aaa gee aag ate cac tac egg aag aag aaa cag 531 
Glu Lys Arg Lys Glu Lys Ala Lys lie His Tyr Arg Lys Lys Lys Gin 
160 165 170 

etc atg agg eta egg aaa cag gee gag aag aac gtg gag aag aaa att 579 
Leu Met Arg Leu Arg Lys Gin Ala Glu Lys Asn Val Glu Lys Lys lie 
175 180 185 

gac aaa tac aca gag gtc etc aag acc cac gga etc ctg gtc tga 624 
Asp Lys Tyr Thr Glu Val Leu Lys Thr His Gly Leu Leu Val 
190 195 200 

geccaataaa gactgttaat tcctcaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 684 
aaaaaaaaaa aaaaaaaaa 703 

<210> 230 

<211> 203 

<212> PRT 

<213> Homo sapiens 

<400> 230 

Met Ala Glu Val Gin Val Leu Val Leu Asp Gly Arg Gly His Leu Leu 
15 10 15 

Gly Arg Leu Ala Ala lie Val Ala Lys Gin Val Leu Leu Gly Arg Lys 
20 25 30 

Val Val Val Val Arg Cys Glu Gly lie Asn lie Ser Gly Asn Phe Tyr 
35 40 45 
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Arg Asn Lys Leu Lys Tyr Leu Ala Phe Leu Arg Lys Arg Met Asn Thr 
50 55 60 

Asn Pro Ser Arg Gly Pro Tyr His Phe Arg Ala Pro Ser Arg lie Phe 
65 70 75 80 

Trp Arg Thr Val Arg Gly Met Leu Pro His Lys Thr Lys Arg Gly Gin 
85 90 95 

Ala Ala Leu Asp Arg Leu Lys Val Phe Asp Gly lie Pro Pro Pro Tyr 
100 105 110 

Asp Lys Lys Lys Arg Met Val Val Pro Ala Ala Leu Lys Val Val Arg 
115 120 125 

Leu Lys Pro Thr Arg Lys Phe Ala Tyr Leu Gly Arg Leu Ala His Glu 
130 135 140 

Val Gly Trp Lys Tyr Gin Ala Val Thr Ala Thr Leu Glu Glu Lys Arg 
145 150 155 160 

Lys Glu Lys Ala Lys lie His Tyr Arg Lys Lys Lys Gin Leu Met Arg 
165 * 170 * 175 

Leu Arg Lys Gin Ala Glu Lys Asn Val Glu Lys Lys lie Asp Lys Tyr 
180 185 190 

Thr Glu Val Leu Lys Thr His Gly Leu Leu Val 
195 200 

<210> 231 

<211> 3075 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2577) 

<400> 231 

atg gtt aat ttt acg gtg gat cag ate cgc gec ate atg gac aag aag 48 

Met Val Asn Phe Thr Val Asp Gin lie Arg Ala lie Met Asp Lys Lys 
15 10 15 

gee aac ate cgc aac atg tct gtc ate gee cac gtg gac cat ggc aag 96 
Ala Asn lie Arg Asn Met Ser Val lie Ala His Val Asp His Gly Lys 
20 25 30 

tec acg ctg aca gac tec ctg gtg tgc aag gcg ggc ate ate gee teg 144 
Ser Thr Leu Thr Asp Ser Leu Val Cys Lys Ala Gly lie lie Ala Ser 
35 40 45 
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gcc egg gec ggg gag aca cgc ttc act gat acc egg aag gac gag cag 192 
Ala Arg Ala Gly Glu Thr Arg Phe Thr Asp Thr Arg Lys Asp Glu Gin 
50 55 60 

gag cgt tgc ate acc ate aag tea act gcc ate tec etc ttc tac gag 240 
Glu Arg Cys lie Thr lie Lys Ser Thr Ala lie Ser Leu Phe Tyr Glu 
65 70 75 80 

etc teg gag aat gac ttg aac ttc ate aag cag age aag gac ggt gcc 288 
Leu Ser Glu Asn Asp Leu Asn Phe lie Lys Gin Ser Lys Asp Gly Ala 
85 90 95 

ggc ttc etc ate aac etc att gac tec ccc ggg cat gtc gac ttc tec 336 
Gly Phe Leu lie Asn Leu lie Asp Ser Pro Gly His Val Asp Phe Ser 
100 105 110 

teg gag gtg act get gcc etc cga gtc acc gat ggc gca ttg gtg gtg 384 
Ser Glu Val Thr Ala Ala Leu Arg Val Thr Asp Gly Ala^Leu Val Val 
115 120 125 

gtg gac tgc gtg tea ggc gtg tgc gtg cag acg gag aca gtg ctg egg 432 
Val Asp Cys Val Ser Gly Val Cys Val Gin Thr Glu Thr Val Leu Arg 
130 135 140 

cag gcc att gcc gag cgc ate aag cct gtg ctg atg atg aac aag atg 480 
Gin Ala lie Ala Glu Arg lie Lys Pro Val Leu Met Met Asn Lys Met 
145 150 155 160 

gac cgc gcc ctg ctg gag ctg cag ctg gag ccc gag gag etc tac cag 528 
Asp Arg Ala Leu Leu Glu Leu Gin Leu Glu Pro Glu Glu Leu Tyr Gin 
165 170 175 

act ttc cag cgc ate gtg gag aac gtg aac gtc ate ate tec acc tac 576 
Thr Phe Gin Arg lie Val Glu Asn Val Asn Val He He Ser Thr Tyr 
180 185 190 

ggc gag ggc gag age ggc ccc atg ggc aac ate atg ate gat cct gtc 624 
Gly Glu Gly Glu Ser Gly Pro Met Gly Asn He Met He Asp Pro Val 
195 200 205 

etc ggt acc gtg ggc ttt ggg tct ggc etc cac ggg tgg gcc ttc acc 672 
Leu Gly Thr Val Gly Phe Gly Ser Gly Leu His Gly Trp Ala Phe Thr 
210 215 220 

ctg aag cag ttt gcc gag atg tat gtg gcc aag ttc gcc gcc aag ggg 720 
Leu Lys Gin Phe Ala Glu Met Tyr Val Ala Lys Phe Ala Ala Lys Gly 
225 230 235 240 

gag ggc cag ttg ggg cct gcc gag egg gcc aag aaa gta gag gac atg 768 
Glu Gly Gin Leu Gly Pro Ala Glu Arg Ala Lys Lys Val Glu Asp Met 
245 250 255 

atg aag aag ctg tgg ggt gac agg tac ttt gac cca gcc aac ggc aag 816 
Met Lys Lys Leu Trp Gly Asp Arg Tyr Phe Asp Pro Ala Asn Gly Lys 
260 265 270 

ttc age aag tea gcc acc age ccc gaa ggg aag aag ctg cca cgc acc 864 
Phe Ser Lys Ser Ala Thr Ser Pro Glu Gly Lys Lys Leu Pro Arg Thr 
275 280 285 

ttc tgc cag ctg ate ctg gac ccc ate ttc aag gtg ttt gat gcg ate 912 
Phe Cys Gin Leu He Leu Asp Pro He Phe Lys Val Phe Asp Ala He 
290 295 - 300 
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atg aat ttc aag aaa gag gag aca gca aaa ctg ata gag aaa ctg gac 960 
Met Asn Phe Lys Lys Glu Glu Thr Ala Lys Leu lie Glu Lys Leu Asp 
305 310 315 320 

ate aaa ctg gac age gag gac aag gac aaa gaa ggc aaa ccc ctg ctg 1008 
lie Lys Leu Asp Ser Glu Asp Lys Asp Lys Glu Gly Lys Pro Leu Leu 
325 330 335 

aag get gtg atg cgc cgc tgg ctg cct gec gga gac gec ttg ttg cag 1056 
Lys Ala Val Met Arg Arg Trp Leu Pro Ala Gly Asp Ala Leu Leu Gin 
340 " 345 ~ 350 

atg ate acc ate cac ctg ccc tec cct gtg acg gec cag aag tac cgc 1104 
Met lie Thr lie His Leu Pro Ser Pro Val Thr Ala Gin Lys Tyr Arg 
355 360 365 

tgc gag etc ctg tac gag ggg ccc ccg gac gac gag get gec atg ggc 1152 
Cys Glu Leu Leu Tyr Glu Gly Pro Pro Asp Asp Glu Ala Ala Met Gly 
370 375 380 

att aaa age tgt gac ccc aaa ggc cct ctt atg atg tat att tec aaa 1200 
lie Lys Ser Cys Asp Pro Lys Gly Pro Leu Met Met Tyr lie Ser Lys 
385 " 390 ' 395 " 400 

atg gtg cca acc tec gac aaa ggt egg ttc tac gee ttt gga cga gtc 1248 
Met Val Pro Thr Ser Asp Lys Gly Arg Phe Tyr Ala Phe Gly Arg Val 
405 410 415 

ttc teg ggg ctg gtc tec act ggc ctg aag gtc agg ate atg ggg ccc 1296 
Phe Ser Gly Leu Val Ser Thr Gly Leu Lys Val Arg lie Met Gly Pro 
420 425 430 

aac tat acc cct ggg aag aag gag gac etc tac ctg aag cca ate cag 1344 
Asn Tyr Thr Pro Gly Lys Lys Glu Asp Leu Tyr Leu Lys Pro lie Gin 
435 440 445 

aga aca ate ttg atg atg ggc cgc tac gtg gag ccc ate gag gat gtg 1392 
Arg Thr lie Leu Met Met Gly Arg Tyr Val Glu Pro lie Glu Asp Val 
450 455 460 

cct tgt ggg aac att gtg ggc etc gtg ggc gtg gac cag ttc ctg gtg 1440 
Pro Cys Gly Asn lie Val Gly Leu Val Gly Val Asp Gin Phe Leu Val 
465 470 475 480 

aag acg ggc acc ate acc acc ttc gag cac gcg cac aac atg egg gtg 1488 
Lys Thr Gly Thr lie Thr Thr Phe Glu His Ala His Asn Met Arg Val 
485 490 495 

atg aag ttc age gtc age cct gtt gtc aga gtg gee gtg gag gee aag 1536 
Met Lys Phe Ser Val Ser Pro Val Val Arg Val Ala Val Glu Ala Lys 
500 505 510 

aac ccg get gac ctg ccc aag ctg gtg gag ggg ctg aag egg ctg gee 1584 
Asn Pro Ala Asp Leu Pro Lys Leu Val Glu Gly Leu Lys Arg Leu Ala 
515 520 525 

aag tec gac ccc atg gtg cag tgc ate ate gag gag teg gga gag cat 1632 
Lys Ser Asp Pro Met Val Gin Cys lie lie Glu Glu Ser Gly Glu His 
530 535 540 

ate ate gcg ggc gee ggc gag ctg cac ctg gag ate tgc ctg aag gac 1680 
lie lie Ala Gly Ala Gly Glu Leu His Leu Glu lie Cys Leu Lys Asp 
545 550 555 560 
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ctg gag gag 
Leu Glu Glu 



gtc teg tac 
Val Ser Tyr 



tec aag tec 
Ser Lys Ser 
595 

ttc ccc gac 
Phe Pro Asp 
610 

cgt cag gag 
Arg Gin Glu 
625 

tgg gac gtg 
Trp Asp Val 



acc ggc ccc 
Thr Gly Pro 



aac gag ate 
Asn Glu lie 
675 

gag ggc gca 
Glu Gly Ala 
690 

cac gac gtc 
His Asp Val 
705 

ate ate ccc 
lie lie Pro 



cag cca cgc 
Gin Pro Arg 



gag cag gtg 
Glu Gin Val 
755 

cac gtg ttc 
His Val Phe 
770 

aag gee tat 
Lys Ala Tyr 
785 

agg tec aac 
Arg Ser Asn 



gac cac gee 
Asp His Ala 
565 

cgc gag acg 
Arg Glu Thr 
580 

ccc aac aag 
Pro Asn Lys 



ggc ctg gee 
Gly Leu Ala 



etc aag cag 
Leu Lys Gin 
630 

get gag gee 
Ala Glu Ala 
645 

aac ate etc 
Asn lie Leu 
660 

aag gac agt 
Lys Asp Ser 



ctg tgt gag 
Leu Cys Glu 



acc ctg cac 
Thr Leu His 
710 

aca gca egg 
Thr Ala Arg 
725 

etc atg gag 
Leu Met Glu 
740 

gtc ggt ggc 
Val Gly Gly 



gag gag tec 
Glu Glu Ser 



ctg ccc gtc 
Leu Pro Val 
790 

acg ggc ggc 
Thr Gly Gly 
805 



tgc ate ccc 
Cys lie Pro 



gtc agt gaa 
Val Ser Glu 
585 

cac aac egg 
His Asn Arg 
600 

gag gac ate 
Glu Asp lie 
615 

egg gcg cgc 
Arg Ala Arg 



cgc aag ate 
Arg Lys lie 



acc gac ate 
Thr Asp lie 
665 

gtg gtg gee 
Val Val Ala 
680 

gag aac atg 
Glu Asn Met 
695 

gee gac gee 
Ala Asp Ala 



cgc tgc etc 
Arg Cys Leu 



ccc ate tac 
Pro lie Tyr 
745 

ate tac ggg 
lie Tyr Gly 
760 

cag gtg gee 
Gin Val Ala 
775 

aac gag tec 
Asn Glu Ser 



cag gcg ttc 
Gin Ala Phe 



ate aag aaa 
lie Lys Lys 
570 

gag teg aac 
Glu Ser Asn 



ctg tac atg 
Leu Tyr Met 



gat aaa ggc 
Asp Lys Gly 
620 

tac ctg gee 
Tyr Leu Ala 
635 

tgg tgc ttt 
Trp Cys Phe 
650 

acc aag ggt 
Thr Lys Gly 



ggc ttc cag 
Gly Phe Gin 



egg ggt gtg 
Arg Gly Val 
700 

ate cac cgc 
lie His Arg 
715 

tat gee agt 
Tyr Ala Ser 
730 

ctt gtg gag 
Leu Val Glu 



gtt ttg aac 
Val Leu Asn 



ggc acc ccc 
Gly Thr Pro 
780 

ttt ggc ttc 
Phe Gly Phe 
795 

ccc cag tgt 
Pro Gin Cys 
810 



tct gac ccg 
Ser Asp Pro 
575 

gtg etc tgc 
Val Leu Cys 
590 

aag gcg egg 
Lys Ala Arg 
605 

gag gtg tec 
Glu Val Ser 



gag aag tac 
Glu Lys Tyr 



ggg ccc gac 
Gly Pro Asp 
655 

gtg cag tac 
Val Gin Tyr 
670 

tgg gee acc 
Trp Ala Thr 
685 

cgc ttc gac 
Arg Phe Asp 



gga ggg ggc 
Gly Gly Gly 



gtg ctg acc 
Val Leu Thr 
735 

ate cag tgt 
lie Gin Cys 
750 

agg aag egg 
Arg Lys Arg 
765 

atg ttt gtg 
Met Phe Val 



acc get gac 
Thr Ala Asp 



gtg ttt gac 
Val Phe Asp 
815 



gtc 1728 
Val 



etc 1776 
Leu 



ccc 1824 
Pro 



gee 1872 
Ala 



gag 1920 

Glu 

640 

ggc 1968 
Gly 



etc 2016 
Leu 



aag 2064 
Lys 



gtc 2112 
Val 



cag 2160 

Gin 

720 

gee 2208 
Ala 



cca 2256 
Pro 



ggc 2304 
Gly 



gtc 2352 
Val 



ctg 2400 

Leu 

800 

cac 2448 
His 



509 



tgg cag ate ctg ccc gga gac ccc ttc gac aac age age cgc ccc age 2496 

Trp Gin lie Leu Pro Gly Asp Pro Phe Asp Asn Ser Ser Arg Pro Ser 

820 825 830 

cag gtg gtg gcg gag ace cgc aag cgc aag ggc ctg aaa gaa ggc ate 2544 

Gin Val Val Ala Glu Thr Arg Lys Arg Lys Gly Leu Lys Glu Gly lie 

835 840 845 

cct gec ctg gac aac ttc ctg gac aaa ttg tag gcggcccttc ctgcagcgcc 2597 

Pro Ala Leu Asp Asn Phe Leu Asp Lys Leu 



850 




855 










tgccgccccg 


gggactcgea 


gcacccacag 


caccacgtcc 


tcgaattctc 


agacgacacc 


2657 


tggagactgt 


cccgacacag 


cgacgctccc 


ctgagaggtt 


tctggggccc 


gctgcgtgcc 


2717 


atcactcaac 


cataacactt 


gatgccgttt 


ctttcaatat 


ttatttccag 


agtceggagg 


2777 


cagcagacac 


gccctcttag 


tagggactta 


atgggccggt 


eggggagggg 


gaggegggat 


2837 


gggacaccca 


acactttttc 


catttcttca 


gagggaaact 


cagatgtcca 


aactaatttt 


2897 


aacaaacgea 


ttaagaggtt 


tatttgggta 


catggcccgc 


agtggctttt 


gccccagaaa 


2957 


ggggaaagga 


acacgegggt 


agatgatttc 


tagcaggcag 


gaagtcctgt 


gcggtgtcac 


3017 


catgagcact 


cagctgtact 


agtgccattg 


gaataataaa 


tttgataagg 


tgtgaaaa 


3075 



<210> 232 

<211> 858 

<212> PRT 

<213> Homo sapiens 

<400> 232 

Met Val Asn Phe Thr Val Asp Gin lie Arg Ala lie Met Asp Lys Lys 
15 10 15 



Ala Asn lie Arg Asn Met Ser Val lie Ala His Val Asp His Gly Lys 
20 25 30 



Ser Thr Leu Thr Asp Ser Leu Val Cys Lys Ala Gly lie lie Ala Ser 
35 40 45 



Ala Arg Ala Gly Glu Thr Arg Phe Thr Asp Thr Arg Lys Asp Glu Gin 
50 55 60 



Glu Arg Cys lie Thr lie Lys Ser Thr Ala lie Ser Leu Phe Tyr Glu 
65 70 75 80 



Leu Ser Glu Asn Asp Leu Asn Phe lie Lys Gin Ser Lys Asp Gly Ala 
8 5 90 ' 95 



Gly Phe Leu lie Asn Leu lie Asp Ser Pro Gly His Val Asp Phe Ser 
100 105 110 



Ser Glu Val Thr Ala Ala Leu Arg Val Thr Asp Gly Ala Leu Val Val 
115 120 125 
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Val Asp Cys Val Ser Gly Val Cys Val Gin Thr Glu Thr Val Leu Arg 
130 135 140 



Gin Ala He Ala Glu Arg He Lys Pro Val Leu Met Met Asn Lys Met 
145 150 155 160 



Asp Arg Ala Leu Leu Glu Leu Gin Leu Glu Pro Glu Glu Leu Tyr Gin 
165 170 175 



Thr Phe Gin Arg He Val Glu Asn Val Asn Val He He Ser Thr Tyr 
180 185 190 



Gly Glu Gly Glu Ser Gly Pro Met Gly Asn He Met He Asp Pro Val 
195 200 205 



Leu Gly Thr Val Gly Phe Gly Ser Gly Leu His Gly Trp Ala Phe Thr 
210 215 220 



Leu Lys Gin Phe Ala Glu Met Tyr Val Ala Lys Phe Ala Ala Lys Gly 
225 230 235 240 



Glu Gly Gin Leu Gly Pro Ala Glu Arg Ala Lys Lys Val Glu Asp Met 
245 250 255 



Met Lys Lys Leu Trp Gly Asp Arg Tyr Phe Asp Pro Ala Asn Gly Lys 
260 265 270 



Phe Ser Lys Ser Ala Thr Ser Pro Glu Gly Lys Lys Leu Pro Arg Thr 
275 280 285 



Phe Cys Gin Leu He Leu Asp Pro He Phe Lys Val Phe Asp Ala He 
290 295 300 



Met Asn Phe Lys Lys Glu Glu Thr Ala Lys Leu He Glu Lys Leu Asp 
305 310 315 320 



He Lys Leu Asp Ser Glu Asp Lys Asp Lys Glu Gly Lys Pro Leu Leu 
325 ~ ^ ~ 330 " ^ 335 



Lys Ala Val Met Arg Arg Trp Leu Pro Ala Gly Asp Ala Leu Leu Gin 
340 345 ^ 350 



Met He Thr He His Leu Pro Ser Pro Val Thr Ala Gin Lys Tyr Arg 
355 360 365 

Cys Glu Leu Leu Tyr Glu Gly Pro Pro Asp Asp Glu Ala Ala Met Gly 
370 375 380 
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lie Lys Ser Cys Asp Pro Lys Gly Pro Leu Met Met Tyr lie Ser Lys 
385 390 395 400 



Met Val Pro Thr Ser Asp Lys Gly Arg Phe Tyr Ala Phe Gly Arg Val 
405 410 415 



Phe Ser Gly Leu Val Ser Thr Gly Leu Lys Val Arg lie Met Gly Pro 
420 425 430 



Asn Tyr Thr Pro Gly Lys Lys Glu Asp Leu Tyr Leu Lys Pro lie Gin 
435 440 445 



Arg Thr lie Leu Met Met Gly Arg Tyr Val Glu Pro lie Glu Asp Val 
450 455 460 



Pro Cys Gly Asn lie Val Gly Leu Val Gly Val Asp Gin Phe Leu Val 
465 470 475 480 



Lys Thr Gly Thr He Thr Thr Phe Glu His Ala His Asn Met Arg Val 
485 490 495 



Met Lys Phe Ser Val Ser Pro Val Val Arg Val Ala Val Glu Ala Lys 
500 505 510 



Asn Pro Ala Asp Leu Pro Lys Leu Val Glu Gly Leu Lys Arg Leu Ala 
515 "* 520 ~ 525 



Lys Ser Asp Pro Met Val Gin Cys He He Glu Glu Ser Gly Glu His 
530 535 540 



He lie Ala Gly Ala Gly Glu Leu His Leu Glu He Cys Leu Lys Asp 
545 550 555 560 



Leu Glu Glu Asp His Ala Cys He Pro He Lys Lys Ser Asp Pro Val 
565 570 575 



Val Ser Tyr Arg Glu Thr Val Ser Glu Glu Ser Asn Val Leu Cys Leu 
580 585 590 



Ser Lys Ser Pro Asn Lys His Asn Arg Leu Tyr Met Lys Ala Arg Pro 
595 600 ~ 605 



Phe Pro Asp Gly Leu Ala Glu Asp He Asp Lys Gly Glu Val Ser Ala 
610 615 620 



Arg Gin Glu Leu Lys Gin Arg Ala Arg Tyr Leu Ala Glu Lys Tyr Glu 
625 630 635 640 



Trp Asp Val Ala Glu Ala Arg Lys He Trp Cys Phe Gly Pro Asp Gly 
645 650 655 
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Thr Gly Pro Asn lie Leu Thr Asp lie Thr Lys Gly Val Gin Tyr Leu 
660 665 670 



Asn Glu lie Lys Asp Ser Val Val Ala Gly Phe Gin Trp Ala Thr Lys 
675 680 685 



Glu Gly Ala Leu Cys Glu Glu Asn Met Arg Gly Val Arg Phe Asp Val 
690 695 700 



His Asp Val Thr Leu His Ala Asp Ala lie His Arg Gly Gly Gly Gin 
705 710 715 720 



He He Pro Thr Ala Arg Arg Cys Leu Tyr Ala Ser Val Leu Thr Ala 
725 730 735 



Gin Pro Arg Leu Met Glu Pro He Tyr Leu Val Glu He Gin Cys Pro 
740 745 750 



Glu Gin Val Val Gly Gly He Tyr Gly Val Leu Asn Arg Lys Arg Gly 
755 760 765 



His Val Phe Glu Glu Ser Gin Val Ala Gly Thr Pro Met Phe Val Val 
770 775 780 



Lys Ala Tyr Leu Pro Val Asn Glu Ser Phe Gly Phe Thr Ala Asp Leu 
785 790 795 800 



Arg Ser Asn Thr Gly Gly Gin Ala Phe Pro Gin Cys Val Phe Asp His 
805 810 815 



Trp Gin He Leu Pro Gly Asp Pro Phe Asp Asn Ser Ser Arg Pro Ser 
820 825 ~ 830 



Gin Val Val Ala Glu Thr Arg Lys Arg Lys Gly Leu Lys Glu Gly He 
835 840 845 



Pro Ala Leu Asp Asn Phe Leu Asp Lys Leu 
850 855 



<210> 233 

<211> 838 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (502) . . (502) 

<223> n is a, c, g, or t 

<220> 
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<221> misc_f eature 

<222> (734) . . (734) 

<223> n is a, c, g, or t 

<400> 233 



tttcactgtt 


gagaaaaatt 


tattatcaat 


gtctcagagc 


caacgacgac 


acgaacctac 


60 


atgaacacaa 


ctcttaattt 


aggacccaag 


ggtgactgta 


aacatgatag 


gagcgctggg 


120 


acattgtcac 


tgaggcagac 


agcagccact 


agtccacaat 


ggtttaaaaa 


gtcagtcctg 


180 


tgccccctca 


ctggaagctt 


ccattctggg 


ccatctgcag 


atattccttg 


tagagcttct 


240 


cctgagcctc 


gaagagcttc 


ttcagcttct 


tggcttgccc 


tttgctgagc 


tctttgccct 


300 


ccatgtcatg 


tgtgggcaga 


ccattttcat 


caaacttgga 


gtatttgtcg 


gtttctgaca 


360 


agaacatctc 


actgggggga 


atcttcatct 


tggccagctt 


tgctgcttct 


tgttcctgtt 


420 


tcctccgggc 


cgcctcctct 


ttcttcttcc 


tcttctcctc 


ttcaacccgt 


ctcttttctt 


480 


ctctctctgt 


taataaggtg 


tntctgtcta 


ccagtttcac 


cactgtgggc 


agtccttcgt 


540 


ggtcttcaaa 


ccgcacccca 


agctcaggca 


ggatgttgtc 


ccgcagggca 


tcgctgagct 


600 


gcagaatctc 


agggacttgt 


tgctgctcgg 


caatctttcg 


cactccttct 


cggaatcctg 


660 


attacaccta 


gagggtaggc 


atgactgtgg 


cctcgaaact 


gaggcatgtt 


accagcccat 


720 


acgaaccgga 


aatngccaga 


gagctgtcct 


cttctaccgg 


ccccaaagat 


ctcacacata 


780 


tggtgaggta 


caaggcgatg 


ttcttcaaca 


agagctgggt 


gggacctttt 


ccttcacg 


838 



<210> 234 

<211> 2577 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (4) . . (837) 

<400> 234 

cac atg teg gcg cag gcg gec aaa gtc agt aaa aag gag etc aac tec 48 

Met Ser Ala Gin Ala Ala Lys Val Ser Lys Lys Glu Leu Asn Ser 
15 10 15 

aac cac gac ggg gee gac gag acc tea gaa aaa gaa cag caa gaa gcg 96 
Asn His Asp Gly Ala Asp Glu Thr Ser Glu Lys Glu Gin Gin Glu Ala 
20 25 30 

att gaa cac att gat gaa gta caa aat gaa ata gac aga ctt aat gaa 144 
lie Glu His lie Asp Glu Val Gin Asn Glu lie Asp Arg Leu Asn Glu 
35 40 45 

caa gee agt gag gag att ttg aaa gta gaa cag aaa tat aac aaa etc 192 
Gin Ala Ser Glu Glu lie Leu Lys Val Glu Gin Lys Tyr Asn Lys Leu 
50 55 60 

cgc caa cca ttt ttt cag aag agg tea gaa ttg ate gee aaa ate cca 240 
Arg Gin Pro Phe Phe Gin Lys Arg Ser Glu Leu lie Ala Lys lie Pro 
65 70 75 
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aat ttt tgg gta aca aca ttt gtc aac cat cca caa gtg tct gca ctg 288 

Asn Phe Trp Val Thr Thr Phe Val Asn His Pro Gin Val Ser Ala Leu 

80 85 90 95 

ctt ggg gag gaa gat gaa gag gca ctg cat tat ttg acc aga gtt gaa 336 

Leu Gly Glu Glu Asp Glu Glu Ala Leu His Tyr Leu Thr Arg Val Glu 

100 105 110 

gtg aca gaa ttt gaa gat att aaa tea ggt tac aga ata gat ttt tat 384 

Val Thr Glu Phe Glu Asp lie Lys Ser Gly Tyr Arg lie Asp Phe Tyr 
115 ' ' 120 4 ' 125 

ttt gat gaa aat cct tac ttt gaa aat aaa gtt etc tec aaa gaa ttt 432 

Phe Asp Glu Asn Pro Tyr Phe Glu Asn Lys Val Leu Ser Lys Glu Phe 
130 135 140 

cat ctg aat gag agt ggt gat cca tct teg aag tec acc gaa ate aaa 480 

His Leu Asn Glu Ser Gly Asp Pro Ser Ser Lys Ser Thr Glu lie Lys 
145 150 155 

tgg aaa tct gga aag gat ttg acg aaa cgt teg agt caa acg cag aat 528 

Trp Lys Ser Gly Lys Asp Leu Thr Lys Arg Ser Ser Gin Thr Gin Asn 

160 165 170 175 

aaa gee age agg aag agg cag cat gag gaa cca gag age ttc ttt acc 576 

Lys Ala Ser Arg Lys Arg Gin His Glu Glu Pro Glu Ser Phe Phe Thr 

180 185 190 

tgg ttt act gac cat tct gat gca ggt get gat gag tta gga gag gtc 624 

Trp Phe Thr Asp His Ser Asp Ala Gly Ala Asp Glu Leu Gly Glu Val 
195 200 * 205 

ate aaa gat gat att tgg cca aac cca tta cag tac tac ttg gtt ccc 672 

lie Lys Asp Asp lie Trp Pro Asn Pro Leu Gin Tyr Tyr Leu Val Pro 
210 215 220 

gat atg gat gat gaa gaa gga gaa gga gaa gaa gat gat gat gat gat 720 

Asp Met Asp Asp Glu Glu Gly Glu Gly Glu Glu Asp Asp Asp Asp Asp 
225 230 235 

gaa gag gag gaa gga tta gaa gat att gac gaa gaa ggg gat gag gat 768 

Glu Glu Glu Glu Gly Leu Glu Asp lie Asp Glu Glu Gly Asp Glu Asp 

240 " 245 250 ' 255 

gaa ggt gaa gaa gat gaa gat gat gat gaa ggg gag gaa gga gag gag 816 

Glu Gly Glu Glu Asp Glu Asp Asp Asp Glu Gly Glu Glu Gly Glu Glu 

260 265 270 

gat gaa gga gaa gat gac taa atagaacact gatggattcc aaccttcctt 867 
Asp Glu Gly Glu Asp Asp 
275 



tttttaaatt 


ttctccagtc 


cctgggagca 


agttgcagtc 


tttttttttt 


tttttttttt 


927 


tttccctctt 


gtgctcagtc 


gccctgttct 


tgaggtctct 


tttctctact 


ccatggttct 


987 


caatttattt 


ggggggaaat 


accttgagca 


gaatacaatg 


ggaaaagagt 


ctctacccct 


1047 


ttctgttcga 


agttcatttt 


tatcccttcc 


tgtctgaaca 


aaaactgtat 


ggaatcaaca 


1107 


ccaccgagct 


ctgtgggaaa 


aaagaaaaac 


ctgctccctt 


tgctctgctg 


gaagctggag 


1167 


ggtgctaggc 


ccctgtgtag 


tagtgtatag 


aattctagct 


tttttcctcc 


tttctctgta 


1227 


tattgggctc 


agagagtaca 


ctgtgtctct 


atgtgaatat 


ggacagttag 


catttaccaa 


1287 
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catgtatctg 


tctactttct 


cttgtttaaa 


aaaagaaaaa 


aaaacttaaa 


aaaatggggt 


1347 


tatagaaggt 


cagcaaaggg 


gtggggtttg 


agatgtttgg 


gtgggttagt 


gggcattttg 


1407 


acaacatggc 


ttctcctttg 


gcatgtttaa 


ttgtgatatt 


tgacagacat 


ccttgcagtt 


1467 


taagatgaca 


cttttaaaat 


aaattctctc 


ctaatgatga 


cttgagccct 


gccactcaat 


1527 


gggagaatca 


gcagaacctg 


taggatctta 


tttggaattg 


acattctcta 


ttgtaatttt 


1587 


gttcctgttt 


atttttgggt 


ttctttttgt 


ttcactggaa 


aggaaagatg 


atgctcagtt 


1647 


ttaaacgtta 


aaagtgtaca 


agttgctttg 


ttacaataaa 


actaaatgtg 


tacacaaagg 


1707 


atttgatgct 


tttctctcag 


cataggtatg 


cttactatga 


ccttccaagt 


ttgacttgta 


1767 


taacatcact 


gtcaaacttt 


gtcaccctaa 


cttcgtattt 


tttgatacgc 


acttttgcag 


1827 


gatgacctca 


gggctatgtg 


gattgagtaa 


tgggatttga 


atcaatgtat 


taatatctcc 


1887 


atagctggga 


aacgtgggtt 


caatttgcca 


ttggtttctg 


aaaagtattc 


acatcatttg 


1947 


ggataccaga 


tagctcaata 


ctctctgagt 


acattgtgcc 


cttgattttt 


atctccaagt 


2007 


ggcagttttt 


aaaattggcc 


ttttacctgg 


atataaatta 


attgtgcctg 


ccaccaccat 


2067 


ccaacagacc 


tggtgctcta 


atgccaagtt 


atacacggga 


cagttgctgg 


catgtcttca 


2127 


ttggctctct 


aaaatgtggc 


caagaagata 


ggctctcagt 


aagaagtctg 


atggtgagca 


2187 


gtaactgtcc 


ctgctttctg 


gtataaagct 


ctcaaatgtg 


accatgtgaa 


tctgggtggg 


2247 


ataatggact 


cagctctgtc 


tgctcaatgc 


cattgtgcag 


agaagcaccc 


taatgcataa 


2307 


gctttttaat 


gctgtaaaat 


atagtcgctg 


aaattaaatg 


ccactttttc 


agaggtgaat 


2367 


t aat ggacag 


t ctggtgaac 


ttcaaaagct 


4— 4— 4— 4— — - — 4— 4_ _ 

ttttgatgta 


taaaacttga 


taaatggaac 


2 4 27 


tattccatca 


ataggcaaaa 


gtgtaacaac 


ctatctagat 


ggatagtatg 


taatttctgc 


2487 


acaggtctct 


gtttagtaaa 


tacatcactg 


tataccgatc 


aggaatcttg 


ctccaataaa 


2547 


ggaacataaa 


gatttaaaaa 


aaaaaaaaaa 
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<210> 235 

<211> 277 

<212> PRT 

<213> Homo sapiens 

<400> 235 

Met Ser Ala Gin Ala Ala Lys Val Ser Lys Lys Glu Leu Asn Ser Asn 
15 10 15 

His Asp Gly Ala Asp Glu Thr Ser Glu Lys Glu Gin Gin Glu Ala lie 
20 25 30 

Glu His lie Asp Glu Val Gin Asn Glu lie Asp Arg Leu Asn Glu Gin 
35 40 45 

Ala Ser Glu Glu lie Leu Lys Val Glu Gin Lys Tyr Asn Lys Leu Arg 
50 5 5 ' 60 
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Gin Pro Phe Phe Gin Lys Arg Ser Glu Leu lie Ala Lys lie Pro Asn 
65 70 75 80 



Phe Trp Val Thr Thr Phe Val Asn His Pro Gin Val Ser Ala Leu Leu 
85 90 95 



Gly Glu Glu Asp Glu Glu Ala Leu His Tyr Leu Thr Arg Val Glu Val 
100 105 110 



Thr Glu Phe Glu Asp lie Lys Ser Gly Tyr Arg lie Asp Phe Tyr Phe 
115 120 125 



Asp Glu Asn Pro Tyr Phe Glu Asn Lys Val Leu Ser Lys Glu Phe His 
130 135 140 



Leu Asn Glu Ser Gly Asp Pro Ser Ser Lys Ser Thr Glu lie Lys Trp 
145 ~ 150 " 155 * 160 



Lys Ser Gly Lys Asp Leu Thr Lys Arg Ser Ser Gin Thr Gin Asn Lys 
165 170 175 



Ala Ser Arg Lys Arg Gin His Glu Glu Pro Glu Ser Phe Phe Thr Trp 
180 185 190 



Phe Thr Asp His Ser Asp Ala Gly Ala Asp Glu Leu Gly Glu Val lie 
195 200 205 



Lys Asp Asp lie Trp Pro Asn Pro Leu Gin Tyr Tyr Leu Val Pro Asp 
210 215 220 



Met Asp Asp Glu Glu Gly Glu Gly Glu Glu Asp Asp Asp Asp Asp Glu 
225 230 235 240 



Glu Glu Glu Gly Leu Glu Asp lie Asp Glu Glu Gly Asp Glu Asp Glu 
245 ■ 250 255 



Gly Glu Glu Asp Glu Asp Asp Asp Glu Gly Glu Glu Gly Glu Glu Asp 
260 265 '* 270 



Glu Gly Glu Asp Asp 
275 



<210> 236 

<211> 766 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc feature 
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<222> (547) . . (547) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (567) . . (567) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (681) . . (681) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (716) . . (716) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (731) . . (731) 

<223> n is a, c, g, or t 



<400> 236 
tttttctttg 


ctcacattta 


atttttattt 


tgattttttt 


taatgctgca 


caacacaata 


60 


tttatttcat 


ttgtttcttt 


tatttcattt 


tatttgtttg 


ctgctgctgt 


tttatttatt 


120 


tttactgaaa 


gtgagaggga 


acttttgtgg 


ccttttttcc 


tttttctgta 


ggccgcctta 


180 


agctttctaa 


atttggaaca 


i— \_« i— ci d v — cl d y 


y c* auuuao 


y y y yy 


v-* y v — a a a cl o v — ci 


24 0 


ctcgggggaa 


gggaaaggtt 


gctttgttaa 


tcatgcccta 


tggtgggtga 


ttaactgctt 


300 


gtacaattac 


gtttcacttt 


taattaattg 


tgcttaaggc 


tttaattaaa 


tttgggggtt 


360 


cccttcttag 


agcagctcgt 


actgacgaag 


gtgcatgcgc 


tgaatgatgt 


cacggcagtc 


420 


gttgaacaca 


cggcggatgt 


tctcagtgtc 


cacagcgcag 


gtgaaatgag 


ggtagcagta 


480 


gtgacgccca 


tctccactgg 


cagtgctgat 


cctcagaaac 


tcatctcgaa 


tgaagtactt 


540 


ggcccgngtc 


acgcgtgggt 


cctctcncgg 


cttcggagta 


gcatcctcag 


gagtagtgta 


600 


gcgagcaaat 


ccctggaagt 


agtcctcaat 


cttcgatttc 


ccagcaagga 


ctttctcagc 


660 


gagcagatct 


tgctttgtga 


ngaaacagat 


cacagagatg 


gtgcgcagcc 


atctgntgtc 


720 


ccagatgctc 


ntgagaggtc 


agagcctcct 


gccagccgtt 


ggtctg 




766 


<210> 237 

<211> 1620 

<212> DNA 

<213> Homo sapiens 












<220> 

<221> CDS 

<222> (200) . . (580) 












<400> 237 
cggcgagccg 


gaagtggggt 


tagccaggtt 


atccccaggg 


gtggagaagc 


ggaggcccag 


60 


gaggaggggg 


aataaagaag 


gtggaggatc 


ctggctacca 


ctctgaatcc 


gataccgctt 


120 
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ctcttagacc tcagcgacag aaaaagggaa gggtgtctca tcccccttcc tcctctcctc 180 

cctgtcctga gccttagcc atg gcc gag gca ggg get ggg ctg age gag acc 232 

Met Ala Glu Ala Gly Ala Gly Leu Ser Glu Thr 
15 10 

gtc act gag aca acg gtt acc gtg aca acc gag ccc gag aac egg age 280 
Val Thr Glu Thr Thr Val Thr Val Thr Thr Glu Pro Glu Asn Arg Ser 
15 20 25 

ctt acc ate aaa ctt egg aaa egg aag cca gag aaa aag gta gaa tgg 328 
Leu Thr lie Lys Leu Arg Lys Arg Lys Pro Glu Lys Lys Val Glu Trp 
30 35 4 0 

aca agt gac act gtg gac aat gaa cac atg ggc cgc cgc tea tec aaa 376 
Thr Ser Asp Thr Val Asp Asn Glu His Met Gly Arg Arg Ser Ser Lys 
4 5 50 55 

tgc tgc tgt att tat gag aaa cct egg gcc ttt ggc gag age tec acg 424 
Cys Cys Cys lie Tyr Glu Lys Pro Arg Ala Phe Gly Glu Ser Ser Thr 
60 65 70 75 

gaa agt gat gag gag gaa gaa gag ggc tgt ggt cat aca cac tgt gta 472 
Glu Ser Asp Glu Glu Glu Glu Glu Gly Cys Gly His Thr His Cys Val 
80 85 90 

cgt ggc cac cgc aaa gga egg cgt cgt gca acc eta gga ccg acc ccc 520 
Arg Gly His Arg Lys Gly Arg Arg Arg Ala Thr Leu Gly Pro Thr Pro 
95 100 105 

acc acc cct ccc cag cct cct gac cct tec cag ccc cct cca ggg cca 568 
Thr Thr Pro Pro Gin Pro Pro Asp Pro Ser Gin Pro Pro Pro Gly Pro 
110 115 120 

atg cag cac taa atccctctct cctccagcat tcctgtgtct gtctggccct 620 
Met Gin His 
125 



aaatgtatcc 


atgtggctac 


ttctccagcc 


ccctccttcc 


ctctcttctg 


cctgatagag 


680 


ggaagaggaa 


gaggaggacg 


aacagagatc 


ctgaaattct 


gaettgetge 


tattccagaa 


740 


cccagcctcc 


tgggtttccc 


cagtcctcat 


ttttcctccc 


aatacccacc 


cttctctctc 


800 


gagggatcta 


ggcaccttgg 


tcccagtgtc 


ttccttttgt 


tctcactgcc 


aaactgcctg 


860 


tcctgggatc 


tagttatctt 


ggccctgcac 


tctcaacatg 


agtagegaac 


acttaaattg 


920 


ggttttcaac 


agtcccagct 


ttcactgcca 


gggtcccagt 


cagattccag 


gaatttgege 


980 


cctaactttg 


ettgetaate 


ctggtttaga 


gctatcccac 


taaaatattt 


aatcctaatt 


1040 


cttagtcctt 


gcctgtgaga 


tatgaggtct 


tacaggagac 


ctcagagctc 


ccagcccttc 


1100 


tcctcctgct 


aacccttctc 


acaccctcaa 


gaggagttag 


aaaagaggtc 


cttgtcattc 


1160 


tcacctctta 


tggaaaatgg 


aataagaaat 


aatcatatcc 


tttcttccca 


cccttctcct 


1220 


gttatttagg 


atttctgaca 


aagctggctt 


gagattggtc 


acttagagee 


gactgtctcc 


1280 


tetgectttt 


gtttttcagc 


ttcagagaca 


gatccaatat 


agtcccaggg 


acctgggtct 


1340 


ctgggagagg 


aaggaagagg 


gagggagcaa 


agagattggg 


gtatgtcccc 


tgtagtacac 


1400 


tcttacctct 


tacttcctag 


actttgattt 


ctccggcagc 


ccagatgttc 


agttctcttg 


1460 
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gcccctctct accccttact gggatctggt tttcattttc cggtcctttt gccatacaca 1520 
gttacagaga tcagtcaaat ccataccacc actgagatct catttattgc cacagatgca 1580 
caaaataaat aacccaaaat cacaaaaaaa aaaaaaaaaa 1620 

<210> 238 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 238 

Met Ala Glu Ala Gly Ala Gly Leu Ser Glu Thr Val Thr Glu Thr Thr 
15 10 15 

Val Thr Val Thr Thr Glu Pro Glu Asn Arg Ser Leu Thr lie Lys Leu 
20 25 30 

Arg Lys Arg Lys Pro Glu Lys Lys Val Glu Trp Thr Ser Asp Thr Val 
35 40 45 

Asp Asn Glu His Met Gly Arg Arg Ser Ser Lys Cys Cys Cys lie Tyr 
50 55 60 

Glu Lys Pro Arg Ala Phe Gly Glu Ser Ser Thr Glu Ser Asp Glu Glu 
65 70 75 80 

Glu Glu Glu Gly Cys Gly His Thr His Cys Val Arg Gly His Arg Lys 
85 90 95 

Gly Arg Arg Arg Ala Thr Leu Gly Pro Thr Pro Thr Thr Pro Pro Gin 
100 105 110 

Pro Pro Asp Pro Ser Gin Pro Pro Pro Gly Pro Met Gin His 
115 120 125 

<210> 239 

<211> 487 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (22) . . (22) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (94) . . (261) 

<400> 239 

ccgtgatgtg gcgcctgcac antcctttcc ctttcggatt cccgacgctg tggttgctgt 60 
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aaggggtcct ccctgcgcca cacggccgtc gcc atg gtg aag ctg age aaa gag 114 

Met Val Lys Leu Ser Lys Glu 
1 5 

gcc aag cag aga eta cag cag etc ttc aag ggg age cag ttt gcc att 162 
Ala Lys Gin Arg Leu Gin Gin Leu Phe Lys Gly Ser Gin Phe Ala lie 
10 15 20 

cgc tgg ggc ttt ate cct ctt gtg att tac ctg gga ttt aag agg ggt 210 
Arg Trp Gly Phe lie Pro Leu Val lie Tyr Leu Gly Phe Lys Arg Gly 
25 30 35 

gca gat ccc gga atg cct gaa cca act gtt ttg age eta ctt tgg gga 258 
Ala Asp Pro Gly Met Pro Glu Pro Thr Val Leu Ser Leu Leu Trp Gly 
40 45 50 55 

taa aggattattt ggtcttctgg atttggaggc aatcagcgga cagcatggaa 311 

gatgtgtgct ctggctcgga taagagatgg gacatcattc agtcactagt tggatggcac 371 

aaggctcttc acagaegcat ctgtagcaga gtggaacttg tactaactta tgatagaatg 431 

tatcagaata aatgttttta acagtgtaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 487 

<210> 240 

<211> 55 

<212> PRT 

<213> Homo sapiens 

<400> 240 

Met Val Lys Leu Ser Lys Glu Ala Lys Gin Arg Leu Gin Gin Leu Phe 
15 10 15 

Lys Gly Ser Gin Phe Ala lie Arg Trp Gly Phe lie Pro Leu Val lie 
20 25 30 

Tyr Leu Gly Phe Lys Arg Gly Ala Asp Pro Gly Met Pro Glu Pro Thr 
35 40 45 

Val Leu Ser Leu Leu Trp Gly 
50 " 55 

<210> 241 

<211> 5390 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (96) . . (3656) 

<400> 241 

gggggtgaaa ggtaaggggg agegagageg ccagagagag aagatcgggg ggctgaaatc 60 

catcttcatc ctaccgctcc gcccgtgttg gtgga atg age gtt gca tgt gtc 113 

Met Ser Val Ala Cys Val 
1 5 
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ttg aag aga aaa gca gtg ctt tgg cag gac tct ttc age ccc cac ctg 161 
Leu Lys Arg Lys Ala Val Leu Trp Gin Asp Ser Phe Ser Pro His Leu 
10 15 20 

aaa cat cac cct caa gaa cca get aat ccc aac atg cct gtt gtt ttg 209 
Lys His His Pro Gin Glu Pro Ala Asn Pro Asn Met Pro Val Val Leu 
25 30 35 

aca tct gga aca ggg teg caa gcg cag cca caa cca get gca aat cag 257 
Thr Ser Gly Thr Gly Ser Gin Ala Gin Pro Gin Pro Ala Ala Asn Gin 
40 45 50 

get ctt gca get ggg act cac tec age cct gtc cca gga tct ata gga 305 
Ala Leu Ala Ala Gly Thr His Ser Ser Pro Val Pro Gly Ser lie Gly 
55 60 65 70 

gtt gca ggc cgt tec cag gac gac get atg gtg gac tac ttc ttt cag 353 
Val Ala Gly Arg Ser Gin Asp Asp Ala Met Val Asp Tyr Phe Phe Gin 
75 " 80 " ^ 85 

agg cag cat ggt gag cag ctt ggg gga gga gga agt gga gga ggc ggc 4 01 

Arg Gin His Gly Glu Gin Leu Gly Gly Gly Gly Ser Gly Gly Gly Gly 
90 95 100 

tat aat aat age aaa cat cga tgg cct act ggg gat aac att cat gca 44 9 

Tyr Asn Asn Ser Lys His Arg Trp Pro Thr Gly Asp Asn lie His Ala 
105 110 115 

gaa cat cag gtg cgt tec atg gat gaa ctg aat cat gat ttt caa gca 497 
Glu His Gin Val Arg Ser Met Asp Glu Leu Asn His Asp Phe Gin Ala 
120 125 130 

ctt get ctg gag gga aga gcg atg gga gag cag etc ttg cca ggt aaa 545 
Leu Ala Leu Glu Gly Arg Ala Met Gly Glu Gin Leu Leu Pro Gly Lys 
135 140 145 150 

aag ttt tgg gaa aca gat gaa tec age aaa gat gga cca aaa gga ata 593 
Lys Phe Trp Glu Thr Asp Glu Ser Ser Lys Asp Gly Pro Lys Gly lie 
155 160 165 

ttc ctg ggt gat caa tgg cga gac agt gee tgg gga aca tea gat cat 641 
Phe Leu Gly Asp Gin Trp Arg Asp Ser Ala Trp Gly Thr Ser Asp His 
170 175 ~* 180 

tea gtt tec cag cca ate atg gtg cag aga aga cct ggt cag agt ttc 689 
Ser Val Ser Gin Pro lie Met Val Gin Arg Arg Pro Gly Gin Ser Phe 
185 190 195 

cat gtg aac agt gag gtc aat tct gta ctg tec cca cga teg gag agt 737 
His Val Asn Ser Glu Val Asn Ser Val Leu Ser Pro Arg Ser Glu Ser 
200 205 210 

ggg gga eta ggc gtt age atg gtg gag tat gtg ttg age tea tec ccg 785 
Gly Gly Leu Gly Val Ser Met Val Glu Tyr Val Leu Ser Ser Ser Pro 
215 220 225 230 

ggc gat tec tgt eta aga aaa gga gga ttt ggc cca agg gat gca gac 833 
Gly Asp Ser Cys Leu Arg Lys Gly Gly Phe Gly Pro Arg Asp Ala Asp 
235 240 245 

agt gat gaa aac gac aaa ggt gaa aag aag aac aag ggt acg ttt gat 881 
Ser Asp Glu Asn Asp Lys Gly Glu Lys Lys Asn Lys Gly Thr Phe Asp 
250 255 " 2 60 
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gga gat aag 
Gly Asp Lys 
265 

acc aat ggt 
Thr Asn Gly 
280 

ttt age cgt 
Phe Ser Arg 
295 

ctt ctg ggt 
Leu Leu Gly 



age acc aat 
Ser Thr Asn 



cag agt gtc 
Gin Ser Val 
345 

cag ttt gat 
Gin Phe Asp 
360 

act gtg gga 
Thr Val Gly 
375 

cct aat gcg 
Pro Asn Ala 



tat gca ctg 
Tyr Ala Leu 



gcg ttt gtc 
Ala Phe Val 
425 

gac ccc tac 
Asp Pro Tyr 
440 

gtg gtc cct 
Val Val Pro 
455 

gec agt ctt 
Ala Ser Leu 



tea get aat 
Ser Ala Asn 



gtt etc cgt 
Val Leu Arg 
505 



eta gga gat 
Leu Gly Asp 



tta cca gtg 
Leu Pro Val 



acc cct ggt 
Thr Pro Gly 
300 

cca aac cag 
Pro Asn Gin 
315 

ggt gee aag 
Gly Ala Lys 
330 

ccc ttg gac 
Pro Leu Asp 



tat tea ggc 
Tyr Ser Gly 



ctt ttt gac 
Leu Phe Asp 
380 

ctt get gtc 
Leu Ala Val 
395 

gca get get 
Ala Ala Ala 
410 

ccc aat cca 
Pro Asn Pro 



aca get gga 
Thr Ala Gly 



cac cag tat 
His Gin Tyr 
460 

ttc cag cag 
Phe Gin Gin 
475 

caa cag acc 
Gin Gin Thr 
490 

gga gga gee 
Gly Gly Ala 



ttg aag gag 
Leu Lys Glu 
270 

cag aat ggg 
Gin Asn Gly 
285 

aat tgc cag 
Asn Cys Gin 



aat ggt tct 
Asn Gly Ser 



cct gtg gag 
Pro Val Glu 
335 

ccc atg gaa 
Pro Met Glu 
350 

acg cag gta 
Thr Gin Val 
365 

tac aat tct 
Tyr Asn Ser 



cag cag ttg 
Gin Gin Leu 



cat cag ccg 
His Gin Pro 
415 

tac ate ate 
Tyr lie lie 
430 

ttg get gca 
Leu Ala Ala 
445 

tat gga gtt 
Tyr Gly Val 



caa get gee 
Gin Ala Ala 



acc cca cag 
Thr Pro Gin 
495 

age caa cgt 
Ser Gin Arg 
510 



gag ggt gat 
Glu Gly Asp 



att gat gca 
lie Asp Ala 
2 90 

aac tct get 
Asn Ser Ala 
305 

gag ggc tta 
Glu Gly Leu 
320 

gat ttc tec 
Asp Phe Ser 



cat gtg ggc 
His Val Gly 



cct gtg gac 
Pro Val Asp 
370 

caa caa cag 
Gin Gin Gin 
385 

aca get get 
Thr Ala Ala 
400 

cac ate ggt 
His lie Gly 



age get get 
Ser Ala Ala 



gca gcg aca 
Ala Ala Thr 
450 

act ccc tgg 
Thr Pro Trp 
4 65 

get gee get 
Ala Ala Ala 
480 

get cag caa 
Ala Gin Gin 



cct ttg acc 
Pro Leu Thr 



gtg atg gac 
Val Met Asp 
275 

gac gtc aaa 
Asp Val Lys 



aat gaa gtg 
Asn Glu Val 



gee cag ctg 
Ala Gin Leu 
325 

aac atg gag 
Asn Met Glu 
340 

atg gag cct 
Met Glu Pro 
355 

tea gca gca 
Ser Ala Ala 



ctg ttc caa 
Leu Phe Gin 



cag cag cag 
Gin Gin Gin 
405 

tta get ccc 
Leu Ala Pro 
420 

ccc cca ggg 
Pro Pro Gly 
435 

eta ggc cca 
Leu Gly Pro 



gga gtc tac 
Gly Val Tyr 



gca gca act 
Ala Ala Thr 
485 

gga cag cag 
Gly Gin Gin 
500 

cca aac cag 
Pro Asn Gin 
515 



aag 929 
Lys 



gat 977 
Asp 



gat 1025 

Asp 

310 

acc 1073 
Thr 



tec 1121 
Ser 



ctt 1169 
Leu 



gca 1217 
Ala 



aga 1265 

Arg 

390 

cag 1313 
Gin 



get 1361 
Ala 



acg 1409 
Thr 



get 1457 
Ala 



cct 1505 

Pro 

470 

aat 1553 
Asn 



cag 1601 
Gin 



aac 1649 
Asn 
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cag cag gga cag caa acg gat ccc ctt gtg gca get gca gca gtg aat 1697 
Gin Gin Gly Gin Gin Thr Asp Pro Leu Val Ala Ala Ala Ala Val Asn 
520 525 530 

tct gec ctt gca ttt gga caa ggt ctg gca gca ggc atg cca ggt tat 1745 
Ser Ala Leu Ala Phe Gly Gin Gly Leu Ala Ala Gly Met Pro Gly Tyr 
535 540 545 550 

ccg gtg ttg get cct get get tac tat gac caa act ggt gee ctt gta 1793 
Pro Val Leu Ala Pro Ala Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val 
555 560 565 

gtg aat gca ggc gcg aga aat ggt ctt gga get cct gtt cga ctt gta 1841 
Val Asn Ala Gly Ala Arg Asn Gly Leu Gly Ala Pro Val Arg Leu Val 
570 575 ' 580 

get cct gee cca gtc ate att agt tec tea get gca caa gca get gtt 1889 
Ala Pro Ala Pro Val lie lie Ser Ser Ser Ala Ala Gin Ala Ala Val 
585 590 595 

gca gca gee gca get tea gca aat gga gca get ggt ggt ctt get gga 1937 
Ala Ala Ala Ala Ala Ser Ala Asn Gly Ala Ala Gly Gly Leu Ala Gly 
600 605 610 

aca aca aat gga cca ttt cgc cct tta gga aca cag cag cct cag ccc 1985 
Thr Thr Asn Gly Pro Phe Arg Pro Leu Gly Thr Gin Gin Pro Gin Pro 
615 620 " 625 630 

cag ccc cag cag cag ccc aat aac aac ctg gca tec agt tct ttc tac 2033 
Gin Pro Gin Gin Gin Pro Asn Asn Asn Leu Ala Ser Ser Ser Phe Tyr 
635 640 645 

ggc aac aac tct ctg aac age aat tea cag age age tec etc ttc tec 2081 
Gly Asn Asn Ser Leu Asn Ser Asn Ser Gin Ser Ser Ser Leu Phe Ser 
650 655 660 

cag ggc tct gee cag cct gee aac aca tec ttg gga ttc gga agt age 2129 
Gin Gly Ser Ala Gin Pro Ala Asn Thr Ser Leu Gly Phe Gly Ser Ser 
665 670 675 

agt tct etc ggc gee ace ctg gga tec gee ctt gga ggg ttt gga aca 2177 
Ser Ser Leu Gly Ala Thr Leu Gly Ser Ala Leu Gly Gly Phe Gly Thr 
680 685 690 

gca gtt gca aac tec aac act ggc agt ggc tec cgc cgt gac tec ctg 2225 
Ala Val Ala Asn Ser Asn Thr Gly Ser Gly Ser Arg Arg Asp Ser Leu 
695 700 705 " 710 

act ggc age agt gac ctt tat aag agg aca teg age age ttg ace ccc 2273 
Thr Gly Ser Ser Asp Leu Tyr Lys Arg Thr Ser Ser Ser Leu Thr Pro 
715 " * 720 725 

att gga cac agt ttt tat aac ggc ctt age ttt tec tec tct cct gga 2321 
lie Gly His Ser Phe Tyr Asn Gly Leu Ser Phe Ser Ser Ser Pro Gly 
730 735 740 

ccc gtg ggc atg cct etc cct agt cag gga cca gga cat tea cag aca 2369 
Pro Val Gly Met Pro Leu Pro Ser Gin Gly Pro Gly His Ser Gin Thr 
745 750 755 



cca cct cct tec etc tct tea cat gga tec tct tea age tta aac ctg 
Pro Pro Pro Ser Leu Ser Ser His Gly Ser Ser Ser Ser Leu Asn Leu 
760 765 770 



2417 
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gga gga etc acg aat ggc agt gga aga tac ate tct get get cca ggc 24 65 

Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr lie Ser Ala Ala Pro Gly 

775 780 785 790 

get gaa gee aag tac cgc agt gca age age gee tec age etc ttc age 2513 

Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser Ala Ser Ser Leu Phe Ser 

795 800 805 

ccg age age act ctt ttc tct tec tct cgt ttg cga tat gga atg tct 2561 

Pro Ser Ser Thr Leu Phe Ser Ser Ser Arg Leu Arg Tyr Gly Met Ser 
810 815 820 

gat gtc atg cct tct ggc agg age agg ctt ttg gaa gat ttt cga aac 2609 

Asp Val Met Pro Ser Gly Arg Ser Arg Leu Leu Glu Asp Phe Arg Asn 
825 830 835 

aac egg tac ccc aat tta caa ctg egg gag att get gga cat ata atg 2657 

Asn Arg Tyr Pro Asn Leu Gin Leu Arg Glu lie Ala Gly His lie Met 
840 845 850 

gaa ttt tec caa gac cag cat ggg tec aga ttc att cag ctg aaa ctg 2705 

Glu Phe Ser Gin Asp Gin His Gly Ser Arg Phe lie Gin Leu Lys Leu 

855 860 865 870 

gag cgt gee aca cca get gag cgc cag ctt gtc ttc aat gaa ate etc 2753 

Glu Arg Ala Thr Pro Ala Glu Arg Gin Leu Val Phe Asn Glu lie Leu 

875 880 885 

cag get gee tac caa etc atg gtg gat gtg ttt ggt aat tac gtc att 2801 

Gin Ala Ala Tyr Gin Leu Met Val Asp Val Phe Gly Asn Tyr Val lie 
890 895 900 

cag aag ttc ttt gaa ttt ggc agt ctt gaa cag aag ctg get ttg gca 2849 

Gin Lys Phe Phe Glu Phe Gly Ser Leu Glu Gin Lys Leu Ala Leu Ala 
905 910 915 

gaa egg att cga ggc cac gtc ctg tea ttg gca eta cag atg tat ggc 2897 

Glu Arg lie Arg Gly His Val Leu Ser Leu Ala Leu Gin Met Tyr Gly 
920 925 930 

tgc cgt gtt ate cag aaa get ctt gag ttt att cct tea gac cag cag 2945 

Cys Arg Val lie Gin Lys Ala Leu Glu Phe lie Pro Ser Asp Gin Gin 

935 940 945 " 950 

aat gag atg gtt egg gaa eta gat ggc cat gtc ttg aag tgt gtg aaa 2993 

Asn Glu Met Val Arg Glu Leu Asp Gly His Val Leu Lys Cys Val Lys 

955 960 ' ' 965 

gat cag aat ggc aat cac gtg gtt cag aaa tgc att gaa tgt gta cag 3041 

Asp Gin Asn Gly Asn His Val Val Gin Lys Cys lie Glu Cys Val Gin 
970 975 980 

ccc cag tct ttg caa ttt ate ate gat gcg ttt aag gga cag gta ttt 3089 

Pro Gin Ser Leu Gin Phe lie lie Asp Ala Phe Lys Gly Gin Val Phe 
985 990 995 

gee tta tec aca cat cct tat ggc tgc cga gtg att cag aga ate 3134 
Ala Leu Ser Thr His Pro Tyr Gly Cys Arg Val lie Gin Arg lie 
1000 1005 1010 

ctg gag cac tgt etc cct gac cag aca etc cct att tta gag gag 3179 
Leu Glu His Cys Leu Pro Asp Gin Thr Leu Pro lie Leu Glu Glu 
1015 1020 1025 
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ctt cac cag cac aca gag cag ctt gta cag gat caa tat gga aat 3224 
Leu His Gin His Thr Glu Gin Leu Val Gin Asp Gin Tyr Gly Asn 
1030 1035 1040 

tat gta ate caa cat gta ctg gag cac ggt cgt cct gag gat aaa 3269 
Tyr Val lie Gin His Val Leu Glu His Gly Arg Pro Glu Asp Lys 
1045 1050 1055 

age aaa att gta gca gaa ate cga ggc aat gta ctt gta ttg agt 3314 
Ser Lys lie Val Ala Glu lie Arg Gly Asn Val Leu Val Leu Ser 
1060 1065 1070 

cag cac aaa ttt gca age aat gtt gtg gag aag tgt gtt act cac 3359 
Gin His Lys Phe Ala Ser Asn Val Val Glu Lys Cys Val Thr His 
1075 1080 1085 

gee tea cgt acg gag cgc get gtg etc ate gat gag gtg tgc ace 3404 
Ala Ser Arg Thr Glu Arg Ala Val Leu lie Asp Glu Val Cys Thr 
1090 1095 1100 

atg aac gac ggt ccc cac agt gee tta tac acc atg atg aag gac 3449 
Met Asn Asp Gly Pro His Ser Ala Leu Tyr Thr Met Met Lys Asp 
1105 1110 1115 

cag tat gee aac tac gtg gtc cag aag atg att gac gtg gcg gag 34 94 

Gin Tyr Ala Asn Tyr Val Val Gin Lys Met lie Asp Val Ala Glu 
1120 1125 1130 

cca ggc cag egg aag ate gtc atg cat aag ate egg ccc cac ate 3539 
Pro Gly Gin Arg Lys lie Val Met His Lys lie Arg Pro His lie 
1135 1140 1145 

gca act ctt cgt aag tac acc tat ggc aag cac att ctg gee aag 3584 
Ala Thr Leu Arg Lys Tyr Thr Tyr Gly Lys His lie Leu Ala Lys 
1150 1155 1160 

ctg gag aag tac tac atg aag aac ggt gtt gac tta ggg ccc ate 3629 
Leu Glu Lys Tyr Tyr Met Lys Asn Gly Val Asp Leu Gly Pro lie 
1165 1170 1175 

tgt ggc ccc cct aat ggt ate ate tga ggcagtgtca cccgctgttc 3676 
Cys Gly Pro Pro Asn Gly lie lie 
1180 . 1185 



cctcattccc 


gctgacctca 


ctggcccact 


ggcaaatcca 


accagcaacc 


agaaatgttc 


3736 


tagtgtagag 


tetgagaegg 


gcaagtggtt 


gctccaggat 


tactccctcc 


tccaaaaaag 


3796 


gaatcaaatc 


cacgagtgga 


aaagcctttg 


taaatttaat 


tttattacac 


ataacatgta 


3856 


ctattttttt 


taattgacta 


attgccctgc 


tgttttactg 


gtgtatagga 


tacttgtaca 


3916 


taggtaacca 


atgtacatgg 


gaggecacat 


attttgttca 


ctgttgtatc 


tatatttcac 


3976 


atgtggaaac 


tttcagggtg 


gttggtttaa 


caaaaaaaaa 


aagctttaaa 


aaaaaaagaa 


4036 


aaaaaggaaa 


aggtttttag 


ctcatttgcc 


tggccggcaa 


gttttgcaaa 


tagctcttcc 


4096 


ccacctcctc 


attttagtaa 


aaaacaaaca 


aaaacaaaaa 


aacctgagaa 


gtttgaattg 


4156 


tagttaaatg 


accccaaact 


ggcatttaac 


actgtttata 


aaaaatatat 


atatatatat 


4216 


atatatataa 


tgaaaaaggt 


ttcagagttg 


ctaaagcttc 


agtttgtgac 


attaagttta 


4276 


tgaaattcta 


aaaaatgect 


tttttggaga 


ctatattatg 


ctgaagaagg 


ctgttcgtga 


4336 
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ggaggagatg 


cgagcaccca 


gaacgtcttt 


tgaggctggg 


cgggtgtgat 


tgtttactgc 


4396 


ctactggatt 


tttttctatt 


aacattgaaa 


ggtaaaatct 


gattatttag 


catgagaaaa 


4456 


aaaaatccaa 


ctctgctttt 


ggtcttgctt 


ctataaatat 


atagtgtata 


cttggtgtag 


4516 


actttgcata 


tatacaaatt 


tgtagtattt 


tcttgttttg 


atgtctaatc 


tgtatctata 


4576 


atgtacccta 


gtagtcgaac 


atacttttga 


ttgtacaatt 


gtacatttgt 


atacctgtaa 


4636 


tgtaaatgtg 


gagaagtttg 


aatcaacata 


aacacgtttt 


ttggtaagaa 


aagagaatta 


4696 


gccagccctg 


tgcattcagt 


gtatattctc 


accttttatg 


gtcgtagcat 


atagtgttgt 


4756 


atattgtaaa 


ttgtaatttc 


aaccagaagt 


aaattttttt 


cttttgaagg 


aataaatgtt 


4816 


ctttatacag 


cctagttaat 


gtttaaaaag 


aaaaaaatag 


cttggtttta 


tttgtcatct 


4876 


agtctcaagt 


atagcgagat 


tctttctaaa 


tgttattcaa 


gattgagttc 


tcactagtgt 


4936 


ttttttaatc 


ctaaaaaagt 


aatgttttga 


ttttgtgaca 


gtcaaaagga 


cgtgcaaaag 


4996 


tctagccttg 


cccgagcttt 


ccttacaatc 


agagcccctc 


tcaccttgta 


aagtgtgaat 


5056 


cgcccttccc 


ttttgtacag 


aagatgaact 


gtattttgca 


ttttgtctac 


ttgtaagtga 


5116 


atgtaacata 


ctgtcaattt 


tccttgtttg 


aatatagaat 


tgtaacacta 


cacggtgtac 


5176 


atttccagag 


ccttgtgtat 


atttccaatg 


aacttttttg 


caagcacact 


tgtaaccata 


5236 


tgtgtataat 


taacaaacct 


gtgtatgctt 


atgcctgggc 


aactattttt 


tgtaactctt 


5296 


gtgtagattg 


tctctaaaca 


atgtgtgatc 


tttattttga 


aaaatacaga 


actttggaat 


5356 


ctgaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaa 
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<210> 242 

<211> 1186 

<212> PRT 

<213> Homo sapiens 

<400> 242 

Met Ser Val Ala Cys Val Leu Lys Arg Lys Ala Val Leu Trp Gin Asp 
15 10 15 



Ser Phe Ser Pro His Leu Lys His His Pro Gin Glu Pro Ala Asn Pro 
20 25 30 



Asn Met Pro Val Val Leu Thr Ser Gly Thr Gly Ser Gin Ala Gin Pro 
35 40 45 



Gin Pro Ala Ala Asn Gin Ala Leu Ala Ala Gly Thr His Ser Ser Pro 
50 55 60 



Val Pro Gly Ser lie Gly Val Ala Gly Arg Ser Gin Asp Asp Ala Met 
65 70 ' 75 80 



Val Asp Tyr Phe Phe Gin Arg Gin His Gly Glu Gin Leu Gly Gly Gly 
85 90 95 
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Gly Ser Gly Gly Gly Gly Tyr Asn Asn Ser Lys His Arg Trp Pro Thr 
100 - 105 110 



Gly Asp Asn lie His Ala Glu His Gin Val Arg Ser Met Asp Glu Leu 
115 120 125 



Asn His Asp Phe Gin Ala Leu Ala Leu Glu Gly Arg Ala Met Gly Glu 
130 135 140 



Gin Leu Leu Pro Gly Lys Lys Phe Trp Glu Thr Asp Glu Ser Ser Lys 
145 150 155 160 



Asp Gly Pro Lys Gly lie Phe Leu Gly Asp Gin Trp Arg Asp Ser Ala 
165 170 175 



Trp Gly Thr Ser Asp His Ser Val Ser Gin Pro lie Met Val Gin Arg 
180 185 190 



Arg Pro Gly Gin Ser Phe His Val Asn Ser Glu Val Asn Ser Val Leu 
195 200 205 



Ser Pro Arg Ser Glu Ser Gly Gly Leu Gly Val Ser Met Val Glu Tyr 
210- 215 220 



Val Leu Ser Ser Ser Pro Gly Asp Ser Cys Leu Arg Lys Gly Gly Phe 
225 230 235 240 



Gly Pro Arg Asp Ala Asp Ser Asp Glu Asn Asp Lys Gly Glu Lys Lys 
245 250 255 



Asn Lys Gly Thr Phe Asp Gly Asp Lys Leu Gly Asp Leu Lys Glu Glu 
260 " 265 270 



Gly Asp Val Met Asp Lys Thr Asn Gly Leu Pro Val Gin Asn Gly lie 
275 . 280 285 



Asp Ala Asp Val Lys Asp Phe Ser Arg Thr Pro Gly Asn Cys Gin Asn 
290 295 300 



Ser Ala Asn Glu Val Asp Leu Leu Gly Pro Asn Gin Asn Gly Ser Glu 
305 310 315 ~ 320 



Gly Leu Ala Gin Leu Thr Ser Thr Asn Gly Ala Lys Pro Val Glu Asp 
325 330 ~ 335 



Phe Ser Asn Met Glu Ser Gin Ser Val Pro Leu Asp Pro Met Glu His 
340 345 350 
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Val Gly Met Glu Pro Leu Gin Phe Asp Tyr Ser Gly Thr Gin Val Pro 
355 360 "* 365 



Val Asp Ser Ala Ala Ala Thr Val Gly Leu Phe Asp Tyr Asn Ser Gin 
370 375 380 



Gin Gin Leu Phe Gin Arg Pro Asn Ala Leu Ala Val Gin Gin Leu Thr 
385 390 395 400 



Ala Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala Ala His Gin Pro His 
405 410 415 



lie Gly Leu Ala Pro Ala Ala Phe Val Pro Asn Pro Tyr lie lie Ser 
420 425 430 



Ala Ala Pro Pro Gly Thr Asp Pro Tyr Thr Ala Gly Leu Ala Ala Ala 
435 440 445 



Ala Thr Leu Gly Pro Ala Val Val Pro His Gin Tyr Tyr Gly Val Thr 
450 455 460 



Pro Trp Gly Val Tyr Pro Ala Ser Leu Phe Gin Gin Gin Ala Ala Ala 
465 ~ 470 475 480 



Ala Ala Ala Ala Thr Asn Ser Ala Asn Gin Gin Thr Thr Pro Gin Ala 
485 490 495 



Gin Gin Gly Gin Gin Gin Val Leu Arg Gly Gly Ala Ser Gin Arg Pro 
500 505 " " 510 



Leu Thr Pro Asn Gin Asn Gin Gin Gly Gin Gin Thr Asp Pro Leu Val 
515 520 525 



Ala Ala Ala Ala Val Asn Ser Ala Leu Ala Phe Gly Gin Gly Leu Ala 
530 535 540 



Ala Gly Met Pro Gly Tyr Pro Val Leu Ala Pro Ala Ala Tyr Tyr Asp 
545 550 555 ~ ' 560 



Gin Thr Gly Ala Leu Val Val Asn Ala Gly Ala Arg Asn Gly Leu Gly 
565 570 " 575 



Ala Pro Val Arg Leu Val Ala Pro Ala Pro Val lie lie Ser Ser Ser 
580 585 590 



Ala Ala Gin Ala Ala Val Ala Ala Ala Ala Ala Ser Ala Asn Gly Ala 
595 600 605 



Ala Gly Gly Leu Ala Gly Thr Thr Asn Gly Pro Phe Arg Pro Leu Gly 
610 615 620 
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Thr Gin Gin Pro Gin Pro Gin Pro Gin Gin Gin Pro Asn Asn Asn Leu 
625 630 635 640 



Ala Ser Ser Ser Phe Tyr Gly Asn Asn Ser Leu Asn Ser Asn Ser Gin 
645 650 655 



Ser Ser Ser Leu Phe Ser Gin Gly Ser Ala Gin Pro Ala Asn Thr Ser 
660 665 670 



Leu Gly Phe Gly Ser Ser Ser Ser Leu Gly Ala Thr Leu Gly Ser Ala 
675 680 685 



Leu Gly Gly Phe Gly Thr Ala Val Ala Asn Ser Asn Thr Gly Ser Gly 
690 695 700 



Ser Arg Arg Asp Ser Leu Thr Gly Ser Ser Asp Leu Tyr Lys Arg Thr 
705 710 715 720 



Ser Ser Ser Leu Thr Pro lie Gly His Ser Phe Tyr Asn Gly Leu Ser 
725 ~ 730 735 



Phe Ser Ser Ser Pro Gly Pro Val Gly Met Pro Leu Pro Ser Gin Gly 
740 745 750 



Pro Gly His Ser Gin Thr Pro Pro Pro Ser Leu Ser Ser His Gly Ser 
755 760 765 



Ser Ser Ser Leu Asn Leu Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr 
770 775 780 



lie Ser Ala Ala Pro Gly Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser 
785 790 795 800 



Ala Ser Ser Leu Phe Ser Pro Ser Ser Thr Leu Phe Ser Ser Ser Arg 
805 810 815 



Leu Arg Tyr Gly Met Ser Asp Val Met Pro Ser Gly Arg Ser Arg Leu 
820 825 830 



Leu Glu Asp Phe Arg Asn Asn Arg Tyr Pro Asn Leu Gin Leu Arg Glu 
835 840 845 



lie Ala Gly His lie Met Glu Phe Ser Gin Asp Gin His Gly Ser Arg 
850 855 860 



Phe lie Gin Leu Lys Leu Glu Arg Ala Thr Pro Ala Glu Arg Gin Leu 
865 870 875 880 
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Val Phe Asn Glu lie Leu Gin Ala Ala Tyr Gin Leu Met Val Asp Val 
885 890 895 



Phe Gly Asn Tyr Val lie Gin Lys Phe Phe Glu Phe Gly Ser Leu Glu 
900 905 910 



Gin Lys Leu Ala Leu Ala Glu Arg lie Arg Gly His Val Leu Ser Leu 
915 920 925 



Ala Leu Gin Met Tyr Gly Cys Arg Val lie Gin Lys Ala Leu Glu Phe 
930 935 940 



lie Pro Ser Asp Gin Gin Asn Glu Met Val Arg Glu Leu Asp Gly His 
945 950 955 960 



Val Leu Lys Cys Val Lys Asp Gin Asn Gly Asn His Val Val Gin Lys 
965 ^ 970 975 



Cys lie Glu Cys Val Gin Pro Gin Ser Leu Gin Phe lie lie Asp Ala 
980 985 990 



Phe Lys Gly Gin Val Phe Ala Leu Ser Thr His Pro Tyr Gly Cys Arg 
995 1000 1005 



Val lie Gin Arg lie Leu Glu His Cys Leu Pro Asp Gin Thr Leu 
1010 1015 1020 



Pro He Leu Glu Glu Leu His Gin His Thr Glu Gin Leu Val Gin 
1025 1030 1035 



Asp Gin Tyr Gly Asn Tyr Val He Gin His Val Leu Glu His Gly 
1040 1045 1050 



Arg Pro Glu Asp Lys Ser Lys He Val Ala Glu He Arg Gly Asn 
1055 1060 1065 



Val Leu Val Leu Ser Gin His Lys Phe Ala Ser Asn Val Val Glu 
1070 1075 1080 



Lys Cys Val Thr His Ala Ser Arg Thr Glu Arg Ala Val Leu He 
1085 1090 1095 



Asp Glu Val Cys Thr Met Asn Asp Gly Pro His Ser Ala Leu Tyr 
1100 1105 1110 



Thr Met Met Lys Asp Gin Tyr Ala Asn Tyr Val Val Gin Lys Met 
1115 1120 1125 



lie Asp Val Ala Glu Pro Gly Gin Arg Lys lie Val Met His Lys 
1130 1135 " 1140 
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lie Arg Pro His lie Ala Thr Leu Arg Lys Tyr Thr Tyr Gly Lys 
1145 1150 1155 

His lie Leu Ala Lys Leu Glu Lys Tyr Tyr Met Lys Asn Gly Val 
1160 1165 1170 

Asp Leu Gly Pro lie Cys Gly Pro Pro Asn Gly lie lie 
1175 1180 1185 

<210> 243 

<211> 12227 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (205) . . (11199) 
<400> 243 

tgagctgcga ggcccgagag tcagaacctg ggggagaggg atggtctctg cacggggggg 60 

agccggagga gccgccgccg ctgccgacgc caccgccgca gccgccgccg ccgccgcccc 120 

ggcacccgcc tcccggcgct gacggtctcg tacgaagccg gcgaggggga gccagcagcg 180 

gcggtcgccg gcacgccgcc cage atg gtc egg gaa ace agg cat etc tgg 231 

Met Val Arg Glu Thr Arg His Leu Trp 
1 5 

gtg ggc aac tta ccc gag aac gtg egg gaa gag aag ate ate gag cat 279 
Val Gly Asn Leu Pro Glu Asn Val Arg Glu. Glu Lys lie lie Glu His 
10 15 20 25 

ttc aaa cga tat ggc cgc gtg gaa agt gtc aaa att ctt ccc aag agg 327 
Phe Lys Arg Tyr Gly Arg Val Glu Ser Val Lys lie Leu Pro Lys Arg 
30 35 40 

gga tct gaa gga gga gtg get gec ttt gtg gat ttt gtg gac ate aaa 375 
Gly Ser Glu Gly Gly Val Ala Ala Phe Val Asp Phe Val Asp lie Lys 
45 50 55 

agt gca cag aaa get cac aac teg gtc aac aaa atg ggt gac aga gac 423 
Ser Ala Gin Lys Ala His Asn Ser Val Asn Lys Met Gly Asp Arg Asp 
60 65 70 

eta cgc acg gat tat aat gaa cca ggc ace ate ccg agt get get egg 471 
Leu Arg Thr Asp Tyr Asn Glu Pro Gly Thr lie Pro Ser Ala Ala Arg 
75 80 85 

gga ttg gat gat aca gtt tec ata gca tct cgt agt aga gag gtt tct 519 
Gly Leu Asp Asp Thr Val Ser lie Ala Ser Arg Ser Arg Glu Val Ser 
90 95 100 " 105 

ggg ttc aga gga ggt ggt gga ggg cct get tat ggt ccc cca ccg tea 567 
Gly Phe Arg Gly Gly Gly Gly Gly Pro Ala Tyr Gly Pro Pro Pro Ser 
110 115 120 

ctt cat gca cga gaa gga cgt tat gag egg aga ctt gat ggg get tea 615 
Leu His Ala Arg Glu Gly Arg Tyr Glu Arg Arg Leu Asp Gly Ala Ser 
125 130 135 
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gat aac agg gag cgt get tat gaa cat agt gec tat gga cac cat gaa 663 
Asp Asn Arg Glu Arg Ala Tyr Glu His Ser Ala Tyr Gly His His Glu 
140 " " 145 150 

egg ggg acg gga gga ttt gat egg aca aga cat tac gat cag gat tac 711 
Arg Gly Thr Gly Gly Phe Asp Arg Thr Arg His Tyr Asp Gin Asp Tyr 
155 160 165 

tat aga gat cct cga gag egg act tta caa cat ggg etc tat tac get 759 
Tyr Arg Asp Pro Arg Glu Arg Thr Leu Gin His Gly Leu Tyr Tyr Ala 
170 " ' 175 180 ~ ~ 185 

tct egg agt cga agt cca aat cgc ttt gat get cat gac ccc cga tat 807 
Ser Arg Ser Arg Ser Pro Asn Arg Phe Asp Ala His Asp Pro Arg Tyr 
190 195 200 

gaa cct agg get cgc gag cag ttt aca ctg ccc agt gtg gta cac agg 855 
Glu Pro Arg Ala Arg Glu Gin Phe Thr Leu Pro Ser Val Val His Arg 
205 210 215 

gat ate tac agg gat gat att ace egg gag gta cga ggc aga agg cca 903 
Asp lie Tyr Arg Asp Asp lie Thr Arg Glu Val Arg Gly Arg Arg Pro 
220 ' 225 230 

gag egg aat tac cag cac age agg agt egg tea cca cat tea tec cag 951 
Glu Arg Asn Tyr Gin His Ser Arg Ser Arg Ser Pro His Ser Ser Gin 
235 240 ^ " 245 

tct aga aat cag tct cct cag aga ctg get age caa gca tct aga ccc 999 
Ser Arg Asn Gin Ser Pro Gin Arg Leu Ala Ser Gin Ala Ser Arg Pro 
250 255 260 265 

aca agg tec cct age ggc age ggc tct aga agt aga tec tec agt agt 1047 
Thr Arg Ser Pro Ser Gly Ser Gly Ser Arg Ser Arg Ser Ser Ser Ser 
270 275 280 

gat tea ate age age age agt agt ace age agt gac age agt gat tec 1095 
Asp Ser lie Ser Ser Ser Ser Ser Thr Ser Ser Asp Ser Ser Asp Ser 
285 290 295 

age agt agt tea agt gat gat tct cca get cga tea gtt cag tct gca 1143 
Ser Ser Ser Ser Ser Asp Asp Ser Pro Ala Arg Ser Val Gin Ser Ala 
300 305 310 

gca gtc cct gca ccc act tec cag ttg ctt tea tct ctg gaa aaa gat 1191 
Ala Val Pro Ala Pro Thr Ser Gin Leu Leu Ser Ser Leu Glu Lys Asp 
315 320 325 

gag ccc cgt aaa agt ttt ggc ate aag gtc cag aat ctt cca gta cgc 1239 
Glu Pro Arg Lys Ser Phe Gly lie Lys Val Gin Asn Leu Pro Val Arg 
330 335 340 345 

tct aca gat aca age ctt aaa gat ggc ctt ttc cat gaa ttt aag aaa 1287 
Ser Thr Asp Thr Ser Leu Lys Asp Gly Leu Phe His Glu Phe Lys Lys 
350 " 355 360 

ttt gga aaa gta act tea gtg cag ata cat gga act tea gaa gag agg 1335 
Phe Gly Lys Val Thr Ser Val Gin lie His Gly Thr Ser Glu Glu Arg 
365 370 375 

tat ggt ctg gta ttc ttt egg cag caa gag gac caa gaa aaa gee ttg 1383 
Tyr Gly Leu Val Phe Phe Arg Gin Gin Glu Asp Gin Glu Lys Ala Leu 
380 385 ' 390 
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act gca tea aaa gga aaa ctt ttc ttt ggc atg cag att gaa gta aca 1431 
Thr Ala Ser Lys Gly Lys Leu Phe Phe Gly Met Gin lie Glu Val Thr 
395 400 405 

gca tgg ata ggt cca gaa aca gaa agt gaa aat gaa ttt cgc ccc ttg 1479 
Ala Trp lie Gly Pro Glu Thr Glu Ser Glu Asn Glu Phe Arg Pro Leu 
410 415 420 425 

gat gaa agg ata gat gaa ttt cac ccc aaa gca aca aga act etc ttt 1527 
Asp Glu Arg lie Asp Glu Phe His Pro Lys Ala Thr Arg Thr Leu Phe 
430 435 ~ 440 

att ggc aac ctt gaa aaa acc act act tac cat gac ctt cgc aac ate 1575 
lie Gly Asn Leu Glu Lys Thr Thr Thr Tyr His Asp Leu Arg Asn lie 
445 450 455 

ttc cag cgc ttt gga gaa att gtg gat att gac att aag aaa gta aat 1623 
Phe Gin Arg Phe Gly Glu lie Val Asp lie Asp lie Lys Lys Val Asn 
460 465 470 

gga gtt cct cag tat gcg ttt ctg caa tac tgt gat att get age gtt 1671 
Gly Val Pro Gin Tyr Ala Phe Leu Gin Tyr Cys Asp lie Ala Ser Val 
475 480 " 485 

tgt aaa get att aag aag atg gat ggg gaa tat ctt gga aat aat cgc 1719 
Cys Lys Ala lie Lys Lys Met Asp Gly Glu Tyr Leu Gly Asn Asn Arg 
490 495 500 505 

etc aag ctg ggt ttt gga aag age atg cct aca aac tgc gtg tgg eta 1767 
Leu Lys Leu Gly Phe Gly Lys Ser Met Pro Thr Asn Cys Val Trp Leu 
510 515 520 

gat ggg ctt tct teg aat gtg tea gat cag tat tta aca cga cat ttc 1815 
Asp Gly Leu Ser Ser Asn Val Ser Asp Gin Tyr Leu Thr Arg His Phe 
525 530 535 

tgc cga tat ggg cct gtg gta aag gtg gtg ttt gac cgc tta aaa ggc 1863 
Cys Arg Tyr Gly Pro Val Val Lys Val Val Phe Asp Arg Leu Lys Gly 
540 545 550 

atg gee ctg gtt etc tac aat gaa att gaa tat gca caa gca get gta 1911 
Met Ala Leu Val Leu Tyr Asn Glu lie Glu Tyr Ala Gin Ala Ala Val 
555 560 565 

aaa gag acc aaa ggg agg aaa ate ggt ggg aat aaa att aag gtg gat 1959 
Lys Glu Thr Lys Gly Arg Lys lie Gly Gly Asn Lys lie Lys Val Asp 
570 575 580 ~ 585 

ttt gca aat egg gaa agt cag ctg get ttt tat cac tgc atg gag aaa 2007 
Phe Ala Asn Arg Glu Ser Gin Leu Ala Phe Tyr His Cys Met Glu Lys 
590 595 600 

tct ggt caa gac ate aga gac ttt tat gaa atg tta gee gaa aga aga 2055 
Ser Gly Gin Asp lie Arg Asp Phe Tyr Glu Met Leu Ala Glu Arg Arg 
605 610 615 

gag gaa cga agg gca tec tac gac tat aac caa gat cgt aca tat tat 2103 
Glu Glu Arg Arg Ala Ser Tyr Asp Tyr Asn Gin Asp Arg Thr Tyr Tyr 
620 625 630 

gag agt gtt cga act cca ggc act tat cct gag gat tec agg egg gac 2151 
Glu Ser Val Arg Thr Pro Gly Thr Tyr Pro Glu Asp Ser Arg Arg Asp 
635 640 645 
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tat cca get 
Tyr Pro Ala 
650 

gga gac tac 
Gly Asp Tyr 



gat tac agg 
Asp Tyr Arg 



agg caa agg 
Arg Gin Arg 
7 00 

gac aga gac 
Asp Arg Asp 
715 

cac ttg cga 
His Leu Arg 
7 30 

agg ttg ccg 
Arg Leu Pro 



egg agt gga 
Arg Ser Gly 



gac aag tct 
Asp Lys Ser 
780 

gaa cga act 
Glu Arg Thr 
795 

egg aag gaa 
Arg Lys Glu 
810 

gga aag gtt 
Gly Lys Val 



aat gag cga 
Asn Glu Arg 



age aga gag 
Ser Arg Glu 
860 

etc atg cct 
Leu Met Pro 
875 

gtc att gac 
Val lie Asp 
890 



cga ggg aga 
Arg Gly Arg 
655 

tat gaa tea 
Tyr Glu Ser 
670 

aat gat cct 
Asn Asp Pro 
68 5 

gaa cga gaa 
Glu Arg Glu 



cat gag agg 
His Glu Arg 



cgt cca cag 
Arg Pro Gin 
735 

agt gat tct 
Ser Asp Ser 
750 

age tgt age 
Ser Cys Ser 
765 

cgt ttg gag 
Arg Leu Glu 



ttt gat ccg 
Phe Asp Pro 



aaa gtg gaa 
Lys Val Glu 
815 

cac tec cct 
His Ser Pro 
830 

gag caa age 
Glu Gin Ser 
845 

aaa get gac 
Lys Ala Asp 



tgc gtg gtt 
Cys Val Val 



cac act cct 
His Thr Pro 
895 



gag ttt tat 
Glu Phe Tyr 



cga tac tac 
Arg Tyr Tyr 



tat gaa caa 
Tyr Glu Gin 
690 

aga gaa cgt 
Arg Glu Arg 
705 

agg ccg att 
Arg Pro lie 
720 

agt cct gga 
Ser Pro Gly 



gag agg agg 
Glu Arg Arg 



tea etc tec 
Ser Leu Ser 
770 

cgc tat aca 
Arg Tyr Thr 
785 

gag aga gtg 
Glu Arg Val 
800 

aag gac aaa 
Lys Asp Lys 



agt tct cag 
Ser Ser Gin 



cct gaa aag 
Pro Glu Lys 
850 

aaa gag gga 
Lys Glu Gly 
865 

ttg act cga 
Leu Thr Arg 
880 

gtg gaa aag 
Val Glu Lys 



tea gaa tgg 
Ser Glu Trp 
660 

gat gat cct 
Asp Asp Pro 
675 

gat att agg 
Asp lie Arg 



gaa aga ttt 
Glu Arg Phe 



gaa cga agt 
Glu Arg Ser 
725 

gcg tct ccc 
Ala Ser Pro 
740 

ctt tac age 
Leu Tyr Ser 
755 

cct cca aga 
Pro Pro Arg 



aaa aat gaa 
Lys Asn Glu 



gag aga gag 
Glu Arg Glu 
805 

act gac aag 
Thr Asp Lys 
820 

tct tea gaa 
Ser Ser Glu 
835 

ccc agg agt 
Pro Arg Ser 



ata gcg aaa 
lie Ala Lys 



gtg aaa gag 
Val Lys Glu 
885 

ttg aaa gee 
Leu Lys Ala 
900 



gaa act tac 
Glu Thr Tyr 



egg gaa tac 
Arg Glu Tyr 
680 

gaa tat agt 
Glu Tyr Ser 
695 

gag tct gac 
Glu Ser Asp 
710 

caa agt cct 
Gin Ser Pro 



tct cag gca 
Ser Gin Ala 



cga tec tea 
Arg Ser Ser 
7 60 

tat gag aaa 
Tyr Glu Lys 
775 

aag aca gat 
Lys Thr Asp 
790 

aga cgc tta 
Arg Arg Leu 



cag aaa cgc 
Gin Lys Arg 



acg gac caa 
Thr Asp Gin 
840 

tgt aat aaa 
Cys Asn Lys 
855 

aac cgc ctg 
Asn Arg Leu 
870 

aaa gag gga 
Lys Glu Gly 



aag ctt gat 
Lys Leu Asp 



caa 2199 

Gin 

665 

agg 2247 
Arg 



tac 2295 
Tyr 



egg 2343 
Arg 



gtt 2391 
Val 



gag 24 39 

Glu 

745 

gac 2487 
Asp 



ctg 2535 
Leu 



aaa 2583 
Lys 



ata 2631 
lie 



aaa 2679 

Lys 

825 

gaa 2727 
Glu 



ctg 2775 
Leu 



gaa 2823 
Glu 



aag 2871 
Lys 



aat 2919 

Asn 

905 
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gac act gtc aaa tct tct gcc ctg gac cag aaa ctt cag gtc tct cag 2967 
Asp Thr Val Lys Ser Ser Ala Leu Asp Gin Lys Leu Gin Val Ser Gin 
910 915 920 

acg gag cct gca aaa tct gac ttg tct aaa ctg gaa tea gtt aga atg 3015 
Thr Glu Pro Ala Lys Ser Asp Leu Ser Lys Leu Glu Ser Val Arg Met 
925 930 935 

aaa gta cca aag gaa aag ggg ctt tea age cat gtt gaa gtg gtg gag 3063 
Lys Val Pro Lys Glu Lys Gly Leu Ser Ser His Val Glu Val Val Glu 
940 945 950 

aag gaa ggc agg ctt aaa gcc agg aag cac etc aag cct gag cag cct 3111 
Lys Glu Gly Arg Leu Lys Ala Arg Lys His Leu Lys Pro Glu Gin Pro 
955 " " 960 " 965 

gca gat ggg gta agt get gtg gat ctg gag aag ctg gaa gcc agg aaa 3159 
Ala Asp Gly Val Ser Ala Val Asp Leu Glu Lys Leu Glu Ala Arg Lys 
970 975 980 985 

agg cgc ttt gca gat tec aat tta aaa gca gaa aag caa aaa cca gag 3207 
Arg Arg Phe Ala Asp Ser Asn Leu Lys Ala Glu Lys Gin Lys Pro Glu 
990 ' 995 ~ ^ 1000 

gtc aag aaa age agt cca gag atg gag gat get cgc gtg ctt tea 3252 
Val Lys Lys Ser Ser Pro Glu Met Glu Asp Ala Arg Val Leu Ser 
1005 1010 1015 

aaa aag cag cct gac gtg tec tct aga gag gtc att ctg ctg agg 3297 
Lys Lys Gin Pro Asp Val Ser Ser Arg Glu Val lie Leu Leu Arg 
1020 1025 1030 

gaa gga gag get gaa aga aag cct gtg agg aaa gaa att ctt aaa 3342 
Glu Gly Glu Ala Glu Arg Lys Pro Val Arg Lys Glu lie Leu Lys 
1035 1040 ~ 1045 

aga gaa tct aaa aaa ate aaa ctg gac aga ctt aat act gtt gcc 3387 
Arg Glu Ser Lys Lys lie Lys Leu Asp Arg Leu Asn Thr Val Ala 
1050 1055 1060 

age ccc aaa gac tgt cag gag ctt gcc agt att tct gtt ggg tct 3432 
Ser Pro Lys Asp Cys Gin Glu Leu Ala Ser lie Ser Val Gly Ser 
1065 1070 1075 

ggc tea agg ccc age tea gac eta caa gca aga ctg gga gaa eta 3477 
Gly Ser Arg Pro Ser Ser Asp Leu Gin Ala Arg Leu Gly Glu Leu 
1080 ~ 1085 1090 

gca ggt gaa tct gtg gaa aat caa gaa gtc caa tea aaa aag ccc 3522 
Ala Gly Glu Ser Val Glu Asn Gin Glu Val Gin Ser Lys Lys Pro 
1095 1100 1105 

att ccc tea aaa cca cag etc aaa cag ctg cag gta tta gat gat 3567 
lie Pro Ser Lys Pro Gin Leu Lys Gin Leu Gin Val Leu Asp Asp 
1110 1115 1120 

caa gga cca gag aga gaa gac gtt agg aaa aac tat tgc agt ctt 3612 
Gin Gly Pro Glu Arg Glu Asp Val Arg Lys Asn Tyr Cys Ser Leu 
1125 1130 1135 

cgt gat gaa aca cct gaa cgt aaa tea ggc caa gag aaa tea cat 3657 
Arg Asp Glu Thr Pro Glu Arg Lys Ser Gly Gin Glu Lys Ser His 
1140 1145 1150 
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tea gta aat act gaa gaa aaa att ggc att gac ate gat cac acg 3702 

Ser Val Asn Thr Glu Glu Lys lie Gly lie Asp lie Asp His Thr 

1155 ^ 1160 ~ 1165 

cag agt tac cga aaa caa atg gaa cag agt cgt agg aaa cag cag 3747 

Gin Ser Tyr Arg Lys Gin Met Glu Gin Ser Arg Arg Lys Gin Gin 

1170 1175 1180 

atg gaa atg gaa ata gec aag tct gag aag ttt ggc agt cct aaa 3792 

Met Glu Met Glu lie Ala Lys Ser Glu Lys Phe Gly Ser Pro Lys 

1185 1190 1195 

aaa gat gta gat gaa tat gaa aga cgt age etc gtt cac gag gta 3837 

Lys Asp Val Asp Glu Tyr Glu Arg Arg Ser Leu Val His Glu . Val 

1200 1205 1210 

ggc aaa ccc cct caa gat gtc act gat gac tct cct cct age aaa 3882 

Gly Lys Pro Pro Gin Asp Val Thr Asp Asp Ser Pro Pro Ser Lys 

1215 1220 1225 

aag aaa agg atg gat cat gtc gat ttt gat ate tgc ace aag cga 3927 

Lys Lys Arg Met Asp His Val Asp Phe Asp lie Cys Thr Lys Arg 

1230 1235 1240 

gaa egg aat tac aga agt tea cgc caa ate age gaa gat tct gaa 3972 

Glu Arg Asn Tyr Arg Ser Ser Arg Gin lie Ser Glu Asp Ser Glu 

1245 1250 1255 

agg act ggt ggt tct ccc agt gtc cga cat ggt tec ttc cat gaa 4017 

Arg Thr Gly Gly Ser Pro Ser Val Arg His Gly Ser Phe His Glu 

1260 1265 1270 

gat gag gat ccc ata ggc tec cct agg eta ctg tea gta aaa ggg 4062 

Asp Glu Asp Pro lie Gly Ser Pro Arg Leu Leu Ser Val Lys Gly 

1275 1280 1285 

tct cct aaa gta gat gaa aaa gtc etc ccc tat tct aac ata aca 4107 

Ser Pro Lys Val Asp Glu Lys Val Leu Pro Tyr Ser Asn lie Thr 

1290 1295 1300 

gtc agg gaa gag tct tta aaa ttt aat cct tat gat tct age agg 4152 

Val Arg Glu Glu Ser Leu Lys Phe Asn Pro Tyr Asp Ser Ser Arg 

1305 1310 1315 

aga gaa cag atg gca gat atg gee aaa ata aaa eta tct gtc ttg 4197 

Arg Glu Gin Met Ala Asp Met Ala Lys lie Lys Leu Ser Val Leu 

1320 1325 1330 

aat tct gaa gat gaa eta aat cgt tgg gac tct cag atg aaa cag 4242 

Asn Ser Glu Asp Glu Leu Asn Arg Trp Asp Ser Gin Met Lys Gin 

1335 1340 1345 

gat get ggc aga ttt gat gtg agt ttc cca aac age ata att aag 4287 

Asp Ala Gly Arg Phe Asp Val Ser Phe Pro Asn Ser lie lie Lys 

1350 1355 1360 

aga gat age ctt cga aaa agg tct gta cga gat ctg gaa cct ggt 4332 

Arg Asp Ser Leu Arg Lys Arg Ser Val Arg Asp Leu Glu Pro Gly 

1365 1370 " 1375 

gag gtg cct tct gat tct gac gaa gat ggt gaa cac aaa tec cac 4377 

Glu Val Pro Ser Asp Ser Asp Glu Asp Gly Glu His Lys Ser His 

1380 1385 ' 1390 
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tea ccc aga gee tct gca tta tat gaa agt tct cga ttg tct ttt 4422 

Ser Pro Arg Ala Ser Ala Leu Tyr Glu Ser Ser Arg Leu Ser Phe 

1395 1400 1405 

tta ttg agg gac aga gaa gac aag eta cgt gag cga gat gaa aga 4 4 67 

Leu Leu Arg Asp Arg Glu Asp Lys Leu Arg Glu Arg Asp Glu Arg 

"1410 ~ ^ " 1415 ~ ~ 1420 

etc tct agt tct tta gaa agg aac aaa ttt tac tct ttt gca ttg 4512 

Leu Ser Ser Ser Leu Glu Arg Asn Lys Phe Tyr Ser Phe Ala Leu 

1425 1430 ' 1435 

gat aag aca ate aca cca gac act aaa get ttg ctt gaa aga get 4557 

Asp Lys Thr lie Thr Pro Asp Thr Lys Ala Leu Leu Glu Arg Ala 

1440 ^ 1445 1450 

aaa tec etc tct tea tct cgt gaa gaa aat tgg tct ttt ctt gat 4 602 

Lys Ser Leu Ser Ser Ser Arg Glu Glu Asn Trp Ser Phe Leu Asp 

1455 1460 1465 

tgg gac tec cga ttt gca aat ttt cga aac aac aaa gat aaa gaa 4647 

Trp Asp Ser Arg Phe Ala Asn Phe Arg Asn Asn Lys Asp Lys Glu 

1470 1475 1480 

aag gtt gac tct get cca aga cct att cca tec tgg tac atg aaa 4 692 

Lys Val Asp Ser Ala Pro Arg Pro lie Pro Ser Trp Tyr Met Lys 

1485 " 1490 * ^ 1495 

aag aag aaa att agg act gat tea gaa ggg aaa atg gat gat aag 4737 

Lys Lys Lys lie Arg Thr Asp Ser Glu Gly Lys Met Asp Asp Lys 

1500 1505 1510 

aaa gag gac cat aaa gaa gaa gag caa gag agg cag gaa ttg ttt 4782 

Lys Glu Asp His Lys Glu Glu Glu Gin Glu Arg Gin Glu Leu Phe 

1515 1520 1525 

get tct cgt ttt tta cac age tea ate ttt gaa caa gat tec aag 4827 

Ala Ser Arg Phe Leu His Ser Ser lie Phe Glu Gin Asp Ser Lys 

1530 1535 1540 

cga ttg cag cat eta gag aga aaa gag gaa gat tct gac ttc att 4872 

Arg Leu Gin His Leu Glu Arg Lys Glu Glu Asp Ser Asp Phe lie 

1545 1550 ' ~ 1555 

tct ggt agg ate tat ggg aag cag aca tct gag gga gca aac age 4 917 

Ser Gly Arg lie Tyr Gly Lys Gin Thr Ser Glu Gly Ala Asn Ser 

1560 1565 1570 

aca act gat tec att caa gaa cca gta gtt ctg ttc cat age aga 4962 

Thr Thr Asp Ser lie Gin Glu Pro Val Val Leu Phe His Ser Arg 

1575 1580 1585 

ttt atg gag etc aca egg atg caa cag aaa gaa aaa gaa aaa gac 5007 

Phe Met Glu Leu Thr Arg Met Gin Gin Lys Glu Lys Glu Lys Asp 

1590 1595 ~ 1600 

cag aaa ccc aaa gag gtt gag aaa cag gaa gat aca gag aat cat 5052 

Gin Lys Pro Lys Glu Val Glu Lys Gin Glu Asp Thr Glu Asn His 

1605 " 1610 1615 

ccc aag ace cca gaa tct get cct gag aat aaa gat tea gaa ctg 5097 

Pro Lys Thr Pro Glu Ser Ala Pro Glu Asn Lys Asp Ser Glu Leu 

1620 1625 - 1630 
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aaa act cca 
Lys Thr Pro 



eta gaa tea 
Leu Glu Ser 



acg gta gag 
Thr Val Glu 



get ace gtc 
Ala Thr Val 



gee cct gtg 
Ala Pro Val 



gac ccc gat 
Asp Pro Asp 



ggt tea tea 
Gly Ser Ser 



act ccc ggg 
Thr Pro Gly 



gag cct gac 
Glu Pro Asp 



gag gaa gee 
Glu Glu Ala 



gat get gag 
Asp Ala Glu 



tct cag ccc 
Ser Gin Pro 



get gca aag 
Ala Ala Lys 



cct gtt cag 
Pro Val Gin 



agg aag agt 
Arg Lys Ser 



tct cct egg 
Ser Pro Arg 



cct tec gtt 
Pro Ser Val 
1635 

gee cca tea 
Ala Pro Ser 
1650 

gcg cct ttg 
Ala Pro Leu 
1665 

tea gaa gaa 
Ser Glu Glu 
1680 

gaa cag ctg 
Glu Gin Leu 
1695 

aaa gaa get 
Lys Glu Ala 
1710 

ggt gac cag 
Gly Asp Gin 
1725 

gee teg ttt 
Ala Ser Phe 
1740 

agt ace cag 
Ser Thr Gin 
1755 

aat gag cca 
Asn Glu Pro 
1770 

cct gat gca 
Pro Asp Ala 
1785 

cca get tct 
Pro Ala Ser 
1800 

gat aaa aag 
Asp Lys Lys 
1815 

gca get gca 
Ala Ala Ala 
1830 

gag agg ata 
Glu Arg lie 
1845 

gga gaa gca 
Gly Glu Ala 
1860 



ggg cct cca 
Gly Pro Pro 
1640 

gca eta gag 
Ala Leu Glu 
1655 

gta aca gaa 
Val Thr Glu 
1670 

gca aag cct 
Ala Lys Pro 
1685 

gaa caa gta 
Glu Gin Val 
1700 

gee atg atg 
Ala Met Met 
1715 

ccg cct tat 
Pro Pro Tyr 
1730 

tec cag gca 
Ser Gin Ala 
1745 

cca ctt tea 
Pro Leu Ser 
1760 

aag gee gaa 
Lys Ala Glu 
1775 

aac cag aaa 
Asn Gin Lys 
1790 

gaa gat tta 
Glu Asp Leu 
1805 

cca aac aaa 
Pro Asn Lys 
1820 

gtg agt ate 
Val Ser He 
1835 

gac egg gaa 
Asp Arg Glu 
1850 

cag aag ctt 
Gin Lys Leu 
1865 



agt gtc aca 
Ser Val Thr 



aag ace act 
Lys Thr Thr 



gag aag act 
Glu Lys Thr 



gca tct gaa 
Ala Ser Glu 



gac ctg ccc 
Asp Leu Pro 



cct gcg ggt 
Pro Ala Gly 



ctg gat gee 
Leu Asp Ala 



gag age aac 
Glu Ser Asn 



aaa cca get 
Lys Pro Ala 



aag cca gac 
Lys Pro Asp 



gee gaa get 
Ala Glu Ala 



gag gtt gat 
Glu Val Asp 



age aag cgt 
Ser Lys Arg 



gtg gag aag 
Val Glu Lys 



aaa etc aag 
Lys Leu Lys 



ttg gaa ttg 
Leu Glu Leu 



gtc gta act 
Val Val Thr 
1645 

ggt gac aaa 
Gly Asp Lys 
1660 

gtg gag cca 
Val Glu Pro 
1675 

cct get cct 
Pro Ala Pro 
1690 

cca gga gca 
Pro Gly Ala 
1705 

gtt gag gaa 
Val Glu Glu 
1720 

aag cct cca 
Lys Pro Pro 
1735 

gta gat cca 
Val Asp Pro 
1750 

cag aag tct 
Gin Lys Ser 
1765 

gee act gca 
Ala Thr Ala 
1780 

get cct gag 
Ala Pro Glu 
1795 

cct cca gtt 
Pro Pro Val 
1810 

tea aag acc 
Ser Lys Thr 
1825 

ccc gtc aca 
Pro Val Thr 
1840 

egg tec aat 
Arg Ser Asn 
1855 

aag atg gag 
Lys Met Glu 
1870 
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gca gag aag att aca agg act get tct aaa aac tct get gca gac 5862 

Ala Glu Lys lie Thr Arg Thr Ala Ser Lys Asn Ser Ala Ala Asp 

1875 1880 ^ 1885 

ctt gaa cat ccc gaa cca agt ttg cct etc age cga aca agg cgc 5907 

Leu Glu His Pro Glu Pro Ser Leu Pro Leu Ser Arg Thr Arg Arg 

1890 1895 1900 

egg aat gta agg age gtc tat gca ace atg ggt gac cat gaa aac 5952 

Arg Asn Val Arg Ser Val Tyr Ala Thr Met Gly Asp His Glu Asn 

1905 1910 1915 

cgc tct cct gtc aaa gag ccc gtt gag caa cca aga gtg ace aga 5997 

Arg Ser Pro Val Lys Glu Pro Val Glu Gin Pro Arg Val Thr Arg 

1920 1925 1930 

aag aga ttg gag cga gag ctt cag gag get gca gcg gtt ccc ace 6042 

Lys Arg Leu Glu Arg Glu Leu Gin Glu Ala Ala Ala Val Pro Thr 

1935 1940 1945 

ace cct egg agg gga agg cct cca aag aca cgc egg cga gee gat 6087 

Thr Pro Arg Arg Gly Arg Pro Pro Lys Thr Arg Arg Arg Ala Asp 

1950 1955 1960 

gaa gag gag gag aac gag gee aag gaa cct gca gaa aca etc aag 6132 

Glu Glu Glu Glu Asn Glu Ala Lys Glu Pro Ala Glu Thr Leu Lys 

1965 1970 1975 

cca cct gag gga tgg egg teg cca agg tec cag aaa act gca get 6177 

Pro Pro Glu Gly Trp Arg Ser Pro Arg Ser Gin Lys Thr Ala Ala 

1980 1985 1990 

ggt ggt gga ccc caa ggg aaa aag gga aaa aat gaa ccg aag gtg 6222 

Gly Gly Gly Pro Gin Gly Lys Lys Gly Lys Asn Glu Pro Lys Val 

1995 2000 2005 

gat get aca cgt cct gag gee ace act gag gtg ggc ccc caa ata 6267 

Asp Ala Thr Arg Pro Glu Ala Thr Thr Glu Val Gly Pro Gin lie 

2010 2015 2020 

ggc gtg aaa gag age tec atg gaa ccc aag get get gag gag gag 6312 

Gly Val Lys Glu Ser Ser Met Glu Pro Lys Ala Ala Glu Glu Glu 

2025 2030 2035 

gca ggg agt gaa cag aaa cgt gac aga aaa gat get ggc aca gac 6357 

Ala Gly Ser Glu Gin Lys Arg Asp Arg Lys Asp Ala Gly Thr Asp 

2040 2045 * " 2050 

aaa aac ccc cct gaa ace gee cct gtt gaa gtt gta gag aaa aaa 6402 

Lys Asn Pro Pro Glu Thr Ala Pro Val Glu Val Val Glu Lys Lys 

2055 2060 2065 

ccg gee cct gaa aaa aac tec aaa tea aag aga gga aga tct cga 6447 

Pro Ala Pro Glu Lys Asn Ser Lys Ser Lys Arg Gly Arg Ser Arg 

2070 2075 ~ J 2080 

aac tec agg tta gca gtg gac aaa tct gca agt ctg aaa aat gtg 64 92 

Asn Ser Arg Leu Ala Val Asp Lys Ser Ala Ser Leu Lys Asn Val 

2085 * 2090 " 2095 

gat get get gtc agt ccc agg ggg get gca gca cag gca ggg gag 6537 

Asp Ala Ala Val Ser Pro Arg Gly Ala Ala Ala Gin Ala Gly Glu 

2100 2105 2110 
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agg gaa tct ggg gtg gtg gca gtc tec cct gag aaa agt gag agt 6582 

Arg Glu Ser Gly Val Val Ala Val Ser Pro Glu Lys Ser Glu Ser 

2115 2120 2125 

ccc caa aag gag gat ggt tta tea tec cag ttg aaa agt gat cca 6627 

Pro Gin Lys Glu Asp Gly Leu Ser Ser Gin Leu Lys Ser Asp Pro 

2130 2135 2140 

gtt gat cca gac aag gaa cca gag aaa gaa gac gtg tct gee tct 6672 

Val Asp Pro Asp Lys Glu Pro Glu Lys Glu Asp Val Ser Ala Ser 

2145 2150 2155 

ggg ccg tec cca gaa gee ace cag tta gee aag cag atg gag ctg 6717 

Gly Pro Ser Pro Glu Ala Thr Gin Leu Ala Lys Gin Met Glu Leu 

2160 2165 2170 

gag cag gee gtg gaa cac ate gca aag etc get gag gee tct gee 6762 

Glu Gin Ala Val Glu His lie Ala Lys Leu Ala Glu Ala Ser Ala 

2175 2180 2185 

tct get gee tat aag gca gat gca cca gag ggc ctt gee cca gag 6807 

Ser Ala Ala Tyr Lys Ala Asp Ala Pro Glu Gly Leu Ala Pro Glu 

2190 2195 2200 

gac agg gac aag cct gca cac caa gca agt gaa aca gag ctg get . 6852 

Asp Arg Asp Lys Pro Ala His Gin Ala Ser Glu Thr Glu Leu Ala 

2205 2210 2215 

gcg gee ate ggc tec ate ate aat gac att tct ggg gag cca gaa 6897 

Ala Ala lie Gly Ser lie lie Asn Asp lie Ser Gly Glu Pro Glu 

2220 2225 2230 

aac ttc cca gca cct cca cct tat cct gga gaa tec cag aca gat 6942 

Asn Phe Pro Ala Pro Pro Pro Tyr Pro Gly Glu Ser Gin Thr Asp 

2235 2240 2245 

ctg caa ccc ccc gca ggt gca cag gcg ctg cag cct tct gag gaa 6987 

Leu Gin Pro Pro Ala Gly Ala Gin Ala Leu Gin Pro Ser Glu Glu 

2250 2255 2260 

gga atg gag aca gat gag get gta tct ggc ate ctg gaa act gag 7032 

Gly Met Glu Thr Asp Glu Ala Val Ser Gly He Leu Glu Thr Glu 

2265 2270 2275 

get get aca gaa tct tct agg cct cca gtc aat get cct gac ccc 7077 

Ala Ala Thr Glu Ser Ser Arg Pro Pro Val Asn Ala Pro Asp Pro 

2280 ~ 2285 2290 

tea gee ggc cca aca gat ace aag gaa gee aga gga aat age agt 7122 

Ser Ala Gly Pro Thr Asp Thr Lys Glu Ala Arg Gly Asn Ser Ser 

2295 2300 " 2305 

gaa acc tea cac tea gtg cca gaa gee aaa ggg tct aaa gaa gtg 7167 

Glu Thr Ser His Ser Val Pro Glu Ala Lys Gly Ser Lys Glu Val 

2310 2315 " 2320 

gaa gtc act ctt gtt egg aaa gac aaa ggg cgc cag aaa aca acc 7212 

Glu Val Thr Leu Val Arg Lys Asp Lys Gly Arg Gin Lys Thr Thr 

2325 2330 2335 

cga tea cgc cgc aag cga aac aca aac aag aaa gtg gtg get cct 7257 

Arg Ser Arg Arg Lys Arg Asn Thr Asn Lys Lys Val Val Ala Pro 

2340 2345 2350 
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gta gag age cat gtc cct gaa tec aac caa get caa ggt gag agt 7302 
Val Glu Ser His Val Pro Glu Ser Asn Gin Ala Gin Gly Glu Ser 
2355 2360 2365 

cct get gca aat gag ggg aca aca gta cag cac ccc gaa gee cca 7347 
Pro Ala Ala Asn Glu Gly Thr Thr Val Gin His Pro Glu Ala Pro 
2370 2375 2380 

cag gaa gaa aag cag agt gag aaa ccc cat tec act cct cct cag 7392 
Gin Glu Glu Lys Gin Ser Glu Lys Pro His Ser Thr Pro Pro Gin 
2385 2390 2395 

tea tgt act tct gac eta age aag att ccc tec aca gag aat teg 7437 
Ser Cys Thr Ser Asp Leu Ser Lys lie Pro Ser Thr Glu Asn Ser 
2400 ' 2405 2410 

tec caa gaa ate agt gtt gag gaa agg act cca ace aaa gca tct 7482 
Ser Gin Glu lie Ser Val Glu Glu Arg Thr Pro Thr Lys Ala Ser 
2415 2420 2425 

gtg ccc cca gac ctt ccc cca cct ccc cag cca gca ccg gtg gat 7527 
Val Pro Pro Asp Leu Pro Pro Pro Pro Gin Pro Ala Pro Val Asp 
2430 2435 2440 

gag gag cct caa gee agg ttc agg gtg cat tec ate att gaa agt 7572 
Glu Glu Pro Gin Ala Arg Phe Arg Val His Ser lie lie Glu Ser 
2445 2450 2455 

gac ccg gtg ace cca ccc age gat cca age ate ccc ata ccc aca 7617 
Asp Pro Val Thr Pro Pro Ser Asp Pro Ser lie Pro lie Pro Thr 
2460 2465 2470 

ctg cct tct gta act gca gca aag etc tea cct cct gtc gee tct 7662 
Leu Pro Ser Val Thr Ala Ala Lys Leu Ser Pro Pro Val Ala Ser 
2475 2480 2485 

999 ggg ate cca cac cag age ccc cct act aag gtg aca gag tgg 7707 
Gly Gly lie Pro His Gin Ser Pro Pro Thr Lys Val Thr Glu Trp 
2490 2495 2500 

ate aca agg cag gag gag cca egg get cag tct act cca tct cca 7752 
lie Thr Arg Gin Glu Glu Pro Arg Ala Gin Ser Thr Pro Ser Pro 
2505 ' 2510 2515 

get ctt ccc cca gac aca aag gee tct gat gtt gac acc age tec 7797 
Ala Leu Pro Pro Asp Thr Lys Ala Ser Asp Val Asp Thr Ser Ser 
2520 2525 2530 

age acc ctg agg aag att etc atg gac ccc aag tat gtg tct gee 7842 
Ser Thr Leu Arg Lys lie Leu Met Asp Pro Lys Tyr Val Ser Ala 
2535 2540 2545 

aca agt gtc act tec aca agt gtc acc aca gee att gca gag cct 7887 
Thr Ser Val Thr Ser Thr Ser Val Thr Thr Ala lie Ala Glu Pro 
2550 2555 2560 

gtc agt get gee cct tgc eta cat gag gee ccg ccc ccg cca gtt 7932 
Val Ser Ala Ala Pro Cys Leu His Glu Ala Pro Pro Pro Pro Val 
2565 2570 2575 

gac tct aaa aag cct tta gaa gaa aaa aca gca cct cca gtg aca 7977 
Asp Ser Lys Lys Pro Leu Glu Glu Lys Thr Ala Pro Pro Val Thr 
2580 2585 2590 
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aac aac tct 
Asn Asn Ser 



aag gaa aag 
Lys Glu Lys 



att age egg 
lie Ser Arg 



ata ace ttg 
lie Thr Leu 



age gca etc 
Ser Ala Leu 



gee ctg aaa 
Ala Leu Lys 



ttg gtg age 
Leu Val Ser 



gtg aat gtt 
Val Asn Val 



aac gee acg 
Asn Ala Thr 



gee get gcg 
Ala Ala Ala 



aca gcg ggt 
Thr Ala Gly 



aca ggc acg 
Thr Gly Thr 



aag tgc aaa 
Lys Cys Lys 



cca ggg tec 
Pro Gly Ser 



tea ggg gcg 
Ser Gly Ala 



ctg agt tac 
Leu Ser Tyr 



gag ata caa 
Glu He Gin 
2595 

gtg get cca 
Val Ala Pro 
2610 

atg cct gtc 
Met Pro Val 
2625 

gca aaa cca 
Ala Lys Pro 
2 64 0 

act ggc ctg 
Thr Gly Leu 
2655 

ggc ccc gtg 
Gly Pro Val 
2670 

ace cct get 
Thr Pro Ala 
2685 

ctt acg ggg 
Leu Thr Gly 
2700 

gtg ggc aca 
Val Gly Thr 
2715 

agt gca gtg 
Ser Ala Val 
2730 

gcg gtt act 
Ala Val Thr 
2745 

gtg aca atg 
Val Thr Met 
2760 

cag aga gcg 
Gin Arg Ala 
2775 

atg cct gtg 
Met Pro Val 
2790 

ggg ctg cgt 
Gly Leu Arg 
2805 

tea ggg cag 
Ser Gly Gin 
2820 



gee teg gag 
Ala Ser Glu 
2600 

gtc att get 
Val He Ala 
2615 

age att gac 
Ser He Asp 
2630 

get cct caa 
Ala Pro Gin 
2645 

gtg aac gtc 
Val Asn Val 
2660 

aag ggc tea 
Lys Gly Ser 
2675 

ggg ccc gtg 
Gly Pro Val 
2690 

cca gtg aat 
Pro Val Asn 
2705 

gtg aat gee 
Val Asn Ala 
2720 

aat gee aca 
Asn Ala Thr 
2735 

get gca tct 
Ala Ala Ser 
2750 

gca ggg gca 
Ala Gly Ala 
2765 

agt get aat 
Ser Ala Asn 
2780 

ate gac gat 
He Asp Asp 
2795 

gtg aac act 
Val Asn Thr 
2810 

aag acc gaa 
Lys Thr Glu 
2825 



gtg ctg gta 
Val Leu Val 



ccc aaa att 
Pro Lys He 



ctg gaa aat 
Leu Glu Asn 



acc etc act 
Thr Leu Thr 



tec ctg gtc 
Ser Leu Val 



gtg acc aca 
Val Thr Thr 



aac gtc ctg 
Asn Val Leu 



gtt etc acc 
Val Leu Thr 



gee cca ggc 
Ala Pro Gly 



gca agt gca 
Ala Ser Ala 



ggt ggt gta 
Gly Gly Val 



gtg att gcg 
Val He Ala 



gaa aac agt 
Glu Asn Ser 



cgt ccg gca 
Arg Pro Ala 



tct gaa ggg 
Ser Glu Gly 



ggc cca cag 
Gly Pro Gin 



get get gac 
Ala Ala Asp 
2605 

acc tct gtt 
Thr Ser Val 
2620 

tea cag aag 
Ser Gin Lys 
2635 

ggt ctg gtg 
Gly Leu Val 
2650 

ccg gtg aat 
Pro Val Asn 
2665 

ctg aaa agt 
Leu Lys Ser 
2680 

aaa ggg cct 
Lys Gly Pro 
2695 

act cca gtg 
Thr Pro Val 
2710 

aca gtc aat 
Thr Val Asn 
2725 

gtg acc gtc 
Val Thr Val 
2740 

acg gee aca 
Thr Ala Thr 
2755 

ccg tea aca 
Pro Ser Thr 
2770 

egg ttc cac 
Arg Phe His 
2785 

gac gcg ggc 
Asp Ala Gly 
2800 

gtt gtg etc 
Val Val Leu 
2815 

egg ate age 
Arg He Ser 
2830 
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gcc aag ate age cag ate ccc ccg gee agt gca atg gac att gaa 8742 

Ala Lys lie Ser Gin lie Pro Pro Ala Ser Ala Met Asp lie Glu 

2835 2840 2845 

ttt cag cag tea gtg tec aag tec cag gtc aaa cct gat tct gtc 8787 

Phe Gin Gin Ser Val Ser Lys Ser Gin Val Lys Pro Asp Ser Val 

2850 2855 2860 

aca gca teg cag cct cca tec aaa ggc cct caa get cct gca ggc 8832 

Thr Ala Ser Gin Pro Pro Ser Lys Gly Pro Gin Ala Pro Ala Gly 

2865 2870 2875 

tat gcg aac gtg gcc ace cat tec acg ttg gta ctg ace gcc cag 8877 

Tyr Ala Asn Val Ala Thr His Ser Thr Leu Val Leu Thr Ala Gin 

2880 2885 2890 

aca tat aat gcc tct cct gtg att teg tct gtg aag gcc gat agg 8922 

Thr Tyr Asn Ala Ser Pro Val lie Ser Ser Val Lys Ala Asp Arg 

2895 2900 2905 

cca tec ttg gag aag ccc gag ccc att cac etc teg gtg tec acg 8967 

Pro Ser Leu Glu Lys Pro Glu Pro lie His Leu Ser Val Ser Thr 

2910 2915 2920 

cct gtc ace cag gga ggc aca gtg aag gtt etc ace cag ggg ate 9012 

Pro Val Thr Gin Gly Gly Thr Val Lys Val Leu Thr Gin Gly He 

2925 2930 2935 

aac aca ccc cct gtg ctg gtt cac aac cag ctg gtc etc ace cca 9057 

Asn Thr Pro Pro Val Leu Val His Asn Gin Leu Val Leu Thr Pro 

2940 2945 2950 

age att gtc ace aca aac aag aag ctt get gac ccc gtc ace ctt 9102 

Ser He Val Thr Thr Asn Lys Lys Leu Ala Asp Pro Val Thr Leu 

2955 2960 2965 

aaa ate gag ace aag gtc ctt cag ccg gcc aac ctg ggg tec acg 9147 

Lys He Glu Thr Lys Val Leu Gin Pro Ala Asn Leu Gly Ser Thr 

2970 2975 2980 

etc acg ccc cac cac cct cct get ctg ccc age aaa ctg cct aca 9192 

Leu Thr Pro His His Pro Pro Ala Leu Pro Ser Lys Leu Pro Thr 

2985 2990 2995 

gaa gtc aac cat gtc ccc teg ggg ccc age ate cca gca gat cga 9237 

Glu Val Asn His Val Pro Ser Gly Pro Ser He Pro Ala Asp Arg 

3000 3005 3010 

act gtc tec cat ttg gca get gca aag eta gat get cat tct cct 9282 

Thr Val Ser His Leu Ala Ala Ala Lys Leu Asp Ala His Ser Pro 

3015 3020 3025 

cga cca agt gga ccc ggg cca tec tea ttc cca agg gca age cac 9327 

Arg Pro Ser Gly Pro Gly Pro Ser Ser Phe Pro Arg Ala Ser His 

3030 3035 3040 

ccc age agt act gca tct acg gcg etc tec ace aac gcc aca gtc 9372 

Pro Ser Ser Thr Ala Ser Thr Ala Leu Ser Thr Asn Ala Thr Val 

3045 3050 3055 

atg ctg get gca ggc ate cca gtg ccc cag ttc ate tec age ate 9417 

Met Leu Ala Ala Gly He Pro Val Pro Gin Phe He Ser Ser He 

3060 3065 3070 
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cac cca gag cag tct gtc ate atg cca ccc cac age ate ace cag 9462 

His Pro Glu Gin Ser Val lie Met Pro Pro His Ser lie Thr Gin 

3075 3080 3085 

act gtg tec ctg age cac etc tec cag ggc gag gtg aga atg aac 9507 

Thr Val Ser Leu Ser His Leu Ser Gin Gly Glu Val Arg Met Asn 

3090 3095 3100 

act ccc acg ctg ccc agt ate acc tac age ate egg cca gaa gcg 9552 

Thr Pro Thr Leu Pro Ser lie Thr Tyr Ser lie Arg Pro Glu Ala 

3105 3110 3115 

ctt cac tct cct egg get " ccg ctg cag ccc cag caa ata gag gtc 9597 

Leu His Ser Pro Arg Ala Pro Leu Gin Pro Gin Gin lie Glu Val 

3120 ~ 3125 3130 

agg gee cca cag cgt gee age acc ccg cag cca gee cca get ggt 964 2 

Arg Ala Pro Gin Arg Ala Ser Thr Pro Gin Pro Ala Pro Ala Gly 

3135 3140 3145 

gtg cct gca ctg gee tec cag cac cct ccc gag gag gaa gtg cat 9687 

Val Pro Ala Leu Ala Ser Gin His Pro Pro Glu Glu Glu Val His 

3150 3155 3160 

tat cac ctt cct gtc get cga gee aca gee cct gtg cag tea gag 9732 

Tyr His Leu Pro Val Ala Arg Ala Thr Ala Pro Val Gin Ser Glu 

3165 " 3170 3175 

gta eta gtc atg cag tct gag tac cga ctg cac ccc tat act gtg 9777 

Val Leu Val Met Gin Ser Glu Tyr Arg Leu His Pro Tyr Thr Val 

3180 3185 3190 

cca egg gat gtg agg ate atg gtg cat cca cat gtg acg gca gtc 9822 

Pro Arg Asp Val Arg lie Met Val His Pro His Val Thr Ala Val 

3195 3200 3205 

age gag cag ccc agg gee gcg gat ggg gtg gtg aag gtg cca cca 9867 

Ser Glu Gin Pro Arg Ala Ala Asp Gly Val Val Lys Val Pro Pro 

3210 3215 3220 

gee age aag gee cct cag cag cca ggg aag gaa get gee aag aca 9912 

Ala Ser Lys Ala Pro Gin Gin Pro Gly Lys Glu Ala Ala Lys Thr 

3225 3230 ' 3235 

cca gat gee aaa get gee ccc acc ccc acc cct gee ccc gtc cct 9957 

Pro Asp Ala Lys Ala Ala Pro Thr Pro Thr Pro Ala Pro Val Pro 

3240 3245 3250 

gtc cct gtc ccc ctt cct gee cct get cct gee cct cat ggt gag 10002 

Val Pro Val Pro Leu Pro Ala Pro Ala Pro Ala Pro His Gly Glu 

3255 3260 3265 

gee cgt ate etc aca gtt acc ccc agt aac caa etc cag ggg ctg 10047 

Ala Arg lie Leu Thr Val Thr Pro Ser Asn Gin Leu Gin Gly Leu 

3270 3275 3280 

cct ctg acc cct cct gtg gtg gtg acc cat ggg gtg cag att gtg 10092 

Pro Leu Thr Pro Pro Val Val Val Thr His Gly Val Gin lie Val 

3285 3290 3295 

cac tec age ggg gag ctg ttt caa gag tac egg tac ggc gac ate 10137 

His Ser Ser Gly Glu Leu Phe Gin Glu Tyr Arg Tyr Gly Asp lie 

3300 3305 ^ ^ 3310 



545 



cgc acc tac cac ccc ccg gcc cag etc aca cac act cag ttt ccc 10182 

Arg Thr Tyr His Pro Pro Ala Gin Leu Thr His Thr Gin Phe Pro 

3315 3320 3325 

gcc get tec tct gtt ggc ctg cct tec egg acc aag aca get get 10227 

Ala Ala Ser Ser Val Gly Leu Pro Ser Arg Thr Lys Thr Ala Ala 

3330 3335 3340 

cag ggc cct cct cct gaa ggt gag ccc ctg cag cct cct cag cct 10272 

Gin Gly Pro Pro Pro Glu Gly Glu Pro Leu Gin Pro Pro Gin Pro 

3345 3350 3355 

gtg cag tec aca cag cct gcc cag cct gca cca ccc tgc ccg ccc 10317 

Val Gin Ser Thr Gin Pro Ala Gin Pro Ala Pro Pro Cys Pro Pro 

3360 3365 3370 

tec cag etc ggt cag ccc ggc cag cca cca age age aag atg cct 10362 

Ser Gin Leu Gly Gin Pro Gly Gin Pro Pro Ser Ser Lys Met Pro 

3375 3380 3385 

caa gtg tec cag gag gca aag ggg acc cag acg gga gta gag cag 10407 

Gin Val Ser Gin Glu Ala Lys Gly Thr Gin Thr Gly Val Glu Gin 

3390 3395 3400 

cct cgc etc cca get gga cct gca aac agg cca cct gag cct cac 10452 

Pro Arg Leu Pro Ala Gly Pro Ala Asn Arg Pro Pro Glu Pro His 

3405 3410 3415 

acc cag gtt cag agg gca caa gca gaa aca ggc ccg act tec ttc 104 97 

Thr Gin Val Gin Arg Ala Gin Ala Glu Thr Gly Pro Thr Ser Phe 

3420 3425 3430 

ccc tec cct gtg tct gtc tec atg aag cct gac ctt cca gtc tct 10542 

Pro Ser Pro Val Ser Val Ser Met Lys Pro Asp Leu Pro Val Ser 

3435 3440 3445 

ctt ccc act cag act gcc cca aaa cag ccg ttg ttt gtc cca aca 10587 

Leu Pro Thr Gin Thr Ala Pro Lys Gin Pro Leu Phe Val Pro Thr 

3450 3455 3460 

acc tct ggc ccc age acc cca cca gga ctg gtt ctg cca cac act 10632 

Thr Ser Gly Pro Ser Thr Pro Pro Gly Leu Val Leu Pro His Thr 

3465 3470 3475 

gaa ttc cag cca gcc ccc aaa caa gat tec tct cca cac ctg act 10677 

Glu Phe Gin Pro Ala Pro Lys Gin Asp Ser Ser Pro His Leu Thr 

3480 * 3485 3490 

tec cag aga ccc gtg gat atg gtt caa ctt ctg aag aag tac ccc 10722 

Ser Gin Arg Pro Val Asp Met Val Gin Leu Leu Lys Lys Tyr Pro 

3495 " 3500 ~ ' 3505 

ate gtg tgg cag ggc ctg ctg gcc etc aag aat gac aca get get 10767 

lie Val Trp Gin Gly Leu Leu Ala Leu Lys Asn Asp Thr Ala Ala 

3510 3515 3520 

gtg cag etc cac ttc gtc tct ggc aac aac gtc ctg gcc cat egg 10812 

Val Gin Leu His Phe Val Ser Gly Asn Asn Val Leu Ala His Arg 

3525 3530 3535 

tec ctg ccc ctt tct gaa gga ggg ccc cca eta agg ate gcc cag 10857 

Ser Leu Pro Leu Ser Glu Gly Gly Pro Pro Leu Arg lie Ala Gin 

3540 3545 3550 
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agg atg egg ctg gag gca acg cag 
Arg Met Arg Leu Glu Ala Thr Gin 
3555 



ctg gaa ggg gtt gec cga agg 
Leu Glu Gly Val Ala Arg Arg 
3560 3565 
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atg acg gtg gag aca gat tac tgt 
Met Thr Val Glu Thr Asp Tyr Cys 
3570 



ctg ctg ctg get ctg ccc tgt 
Leu Leu Leu Ala Leu Pro Cys 
3575 3580 
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ggc cgt gac caa gag gat gtt gtg 
Gly Arg Asp Gin Glu Asp Val Val 
3585 



age cag acc gag tec etc aag 
Ser Gin Thr Glu Ser Leu Lys 
3590 3595 
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get gee ttc ate act tac ctg cag 
Ala Ala Phe lie Thr Tyr Leu Gin 
3600 



gee aag cag gcg gca ggg ate 
Ala Lys Gin Ala Ala Gly lie 
3605 3610 
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ate aac gtt ccc aac cct ggc tec 
lie Asn Val Pro Asn Pro Gly Ser 
3615 



aat cag cct gec tac gtg ctg 
Asn Gin Pro Ala Tyr Val Leu 
3620 3625 
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cag ate ttc ccg ccc tgt gag ttc 
Gin lie Phe Pro Pro Cys Glu Phe 
3630 



tct gag agt cac ctg tec cgc 
Ser Glu Ser His Leu Ser Arg 
3635 3640 
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ctg gee cct gac etc ctt gec age 
Leu Ala Pro Asp Leu Leu Ala Ser 
3645 



ate tec aac ate tct ccc cac 
lie Ser Asn lie Ser Pro His 
3650 3655 



11172 



etc atg att gtc att gec tec gtg 
Leu Met He Val He Ala Ser Val 
3660 



tga gecactgagt ggttatcacc 



11219 



tcagtgaatc 


ttcccagggc 


tetgeagtaa 


aaacaaagga 


caacccagcc 


aagcagagga 


11279 


agaagctgee 


gaaggggaca 


gactccactg 


ccagacggcc 


agccgtttgc 


tgtcctgccg 


11339 


cccggctcag 


tcggccagac 


ttcctctagg 


agtggtgctg 


ctaccttgta 


tgtttacata 


11399 


atgetttage 


ccaaggacac 


atcaccaacc 


catggactcg 


cagacaccgg 


ggctgggttt 


11459 


ctctttcctc 


tttttggaga 


aaaggaacag 


ggcagtggaa 


tgaaaatttt 


ttgtttgttt 


11519 


gtttttaaga 


aacaagaaaa 


cagaactgcc 


tttgcactaa 


attagtgact 


tggacttttg 


11579 


cccagtgaag 


acaggctgtg 


acactctgga 


tgtcttggtg 


tgtgtagaca 


cacattgeag 


11639 


actcttaacg 


caggaaggac 


ttcaaacttc 


tgetgagace 


ttggggtcaa 


ggaacatttc 


11699 


attggttttt 


tttgtccacc 


cccatctccc 


ttgctcattt 


ggatgegtea 


ccttaattct 


11759 


cctgctgcca 


ccgtctttga 


ttcaccggga 


tgtacagttt 


acagttgaag 


agcaaacaga 


11819 


aaggttttct 


cttggtggga 


tatgeagaac 


ttgggatgtg 


tgtatatata 


aatatataat 


11879 


atatataaat 


atatataata 


ctgacttaaa 


aaatcaaatc 


ccccgacata 


cgtttttttt 


11939 


aatctgtgcc 


aaaaatgtgt 


tttcagagga 


aatcttattt 


tcatattcag 


actttgtatt 


11999 


gcccactcat 


ttgtataagt 


gcgcttcggt 


acagcaeggg 


tcctgctccc 


gcgatgtgga 


12059 


agtgtcacac 


ggcacctgta 


caaaaagact 


ggctaacccc 


tcttcctatt 


accttgatct 


12119 


cttcccccaa 


cttcctaaca 


cttattaatt 


tatgaaactg 


tttttctcag 


cgcagttttg 


12179 


ttttgtgtgt 


ccattggatt 


acaaacttta 


ttaaaaaata 


taaaacac 




12227 
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<210> 244 

<211> 3664 

<212> PRT 

<213> Homo sapiens 

<400> 244 

Met Val Arg Glu Thr Arg His Leu Trp Val Gly Asn Leu Pro Glu Asn 
15 10 15 



Val Arg Glu Glu Lys lie lie Glu His Phe Lys Arg Tyr Gly Arg Val 
20 25 30 



Glu Ser Val Lys lie Leu Pro Lys Arg Gly Ser Glu Gly Gly Val Ala 
35 40 45 



Ala Phe Val Asp Phe Val Asp lie Lys Ser Ala Gin Lys Ala His Asn 
50 " 55 " 60 



Ser Val Asn Lys Met Gly Asp Arg Asp Leu Arg Thr Asp Tyr Asn Glu 
65 70 ' 75 "* 80 



Pro Gly Thr lie Pro Ser Ala Ala Arg Gly Leu Asp Asp Thr Val Ser 
85 90 95 



lie Ala Ser Arg Ser Arg Glu Val Ser Gly Phe Arg Gly Gly Gly Gly 
100 105 110 



Gly Pro Ala Tyr Gly Pro Pro Pro Ser Leu His Ala Arg Glu Gly Arg 
115 120 125 



Tyr Glu Arg Arg Leu Asp Gly Ala Ser Asp Asn Arg Glu Arg Ala Tyr 
130 135 140 



Glu His Ser Ala Tyr Gly His His Glu Arg Gly Thr Gly Gly Phe Asp 
145 150 • 155 160 



Arg Thr Arg His Tyr Asp Gin Asp Tyr Tyr Arg Asp Pro Arg Glu Arg 
165 170 ~ " 175 



Thr Leu Gin His Gly Leu Tyr Tyr Ala Ser Arg Ser Arg Ser Pro Asn 
180 185 190 



Arg Phe Asp Ala His Asp Pro Arg Tyr Glu Pro Arg Ala Arg Glu Gin 
195 200 205 



Phe Thr Leu Pro Ser Val Val His Arg Asp lie Tyr Arg Asp Asp lie 
210 215 " 220 



Thr Arg Glu Val Arg Gly Arg Arg Pro Glu Arg Asn Tyr Gin His Ser 
225 230 235 240 
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Arg Ser Arg Ser Pro His Ser Ser Gin Ser Arg Asn Gin Ser Pro Gin 
245 250 255 



Arg Leu Ala Ser Gin Ala Ser Arg Pro Thr Arg Ser Pro Ser Gly Ser 
260 265 270 



Gly Ser Arg Ser Arg Ser Ser Ser Ser Asp Ser lie Ser Ser Ser Ser 
275 280 285 



Ser Thr Ser Ser Asp Ser Ser Asp Ser Ser Ser Ser Ser Ser Asp Asp 
290 295 300 



Ser Pro Ala Arg Ser Val Gin Ser Ala Ala Val Pro Ala Pro Thr Ser 
305 310 315 320 



Gin Leu Leu Ser Ser Leu Glu Lys Asp Glu Pro Arg Lys Ser Phe Gly 
325 " " 330 ~ 335 



lie Lys Val Gin Asn Leu Pro Val Arg Ser Thr Asp Thr Ser Leu Lys 
340 345 350 



Asp Gly Leu Phe His Glu Phe Lys Lys Phe Gly Lys Val Thr Ser Val 
355 360 ~ " 365 



Gin lie His Gly Thr Ser Glu Glu Arg Tyr Gly Leu Val Phe Phe Arg 
370 375 380 



Gin Gin Glu Asp Gin Glu Lys Ala Leu Thr Ala Ser Lys Gly Lys Leu 
385 390 395 " 400 

Phe Phe Gly Met Gin lie Glu Val Thr Ala Trp lie Gly Pro Glu Thr 
405 410 415 



Glu Ser Glu Asn Glu Phe Arg Pro Leu Asp Glu Arg lie Asp Glu Phe 
420 425 ~ " 430 

His Pro Lys Ala Thr Arg Thr Leu Phe lie Gly Asn Leu Glu Lys Thr 

435 440 445 



Thr Thr Tyr His Asp Leu Arg Asn lie Phe Gin Arg Phe Gly Glu lie 
450 455 460 



Val Asp lie Asp lie Lys Lys Val Asn Gly Val Pro Gin Tyr Ala Phe 

465 470 475 480 

Leu Gin Tyr Cys Asp lie Ala Ser Val Cys Lys Ala He Lys Lys Met 

485 490 495 
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Asp Gly Glu Tyr Leu Gly Asn Asn Arg Leu Lys Leu Gly Phe Gly Lys 
500 505 510 



Ser Met Pro Thr Asn Cys Val Trp Leu Asp Gly Leu Ser Ser Asn Val 
515 520 525 



Ser Asp Gin Tyr Leu Thr Arg His Phe Cys Arg Tyr Gly Pro Val Val 
530 535 540 



Lys Val Val Phe Asp Arg Leu Lys Gly Met Ala Leu Val Leu Tyr Asn 
545 550 555 560 



Glu lie Glu Tyr Ala Gin Ala Ala Val Lys Glu Thr Lys Gly Arg Lys 
5 65 57 0 ' 57 5 



lie Gly Gly Asn Lys lie Lys Val Asp Phe Ala Asn Arg Glu Ser Gin 
580 585 590 



Leu Ala Phe Tyr His Cys Met Glu Lys Ser Gly Gin Asp lie Arg Asp 
595 600 605 



Phe Tyr Glu Met Leu Ala Glu Arg Arg Glu Glu Arg Arg Ala Ser Tyr 
610 615 620 



Asp Tyr Asn Gin Asp Arg Thr Tyr Tyr Glu Ser Val Arg Thr Pro Gly 
625 630 635 640 



Thr Tyr Pro Glu Asp Ser Arg Arg Asp Tyr Pro Ala Arg Gly Arg Glu 
645 650 655 



Phe Tyr Ser Glu Trp Glu Thr Tyr Gin Gly Asp Tyr Tyr Glu Ser Arg 
660 665 670 



Tyr Tyr Asp Asp Pro Arg Glu Tyr Arg Asp Tyr Arg Asn Asp Pro Tyr 
675 680 685 



Glu Gin Asp lie Arg Glu Tyr Ser Tyr Arg Gin Arg Glu Arg Glu Arg 
690 695 700 



Glu Arg Glu Arg Phe Glu Ser Asp Arg Asp Arg Asp His Glu Arg Arg 
705 710 715 720 



Pro lie Glu Arg Ser Gin Ser Pro Val His Leu Arg Arg Pro Gin Ser 
725 730 " 735 



Pro Gly Ala Ser Pro Ser Gin Ala Glu Arg Leu Pro Ser Asp Ser Glu 
740 745 750 



Arg Arg Leu Tyr Ser Arg Ser Ser Asp Arg Ser Gly Ser Cys Ser Ser 
755 760 765 
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Leu Ser Pro Pro Arg Tyr Glu Lys Leu Asp Lys Ser Arg Leu Glu Arg 
770 775 780 



Tyr Thr Lys Asn Glu Lys Thr Asp Lys Glu Arg Thr Phe Asp Pro Glu 
785 790 795 800 



Arg Val Glu Arg Glu Arg Arg Leu lie Arg Lys Glu Lys Val Glu Lys 
805 810 815 



Asp Lys Thr Asp Lys Gin Lys Arg Lys Gly Lys Val His Ser Pro Ser 
820 825 830 



Ser Gin Ser Ser Glu Thr Asp Gin Glu Asn Glu Arg Glu Gin Ser Pro 
835 840 845 



Glu Lys Pro Arg Ser Cys Asn Lys Leu Ser Arg Glu Lys Ala Asp Lys 
850 855 860 



Glu Gly lie Ala Lys Asn Arg Leu Glu Leu Met Pro Cys Val Val Leu 
865 870 875 880 



Thr Arg Val Lys Glu Lys Glu Gly Lys Val lie Asp His Thr Pro Val 
885 890 895 

Glu Lys Leu Lys Ala Lys Leu Asp Asn Asp Thr Val Lys Ser Ser Ala 
900 905 910 



Leu Asp Gin Lys Leu Gin Val Ser Gin Thr Glu Pro Ala Lys Ser Asp 
915 920 925 



Leu Ser Lys Leu Glu Ser Val Arg Met Lys Val Pro Lys Glu Lys Gly 
930 935 940 



Leu Ser Ser His Val Glu Val Val Glu Lys Glu Gly Arg Leu Lys Ala 
945 950 955 " " 960 



Arg Lys His Leu Lys Pro Glu Gin Pro Ala Asp Gly Val Ser Ala Val 
965 970 ~ 975 



Asp Leu Glu Lys Leu Glu Ala Arg Lys Arg Arg Phe Ala Asp Ser Asn 
980 985 990 



Leu Lys Ala Glu Lys Gin Lys Pro Glu Val Lys Lys Ser Ser Pro Glu 
995 1000 J 1005 



Met Glu Asp Ala Arg Val Leu Ser Lys Lys Gin Pro Asp Val Ser 
1010 1015 1020 
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Ser Arg Glu Val lie Leu Leu Arg Glu Gly Glu Ala Glu Arg Lys 
1025 1030 1035 



Pro Val Arg Lys Glu lie Leu Lys Arg Glu Ser Lys Lys lie Lys 
1040 1045 1050 



Leu Asp Arg Leu Asn Thr Val Ala Ser Pro Lys Asp Cys Gin Glu 
1055 1060 1065 



Leu Ala Ser lie Ser Val Gly Ser Gly Ser Arg Pro Ser Ser Asp 
1070 1075 1080 



Leu Gin Ala Arg Leu Gly Glu Leu Ala Gly Glu Ser Val Glu Asn 
1085 ' 1090 1095 



Gin Glu Val Gin Ser Lys Lys Pro lie Pro Ser Lys Pro Gin Leu 
1100 1105 1110 



Lys Gin Leu Gin Val Leu Asp Asp Gin Gly Pro Glu Arg Glu Asp 
1115 1120 1125 



Val Arg Lys Asn Tyr Cys Ser Leu Arg Asp Glu Thr Pro Glu Arg 
1130 1135 1140 



Lys Ser Gly Gin Glu Lys Ser His Ser Val Asn Thr Glu Glu Lys 
1145 1150 1155 



lie Gly lie Asp lie Asp His Thr Gin Ser Tyr Arg Lys Gin Met 
1160 1165 1170 



Glu Gin Ser Arg Arg Lys Gin Gin Met Glu Met Glu He Ala Lys 
1175 * 1180 1185 



Ser Glu Lys Phe Gly Ser Pro Lys Lys Asp Val Asp Glu Tyr Glu 
1190 1195 "* 1200 



Arg Arg Ser Leu Val His Glu Val Gly Lys Pro Pro Gin Asp Val 
1205 1210 1215 



Thr Asp Asp Ser Pro Pro Ser Lys Lys Lys Arg Met Asp His Val 
1220 1225 1230 



Asp Phe Asp He Cys Thr Lys Arg Glu Arg Asn Tyr Arg Ser Ser 
1235 1240 1245 



Arg Gin He Ser Glu Asp Ser Glu Arg Thr Gly Gly Ser Pro Ser 
1250 1255 1260 



Val Arg His Gly Ser Phe His Glu Asp Glu Asp Pro He Gly Ser 
1265 1270 1275 
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Pro Arg Leu Leu Ser Val Lys Gly Ser Pro Lys Val Asp Glu Lys 
1280 1285 * 1290 



Val Leu Pro Tyr Ser Asn lie Thr Val Arg Glu Glu Ser Leu Lys 
1295 1300 1305 



Phe Asn Pro Tyr Asp Ser Ser Arg Arg Glu Gin Met Ala Asp Met 
1310 1315 1320 



Ala Lys lie Lys Leu Ser Val Leu Asn Ser Glu Asp Glu Leu Asn 
1325 1330 1335 



Arg Trp Asp Ser Gin Met Lys Gin Asp Ala Gly Arg Phe Asp Val 
1340 1345 1350 



Ser Phe Pro Asn Ser lie lie Lys Arg Asp Ser Leu Arg Lys Arg 
1355 1360 ~ J 1365 



Ser Val Arg Asp Leu Glu Pro Gly Glu Val Pro Ser Asp Ser Asp 
1370 1375 1380 



Glu Asp Gly Glu His Lys Ser His Ser Pro Arg Ala Ser Ala Leu 
1385 1390 " 1395 



Tyr Glu Ser Ser Arg Leu Ser Phe Leu Leu Arg Asp Arg Glu Asp 
1400 1405 1410 



Lys Leu Arg Glu Arg Asp Glu Arg Leu Ser Ser Ser Leu Glu Arg 
1415 1420 1425 



Asn Lys Phe Tyr Ser Phe Ala Leu Asp Lys Thr lie Thr Pro Asp 
1430 1435 ~ 1440 



Thr Lys Ala Leu Leu Glu Arg Ala Lys Ser Leu Ser Ser Ser Arg 
1445 1450 1455 



Glu Glu Asn Trp Ser Phe Leu Asp Trp Asp Ser Arg Phe Ala Asn 
1460 1465 1470 



Phe Arg Asn Asn Lys Asp Lys Glu Lys Val Asp Ser Ala Pro Arg 
1475 1480 1485 



Pro lie Pro Ser Trp Tyr Met Lys Lys Lys Lys lie Arg Thr Asp 
1490 1495 "* 1500 



Ser Glu Gly Lys Met Asp Asp Lys Lys Glu Asp His Lys Glu Glu 
1505 1510 1515 
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Glu Gin Glu Arg Gin Glu Leu Phe Ala Ser Arg Phe Leu His Ser 
1520 1525 1530 



Ser lie Phe Glu Gin Asp Ser Lys Arg Leu Gin His Leu Glu Arg 
1535 1540 " 1545 



Lys Glu Glu Asp Ser Asp Phe lie Ser Gly Arg lie Tyr Gly Lys 
1550 ~ 1555 1560 



Gin Thr Ser Glu Gly Ala Asn Ser Thr Thr Asp Ser lie Gin Glu 
1565 1570 1575 



Pro Val Val Leu Phe His Ser Arg Phe Met Glu Leu Thr Arg Met 
1580 1585 1590 



Gin Gin Lys Glu Lys Glu Lys Asp Gin Lys Pro Lys Glu Val Glu 
1595 1600 * 1605 



Lys Gin Glu Asp Thr Glu Asn His Pro Lys Thr Pro Glu Ser Ala 
1610 1615 1620 



Pro Glu Asn Lys Asp Ser Glu Leu Lys Thr Pro Pro Ser Val Gly 
1625 1630 1635 



Pro Pro Ser Val Thr Val Val Thr Leu Glu Ser Ala Pro Ser Ala 
1640 1645 1650 



Leu Glu Lys Thr Thr Gly Asp Lys Thr Val Glu Ala Pro Leu Val 
1655 " ~ 1660 " 1665 



Thr Glu Glu Lys Thr Val Glu Pro Ala Thr Val Ser Glu Glu Ala 
1670 1675 1680 



Lys Pro Ala Ser Glu Pro Ala Pro Ala Pro Val Glu Gin Leu Glu 
1685 1690 1695 



Gin Val Asp Leu Pro Pro Gly Ala Asp Pro Asp Lys Glu Ala Ala 
1700 1705 1710 



Met Met Pro Ala Gly Val Glu Glu Gly Ser Ser Gly Asp Gin Pro 
1715 1720 1725 



Pro Tyr Leu Asp Ala Lys Pro Pro Thr Pro Gly Ala Ser Phe Ser 
1730 1735 1740 



Gin Ala Glu Ser Asn Val Asp Pro Glu Pro Asp Ser Thr Gin Pro 
1745 1750 1755 



Leu Ser Lys Pro Ala Gin Lys Ser Glu Glu Ala Asn Glu Pro Lys 
1760 1765 1770 



554 



Ala Glu Lys Pro Asp Ala Thr Ala Asp Ala Glu Pro Asp Ala Asn 
1775 1780 ^ 1785 



Gin Lys Ala Glu Ala Ala Pro Glu Ser Gin Pro Pro Ala Ser Glu 
1790 1795 1800 



Asp Leu Glu Val Asp Pro Pro Val Ala Ala Lys Asp Lys Lys Pro 
1805 1810 1815 



Asn Lys Ser Lys Arg Ser Lys Thr Pro Val Gin Ala Ala Ala Val 
1820 1825 1830 



Ser lie Val Glu Lys Pro Val Thr Arg Lys Ser Glu Arg lie Asp 
1835 1840 1845 



Arg Glu Lys Leu Lys Arg Ser Asn Ser Pro Arg Gly Glu Ala Gin 
1850 1855 1860 



Lys Leu Leu Glu Leu Lys Met Glu Ala Glu Lys lie Thr Arg Thr 
1865 1870 ~ 1875 



Ala Ser Lys Asn Ser Ala Ala Asp Leu Glu His Pro Glu Pro Ser 
1880 ~ 1885 ^ 1890 



Leu Pro Leu Ser Arg Thr Arg Arg Arg Asn Val Arg Ser Val Tyr 
1895 1900 1905 



Ala Thr Met Gly Asp His Glu Asn Arg Ser Pro Val Lys Glu Pro 
1910 1915 1920 



Val Glu Gin Pro Arg Val Thr Arg Lys Arg Leu Glu Arg Glu Leu 
1925 1930 1935 



Gin Glu Ala Ala Ala Val Pro Thr Thr Pro Arg Arg Gly Arg Pro 
1940 1945 1950 



Pro Lys Thr Arg Arg Arg Ala Asp Glu Glu Glu Glu Asn Glu Ala 
1955 1960 1965 



Lys Glu Pro Ala Glu Thr Leu Lys Pro Pro Glu Gly Trp Arg Ser 
1970 1975 1980 



Pro Arg Ser Gin Lys Thr Ala Ala Gly Gly Gly Pro Gin Gly Lys 
1985 1990 1995 



Lys Gly Lys Asn Glu Pro Lys Val Asp Ala Thr Arg Pro Glu Ala 
2000 2005 2010 
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Thr Thr Glu Val Gly Pro Gin lie Gly Val Lys Glu Ser Ser Met 
2015 2020 2025 



Glu Pro Lys Ala Ala Glu Glu Glu Ala Gly Ser Glu Gin Lys Arg 
2030 2035 2040 



Asp Arg Lys Asp Ala Gly Thr Asp Lys Asn Pro Pro Glu Thr Ala 
2045 2050 2055 



Pro Val Glu Val Val Glu Lys Lys Pro Ala Pro Glu Lys Asn Ser 
2060 2065 2070 



Lys Ser Lys Arg Gly Arg Ser Arg Asn Ser Arg Leu Ala Val Asp 
2075 2080 2085 



Lys Ser Ala Ser Leu Lys Asn Val Asp Ala Ala Val Ser Pro Arg 
2090 2095 2100 



Gly Ala Ala Ala Gin Ala Gly Glu Arg Glu Ser Gly Val Val Ala 
2105 2110 2115 



Val Ser Pro Glu Lys Ser Glu Ser Pro Gin Lys Glu Asp Gly Leu 
2120 2125 2130 



Ser Ser Gin Leu Lys Ser Asp Pro Val Asp Pro Asp Lys Glu Pro 
2135 2140 2145 



Glu Lys Glu Asp Val Ser Ala Ser Gly Pro Ser Pro Glu Ala Thr 
2150 2155 2160 



Gin Leu Ala Lys Gin Met Glu Leu Glu Gin Ala Val Glu His lie 
2165 2170 2175 



Ala Lys Leu Ala Glu Ala Ser Ala Ser Ala Ala Tyr Lys Ala Asp 
2180 2185 2190 



Ala Pro Glu Gly Leu Ala Pro Glu Asp Arg Asp Lys Pro Ala His 
2195 2200 2205 



Gin Ala Ser Glu Thr Glu Leu Ala Ala Ala lie Gly Ser lie lie 
2210 2215 2220 



Asn Asp lie Ser Gly Glu Pro Glu Asn Phe Pro Ala Pro Pro Pro 
2225 2230 2235 



Tyr Pro Gly Glu Ser Gin Thr Asp Leu Gin Pro Pro Ala Gly Ala 
2240 2245 2250 



Gin Ala Leu Gin Pro Ser Glu Glu Gly Met Glu Thr Asp Glu Ala 
2255 2260 " 2265 
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Val Ser Gly lie Leu Glu Thr Glu Ala Ala Thr Glu Ser Ser Arg 
2270 2275 2280 



Pro Pro Val Asn Ala Pro Asp Pro Ser Ala Gly Pro Thr Asp Thr 
2285 2290 2295 



Lys Glu Ala Arg Gly Asn Ser Ser Glu Thr Ser His Ser Val Pro 
2300 2305 2310 



Glu Ala Lys Gly Ser Lys Glu Val Glu Val Thr Leu Val Arg Lys 
2315 2320 2325 



Asp Lys Gly Arg Gin Lys Thr Thr Arg Ser Arg Arg Lys Arg Asn 
2330 2335 2340 



Thr Asn Lys Lys Val Val Ala Pro Val Glu Ser His Val Pro Glu 
2345 2350 2355 



Ser Asn Gin Ala Gin Gly Glu Ser Pro Ala Ala Asn Glu Gly Thr 
2360 ~ 2365 2370 



Thr Val Gin His Pro Glu Ala Pro Gin Glu Glu Lys Gin Ser Glu 
2375 2380 2385 



Lys Pro His Ser Thr Pro Pro Gin Ser Cys Thr Ser Asp Leu Ser 
2390 2395 2400 



Lys lie Pro Ser Thr Glu Asn Ser Ser Gin Glu lie Ser Val Glu 
2405 2410 2415 



Glu Arg Thr Pro Thr Lys Ala Ser Val Pro Pro Asp Leu Pro Pro 
2420 2425 2430 



Pro Pro Gin Pro Ala Pro Val Asp Glu Glu Pro Gin Ala Arg Phe 
2435 2440 2445 



Arg Val His Ser lie lie Glu Ser Asp Pro Val Thr Pro Pro Ser 
2450 2455 2460 



Asp Pro Ser lie Pro lie Pro Thr Leu Pro Ser Val Thr Ala Ala 
2465 2470 2475 



Lys Leu Ser Pro Pro Val Ala Ser Gly Gly lie Pro His Gin Ser 
2480 2485 2490 



Pro Pro Thr Lys Val Thr Glu Trp lie Thr Arg Gin Glu Glu Pro 
2495 2500 2505 
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Arg Ala Gin Ser Thr Pro Ser Pro Ala Leu Pro Pro Asp Thr Lys 
2510 2515 2520 



Ala Ser Asp Val Asp Thr Ser Ser Ser Thr Leu Arg Lys lie Leu 
2525 2530 2535 



Met Asp Pro Lys Tyr Val Ser Ala Thr Ser Val Thr Ser Thr Ser 
2540 2545 2550 



Val Thr Thr Ala lie Ala Glu Pro Val Ser Ala Ala Pro Cys Leu 
2555 2560 2565 



His Glu Ala Pro Pro Pro Pro Val Asp Ser Lys Lys Pro Leu Glu 
2570 2575 ~ 2580 



Glu Lys Thr Ala Pro Pro Val Thr Asn Asn Ser Glu lie Gin Ala 
2585 2590 2595 



Ser Glu Val Leu Val Ala Ala Asp Lys Glu Lys Val Ala Pro Val 
2600 2605 2610 



lie Ala Pro Lys lie Thr Ser Val lie Ser Arg Met Pro Val Ser 
2615 2620 2625 



lie Asp Leu Glu Asn Ser Gin Lys lie Thr Leu Ala Lys Pro Ala 
2630 2635 2640 



Pro Gin Thr Leu Thr Gly Leu Val Ser Ala Leu Thr Gly Leu Val 
2645 ' 2650 2655 



Asn Val Ser Leu Val Pro Val Asn Ala Leu Lys Gly Pro Val Lys 
2660 2665 2670 



Gly Ser Val Thr Thr Leu Lys Ser Leu Val Ser Thr Pro Ala Gly 
2675 2680 2685 



Pro Val Asn Val Leu Lys Gly Pro Val Asn Val Leu Thr Gly Pro 
2690 2695 2700 



Val Asn Val Leu Thr Thr Pro Val Asn Ala Thr Val Gly Thr Val 
2705 2710 2715 



Asn Ala Ala Pro Gly Thr Val Asn Ala Ala Ala Ser Ala Val Asn 
2720 2725 2730 



Ala Thr Ala Ser Ala Val Thr Val Thr Ala Gly Ala Val Thr Ala 
2735 2740 2745 



Ala Ser Gly Gly Val Thr Ala Thr Thr Gly Thr Val Thr Met Ala 
2750 2755 2760 
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Gly Ala Val lie Ala Pro Ser Thr Lys Cys Lys Gin Arg Ala Ser 
2765 2770 2775 



Ala Asn Glu Asn Ser Arg Phe His Pro Gly Ser Met Pro Val lie 
2780 2785 2790 



Asp Asp Arg Pro Ala Asp Ala Gly Ser Gly Ala Gly Leu Arg Val 
2795 2800 2805 



Asn Thr Ser Glu Gly Val Val Leu Leu Ser Tyr Ser Gly Gin Lys 
2810 2815 2820 



Thr Glu Gly Pro Gin Arg lie Ser Ala Lys lie Ser Gin lie Pro 
2825 2830 2835 



Pro Ala Ser Ala Met Asp lie Glu Phe Gin Gin Ser Val Ser Lys 
2840 2845 2850 



Ser Gin Val Lys Pro Asp Ser Val Thr Ala Ser Gin Pro Pro Ser 
2855 2860 2865' 



Lys Gly Pro Gin Ala Pro Ala Gly Tyr Ala Asn Val Ala Thr His 
2870 2875 2880 



Ser Thr Leu Val Leu Thr Ala Gin Thr Tyr Asn Ala Ser Pro Val 
2885 2890 2895 



lie Ser Ser Val Lys Ala Asp Arg Pro Ser Leu Glu Lys Pro Glu 
2900 2905 2910 



Pro lie His Leu Ser Val Ser Thr Pro Val Thr Gin Gly Gly Thr 
2915 2920 2925 



Val Lys Val Leu Thr Gin Gly lie Asn Thr Pro Pro Val Leu Val 
2930 2935 2940 



His Asn Gin Leu Val Leu Thr Pro Ser lie Val Thr Thr Asn Lys 
2945 2950 2955 



Lys Leu Ala Asp Pro Val Thr Leu Lys He Glu Thr Lys Val Leu 
2960 2965 2970 



Gin Pro Ala Asn Leu Gly Ser Thr Leu Thr Pro His His Pro Pro 
2975 2980 2985 



Ala Leu Pro Ser Lys Leu Pro Thr Glu Val Asn His Val Pro Ser 
2990 2995 3000 
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Gly Pro Ser lie Pro Ala Asp Arg Thr Val Ser His Leu Ala Ala 
3005 3010 3015 



Ala Lys Leu Asp Ala His Ser Pro Arg Pro Ser Gly Pro Gly Pro 
3020 3025 3030 



Ser Ser Phe Pro Arg Ala Ser His Pro Ser Ser Thr Ala Ser Thr 
3035 3040 3045 



Ala Leu Ser Thr Asn Ala Thr Val Met Leu Ala Ala Gly lie Pro 
3050 3055 3060 



Val Pro Gin Phe lie Ser Ser lie His Pro Glu Gin Ser Val lie 
3065 3070 3075 



Met Pro Pro His Ser lie Thr Gin Thr Val Ser Leu Ser His Leu 
3080 3085 3090 



Ser Gin Gly Glu Val Arg Met Asn Thr Pro Thr Leu Pro Ser lie 
3095 3100 3105 



Thr Tyr Ser lie Arg Pro Glu Ala Leu His Ser Pro Arg Ala Pro 
3110 3115 3120 



Leu Gin Pro Gin Gin lie Glu Val Arg Ala Pro Gin Arg Ala Ser 
3125 3130 3135 



Thr Pro Gin Pro Ala Pro Ala Gly Val Pro Ala Leu Ala Ser Gin 
3140 3145 3150 



His Pro Pro Glu Glu Glu Val His Tyr His Leu Pro Val Ala Arg 
3155 3160 3165 



Ala Thr Ala Pro Val Gin Ser Glu Val Leu Val Met Gin Ser Glu 
3170 3175 3180 



Tyr Arg Leu His Pro Tyr Thr Val Pro Arg Asp Val Arg lie Met 
3185 3190 ^ * 3195 



Val His Pro His Val Thr Ala Val Ser Glu Gin Pro Arg Ala Ala 
3200 3205 3210 



Asp Gly Val Val Lys Val Pro Pro Ala Ser Lys Ala Pro Gin Gin 
3215 3220 3225 



Pro Gly Lys Glu Ala Ala Lys Thr Pro Asp Ala Lys Ala Ala Pro 
3230 3235 3240 



Thr Pro Thr Pro Ala Pro Val Pro Val Pro Val Pro Leu Pro Ala 
3245 3250 3255 
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Pro Ala Pro Ala Pro His Gly Glu Ala Arg lie Leu Thr Val Thr 
3260 3265 3270 



Pro Ser Asn Gin Leu Gin Gly Leu Pro Leu Thr Pro Pro Val Val 
3275 3280 3285 



Val Thr His Gly Val Gin lie Val His Ser Ser Gly Glu Leu Phe 
3290 3295 3300 



Gin Glu Tyr Arg Tyr Gly Asp lie Arg Thr Tyr His Pro Pro Ala 
3305 3310 3315 



Gin Leu Thr His Thr Gin Phe Pro Ala Ala Ser Ser Val Gly Leu 
3320 3325 3330 



Pro Ser Arg Thr Lys Thr Ala Ala Gin Gly Pro Pro Pro Glu Gly 
3335 3340 3345 



Glu Pro Leu Gin Pro Pro Gin Pro Val Gin Ser Thr Gin Pro Ala 
3350 3355 3360 



Gin Pro Ala Pro Pro Cys Pro Pro Ser Gin Leu Gly Gin Pro Gly 
3365 3370 3375 



Gin Pro Pro Ser Ser Lys Met Pro Gin Val Ser Gin Glu Ala Lys 
3380 3385 3390 



Gly Thr Gin Thr Gly Val Glu Gin Pro Arg Leu Pro Ala Gly Pro 
3395 3400 3405 



Ala Asn Arg Pro Pro Glu Pro His Thr Gin Val Gin Arg Ala Gin 
3410 3415 3420 



Ala Glu Thr Gly Pro Thr Ser Phe Pro Ser Pro Val Ser Val Ser 
3425 3430 3435 



Met Lys Pro Asp Leu Pro Val Ser Leu Pro Thr Gin Thr Ala Pro 
3440 3445 3450 



Lys Gin Pro Leu Phe Val Pro Thr Thr Ser Gly Pro Ser Thr Pro 
3455 3460 3465 



Pro Gly Leu Val Leu Pro His Thr Glu Phe Gin Pro Ala Pro Lys 
3470 3475 3480 



Gin Asp Ser Ser Pro His Leu Thr Ser Gin Arg Pro Val Asp Met 
3485 3490 3495 
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Val Gin Leu Leu Lys Lys Tyr Pro lie Val Trp Gin Gly Leu Leu 
3500 3505 3510 



Ala Leu Lys Asn Asp Thr Ala Ala Val Gin Leu His Phe Val Ser 
3515 3520 3525 



Gly Asn Asn Val Leu Ala His Arg Ser Leu Pro Leu Ser Glu Gly 
3530 3535 " 3540 



Gly Pro Pro Leu Arg lie Ala Gin Arg Met Arg Leu Glu Ala Thr 
3545 3550 3555 



Gin Leu Glu Gly Val Ala Arg Arg Met Thr Val Glu Thr Asp Tyr 
3560 3565 3570 



Cys Leu Leu Leu Ala Leu Pro Cys Gly Arg Asp Gin Glu Asp Val 
3575 3580 * ^ 3585 



Val Ser Gin Thr Glu Ser Leu Lys Ala Ala Phe lie Thr Tyr Leu 
3590 3595 3600 



Gin Ala Lys Gin Ala Ala Gly lie lie Asn Val Pro Asn Pro Gly 
3605 3610 3615 



Ser Asn Gin Pro Ala Tyr Val Leu Gin lie Phe Pro Pro Cys Glu 
3620 3625 3630 



Phe Ser Glu Ser His Leu Ser Arg Leu Ala Pro Asp Leu Leu Ala 
3635 3640 3645 



Ser lie Ser Asn lie Ser Pro His Leu Met lie Val lie Ala Ser 
3650 3655 3660 



Val 



<210> 245 

<211> 7350 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (639) . . (3047) 
<400> 245 

tgtgcgtcgc gctctcgccc tcctcttccc gctgcagtgt ctatggagcg aggctacgtt 60 
tcattgccgc cctggcttaa cccttccggc gcctaaaagg acggccggcc ggccggtccc 120 
ttgcaccagg aagaagtctt agcagccagc gggccctggt caggaaactc taaggtacaa 180 
ggaaaacagt tgaggaagga gccagagcgc tccggtttgg tcctcgggct tcgctggggc 24 0 
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ggggcgcagg 


cgttggcttt 


aagaaagggg 


aggggacagt 


gcaatccggg 


ttgcccgcgg 


300 


attcggccaa 


ggaatcttcc 


gctcgctccg 


gagcgaggag 


cctgtaaaga 


ggctgttccc 


360 


agctccagct 


ctaacctcgc 


ctacaccttg 


ggcgggccca 


atgtcacgtt 


tgcaattgct 


420 


caggaaggat 


ccggcccgtc 


tccggaggca 


agtcgggctg 


cggtttttgc 


tgcttatctg 


480 


ggaaggcgat 


gcctaaggga 


catgctgctt 


gctaggcagc 


accctgccgg 


gatccgactg 


540 


cgatagttag 


ctctccctgg 


ccctgaagcc 


atcgccgggg 


cgcctgttct 


ctgtccggac 


600 


cagccagcgc 


tcctcaggag 


tctcactgaa 


acagaacc atg ggt cat ccc ccg ctg 


656 



Met Gly His Pro Pro Leu 
1 5 

gag ttc age gac tgc tac ctg gac age ccc gat ttc cgc gag agg etc 704 
Glu Phe Ser Asp Cys Tyr Leu Asp Ser Pro Asp Phe Arg Glu Arg Leu 
10 15 20 

aag tgt tat gag cag gaa ctg gag agg acc aac aaa ttc ate aaa gac 752 
Lys Cys Tyr Glu Gin Glu Leu Glu Arg Thr Asn Lys Phe lie Lys Asp 
25 30 " 35 

gta ate aaa gac ggc aac gcg ctt ate age get atg aga aat tat tct 800 
Val lie Lys Asp Gly Asn Ala Leu lie Ser Ala Met Arg Asn Tyr Ser 
40 45 50 

tct get gtt cag aaa ttt tec cag acg ctg cag tea ttt cag ttt gat 848 
Ser Ala Val Gin Lys Phe Ser Gin Thr Leu Gin Ser Phe Gin Phe Asp 
55 60 65 70 

ttc att gga gac act ctg act gat gat gaa att aac ate get gaa tec 896 
Phe lie Gly Asp Thr Leu Thr Asp Asp Glu lie Asn lie Ala Glu Ser 
75 80 85 

ttc aag gaa ttt get gaa ttg etc aac gag gta gaa aat gag agg atg 944 
Phe Lys Glu Phe Ala Glu Leu Leu Asn Glu Val Glu Asn Glu Arg Met 
90 95 100 

atg atg gta cac aat get agt gat ttg ctg att aaa ccc ttg gaa aat 992 
Met Met Val His Asn Ala Ser Asp Leu Leu lie Lys Pro Leu Glu Asn 
105 110 " 115 

ttc egg aag gaa caa ata ggc ttc acc aag gag egg aaa aag aaa ttt 1040 
Phe Arg Lys Glu Gin lie Gly Phe Thr Lys Glu Arg Lys Lys Lys Phe 
120 125 130 

gaa aag gat ggt gag agg ttt tat tct tta ctg gat egg cac tta cac 1088 
Glu Lys Asp Gly Glu Arg Phe Tyr Ser Leu Leu Asp Arg His Leu His 
135 140 145 150 

ctg tct tea aaa aag aaa gaa tct cag tta caa gag gca gac eta cag 1136 
Leu Ser Ser Lys Lys Lys Glu Ser Gin Leu Gin Glu Ala Asp Leu Gin 
155 160 165 

gtg gac aag gag agg cac aat ttt ttc gag tec tct ctt gat tat gtt 1184 
Val Asp Lys Glu Arg His Asn Phe Phe Glu Ser Ser Leu Asp Tyr Val 
170 175 180 

tat caa ate cag gaa gtt cag gag tec aag aag ttc aat att gtg gag 1232 
Tyr Gin lie Gin Glu Val Gin Glu Ser Lys Lys Phe Asn lie Val Glu 
185 190 " 195 
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cct gtc ttg 
Pro Val Leu 
200 

gtg gag etc 
Val Glu Leu 
215 

agt tta cag 
Ser Leu Gin 



gaa gaa ctt 
Glu Glu Leu 



cca gga cag 
Pro Gly Gin 
265 

get tta gga 
Ala Leu Gly 
280 

acc aaa aca 
Thr Lys Thr 
2 95 

cag ggg ccc 
Gin Gly Pro 



gag tct ate 
Glu Ser lie 



cca gga acc 
Pro Gly Thr 
345 

tgg atg gaa 
Trp Met Glu 
360 

aca aaa cag 
Thr Lys Gin 
375 

agg aag tgc 
Arg Lys Cys 



ttg tac cgc 
Leu Tyr Arg 



gee ttt ttt 
Ala Phe Phe 
425 

gac tgg gac 
Asp Trp Asp 
440 



gee ttt ctt 
Ala Phe Leu 



aca cag gat 
Thr Gin Asp 
220 

aat aca aga 
Asn Thr Arg 
235 

aag aaa agg 
Lys Lys Arg 
250 

cca act att 
Pro Thr lie 



ata tec tgg 
lie Ser Trp 



ctg acc atg 
Leu Thr Met 
300 

ttg gac tta 
Leu Asp Leu 
315 

gac aag agg 
Asp Lys Arg 
330 

ate act ctg 
lie Thr Leu 



gee atg gat 
Ala Met Asp 



caa gaa atg 
Gin Glu Met 
380 

ate aat att 
lie Asn lie 
395 

act gtg ggc 
Thr Val Gly 
410 

gat cct aaa 
Asp Pro Lys 



att aag aca 
lie Lys Thr 



cat agt ctg 
His Ser Leu 
205 

ttc etc cca 
Phe Leu Pro 



aat cat ttc 
Asn His Phe 



atg aaa gaa 
Met Lys Glu 
255 

gaa ggc tat 
Glu Gly Tyr 
270 

gtg aaa tac 
Val Lys Tyr 
285 

acg cct atg 
Thr Pro Met 



aca ctg aag 
Thr Leu Lys 



ttc tgt ttt 
Phe Cys Phe 
335 

cag gee ctt 
Gin Ala Leu 
350 

ggg aaa gaa 
Gly Lys Glu 
365 

gag eta aat 
Glu Leu Asn 



att gag acc 
He Glu Thr 



age aat att 
Ser Asn He 
415 

tgc cca gga 
Cys Pro Gly 
430 

ate acc age 
He Thr Ser 
445 



ttc att tct 
Phe He Ser 
210 

tac aaa caa 
Tyr Lys Gin 
225 

tec agt acc 
Ser Ser Thr 
240 

get ccc cag 
Ala Pro Gin 



etc tat aca 
Leu Tyr Thr 



tat tgc cag 
Tyr Cys Gin 
290 

gag cag aag 
Glu Gin Lys 
305 

tac tgt gtg 
Tyr Cys Val 
320 

gac ata gaa 
Asp He Glu 



tea gaa get 
Ser Glu Ala 



cct ate tac 
Pro He Tyr 
370 

gaa gtg ggc 
Glu Val Gly 
385 

aaa ggg ate 
Lys Gly He 
400 

cag gtt cag 
Gin Val Gin 



gat gtt gat 
Asp Val Asp 



tec ttg aaa 
Ser Leu Lys 
450 



aac age ctg 
Asn Ser Leu 



cag etc caa 
Gin Leu Gin 



egg gaa gag 
Arg Glu Glu 
245 

aca tgc aaa 
Thr Cys Lys 
2 60 

caa gag aaa 
Gin Glu Lys 
275 

tat gag aaa 
Tyr Glu Lys 



cca ggt get 
Pro Gly Ala 



aga agg aag 
Arg Arg Lys 
325 

act aat gaa 
Thr Asn Glu 
340 

aac aga agg 
Asn Arg Arg 
355 

cac age cct 
His Ser Pro 



ttc aag ttt 
Phe Lys Phe 



aag aca gaa 
Lys Thr Glu 
405 

aag ctg ctg 
Lys Leu Leu 
420 

ttt cat aat 
Phe His Asn 
435 

ttc tac etc 
Phe Tyr Leu 



act 1280 
Thr 



etc 1328 

Leu 

230 

atg 1376 
Met 



ctt 1424 
Leu 



tgg 1472 
Trp 



gag 1520 
Glu 



aag 1568 

Lys 

310 

acg 1616 
Thr 



agg 1664 
Arg 



eta 1712 
Leu 



ata 1760 
He 



gtc 1808 

Val 

390 

ggg 1856 
Gly 



aat 1904 
Asn 



agt 1952 
Ser 



agg 2000 
Arg 
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aat ctt tct 
Asn Leu Ser 
455 

tct get gec 
Ser Ala Ala 



tec ctg gta 
Ser Leu Val 



ctg ata aga 
Leu lie Arg 
505 

atg acc ccc 
Met Thr Pro 
520 

get cag gag 
Ala Gin Glu 
535 

ata gtg gtg 
lie Val Val 



cca cct gag 
Pro Pro Glu 



gca aga agg 
Ala Arg Arg 
585 

agg acg gtt 
Arg Thr Val 
600 

caa cat caa 
Gin His Gin 
615 

aag cca cca 
Lys Pro Pro 



gat cct ggg 
Asp Pro Gly 



gag ccc tgc 
Glu Pro Cys 
665 

gat gga ggg 
Asp Gly Gly 
680 

ggc tct ggg 
Gly Ser Gly 
695 



gaa cct gtc 
Glu Pro Val 
460 

aag tct gac 
Lys Ser Asp 
475 

tat aag eta 
Tyr Lys Leu 
4 90 

cac ttg gtc 
His Leu Val 



tec aac atg 
Ser Asn Met 



gac act gtg 
Asp Thr Val 
540 

gaa ata eta 
Glu lie Leu 
555 

gaa age get 
Glu Ser Ala 
570 

cac aaa cca 
His Lys Pro 



ttc tat act 
Phe Tyr Thr 



aca ccg aat 
Thr Pro Asn 
620 

caa cac ccc 
Gin His Pro 
635 

agg aag tec 
Arg Lys Ser 
650 

cca gag gtg 
Pro Glu Val 



acc aag ate 
Thr Lys lie 



ccc acc aag 
Pro Thr Lys 
700 



atg acc tat 
Met Thr Tyr 



aac ctg gat 
Asn Leu Asp 



cca gaa aag 
Pro Glu Lys 
495 

aat gtg tgt 
Asn Val Cys 
510 

gga gta ate 
Gly Val He 
525 

gee gee atg 
Ala Ala Met 



ate gag cac 
He Glu His 



gca ccg cca 
Ala Pro Pro 
575 

ate acg att 
He Thr He 
590 

tct tec ctg 
Ser Ser Leu 
605 

ggt act ate 
Gly Thr He 



aaa eta cct 
Lys Leu Pro 



cca age agg 
Pro Ser Arg 
655 

gac gtg ggg 
Asp Val Gly 
670 

acc cca aag 
Thr Pro Lys 
685 

acc ccc tct 
Thr Pro Ser 



aga ctt cac 
Arg Leu His 
465 

tac cgc eta 
Tyr Arg Leu 
480 

aac cga gag 
Asn Arg Glu 



gag cac age 
Glu His Ser 



ttt ggg ccc 
Phe Gly Pro 
530 

atg aac ate 
Met Asn He 
545 

ttt ggc aag 
Phe Gly Lys 
560 

gtg cct ccg 
Val Pro Pro 



tea aag cgc 
Ser Lys Arg 



gat gaa age 
Asp Glu Ser 
610 

acc age age 
Thr Ser Ser 
625 

att cag agg 
He Gin Arg 
640 

cct att ttg 
Pro He Leu 



aag ttg gtg 
Lys Leu Val 



gee acc aat 
Ala Thr Asn 
690 

ttc cac ata 
Phe His lie 
705 



aaa gag ctg 
Lys Glu Leu 



gga get att 
Gly Ala lie 
485 

atg ctg gaa 
Met Leu Glu 
500 

aaa gag aat 
Lys Glu Asn 
515 

acc ctg atg 
Thr Leu Met 



aaa ttc cag 
Lys Phe Gin 



ate tat tta 
He Tyr Leu 
565 

cct egg gtg 
Pro Arg Val 
580 

ttg ctg cga 
Leu Leu Arg 
595 

gaa gat gaa 
Glu Asp Glu 



ata gaa ccc 
He Glu Pro 



agt ggg gaa 
Ser Gly Glu 
64 5 

gat ggc aag 
Asp Gly Lys 
660 

tct agg ctg 
Ser Arg Leu 
67 5 

gga ccc atg 
Gly Pro Met 



aag aga cca 
Lys Arg Pro 



gtc 2048 

Val 

470 

cac 2096 
His 



ctt 2144 
Leu 



ctt 2192 
Leu 



aga 2240 
Arg 



aac 2288 

Asn 

550 

ggt 2336 
Gly 



aca 2384 
Thr 



gaa 2432 
Glu 



ate 2480 
lie 



ccc 2528 

Pro 

630 

act 2576 
Thr 



ttg 2624 
Leu 



cag 2672 
Gin 



cca 2720 
Pro 



get 2768 

Ala 

710 
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ccc egg ccc ctg gec cac cac aag gag ggg gat get gac agt ttc age 2816 
Pro Arg Pro Leu Ala His His Lys Glu Gly Asp Ala Asp Ser Phe Ser 
715 720 725 

aaa gtg egg cct cca gga gaa aag cca ace ate ate cgc ccc cca gtg 2864 
Lys Val Arg Pro Pro Gly Glu Lys Pro Thr lie lie Arg Pro Pro Val 
730 735 740 

agg ccc cca gat cct ccc tgc egg gca get act ccc caa aag cca gaa 2912 
Arg Pro Pro Asp Pro Pro Cys Arg Ala Ala Thr Pro Gin Lys Pro Glu 
745 ' 750 755 

cca aag cca gat att gtg get ggc aat gcg ggg gaa ate aca tea tct 2960 
Pro Lys Pro Asp lie Val Ala Gly Asn Ala Gly Glu lie Thr Ser Ser 
760 765 770 

gtg gtg get tec agg ace agg ttt ttt gaa aca get tec egg aaa aca 3008 
Val Val Ala Ser Arg Thr Arg Phe Phe Glu Thr Ala Ser Arg Lys Thr 



775 


780 


785 




790 




gga agt tct caa ggc aga ctt cct gga gat gaa 
Gly Ser Ser Gin Gly Arg Leu Pro Gly Asp Glu 
795 800 


agt tga ggctacaggt 
Ser 


3057 


tttaaaagee 


ttggcctcag 


aggacccttt 


ccaggttctg 


aaagagtctt 


tcttcttcaa 


3117 


acctttgtgt 


geggagtcat 


tttgtgttga 


agagcagctc 


cttcctagcc 


ttgeacttte 


3177 


agactctctc 


tgggaggeca 


taaaataagg 


agcatatgtc 


ctagacaggt 


gtttatatct 


3237 


cctttgtatt 


ctgtcttcat 


cccctcagaa 


ggtctgtttt 


gagttcctat 


aacactgtga 


3297 


agagctggac 


tccctcaagc 


cagactctgc 


caaaaccaag 


atatccactt 


acctgagttg 


3357 


aaqaqqqqaq 


ctcagttttc 


aactcttccc 


tgaacttcct 


get t cct cag 


aaqqccattq 


3417 


aactctgaga 


gatttggggc 


taaagactga 


tctcaggggt 


cttaccttga 


actgaaggee 


34 77 


acttgagttg 


gggccattgc 


ttaccttggt 


tggaagggaa 


tagaaatgtt 


tgctgaacat 


3537 


tggagaatct 


caacatgtct 


cctactgagg 


atatggacac 


tggtgccatg 


tcagcgctct 


3597 


ggtgctgcag 


tatgttgcca 


agagcccgtc 


tgctcctgcg 


aggctatgag 


tgggatgagt 


3657 


gatgccccca 


cagcacctcc 


atgtggactt 


aggaaggtgg 


ccttcctgct 


gttacatgea 


3717 


gecacttagg 


acaaatctgc 


aaagcatgtt 


ttgcatgtaa 


aagcctaggt 


ctatttggat 


3777 


tattctttct 


cctttttttt 


gacagcttcc 


tgtcaagcaa 


tcaagaaaca 


aacaaaagct 


3837 


gaacacattt 


ccttttaaaa 


aaaggagact 


gtgtttggtc 


ctgtaggagt 


tctattttgg 


3897 


ggtcaaatgc 


tagaaaaatt 


gttaaggtgg 


attgaggeca 


ggcagctgtc 


actgetgett 


3957 


catgtttgcc 


ttctgeacat 


aaactctttt 


atctcctgaa 


aaaagcagtt 


cttaacccag 


4017 


tgtccatgga 


ctcagaaact 


ccatgatgcc 


cctgagatgg 


tatgeacaat 


tccatgacaa 


4077 


tatgeccttt 


ctggggagat 


agtccataat 


gttctgctaa 


atttcaaatg 


ggctcgtgac 


4137 


ccaaaaaagt 


caagaaccac 


agcacttgag 


ttaaaatact 


ctttttacaa 


tccatataag 


4197 


cccttgattg 


gaagggcttt 


tcaaaatcat 


ttagtctaac 


aactgcccag 


tttccagtcg 


4257 


ggggaactga 


ggcagagcaa 


ggtagtgatc 


acaccagtac 


aagatttcag 


gtcccaggct 


4317 



566 



cctatgcaag 


ttttttttcc 


ccattatatc 


acacttattt 


agcaagggac 


cttgtggttt 


4377 


gtggctttag 

zj zj zj ZD 


tggccatcat 


ttctgggggt 


tggcttttac 


cctttttctt 


gaatatttgc 


4437 


caccaagtga 


aaaatgttag 


gacataaacc 


cttgccaggt 


ccctttcatt 


tgctatctct 


4497 


attattggaa 


aggacctaaa 


aattggtgta 


atggggcaga 


aatctgagga 


atggacattt 


4557 


ctaattcctg 


tttgttgaag 


ggaagttgct 


ggaaagagca 


tcagtacttg 


tttctatgca 


4617 


gatgcctggg 

Z5 ZJ Z3 Z3 Z3 


ccgtagcttg 


tctgtagcgt 


ctgtataatt 


ataatgttgc 


ccagtgtgag 


4677 


qcfaaaqagct 

ZJ ZJ ZJ ZJ 


ttcctacttg 


cactcttcta 


ccaaggccct 


gttagtgcac 


tgattatagt 


4737 


actgacagat 


aaagcctaga 


tgagagagat 


agagagtgag 


tacatgcaca 


ctcatgtgca 


4797 


aacccactca 


gagatgcatt 


tqqaacaqtq 

Zj zj zj zj 


ctactgaaag 


gcagtagtca 


ttttcaagac 


4857 


tgaattccaa 


acatggttta 


ttggtgagtt 


aggaacatgt 


aaggccaagt 


acactgagag 


4917 


cctttttgaa 


agtaattgag 


tggaaacttg 


atgccattct 


aaatcaaggc 


atatccaggt 


4977 


qqcccqgttt 

Zj ZJ ZJ ZJ w w 


gaactcactc 


cactgtaccc 


agtctcaaag 


gccaggttgc 

ZJ ZJ ZJ ZJ 


taagaaacca 


5037 


ggagtaaaag 


agtcaagtga 


ccatcatttc 


acctgctgct 


tgcccccaat 


agtagtctct 


5097 


gtgaggcctt 


actgacct ca 


cctaggaagt 


gatttttgag 


cccttgtttc 


aqggctgtgg 

Z3 Z3 ZO Z? Z? ZJ 


5157 


cctccctgct 


ctatcctgaa 


taaagcagac 


aqqtqtqcaq 

ZJ ZJ ZJ ZJ ZJ 


attttggcca 


tgaaagcatg 


5217 


gctaataggg 

z> zj zj zj 


ccacagtccc 


tttaaagaaa 


catggtttga 


ctctggtttt 


cttgggggaa 


5277 


aataccacaa 


tcaccgatgc 


aaacattgga 


agattattga 


gagccctaga 


aagctgctgt 


5337 


gatcccagta 


gaaaatatgt 


cccagaaatg 


tcatgagatt 


gctgtgtgtt 

Zj Zj Zj Zj 


gcctgggaca 

ZJ Zj Zj Zj 


5397 


cagatcaagg 


gcctatcttg 


gagagctggg 

Z3 ZJ ZJ ZJ ZJ Zj 


gaccagcagt 


ctgcctggag 

ZJ ZJ ZJ ZJ 


gccagggagc 

zj zj zj zj Zj 


5457 


agtggctgag 


tagctctgcc 


tttgct ctgg 


tctatacctt 


aagaatgcca 


aagaatgaat 


5517 


ttcaacgcct 


gcctttggca 


ctctgactta 


aagtgcaaaa 


agcttctgtg 


qcqaqqcatq 

ZJ ZJ ZJ ZJ Zj 


5577 


ctatcatgga 


atqaqactqq 


cttgccctag 


gcttaatgga 


tgggcagtca 


ttttgcagag 


5637 


gctatqqqaa 


qaqqqtqata 

ZJ ZJ ZJ ZJ z? 


atagaagagt 


ggcagctata 


ggaaattatc 


aacatacctt 


5697 


ggccagcaag 

zj Zj zj zj 


ttagagaatc 


tqqcaatqqa 

ZJ J ZJ ZJ 


tgaactgaaa 


gtgatgaact 


qqcaqqqata 

Zj zj zj zj zj 


5757 


acaaagaacc 


taacatttat 


taagcacgta 


tttattaact 


gctcagtgtt 


tcatattcat 


5817 


gcaagtattc 


tcattttaca 


gagaaagaaa 


ttatggccca 


gggggctaaa 


gtaaacaact 


5877 


caagggcaca 


tagaaagtaa 


ataaaaggac 


tgtgatttga 


atccaggcca 


ctctt agccc 


5937 


atgctgtttt 


ccctttgcca 


cact gt ggt a 


ggtgt tt gaa 


cagaggccac 


at t actagag 


5997 


ttggcatgac 


t cttgactct 


tgcctgccta 


acaaaatatt 


gaaaggcaaa 


cat t t gaagg 


6057 


agggaggggg 


tgcaggttca 


gtttatatgg 


aaatgcaaac 


tgggctggaa 


gatattcctg 


6117 


agttaggctt 


tctcttcata 


ttcagcttgc 


acatttggta 


atgtttttaa 


aatgatcatc 


6177 


taattttatt 


ttgtgaagtg 


aaggatttgt 


gttttagttg 


gcagttgtta 


agtccttggc 


6237 


ttgccatttt 


tcaaaaagta 


aaaaggtcct 


cacaggtgtc 


tccatacttc 


gccaaggttg 


6297 



567 



tagcatgggc 


agtttcagtt 


tcagcctaag 


agactggtga 


catccacaaa 


tgcagtttta 


6357 


gaagcagaaa 


aggtcttggt 


gcctctgcag 


tacttgatgt 


attggggtca 


aatctctaca 


6417 


aatttttctg 


tggtgatagc 


aaaatcaaga 


gatggcttac 


aaaaagaaat 


attgaatttt 


6477 


tatttttgaa 


gtttttgttt 


tttaaaaggt 


tgggggtgtt 


cagccactga 


gggacaaaac 


6537 


ttagcatcta 


atttcaatta 


tagtgtcatg 


cagagtattt 


ctaaagtaat 


tggttatcat 


6597 


gggaaagtat 


tctcttttca 


agaagttctt 


tgattctgta 


ataactagaa 


caaataaagt 


6657 


agtaaaagaa 


gaaatagttc 


tgtgactagg 


aaaaaattgc 


ttttgagaga 


acatagatca 


6717 


attatactac 


ttctaaggta 


gctgcagata 


agtggccttg 


acacattaca 


agcctggaaa 


6777 


aaaacatcag 


aaataataaa 


aaatttcaga 


gagaatcaag 


ataccttttt 


ttttcttttt 


6837 


tttttctttt 


ttttattata 


ctctaagttt 


tagggtacat 


gtgcacattg 


tgcaggttag 


6897 


ttacatatgt 


atacatgtgc 


catgctggtg 


cgctgcaccc 


actaatgtgt 


catctagcat 


6957 


taggtatatc 


tcccagtgct 


atccctcccc 


cctcccccga 


ccccaccaca 


gtccccagag 


7017 


tgtgatattc 


cccttcctgt 


gtccatgtga 


tctcattgtt 


caattcccac 


ctatgagtga 


7077 


gaatatgcgg 


tgtttggttt 


tttgttcttg 


cgatagttta 


ctgagaatga 


tggtttccaa 


7137 


1 1 1 cat ccat 


gt ccctacaa 


aggat atgaa 


ctcatcattt 


J_.L_.J_ _. .!_ « 4- ~ 

ttt at ggctg 


catagtattc 


/ 1 y / 


catggtgtat 


atgtgccaca 


ttttcttaat 


ccagtctatc 


attgttggac 


atttgggttg 


7257 


gttccaagtc 


tttgctattg 


tgaatagtgc 


cgcaataaac 


atacgtgtgc 


atgtgtcttt 


7317 


atagcagcat 


gatttatact 


catttgggta 


tat 






7350 



<210> 246 

<211> 802 

<212> PRT 

<213> Homo sapiens 

<400> 246 

Met Gly His Pro Pro Leu Glu Phe Ser Asp Cys Tyr Leu Asp Ser Pro 
15 10 15 

Asp Phe Arg Glu Arg Leu Lys Cys Tyr Glu Gin Glu Leu Glu Arg Thr 
20 25 30 

Asn Lys Phe lie Lys Asp Val lie Lys Asp Gly Asn Ala Leu lie Ser 
35 4 0 4 5 

Ala Met Arg Asn Tyr Ser Ser Ala Val Gin Lys Phe Ser Gin Thr Leu 
50 55 60 

Gin Ser Phe Gin Phe Asp Phe lie Gly Asp Thr Leu Thr Asp Asp Glu 
65 70 75 ^ 8q 



lie Asn lie Ala Glu Ser Phe Lys Glu Phe Ala Glu Leu Leu Asn Glu 
85 90 95 



568 



Val Glu Asn Glu Arg Met Met Met Val His Asn Ala Ser Asp Leu Leu 
100 105 110 



lie Lys Pro Leu Glu Asn Phe Arg Lys Glu Gin lie Gly Phe Thr Lys 
115 120 " 125 



Glu Arg Lys Lys Lys Phe Glu Lys Asp Gly Glu Arg Phe Tyr Ser Leu 
130 135 140 



Leu Asp Arg His Leu His Leu Ser Ser Lys Lys Lys Glu Ser Gin Leu 
145 150 155 160 



Gin Glu Ala Asp Leu Gin Val Asp Lys Glu Arg His Asn Phe Phe Glu 
165 170 175 



Ser Ser Leu Asp Tyr Val Tyr Gin lie Gin Glu Val Gin Glu Ser Lys 
180 185 190 



Lys Phe Asn lie Val Glu Pro Val Leu Ala Phe Leu His Ser Leu Phe 
195 200 205 



lie Ser Asn Ser Leu Thr Val Glu Leu Thr Gin Asp Phe Leu Pro Tyr 
210 215 220 



Lys Gin Gin Leu Gin Leu Ser Leu Gin Asn Thr Arg Asn His Phe Ser 
225 230 235 240 



Ser Thr Arg Glu Glu Met Glu Glu Leu Lys Lys Arg Met Lys Glu Ala 
245 250 255 



Pro Gin Thr Cys Lys Leu Pro Gly Gin Pro Thr lie Glu Gly Tyr Leu 
260 ' 265 270 



Tyr Thr Gin Glu Lys Trp Ala Leu Gly lie Ser Trp Val Lys Tyr Tyr 
275 280 285 



Cys Gin Tyr Glu Lys Glu Thr Lys Thr Leu Thr Met Thr Pro Met Glu 
290 295 300 



Gin Lys Pro Gly Ala Lys Gin Gly Pro Leu Asp Leu Thr Leu Lys Tyr 
305 310 315 ° 320 



Cys Val Arg Arg Lys Thr Glu Ser lie Asp Lys Arg Phe Cys Phe Asp 
325 330 335 



lie Glu Thr Asn Glu Arg Pro Gly Thr lie Thr Leu Gin Ala Leu Ser 
340 345 350 



569 



Glu Ala Asn Arg Arg Leu Trp Met Glu Ala Met Asp Gly Lys Glu Pro 
355 360 365 



lie Tyr His Ser Pro lie Thr Lys Gin Gin Glu Met Glu Leu Asn Glu 
370 375 380 



Val Gly Phe Lys Phe Val Arg Lys Cys lie Asn lie lie Glu Thr Lys 
385 390 395 400 



Gly lie Lys Thr Glu Gly Leu Tyr Arg Thr Val Gly Ser Asn lie Gin 
4 05 410 415 



Val Gin Lys Leu Leu Asn Ala Phe Phe Asp Pro Lys Cys Pro Gly Asp 
420 425 430 



Val Asp Phe His Asn Ser Asp Trp Asp lie Lys Thr lie Thr Ser Ser 
4 35 4 40 44 5 



Leu Lys Phe Tyr Leu Arg Asn Leu Ser Glu Pro Val Met Thr Tyr Arg 
450 455 460 



Leu His Lys Glu Leu Val Ser Ala Ala Lys Ser Asp Asn Leu Asp Tyr 
465 " 470 ~ 475 480 



Arg Leu Gly Ala lie His Ser Leu Val Tyr Lys Leu Pro Glu Lys Asn 
485 490 495 



Arg Glu Met Leu Glu Leu Leu lie Arg His Leu Val Asn Val Cys Glu 
500 505 510 



His Ser Lys Glu Asn Leu Met Thr Pro Ser Asn Met Gly Val lie Phe 
515 520 525 



Gly Pro Thr Leu Met Arg Ala Gin Glu Asp Thr Val Ala Ala Met Met 
530 535 540 



Asn lie Lys Phe Gin Asn lie Val Val Glu lie Leu lie Glu His Phe 
545 550 555 560 



Gly Lys lie Tyr Leu Gly Pro Pro Glu Glu Ser Ala Ala Pro Pro Val 
565 570 575 



Pro Pro Pro Arg Val Thr Ala Arg Arg His Lys Pro lie Thr lie Ser 
580 585 590 



Lys Arg Leu Leu Arg Glu Arg Thr Val Phe Tyr Thr Ser Ser Leu Asp 
595 600 605 



Glu Ser Glu Asp Glu lie Gin His Gin Thr Pro Asn Gly Thr lie Thr 
610 615 620 



570 



Ser Ser He Glu Pro Pro Lys Pro Pro Gin His Pro Lys Leu Pro He 
625 630 635 640 



Gin Arg Ser Gly Glu Thr Asp Pro Gly Arg Lys Ser Pro Ser Arg Pro 
645 650 655 



He Leu Asp Gly Lys Leu Glu Pro Cys Pro Glu Val Asp Val Gly Lys 
660 665 670 



Leu Val Ser Arg Leu Gin Asp Gly Gly Thr Lys He Thr Pro Lys Ala 
675 680 685 



Thr Asn Gly Pro Met Pro Gly Ser Gly Pro Thr Lys Thr Pro Ser Phe 
690 " 695 700 



His lie Lys Arg Pro Ala Pro Arg Pro Leu Ala His His Lys Glu Gly 
705 710 715 720 



Asp Ala Asp Ser Phe Ser Lys Val Arg Pro Pro Gly Glu Lys Pro Thr 
725 730 735 



lie lie Arg Pro Pro Val Arg Pro Pro Asp Pro Pro Cys Arg Ala Ala 
740 745 750 



Thr Pro Gin Lys Pro Glu Pro Lys Pro Asp He Val Ala Gly Asn Ala 
755 " 760 ' 765 



Gly Glu lie Thr Ser Ser Val Val Ala Ser Arg Thr Arg Phe Phe Glu 
770 775 780 



Thr Ala Ser Arg Lys Thr Gly Ser Ser Gin Gly Arg Leu Pro Gly Asp 
785 790 795 ~ 800 



Glu Ser 



<210> 247 

<211> 763 

<212> DNA 

<213> Homo sapiens 

<400> 247 



ttactttatt 


cagagctaat 


aagtgctttc 


cttagttttc 


tagtaactag 


gtgtaaaaat 


60 


catgtgtgca 


gctttatagt 


ttttaaaata 


ttttagataa 


ttcttaaact 


atgaaccttc 


120 


ttaacatcac 


tgtcttgcca 


gattaccgac 


actgtcactt 


gaccaatact 


gaccctcttt 


180 


acctcgccca 


cgcggacaca 


cgcctcctgt 


agtcgcttgc 


ctatgatgtt 


cctttgggtc 


240 


tgtgaggttc 


tgtaaactgt 


gctagtgctg 


acgatgttct 


gtacaactta 


actcactggc 


300 



571 



gagaatacag 


cgtgggaccc 


ttcagccact 


acaacagaat 


tttttaaatt 


gacagttgca 


360 


gaattgtgga 


gtgtagatac 


attgatcttt 


tgctaatgca 


attagcatta 


tgtttgcatg 


420 


tatgacttac 


ataaatacct 


tgaatcataa 


cacaacaaaa 


cacacaacca 


cagaccacac 


480 


ataacaaggc 


gggcgacagc 


agactaaacg 


agacagtacc 


gccctcggaa 


gggcgcgccc 


540 


caaaccaggt 


atataccgca 


atacacgcca 


gaggatagac 


gatggggatc 


ccaacgcgga 


bU U 


gagcaccaca 


aataaaggag 


aagcccgggc 


atatcaagac 


cgacaggcga 


caacggggca 


660 


gactgtagct 


agaccacaag 


agttacgaca 


aacggggaga 


ccacaagagg 


accacgagga 


720 


aacctcttag 


gaacacgcgc 


accacgaaaa 


ctcagtgaga 


aaa 




763 



<210> 248 

<211> 1012 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (18) . . (851) 

<400> 248 

actgctttct tgggaag atg gcg get gtg teg gtg tat get cca cca gtt 50 

Met Ala Ala Val Ser Val Tyr Ala Pro Pro Val 
15 10 

gga ggc ttc tct ttt gat aac tgc cgc agg aat gec gtc ttg gaa gec 98 
Gly Gly Phe Ser Phe Asp Asn Cys Arg Arg Asn Ala Val Leu Glu Ala 
15 ' 20 25 

gat ttt gca aag agg gga tac aag ctt cca aag gtc egg aaa act ggc 146 
Asp Phe Ala Lys Arg Gly Tyr Lys Leu Pro Lys Val Arg Lys Thr Gly 
30 35 40 

acg acc ate get ggg gtg gtc tat aag gat ggc ata gtt ctt gga gca 194 
Thr Thr lie Ala Gly Val Val Tyr Lys Asp Gly lie Val Leu Gly Ala 
45 50 55 

gat aca aga gca act gaa ggg atg gtt gtt get gac aag aac tgt tea 242 
Asp Thr Arg Ala Thr Glu Gly Met Val Val Ala Asp Lys Asn Cys Ser 
60 65 70 75 

aaa ata cac ttc ata tct cct aat att tat tgt tgt ggt get ggg aca 290 
Lys lie His Phe lie Ser Pro Asn lie Tyr Cys Cys Gly Ala Gly Thr 
80 85 90 

get gca gac aca gac atg aca acc cag etc att tct tec aac ctg gag 338 
Ala Ala Asp Thr Asp Met Thr Thr Gin Leu lie Ser Ser Asn Leu Glu 
95 100 105 

etc cac tec etc tec act ggc cgt ctt ccc aga gtt gtg aca gee aat 386 
Leu His Ser Leu Ser Thr Gly Arg Leu Pro Arg Val Val Thr Ala Asn 
110 115 120 

egg atg ctg aag cag atg ctt ttc agg tat caa ggt tac att ggt gca 434 
Arg Met Leu Lys Gin Met Leu Phe Arg Tyr Gin Gly Tyr lie Gly Ala 
125 130 135 



572 



gcc eta gtt tta ggg gga gta gat gtt act gga cct cac etc tac age 482 
Ala Leu Val Leu Gly Gly Val Asp Val Thr Gly Pro His Leu Tyr Ser 
140 145 150 155 

ate tat cct cat gga tea act gat aag ttg cct tat gtc acc atg ggt 530 
lie Tyr Pro His Gly Ser Thr Asp Lys Leu Pro Tyr Val Thr Met Gly 
160 ~ 165 ^ 170 

tct ggc tec ttg gca gca atg get gta ttt gaa gat aag ttt agg cca 578 
Ser Gly Ser Leu Ala Ala Met Ala Val Phe Glu Asp Lys Phe Arg Pro 
175 180 185 

gac atg gag gag gag gaa gcc aag aat ctg gtg age gaa gcc ate gca 626 
Asp Met Glu Glu Glu Glu Ala Lys Asn Leu Val Ser Glu Ala lie Ala 
190 195 200 

get ggc ate ttc aac gac ctg ggc tec gga age aac att gac etc tgc 674 
Ala Gly lie Phe Asn Asp Leu Gly Ser Gly Ser Asn lie Asp Leu Cys 
205 210 215 

gtc ate age aag aac aag ctg gat ttt etc cgc cca tac aca gtg ccc 722 
Val lie Ser Lys Asn Lys Leu Asp Phe Leu Arg Pro Tyr Thr Val Pro 
220 225 ^ 230 ' 235 

aac aag aag ggg acc agg ctt ggc egg tac agg tgt gag aaa ggg act 770 
Asn Lys Lys Gly Thr Arg Leu Gly Arg Tyr Arg Cys Glu Lys Gly Thr 
240 245 250 

act gca gtc etc act gag aaa ate act cct ctg gag att gag gtg ctg 818 
Thr Ala Val Leu Thr Glu Lys lie Thr Pro Leu Glu lie Glu Val Leu 
255 260 265 

gaa gaa aca gtc caa aca atg gac act tec tga atggcatcag tgggtggctg 871 
Glu Glu Thr Val Gin Thr Met Asp Thr Ser 
270 275 

gccgcggttc tggaaggtgg tgagcattga ggcccagtaa gacactcatg tggctagtgt 931 

ttgccgaatg aaactcaact caataaaaaa caaaaaccaa attgggcagc tgaaaaaaaa 991 

aaaaaaaaaa aaaaaaaaaa a 1012 



<210> 249 

<211> 277 

<212> PRT 

<213> Homo sapiens 

<400> 249 

Met Ala Ala Val Ser Val Tyr Ala Pro Pro Val Gly Gly Phe Ser Phe 
15 10 15 



Asp Asn Cys Arg Arg Asn Ala Val Leu Glu Ala Asp Phe Ala Lys Arg 
20 25 30 



Gly Tyr Lys Leu Pro Lys Val Arg Lys Thr Gly Thr Thr lie Ala Gly 
35 40 ~ 45 



Val Val Tyr Lys Asp Gly lie Val Leu Gly Ala Asp Thr Arg Ala Thr 
50 55 " 60 



573 



Glu Gly Met Val Val Ala Asp Lys Asn Cys Ser Lys lie His Phe lie 
65 70 75 80 



Ser Pro Asn lie Tyr Cys Cys Gly Ala Gly Thr Ala Ala Asp Thr Asp 
85 90 95 



Met Thr Thr Gin Leu lie Ser Ser Asn Leu Glu Leu His Ser Leu Ser 
100 105 110 



Thr Gly Arg Leu Pro Arg Val Val Thr Ala Asn Arg Met Leu Lys Gin 
115 120 125 



Met Leu Phe Arg Tyr Gin Gly Tyr lie Gly Ala Ala Leu Val Leu Gly 
130 135 140 



Gly Val Asp Val Thr Gly Pro His Leu Tyr Ser lie Tyr Pro His Gly 
145 * 150 155 * 160 



Ser Thr Asp Lys Leu Pro Tyr Val Thr Met Gly Ser Gly Ser Leu Ala 
165 170 175 



Ala Met Ala Val Phe Glu Asp Lys Phe Arg Pro Asp Met Glu Glu Glu 
180 185 190 



Glu Ala Lys Asn Leu Val Ser Glu Ala lie Ala Ala Gly lie Phe Asn 
195 200 205 



Asp Leu Gly Ser Gly Ser Asn lie Asp Leu Cys Val lie Ser Lys Asn 
210 215 220 



Lys Leu Asp Phe Leu Arg Pro Tyr Thr Val Pro Asn Lys Lys Gly Thr 
225 230 235 ~ " " 240 



Arg Leu Gly Arg Tyr Arg Cys Glu Lys Gly Thr Thr Ala Val Leu Thr 
245 250 255 



Glu Lys lie Thr Pro Leu Glu lie Glu Val Leu Glu Glu Thr Val Gin 
260 265 270 



Thr Met Asp Thr Ser 
275 



<210> 250 
<211> 574 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (50) . . (376) 



574 



<400> 250 

gacggttacc ccggctctcc gcccctcctt ctcgcgcgct cgagggacc atg gcc gat 58 

Met Ala Asp 
1 

cct cgc gtg aga cag ate aag ate aag acc ggc gtg gtg aag egg ttg 106 
Pro Arg Val Arg Gin lie Lys lie Lys Thr Gly Val Val Lys Arg Leu 
5 10 15 

gtc aaa gaa aaa gtg atg tat gaa aaa gag gca aaa caa caa gaa gaa 154 
Val Lys Glu Lys Val Met Tyr Glu Lys Glu Ala Lys Gin Gin Glu Glu 
20 25 ^ 30 35 

aag att gaa aaa atg aga get gaa gac ggt gaa aat tat gac att aaa 202 
Lys lie Glu Lys Met Arg Ala Glu Asp Gly Glu Asn Tyr Asp lie Lys 
40 45 50 

aag cag gca gag ate eta caa gaa tec agg atg atg ate cca gat tgc 250 
Lys Gin Ala Glu lie Leu Gin Glu Ser Arg Met Met lie Pro Asp Cys 
55 60 65 

cag cgc agg ttg gaa gcc gca tat ttg gat ctt caa egg ata eta gaa 298 
Gin Arg Arg Leu Glu Ala Ala Tyr Leu Asp Leu Gin Arg lie Leu Glu 
70 75 80 

aat gaa aaa gac ttg gaa gaa get gag gaa tat aaa gaa gca cgt tta 346 
Asn Glu Lys Asp Leu Glu Glu Ala Glu Glu Tyr Lys Glu Ala Arg Leu 
85 90 95 

gta ctg gat tea gtg aag tta gaa gcc tga aacttttctc gtatggggtg 396 
Val Leu Asp Ser Val Lys Leu Glu Ala 
100 105 

gtttttgeat taaatcctgg ggtccatttt acaatccatt atttttgacc actgetatgt 456 

gttcaagtag tatgagaatg tgattgtttt tatctggtta catatatatt tctttgtcta 516 

atttaatatg tcaaataaat gagttcatct aaaaaaaaaa aaaaaaaaaa aaaaaaaa 574 

<210> 251 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 251 

Met Ala Asp Pro Arg Val Arg Gin lie Lys lie Lys Thr Gly Val Val 
15 10 15 

Lys Arg Leu Val Lys Glu Lys Val Met Tyr Glu Lys Glu Ala Lys Gin 
20 25 30 

Gin Glu Glu Lys lie Glu Lys Met Arg Ala Glu Asp Gly Glu Asn Tyr 
35 40 45 

Asp lie Lys Lys Gin Ala Glu He Leu Gin Glu Ser Arg Met Met He 
50 55 60 

Pro Asp Cys Gin Arg Arg Leu Glu Ala Ala Tyr Leu Asp Leu Gin Arg 
65 70 75 80 



575 



lie Leu Glu Asn Glu Lys Asp Leu Glu Glu Ala Glu Glu Tyr Lys Glu 
85 ' ~ 90 95 



Ala Arg Leu Val Leu Asp Ser Val Lys Leu Glu Ala 
100 105 



<210> 252 

<211> 5766 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (978) . . (2465) 

<400> 252 



cgccgccgca 


gccgccgcca 


ccaacgccaa 


caacaaegtg 


tcaqqaqcaa 


ccgcggccga 


60 


aaccaqaqca 


qqaqccaqaq 


tcqcqqctqq 


aqtqqqqcct 


qcqcqtqtqa 


qtqqccqaqa 


120 


qttqcccqta 


ccggagacct 


caaact cegg 


qcqqqaqcqc 


tt t CQcrtaaq 


ccgagccgcc 


180 


gtcgcccgcg 


gcaccgtgtc 


cccaaggccc 


agacageggg 


gegggggtet 


ateaggegeg 


240 


ggactggctt 


ctctcaggcc 


gacccttcta 


gccgggctcc 


ggatcttcct 


cggcctcggg 


300 


cccccttcac 


gttcaggacg 


gaggceggag 


aacggtgatc 


atcacacacc 


ccagccggct 


360 


tcctggccag 


ggcattttct 


ctgcggccaa 


gcagtgttgg 


gattgtagct 


getgggagee 


420 


ccctcctgcc 


gccacctctc 


ctgcaaggaa 


gggactgacg 


cgttcccact 


ttcttactct 


480 


gcacctcccc 


actctcttcc 


cattcaagaa 


cgagtttctc 


ttccctctcc 


attggaaatc 


540 


ctgctccgga 


ggtccaaaac 


aegtatttta 


agcgtgccct 


tcctcacctc 


ctggagcacc 


600 


cttagaagta 


ttgcctactt 


ateegggctg 


agaatccttc 


atttttgacc 


tggctttttt 


660 


ttcgcccttt 


gggagataaa 


ggtccctctc 


caccctctac 


taacactctg 


cacccaaggc 


720 


cttatccttt 


ggggt caeca 


gctccttggc 


catttctatg 


tgatttcccc 


cacccatctg 


780 


agttccagtt 


tcctctgggc 


tccaatctcc 


agtccctggc 


ggatctggtc 


agtcccaccc 


840 


ctaggtggga 


gtgaccaggg 


ggctctggcc 


caggattccc 


aaccctggaa 


ggcagctcca 


900 


aggcaggaag 


agaattgggc 


ategggtacg 


aacctggcag 


ctcaggagtc 


ggggctccac 


960 


tcaccccaca 


caaaaag atg aaa aag cgc aaa gag etc aat gca 
Met Lys Lys Arg Lys Glu Leu Asn Ala 
1 5 


ttg att 
Leu lie 
10 


1010 



ggt ttg get ggg gac age egg aga aag aag ccc aag aaa ggc cca age 1058 
Gly Leu Ala Gly Asp Ser Arg Arg Lys Lys Pro Lys Lys Gly Pro Ser 
15 ~ 20 ^ '* 25 

agt cac cgc ctg ctt cgc act gag cct ccc gac tea gac tct gag tec 1106 
Ser His Arg Leu Leu Arg Thr Glu Pro Pro Asp Ser Asp Ser Glu Ser 
30 35 40 
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age tec gaa gag gaa gag gaa ttc ggt gtg gtt gga aat cgc tct cgc 1154 
Ser Ser Glu Glu Glu Glu Glu Phe Gly Val Val Gly Asn Arg Ser Arg 
45 50 55 

ttt gec aag gga gac tat tta cga tgc tgc aag ate tgt tat ccg etc 1202 
Phe Ala Lys Gly Asp Tyr Leu Arg Cys Cys Lys He Cys Tyr Pro Leu 
60 65 70 75 

tgt ggt ttt gtc ate ctt get gee tgt gtt gtg gee tgt gtt ggc ttg 1250 
Cys Gly Phe Val He Leu Ala Ala Cys Val Val Ala Cys Val Gly Leu 
80 85 90 

gtg tgg atg cag gtt get etc aag gag gat ctg gat gee etc aag gaa 1298 
Val Trp Met Gin Val Ala Leu Lys Glu Asp Leu Asp Ala Leu Lys Glu 
95 100 105 

aaa ttt cga aca atg gaa tct aat cag aaa age tea ttc caa gaa ate 1346 
Lys Phe Arg Thr Met Glu Ser Asn Gin Lys Ser Ser Phe Gin Glu He 
110 115 120 

ccc aaa ctt aat gaa gaa eta etc age aag caa aaa caa ctt gag aag 1394 
Pro Lys Leu Asn Glu Glu Leu Leu Ser Lys Gin Lys Gin Leu Glu Lys 
125 130 135 

att gaa tct gga gag atg ggt ttg aac aaa gtc tgg ata aac ate aca 1442 
He Glu Ser Gly Glu Met Gly Leu Asn Lys Val Trp He Asn He Thr 
140 145 150 155 

gaa atg aat aag cag att tct ctg ttg act tct gca gtg aac cac etc 1490 
Glu Met Asn Lys Gin He Ser Leu Leu Thr Ser Ala Val Asn His Leu 
160 165 170 

aaa gee aat gtt aag tea get gca gac ttg att age ctg cct ace act 1538 
Lys Ala Asn Val Lys Ser Ala Ala Asp Leu He Ser Leu Pro Thr Thr 
175 180 185 

gta gag gga ctt cag aag agt gta get tec att ggc aat act tta aac 1586 
Val Glu Gly Leu Gin Lys Ser Val Ala Ser He Gly Asn Thr Leu Asn 
190 195 ~ 200 

age gtc cat ctt get gtg gaa gca eta cag aaa act gtg gat gaa cac 1634 
Ser Val His Leu Ala Val Glu Ala Leu Gin Lys Thr Val Asp Glu His 
205 210 215 

aag aaa acg atg gaa tta ctg cag agt gat atg aat cag cac ttc ttg 1682 
Lys Lys Thr Met Glu Leu Leu Gin Ser Asp Met Asn Gin His Phe Leu 
220 225 ^ 230 235 

aag gag act cct gga age aac cag ate att ccg tea cct tea gee aca 1730 
Lys Glu Thr Pro Gly Ser Asn Gin He He Pro Ser Pro Ser Ala Thr 
240 245 250 

tea gaa ctt gac aat aaa acc cac agt gag aat ttg aaa cag gat ate 1778 
Ser Glu Leu Asp Asn Lys Thr His Ser Glu Asn Leu Lys Gin Asp He 
255 260 265 

ctg tac ctt cac aac tct tta gag gag gta aac agt gee eta gtg ggg 1826 
Leu Tyr Leu His Asn Ser Leu Glu Glu Val Asn Ser Ala Leu Val Gly 
270 275 280 

tac cag aga cag aat gat ctt aaa etc gag gga atg aac gag aca gtc 1874 
Tyr Gin Arg Gin Asn Asp Leu Lys Leu Glu Gly Met Asn Glu Thr Val 
285 290 295 
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agt aat ctt acc cag aga gtc aac ctg ata gaa age gat gtg gtt get 1922 
Ser Asn Leu Thr Gin Arg Val Asn Leu lie Glu Ser Asp Val Val Ala 
300 305 310 315 

atg age aag gta gaa aag aaa gca aac ctg tec ttc age atg atg ggt 1970 
Met Ser Lys Val Glu Lys Lys Ala Asn Leu Ser Phe Ser Met Met Gly 
320 325 330 

gat aga tct gee act ctg aaa aga cag tct ttg gat caa gtc acc aac 2018 
Asp Arg Ser Ala Thr Leu Lys Arg Gin Ser Leu Asp Gin Val Thr Asn 
335 340 345 

aga aca gat aca gta aaa ate caa age ata aag aaa gaa gat agt tea 2066 
Arg Thr Asp Thr Val Lys lie Gin Ser lie Lys Lys Glu Asp Ser Ser 
350 355 360 

aat tct cag gta tec aag eta aga gag aaa etc cag ctg ate agt get 2114 
Asn Ser Gin Val Ser Lys Leu Arg Glu Lys Leu Gin Leu lie Ser Ala 
365 370 ' " 375 

ctt aca aac aaa cct gag age aac agg cct cca gag acc gee gat gaa 2162 
Leu Thr Asn Lys Pro Glu Ser Asn Arg Pro Pro Glu Thr Ala Asp Glu 
380 385 390 395 

gag caa gta gag agt ttc aca tea aag cca tea gca ttg cca aaa ttt 2210 
Glu Gin Val Glu Ser Phe Thr Ser Lys Pro Ser Ala Leu Pro Lys Phe 
400 405 410 

tea cag ttt ctt gga gac cca gtt gag aaa get gee caa eta aga cct 2258 
Ser Gin Phe Leu Gly Asp Pro Val Glu Lys Ala Ala Gin Leu Arg Pro 
415 420 425 

ate tec eta cca gga gtt tct age act gaa gat ctt cag gat tta ttc 2306 
lie Ser Leu Pro Gly Val Ser Ser Thr Glu Asp Leu Gin Asp Leu Phe 
430 435 440 

cgc aag act ggc cag gac gtg gat ggg aag ctg acc tac cag gaa ate 2354 
Arg Lys Thr Gly Gin Asp Val Asp Gly Lys Leu Thr Tyr Gin Glu lie 
445 450 455 

tgg acc tec eta ggt tct get atg cca gaa cca gag age ttg aga gca 2402 
Trp Thr Ser Leu Gly Ser Ala Met Pro Glu Pro Glu Ser Leu Arg Ala 
460 465 470 475 

ttt gat tec gat gga gat gga aga tac tea ttc ctg gag eta agg gta 2450 
Phe. Asp Ser Asp Gly Asp Gly Arg Tyr Ser Phe Leu Glu Leu Arg Val 
480 485 490 

get tta ggt ate tag cttcatcagg catattttag aaatggactg cctaatatct 2505 
Ala Leu Gly lie 
495 

atttacctaa caacaaaaca acccttactt acccatcagt cctctagtcc tccaaactac 2565 

tgtagcagat actttgccac cttttaactt gtttgaagaa gctatataaa agttattttt 2625 

ttaaagaaga agaccatttt acttatgatg ttcagaaatc tatgatttcc tacaaccagt 2685 

aagatcttac attttaaaat tgccagaaaa aaaattaaag ccctcttttt ttctctttcc 2745 

tttttttgag gggaggagac cttatctttt aaagctggga aatgtatata gagagagaat 2805 

aagccacttt tatatttcac ttaaatttgc cttaaattag ctgeacttta tagagactca 2865 

gaaaatgtct tttctttaaa agataggect tttctgtttg taaatattta aatgaaagaa 2925 
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agcattgtgc 


atattgtgtg 


gaaagtagga 


agaatggttt 


tgaacaggat 


atgaacaaat 


2985 


gacttattaa 


aaattgctga 


tctggtgtag 


gtggcagctg 


aaactacatc 


catgtctcca 


3045 


taaggcatcc 


ctcaaaggcc 


caggcgctgc 


cagggggttt 


gtcctggtag 


ctggaggaac 


3105 


cgatttcagg 


gaatagacac 


tggagacaat 


actgactcca 


ggcatggctc 


atggaagtag 


3165 


gattctggtt 


ctttgttcct 


attccctcag 


ctaatcccaa 


cctgggaatc 


agagaagtct 


3225 


tggggatttt 


tctcattttt 


agtactattt 


cagggtttat 


gagcataaaa 


agttatccat 


3285 


tggggagctc 


cattttccct 


gctgagtgag 


ctagattgcc 


ttccccaccc 


acccacttaa 


3345 


gtctgtctta 


aagccgtagc 


tggctcccac 


caccagtacc 


atctccattt 


gaatggcagg 


3405 


gctaaattcc 


cccagccatt 


atctcacact 


gaccacccag 


agctttagaa 


gagagctgtg 


3465 


cttctaattt 


tgacccagaa 


aaccataccc 


cttgagattt 


tacctagagg 


ctaaccaaga 


3525 


gcctaatatg 


tttctctggg 


ggatgactaa 


agccaaaaag 


gctgtgagat 


gaaacatgtg 


3585 


aaataatatt 


cagtttcctt 


accattacca 


gctcagaagt 


agctagaggc 


tttctaccca 


3645 


aaggatgcca 


aagtatagca 


gggcaggcct 


ggagctaggg 


ccttcacatg 


gtggtagcaa 


3705 


gtttttcaaa 


tctaatacaa 


tcaagtacaa 


tacttccttt 


aaatgcttct 


gtggacctgg 


3765 


catgaaagat 


ccctagattg 


aaaggaataa 


tacctccatg 


tctcctgtat 


gttgagtcta 


3825 


gaattgctgt 


gttgttctta 


gaagcagtct 


ttgggcaaca 


acttgaaagg 


ggaaaaaaaa 


3885 


actacaaaaa 


cttaactttg 


gtataggcca 


agtcagqgaq 


aaagtagaga 


aagctgtcat 


3945 


gccacagact 


tctttagtgg 


agatcatttc 


ctttttaact 


ttgttcaggt 


tgcccttcac 


4005 


catggataca 


gtccggtacc 


cttaaacatt 


taagggctgt 


tttttttttt 


ctttatatga 


4065 


tgttcagctt 


ggtattaacc 


aaact taaat 


tttttttcca 


gaagtattaa 


aatttagtta 


4125 


aagcaagatg 


aagtcttttc 


ccatgaatgt 


gtccccttat 


ctcattatag 


cttatgctca 


4185 


gtttcacttt 


cttggaaagg 


ttaaaacaaa 


ttagcctggc 


actttaggta 


acttgaaaat 


4245 


aactctcacc 


cttctgactg 


ccttccatcc 


actctcaccc 


cacacctttt 


tttaatatat 


4305 


atacaccctt 


acagattttc 


taacaaccaa 


ataaaattct 


agcaataaat 


tgaattatac 


4365 


tgctatattt 


gtatatactg 


taccataaat 


agtatgtctg 


tacctggaag 


gtattttttt 


4425 


gagaactgat 


ttatatgaaa 


tatacttgag 


qgtaatqtag 

ZJ ZJ ^ Z) ZJ 


cttgtccttt 


ttagttt caa 


4485 


attcttattc 


ataggcagat 


actttgaaga 


caccttaact 


ctttgttgtg 


tgtattttcc 


4545 


cttgcatcag 


ataactatac 


atggagaaat 


ccattttgtt 


ttttggttta 


tcttctgttc 


4605 


ttcctacctt 


gtgcttgtct 


gactagtatc 


acccctgagc 


cagtatacag 


taccatcctc 


4665 


tccccctacc 


aagtttggca 


gaggtgttta 


tactgcattc 


tcagatctat 


gaatattttt 


4725 


gtcatcctgc 


ctgagaaagt 


acatcttcca 


ggcaaaagta 


gggtatcttg 


aactcctttc 


4785 


ttctgagttg 


agcagactca 


ctggcttaag 


catcccataa 


gcctattatt 


tagtgtgaat 


4845 


ttgggacttt 


tatttgtatg 


ttgtcttaac 


ttactgagcc 


tgtgacttgt 


atttagctgt 


4905 
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agtcaagcct 


caccagccat 


atctcatctc 


tgagaggaag 


actggatagt 


gagtttggtt 


4965 


ttggttttgg 


ttttaaaccc 


ttttaccttt 


tcagtctggc 


agctcctact 


gctgctttcc 


5025 


taagttactc 


aaagcactgc 


ttcttggtcc 


ttgttttctt 


ttgccttgta 


ctatcttgta 


5085 


taatgtttac 


taaaagagcc 


tccccataaa 


tcagagaggc 


aaaaaggtag 


catataaaaa 


5145 


gaagaaccaa 


aagaagagaa 


aacctgactt 


ctagatgact 


gtggtgtcat 


ctaaaaggca 


5205 


gaggtgcctg 


accctcagga 


atgtgtatga 


tgcaacagag 


ctgaagaatg 


ggttcccttc 


5265 


acctactgct 


ggccattgtc 


ccttctgttg 


gagattcctt 


tctttatggt 


tgctgttcat 


5325 


aaccccttca 


acaccccccc 


ttgctggtcc 


tgccggtcac 


agttgaggat 


tttggctgtg 


5385 


atgggctcat 


actcataatg 


gcctgttgag 


ttgtttttag 


tgacaggttt 


tgtttgctgc 


5445 


acacctcatt 


ggcttgctta 


ccaacaccag 


ctagaagtgg 


tccctctttc 


atatccaaac 


5505 


cagaacacat 


ttgggtattc 


ctgagacttt 


atagagcgtg 


tattgtttgt 


tatacgaacc 


5565 


taacctacct 


tgttgttttc 


tcatattaag 


aaatttaaat 


ctactttgtt 


ttagtgaagc 


5625 


tattttggta 


atgtataagc 


aattttggtt 


ctgtttaggg 


agaattcagg 


gtttccatga 


5685 


cttgatttga 


gctttgcata 


tttcaaataa 


gtaacacagc 


cattttaatt 


tagctaaata 


5745 


aaaaaatttc 


ttttttctct 


c 
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<210> 253 

<211> 495 

<212> PRT 

<213> Homo sapiens 

<400> 253 

Met Lys Lys Arg Lys Glu Leu Asn Ala Leu lie Gly Leu Ala Gly Asp 
1 5 10 15 

Ser Arg Arg Lys Lys Pro Lys Lys Gly Pro Ser Ser His Arg Leu Leu 
20 25 30 

Arg Thr Glu Pro Pro Asp Ser Asp Ser Glu Ser Ser Ser Glu Glu Glu 
35 40 45 

Glu Glu Phe Gly Val Val Gly Asn Arg Ser Arg Phe Ala Lys Gly Asp 
5 0 55 60 

Tyr Leu Arg Cys Cys Lys lie Cys Tyr Pro Leu Cys Gly Phe Val lie 
65 70 75 80 

Leu Ala Ala Cys Val Val Ala Cys Val Gly Leu Val Trp Met Gin Val 
85 90 ' 95 

Ala Leu Lys Glu Asp Leu Asp Ala Leu Lys Glu Lys Phe Arg Thr Met 
100 105 110 
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Glu Ser Asn Gin Lys Ser Ser Phe Gin Glu lie Pro Lys Leu Asn Glu 
115 " 120 125 



Glu Leu Leu Ser Lys Gin Lys Gin Leu Glu Lys lie Glu Ser Gly Glu 
130 135 140 



Met Gly Leu Asn Lys Val Trp lie Asn lie Thr Glu Met Asn Lys Gin 
145 ^ " 150 * 155 160 



lie Ser Leu Leu Thr Ser Ala Val Asn His Leu Lys Ala Asn Val Lys 
165 170 175 



Ser Ala Ala Asp Leu lie Ser Leu Pro Thr Thr Val Glu Gly Leu Gin 
180 185 190 



Lys Ser Val Ala Ser lie Gly Asn Thr Leu Asn Ser Val His Leu Ala 
195 200 205 



Val Glu Ala Leu Gin Lys Thr Val Asp Glu His Lys Lys Thr Met Glu 
210 215 220 



Leu Leu Gin Ser Asp Met Asn Gin His Phe Leu Lys Glu Thr Pro Gly 
225 230 235 240 



Ser Asn Gin lie lie Pro Ser Pro Ser Ala Thr Ser Glu Leu Asp Asn 
245 250 255 



Lys Thr His Ser Glu Asn Leu Lys Gin Asp lie Leu Tyr Leu His Asn 
260 265 270 



Ser Leu Glu Glu Val Asn Ser Ala Leu Val Gly Tyr Gin Arg Gin Asn 
275 280 285 



Asp Leu Lys Leu Glu Gly Met Asn Glu Thr Val Ser Asn Leu Thr Gin 
290 295 300 



Arg Val Asn Leu lie Glu Ser Asp Val Val Ala Met Ser Lys Val Glu 
305 310 315 320 



Lys Lys Ala Asn Leu Ser Phe Ser Met Met Gly Asp Arg Ser Ala Thr 
325 330 ~ ~ 335 



Leu Lys Arg Gin Ser Leu Asp Gin Val Thr Asn Arg Thr Asp Thr Val 
340 345 350 



Lys lie Gin Ser lie Lys Lys Glu Asp Ser Ser Asn Ser Gin Val Ser 
355 ^ ' 360 365 



Lys Leu Arg Glu Lys Leu Gin Leu lie Ser Ala Leu Thr Asn Lys Pro 
370 375 380 
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Glu Ser Asn Arg Pro Pro Glu Thr Ala Asp Glu Glu Gin Val Glu Ser 
385 390 395 400 

Phe Thr Ser Lys Pro Ser Ala Leu Pro Lys Phe Ser Gin Phe Leu Gly 
405 410 415 

Asp Pro Val Glu Lys Ala Ala Gin Leu Arg Pro lie Ser Leu Pro Gly 
420 425 430 

Val Ser Ser Thr Glu Asp Leu Gin Asp Leu Phe Arg Lys Thr Gly Gin 
435 440 445 

Asp Val Asp Gly Lys Leu Thr Tyr Gin Glu lie Trp Thr Ser Leu Gly 
450 ~ ~ 455 ~ 460 

Ser Ala Met Pro Glu Pro Glu Ser Leu Arg Ala Phe Asp Ser Asp Gly 
465 470 475 480 

Asp Gly Arg Tyr Ser Phe Leu Glu Leu Arg Val Ala Leu Gly lie 
485 490 495 

<210> 254 

<211> 1833 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59) . . (1447) 

<400> 254 

ggcacgaggg tttgccgcca gaacacaggt gtcgtgaaaa ctacccctaa aagccaaa 58 

atg gga aag gaa aag act cat ate aac att gtc gtc att gga cac gta 106 
Met Gly Lys Glu Lys Thr His He Asn He Val Val He Gly His Val 
15 10 15 

gat teg ggc aag tec acc act act ggc cat ctg ate tat aaa tgc ggt 154 
Asp Ser Gly Lys Ser Thr Thr Thr Gly His Leu He Tyr Lys Cys Gly 
20 25 30 

ggc ate gac aaa aga acc att gaa aaa ttt gag aag gag get get gag 202 
Gly He Asp Lys Arg Thr He Glu Lys Phe Glu Lys Glu Ala Ala Glu 
35 40 45 

atg gga aag ggc tec ttc aag tat gec tgg gtc ttg gat aaa ctg aaa 250 
Met Gly Lys Gly Ser Phe Lys Tyr Ala Trp Val Leu Asp Lys Leu Lys 
50 55 60 

get gag cgt gaa cgt ggt ate acc att gat ate tec ttg tgg aaa ttt 298 
Ala Glu Arg Glu Arg Gly He Thr He Asp He Ser Leu Trp Lys Phe 
65 70 75 80 

gag acc age aag tac tat gtg act ate att gat gec cca gga cac aga 346 
Glu Thr Ser Lys Tyr Tyr Val Thr lie He Asp Ala Pro Gly His Arg 
85 90 95 
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gac ttt ate 
Asp Phe lie 



gtc ctg att 
Val Leu He 
115 

aag aat ggg 
Lys Asn Gly 
130 

gtg aaa caa 
Val Lys Gin 
145 

ccc tac age 
Pro Tyr Ser 



tac att aag 
Tyr He Lys 



att tct ggt 
He Ser Gly 
195 

cct tgg ttc 
Pro Trp Phe 
210 

gga acc acg 
Gly Thr Thr 
225 

cca act gac 
Pro Thr Asp 



ggt ggt att 
Gly Gly He 



aaa ccc ggt 
Lys Pro Gly 
275 

gta aaa tct 
Val Lys Ser 
290 

ggg gac aat 
Gly Asp Asn 
305 

cgt cgt ggc 
Arg Arg Gly 



gca get ggc 
Ala Ala Gly 



aaa aac atg 
Lys Asn Met 
100 

gtt get get 
Val Ala Ala 



cag acc cga 
Gin Thr Arg 



eta att gtc 
Leu He Val 
150 

cag aag aga 
Gin Lys Arg 
165 

aaa att ggc 
Lys He Gly 
180 

tgg aat ggt 
Trp Asn Gly 



aag gga tgg 
Lys Gly Trp 



ctg ctt gag 
Leu Leu Glu 
230 

aag ccc ttg 
Lys Pro Leu 
245 

ggt act gtt 
Gly Thr Val 
260 

atg gtg gtc 
Met Val Val 



gtc gaa atg 
Val Glu Met 



gtg ggc ttc 
Val Gly Phe 
310 

aac gtt get 
Asn Val Ala 
325 

ttc act get 
Phe Thr Ala 
340 



att aca ggg 
He Thr Gly 
105 

ggt gtt ggt 
Gly Val Gly 
120 

gag cat gee 
Glu His Ala 
135 

ggt gtt aac 
Gly Val Asn 



tat gag gaa 
Tyr Glu Glu 



tac aac ccc 
Tyr Asn Pro 
185 

gac aac atg 
Asp Asn Met 
200 

aaa gtc acc 
Lys Val Thr 
215 

get ctg gac 
Ala Leu Asp 



cgc ctg cct 
Arg Leu Pro 



cct gtt ggc 
Pro Val Gly 
265 

acc ttt get 
Thr Phe Ala 
280 

cac cat gaa 
His His Glu 
295 

aat gtc aag 
Asn Val Lys 



ggt gac age 
Gly Asp Ser 



cag gtg att 
Gin Val He 
345 



aca tct cag 
Thr Ser Gin 



gaa ttt gaa 
Glu Phe Glu 



ctt ctg get 
Leu Leu Ala 
140 

aaa atg gat 
Lys Met Asp 
155 

att gtt aag 
He Val Lys 
170 

gac aca gta 
Asp Thr Val 



ctg gag cca 
Leu Glu Pro 



cgt aag gat 
Arg Lys Asp 
22 0 

tgc ate eta 
Cys He Leu 
235 

etc cag gat 
Leu Gin Asp 
250 

cga gtg gag 
Arg Val Glu 



cca gtc aac 
Pro Val Asn 



get ttg agt 
Ala Leu Ser 
300 

aat gtg tct 
Asn Val Ser 
315 

aaa aat gac 
Lys Asn Asp 
330 

ate ctg aac 
lie Leu Asn 



get gac tgt 
Ala Asp Cys 
110 

get ggt ate 
Ala Gly lie 
125 

tac aca ctg 
Tyr Thr Leu 



tec act gag 
Ser Thr Glu 



gaa gtc age 
Glu Val Ser 
175 

gca ttt gtg 
Ala Phe Val 
190 

agt get aac 
Ser Ala Asn 
205 

ggc aat gee 
Gly Asn Ala 



cca cca act 
Pro Pro Thr 



gtc tac aaa 
Val Tyr Lys 
255 

act ggt gtt 
Thr Gly Val 
270 

gtt aca acg 
Val Thr Thr 
285 

gaa get ctt 
Glu Ala Leu 



gtc aag gat 
Val Lys Asp 



cca cca atg 
Pro Pro Met 
335 

cat cca ggc 
His Pro Gly 
350 



get 394 
Ala 



tec 442 
Ser 



ggt 4 90 

Gly 



cca 538 

Pro 

160 

act 586 
Thr 



cca 634 
Pro 



atg 682 
Met 



agt 730 
Ser 



cgt 77 8 

Arg 

240 

att 826 
lie 



etc 874 
Leu 



gaa 922 
Glu 



cct 970 
Pro 



gtt 1018 

Val 

320 

gaa 1066 
Glu 



caa 1114 
Gin 
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ata age gee ggc tat gec cct gta ttg gat tgc cac acg get cac att 1162 
He Ser Ala Gly Tyr Ala Pro Val Leu Asp Cys His Thr Ala His He 
355 360 365 

gca tgc aag ttt get gag ctg aag gaa aag att gat cgc cgt tct ggt 1210 
Ala Cys Lys Phe Ala Glu Leu Lys Glu Lys He Asp Arg Arg Ser Gly 
370 375 380 

aaa aag ctg gaa gat ggc cct aaa ttc ttg aag tct ggt gat get gec 1258 
Lys Lys Leu Glu Asp Gly Pro Lys Phe Leu Lys Ser Gly Asp Ala Ala 
385 390 395 400 

att gtt gat atg gtt cct ggc aag ccc atg tgt gtt gag age ttc tea 1306 
He Val Asp Met Val Pro Gly Lys Pro Met Cys Val Glu Ser Phe Ser 
405 410 415 

gac tat cca cct ttg ggt cgc ttt get gtt cgt gat atg aga cag aca 1354 
Asp Tyr Pro Pro Leu Gly Arg Phe Ala Val Arg Asp Met Arg Gin Thr 
420 425 430 

gtt gcg gtg ggt gtc ate aaa gca gtg gac aag aag get get gga get 1402 
Val Ala Val Gly Val He Lys Ala Val Asp Lys Lys Ala Ala Gly Ala 
435 440 445 

ggc aag gtc acc aag tct gee cag aaa get cag aag get aaa tga 1447 
Gly Lys Val Thr Lys Ser Ala Gin Lys Ala Gin Lys Ala Lys 
4 50 4 55 4 60 

atattatccc taatacctgc caccccactc ttaatcagtg gtggaagaac ggtctcagaa 1507 

ctgtttgttt caattggeca tttaagttta gtagtaaaag actggttaat gataacaatg 1567 

categtaaaa ccttcagaag gaaaggagaa tgttttgtgg accactttgg ttttcttttt 1627 

tgcgtgtggc agttttaagt tattagtttt taaaatcagt actttttaat ggaaacaact 1687 

tgaccaaaaa tttgtcacag aattttgaga cccattaaaa aagttaaatg agaaaaaaaa 1747 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1807 

aaaaaaaaaa aaaaaaaaaa aaaaaa 1833 

<210> 255 

<211> 462 

<212> PRT 

<213> Homo sapiens 

<400> 255 

Met Gly Lys Glu Lys Thr His He Asn He Val Val He Gly His Val 
15 10 15 

Asp Ser Gly Lys Ser Thr Thr Thr Gly His Leu He Tyr Lys Cys Gly 
20 25 30 

Gly He Asp Lys Arg Thr He Glu Lys Phe Glu Lys Glu Ala Ala Glu 
35 40 *45 



Met Gly Lys Gly Ser Phe Lys Tyr Ala Trp Val Leu Asp Lys Leu Lys 
50 55 60 
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Ala Glu Arg Glu Arg Gly lie Thr lie Asp lie Ser Leu Trp Lys Phe 
65 70 75 ~ 80 



Glu Thr Ser Lys Tyr Tyr Val Thr lie lie Asp Ala Pro Gly His Arg 
85 90 95 



Asp Phe lie Lys Asn Met lie Thr Gly Thr Ser Gin Ala Asp Cys Ala 
100 105 110 



Val Leu He Val Ala Ala Gly Val Gly Glu Phe Glu Ala Gly He Ser 
115 120 125 



Lys Asn Gly Gin Thr Arg Glu His Ala Leu Leu Ala Tyr Thr Leu Gly 
130 135 140 



Val Lys Gin Leu He Val Gly Val Asn Lys Met Asp Ser Thr Glu Pro 
145 150 155 160 



Pro Tyr Ser Gin Lys Arg Tyr Glu Glu He Val Lys Glu Val Ser Thr 
165 170 175 



Tyr He Lys Lys He Gly Tyr Asn Pro Asp Thr Val Ala Phe Val Pro 
180 " ^ 185 190 



He Ser Gly Trp Asn Gly Asp Asn Met Leu Glu Pro Ser Ala Asn Met 
195 200 205 



Pro Trp Phe Lys Gly Trp Lys Val Thr Arg Lys Asp Gly Asn Ala Ser 
210 215 220 



Gly Thr Thr Leu Leu Glu Ala Leu Asp Cys He Leu Pro Pro Thr Arg 
225 230 235 240 



Pro Thr Asp Lys Pro Leu Arg Leu Pro Leu Gin Asp Val Tyr Lys He 
245 250 255 



Gly Gly He Gly Thr Val Pro Val Gly Arg Val Glu Thr Gly Val Leu 
260 265 270 



Lys Pro Gly Met Val Val Thr Phe Ala Pro Val Asn Val Thr Thr Glu 
275 280 285 



Val Lys Ser Val Glu Met His His Glu Ala Leu Ser Glu Ala Leu Pro 
290 295 300 



Gly Asp Asn Val Gly Phe Asn Val Lys Asn Val Ser Val Lys Asp Val 
305 310 315 ~ 320 



Arg Arg Gly Asn Val Ala Gly Asp Ser Lys Asn Asp Pro Pro Met Glu 
325 330 335 
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Ala Ala Gly Phe Thr Ala Gin Val lie lie Leu Asn His Pro Gly Gin 
340 345 350 

lie Ser Ala Gly Tyr Ala Pro Val Leu Asp Cys His Thr Ala His lie 
355 " 360 - 365 

Ala Cys Lys Phe Ala Glu Leu Lys Glu Lys lie Asp Arg Arg Ser Gly 
370 375 380 

Lys Lys Leu Glu Asp Gly Pro Lys Phe Leu Lys Ser Gly Asp Ala Ala 
385 ~ 390 395 * 400 

lie Val Asp Met Val Pro Gly Lys Pro Met Cys Val Glu Ser Phe Ser 
405 410 415 

Asp Tyr Pro Pro Leu Gly Arg Phe Ala Val Arg Asp Met Arg Gin Thr 
420 425 430 

Val Ala Val Gly Val He Lys Ala Val Asp Lys Lys Ala Ala Gly Ala 
435 440 445 

Gly Lys Val Thr Lys Ser Ala Gin Lys Ala Gin Lys Ala Lys 
450 455 460 

<210> 256 

<211> 2146 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (1638) 

<400> 256 

cgctcgcgct ggaagaagcg gaagaag atg gcg etc acc age ttt tta cct gca 54 

Met Ala Leu Thr Ser Phe Leu Pro Ala 
1 5 

cct act cag eta tct cag gac cag ctt gag get gaa gaa aag gca aga 102 
Pro Thr Gin Leu Ser Gin Asp Gin Leu Glu Ala Glu Glu Lys Ala Arg 
10 15 20 25 

tec cag aga tea egg cag acc tea ctg gtc tec tec cga aga gaa cct 150 
Ser Gin Arg Ser Arg Gin Thr Ser Leu Val Ser Ser Arg Arg Glu Pro 
30 35 ~ 40 

ccc ccg tac gga tac egg aaa ggc tgg ata cct egg tta tta gag gat 198 
Pro Pro Tyr Gly Tyr Arg Lys Gly Trp He Pro Arg Leu Leu Glu Asp 
45 50 55 

ttt gga gat gga ggt get ttt cca gag ate cat gtg gec cag tat cca 24 6 

Phe Gly Asp Gly Gly Ala Phe Pro Glu He His Val Ala Gin Tyr Pro 
60 65 70 
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ctg gat atg gga cga aag aaa aaa atg teg aat gcg ctg gec att cag 294 

Leu Asp Met Gly Arg Lys Lys Lys Met Ser Asn Ala Leu Ala lie Gin 

75 80 " 85 

gtg gat tct gaa gga aaa att aaa tat gat gca att get cga caa gga 342 

Val Asp Ser Glu Gly Lys lie Lys Tyr Asp Ala lie Ala Arg Gin Gly 

90 95 ~ 100 105 

cag tea aaa gac aag gtc att tat age aaa tac act gac ctg gtt cca 390 

Gin Ser Lys Asp Lys Val lie Tyr Ser Lys Tyr Thr Asp Leu Val Pro 

110 115 120 

aag gag gtt atg aat gca gat gat cca gac ctg caa agg ccc gat gaa 438 

Lys Glu Val Met Asn Ala Asp Asp Pro Asp Leu Gin Arg Pro Asp Glu 

125 130 . 135 

gaa get att aaa gag ata aca gaa aag aca aga gta gee tta gaa aaa 486 

Glu Ala lie Lys Glu lie Thr Glu Lys Thr Arg Val Ala Leu Glu Lys 

140 145 " 150 

tct gta tea cag aag gtc gee gca gee atg cca gtt cga gca get gac 534 

Ser Val Ser Gin Lys Val Ala Ala Ala Met Pro Val Arg Ala Ala Asp 

155 160 165 

aaa ttg get cct get cag tat ate cga tac aca cca tct cag caa gga 582 

Lys Leu Ala Pro Ala Gin Tyr lie Arg Tyr Thr Pro Ser Gin Gin Gly 

170 175 180 185 

gtg gca ttc aac tct gga get aaa cag agg gtt att egg atg gta gaa 630 

Val Ala Phe Asn Ser Gly Ala Lys Gin Arg Val lie Arg Met Val Glu 

190 195 200 

atg cag aaa gat cca atg gag cct cca agg ttc aag att aat aag aaa 678 

Met Gin Lys Asp Pro Met Glu Pro Pro Arg Phe Lys lie Asn Lys Lys 

205 210 215 

att ccc egg gga cca cct tct cct cct gcg cct gtc atg cat tct cct 726 

lie Pro Arg Gly Pro Pro Ser Pro Pro Ala Pro Val Met His Ser Pro 

220 225 230 

age cga aag atg act gta aag gaa caa caa gag tgg aag att cct cct 774 

Ser Arg Lys Met Thr Val Lys Glu Gin Gin Glu Trp Lys lie Pro Pro 

235 240 245 

tgt att tct aac tgg aaa aat gca aag ggt tat aca att cca tta gac 822 

Cys lie Ser Asn Trp Lys Asn Ala Lys Gly Tyr Thr lie Pro Leu Asp 

250 255 260 265 

aaa cgt ctg get get gat gga aga gga eta cag aca gta cac ata aat 870 

Lys Arg Leu Ala Ala Asp Gly Arg Gly Leu Gin Thr Val His lie Asn 

270 275 280 

gaa aat ttc gee aaa ttg gca gaa gee etc tac att get gat egg aag 918 

Glu Asn Phe Ala Lys Leu Ala Glu Ala Leu Tyr He Ala Asp Arg Lys 

28 5 290 " 2 95 

get cgt gaa get gtg gaa atg cgt gee caa gta gag aga aaa atg get 966 

Ala Arg Glu Ala Val Glu Met Arg Ala Gin Val Glu Arg Lys Met Ala 

300 305 310 

cag aaa gaa aag gaa aaa cat gaa gag aaa ctt aga gaa atg gee cag 1014 

Gin Lys Glu Lys Glu Lys His Glu Glu Lys Leu Arg Glu Met Ala Gin 

315 320 325 
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aaa gcc agg gag aga aga get ggg ate aaa act cat gtg gaa aaa gag 1062 
Lys Ala Arg Glu Arg Arg Ala Gly lie Lys Thr His Val Glu Lys Glu 
330 335 340 345 

gat ggg gag gca cgt gag agg gat gaa ate egg cat gac agg cga aaa 1110 
Asp Gly Glu Ala Arg Glu Arg Asp Glu lie Arg His Asp Arg Arg Lys 
350 355 360 

gag aga cag cat gac egg aat ctt tec agg gca get cct gat aag agg 1158 
Glu Arg Gin His Asp Arg Asn Leu Ser Arg Ala Ala Pro Asp Lys Arg 
365 370 375 

teg aaa ctt cag aga aat gaa aat egg gat ate agt gaa gtt att get 1206 
Ser Lys Leu Gin Arg Asn Glu Asn Arg Asp lie Ser Glu Val lie Ala 
380 385 390 

etc ggt gtt cct aat cct egg act tec aat gaa gtt cag tat gac caa 1254 
Leu Gly Val Pro Asn Pro Arg Thr Ser Asn Glu Val Gin Tyr Asp Gin 
395 400 405 

agg etc ttc aac caa tec aag ggt atg gac agt gga ttt gca ggt gga 1302 
Arg Leu Phe Asn Gin Ser Lys Gly Met Asp Ser Gly Phe Ala Gly Gly 
410 415 420 425 

gaa gat gaa att tat aat gtt tat gat caa gcc tgg aga ggt ggt aaa 1350 
Glu Asp Glu lie Tyr Asn Val Tyr Asp Gin Ala Trp Arg Gly Gly Lys 
430 ~ 435 " " 440 

gat atg gcc cag agt att tat agg ccc agt aaa aat ctg gac aag gac 1398 
Asp Met Ala Gin Ser lie Tyr Arg Pro Ser Lys Asn Leu Asp Lys Asp 
4 45 4 50 4 55 

atg tat ggt gat gac eta gaa gcc aga ata aag ace aac aga ttt gtt 1446 
Met Tyr Gly Asp Asp Leu Glu Ala Arg lie Lys Thr Asn Arg Phe Val 
4 60 4 65 4 70 

ccc gac aag gag ttt tct ggt tea gac cgt aga cag aga ggc cga gaa 1494 
Pro Asp Lys Glu Phe Ser Gly Ser Asp Arg Arg Gin Arg Gly Arg Glu 
475 480 485 

gga cca gtg cag ttt gag gaa gat cct ttt ggt ttg gac aag ttt ttg 1542 
Gly Pro Val Gin Phe Glu Glu Asp Pro Phe Gly Leu Asp Lys Phe Leu 
4 90 4 95 500 505 

gaa gaa gcc aaa cag cat ggt ggc tct aaa aga ccc tea gat age age 1590 
Glu Glu Ala Lys Gin His Gly Gly Ser Lys Arg Pro Ser Asp Ser Ser 
510 515 520 

cgc ccc aag gaa cac gag cat gaa ggc aag aag agg agg aag gaa tag 1638 
Arg Pro Lys Glu His Glu His Glu Gly Lys Lys Arg Arg Lys Glu 
525 530 ' " 535 



gcacaggtct 


ctccaaagtg 


aatgaactct 


tacccataac 


cctaatgatg 


caagtcatat 


1698 


gggggaacac 


tttgtaaatg 


gtcaggataa 


aaaccaaatc 


tgggtgccag 


atcccagcac 


1758 


tactttttat 


tactggagaa 


atggggggga 


tagaaaattc 


tactttgaat 


tatttagttt 


1818 


tttttaaaga 


gtgggttgtg 


tttgtgcttc 


tcccaccttt 


cagcatttat 


agaacatget 


1878 


gccccacata 


caaagtcaag 


accacttact 


tttatgtgac 


actagtagtt 


tggggttaat 


1938 


gttttgtgta 


agaacagctg 


catatgagta 


aagttacccc 


aaccacagtg 


aggaggaaga 


1998 


tgttcacata 


ctggaactgt 


cctgccaaat 


aaattttgee 


cctattgtgc 


tctgttttaa 


2058 
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tttggagtgg gcaaagtaac ctcttgcttg gtgcaactat ttgtttcaaa taaaaacatt 2118 
tagacaaaaa aaaaaaaaaa aaaaaaaa 2146 

<210> 257 

<211> 536 

<212> PRT 

<213> Homo sapiens 

<400> 257 

Met Ala Leu Thr Ser Phe Leu Pro Ala Pro Thr Gin Leu Ser Gin Asp 
15 10 15 

Gin Leu Glu Ala Glu Glu Lys Ala Arg Ser Gin Arg Ser Arg Gin Thr 
20 " 25 " 30 

Ser Leu Val Ser Ser Arg Arg Glu Pro Pro Pro Tyr Gly Tyr Arg Lys 
35 40 45 

Gly Trp lie Pro Arg Leu Leu Glu Asp Phe Gly Asp Gly Gly Ala Phe 
50 55 60 

Pro Glu lie His Val Ala Gin Tyr Pro Leu Asp Met Gly Arg Lys Lys 
65 70 75 80 

Lys Met Ser Asn Ala Leu Ala lie Gin Val Asp Ser Glu Gly Lys lie 
85 90 ^ 95 

Lys Tyr Asp Ala lie Ala Arg Gin Gly Gin Ser Lys Asp Lys Val lie 
100 105 110 

Tyr Ser Lys Tyr Thr Asp Leu Val Pro Lys Glu Val Met Asn Ala Asp 
115 120 125 

Asp Pro Asp Leu Gin Arg Pro Asp Glu Glu Ala lie Lys Glu lie Thr 
130 135 140 

Glu Lys Thr Arg Val Ala Leu Glu Lys Ser Val Ser Gin Lys Val Ala 
145 150 155 160 

Ala Ala Met Pro Val Arg Ala Ala Asp Lys Leu Ala Pro Ala Gin Tyr 
165 170 175 

lie Arg Tyr Thr Pro Ser Gin Gin Gly Val Ala Phe Asn Ser Gly Ala 
180 185 190 

Lys Gin Arg Val lie Arg Met Val Glu Met Gin Lys Asp Pro Met Glu 
195 " 200 205 

Pro Pro Arg Phe Lys lie Asn Lys Lys lie Pro Arg Gly Pro Pro Ser 
210 215 220 
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Pro Pro Ala Pro Val Met His Ser Pro Ser Arg Lys Met Thr Val Lys 
225 230 235 240 



Glu Gin Gin Glu Trp Lys lie Pro Pro Cys lie Ser Asn Trp Lys Asn 
245 250 255 



Ala Lys Gly Tyr Thr lie Pro Leu Asp Lys Arg Leu Ala Ala Asp Gly 
260 265 ~ 270 



Arg Gly Leu Gin Thr Val His lie Asn Glu Asn Phe Ala Lys Leu Ala 
275 280 285 



Glu Ala Leu Tyr lie Ala Asp Arg Lys Ala Arg Glu Ala Val Glu Met 
290 295 300 



Arg Ala Gin Val Glu Arg Lys Met Ala Gin Lys Glu Lys Glu Lys His 
305 310 315 320 



Glu Glu Lys Leu Arg Glu Met Ala Gin Lys Ala Arg Glu Arg Arg Ala 
325 330 335 



Gly lie Lys Thr His Val Glu Lys Glu Asp Gly Glu Ala Arg Glu Arg 
340 345 350 



Asp Glu lie Arg His Asp Arg Arg Lys Glu Arg Gin His Asp Arg Asn 
355 360 365 



Leu Ser Arg Ala Ala Pro Asp Lys Arg Ser Lys Leu Gin Arg Asn Glu 
370 375 380 



Asn Arg Asp lie Ser Glu Val lie Ala Leu Gly Val Pro Asn Pro Arg 
385 390 395 400 



Thr Ser Asn Glu Val Gin Tyr Asp Gin Arg Leu Phe Asn Gin Ser Lys 
405 410 415 



Gly Met Asp Ser Gly Phe Ala Gly Gly Glu Asp Glu lie Tyr Asn Val 
420 425 430 



Tyr Asp Gin Ala Trp Arg Gly Gly Lys Asp Met Ala Gin Ser lie Tyr 
435 440 445 



Arg Pro Ser Lys Asn Leu Asp Lys Asp Met Tyr Gly Asp Asp Leu Glu 
450 455 460 



Ala Arg lie Lys Thr Asn Arg Phe Val Pro Asp Lys Glu Phe Ser Gly 
465 470 475 " 480 
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Ser Asp Arg Arg Gin Arg Gly Arg Glu Gly Pro Val Gin Phe Glu Glu 
485 490 495 

Asp Pro Phe Gly Leu Asp Lys Phe Leu Glu Glu Ala Lys Gin His Gly 
500 ! 505 510 

Gly Ser Lys Arg Pro Ser Asp Ser Ser Arg Pro Lys Glu His Glu His 
515 " 520 525 

Glu Gly Lys Lys Arg Arg Lys Glu 
530 " ~ " 535 

<210> 258 

<211> 1227 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (132) . . (437) 

<400> 258 

cgtagcggaa gttactgcag ccgcggtgtt gtgctgtggg gaagggagaa ggatttgtaa 60 

accccggagc gaggttctgc ttacccgagg ccgctgctgt gcggagaccc ccgggtgaag 120 

ccaccgtcat c atg tct gac cag gag gca aaa cct tea act gag gac ttg 170 
Met Ser Asp Gin Glu Ala Lys Pro Ser Thr Glu Asp Leu 
15 10 

ggg gat aag aag gaa ggt gaa tat att aaa etc aaa gtc att gga cag 218 
Gly Asp Lys Lys Glu Gly Glu Tyr lie Lys Leu Lys Val lie Gly Gin 
15 20 25 

gat age agt gag att cac ttc aaa gtg aaa atg aca aca cat etc aag 266 
Asp Ser Ser Glu lie His Phe Lys Val Lys Met Thr Thr His Leu Lys 
30 35 40 45 

aaa etc aaa gaa tea tac tgt caa aga cag ggt gtt cca atg aat tea 314 
Lys Leu Lys Glu Ser Tyr Cys Gin Arg Gin Gly Val Pro Met Asn Ser 
50 55 ~ 60 

etc agg ttt etc ttt gag ggt cag aga att get gat aat cat act cca 362 
Leu Arg Phe Leu Phe Glu Gly Gin Arg lie Ala Asp Asn His Thr Pro 
65 70 75 

aaa gaa ctg gga atg gag gaa gaa gat gtg att gaa gtt tat cag gaa 410 
Lys Glu Leu Gly Met Glu Glu Glu Asp Val lie Glu Val Tyr Gin Glu 
80 85 90 

caa acg ggg ggt cat tea aca gtt tag atattctttt tatttttttt 457 
Gin Thr Gly Gly His Ser Thr Val 
95 100 

tcttttccct caatcctttt ttatttttaa aaatagttct tttgtaatgt ggtgttcaaa 517 

aeggaattga aaactggcac cccatctctt tgaaacatct ggtaatttga attctagtgc 577 

tcattattca ttattgtttg ttttcattgt gctgattttt ggtgatcaag cctcagtccc 637 

cttcatatta ccctctcctt tttaaaaatt acgtgtgcac agagaggtca cctttttcag 697 
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gacattgcat 


tttcaggctt 


gtggtgataa 


ataagatcga 


ccaatgcaag 


tgttcataat 


757 


gactttccaa 


ttggccctga 


tgttctagca 


tgtgattact 


tcactcctgg 


actgtgactt 


817 


tcagtgggag 


atggaagttt 


ttcagagaac 


tgaactgtgg 


aaaaatgacc 


tttccttaac 


877 


ttgaagctac 


ttttaaaatt 


tgagggtctg 


gaccaaaaga 


agaggaatat 


caggttgaag 


937 


tcaagatgac 


agataaggtg 


agagtaatga 


ctaactccaa 


agatggcttc 


actgaagaaa 


997 


aggcatttta 


agatttttta 


aaaatcttgt 


cagaagatcc 


cagaaaagtt 


ctaattttca 


1057 


ttagcaatta 


ataaagctat 


acatgcagaa 


atgaatacaa 


cagaacactg 


ctctttttga 


1117 


ttttatttgt 


actttttggc 


ctgggatatg 


ggttttaaat 


ggacattgtc 


tgtaccagct 


1177 


tcattaaaat 


aaacaatatt 


tgtaaaaatc 


aaaaaaaaaa 


aaaaaaaaaa 
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<210> 259 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 259 

Met Ser Asp Gin Glu Ala Lys Pro Ser Thr Glu Asp Leu Gly Asp Lys 
15 10 15 



Lys Glu Gly Glu Tyr lie Lys Leu Lys Val lie Gly Gin Asp Ser Ser 
20 . 25 30 



Glu lie His Phe Lys Val Lys Met Thr Thr His Leu Lys Lys Leu Lys 
35 40 45 



Glu Ser Tyr Cys Gin Arg Gin Gly Val Pro Met Asn Ser Leu Arg Phe 
50 55 60 



Leu Phe Glu Gly Gin Arg lie Ala Asp Asn His Thr Pro Lys Glu Leu 
65 70 75 ^ 80 



Gly Met Glu Glu Glu Asp Val lie Glu Val Tyr Gin Glu Gin Thr Gly 
85 90 95 



Gly His Ser Thr Val 
100 



<210> 260 

<211> 1183 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (59) . . (829) 



<400> 260 
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agattctcct atcggggtca cagggacgct aagattgcta cctggacttt cgttgacc 58 

atg ctg tec egg gtg gta ctt tec gee gee gee aca gcg gec ccc tct 106 
Met Leu Ser Arg Val Val Leu Ser Ala Ala Ala Thr Ala Ala Pro Ser 
15 10 15 

ctg aag aat gca gec ttc eta ggt cca ggg gta ttg cag gca aca agg 154 
Leu Lys Asn Ala Ala Phe Leu Gly Pro Gly Val Leu Gin Ala Thr Arg 
20 25 30 

ace ttt cat aca ggg cag cca cac ctt gtc cct gta cca cct ctt cct 202 
Thr Phe His Thr Gly Gin Pro His Leu Val Pro Val Pro Pro Leu Pro 
35 40 45 

gaa tac gga gga aaa gtt cgt tat gga ctg ate cct gag gaa ttc ttc 250 
Glu Tyr Gly Gly Lys Val Arg Tyr Gly Leu lie Pro Glu Glu Phe Phe 
50 55 60 

cag ttt ctt tat cct aaa act ggt gta aca gga ccc tat gta etc gga 298 
Gin Phe Leu Tyr Pro Lys Thr Gly Val Thr Gly Pro Tyr Val Leu Gly 
65 70 75 80 

act ggg ctt ate ttg tac get tta tec aaa gga ata tat gtg att age 346 
Thr Gly Leu lie Leu Tyr Ala Leu Ser Lys Gly lie Tyr Val lie Ser 
85 90 95 

gca gag acc ttc act gee eta tea gta eta ggt gta atg gtc tat gga 394 
Ala Glu Thr Phe Thr Ala Leu Ser Val Leu Gly Val Met Val Tyr Gly 
100 105 110 

att aaa aaa tat ggt ccc ttt gtt gca gac ttt get gat aaa etc aat 442 
lie Lys Lys Tyr Gly Pro Phe Val Ala Asp Phe Ala Asp Lys Leu Asn 
115 120 125 

gag caa aaa ctt gee caa eta gaa gag gcg aag cag get tec ate caa 490 
Glu Gin Lys Leu Ala Gin Leu Glu Glu Ala Lys Gin Ala Ser lie Gin 
130 135 140 

cac ate cag aat gca att gat acg gag aag tea caa cag gca ctg gtt 538 
His lie Gin Asn Ala lie Asp Thr Glu Lys Ser Gin Gin Ala Leu Val 
145 150 155 160 

cag aag cgc cat tac ctt ttt gat gtg caa agg aat aac att get atg 586 
Gin Lys Arg His Tyr Leu Phe Asp Val Gin Arg Asn Asn lie Ala Met 
165 170 175 

get ttg gaa gtt act tac egg gaa cga ctg tat aga gta tat aag gaa 634 
Ala Leu Glu Val Thr Tyr Arg Glu Arg Leu Tyr Arg Val Tyr Lys Glu 
180 ~ 185 " ~ 190 

gta agg aat cgc ctg gac tat cat ata tct gtg cag aac atg atg cgt 682 
Val Arg Asn Arg Leu Asp Tyr His lie Ser Val Gin Asn Met Met Arg 
195 200 205 

cga aag gaa caa gaa cac atg ata aat tgg gtg gag aag cac gtg gtg 730 
Arg Lys Glu Gin Glu His Met lie Asn Trp Val Glu Lys His Val Val 
210 215 220 

caa age ate tec aca cag cag gaa aag gag aca att gee aag tgc att 778 
Gin Ser lie Ser Thr Gin Gin Glu Lys Glu Thr lie Ala Lys Cys lie 
225 230 235 240 

gcg gac eta aag ctg ctg gca aag aag get caa gca cag cca gtt atg 826 
Ala Asp Leu Lys Leu Leu Ala Lys Lys Ala Gin Ala Gin Pro Val Met 
245 250 255 
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taa atgtatctat cccaattgag acagctagaa acagttgact gactaaatgg 879 

aaactagtct atttgacaaa gtctttctgt gttggtgtct actgaagtta tagtttaccc 939 

ttcctaaaaa tgaaaagttt gtttcatata gtgagagaac gaaatctcta tcggccagtc 999 

agatgtttct catccttctt gctctgcctt tgagttgttc cgtgatcact tctgaataag 1059 

cagtttgcct ttataaaaac ttgctgcctg actaaagatt aacaggttat agtttaaatt 1119 

tgtaattaat tctaccatct tgcaataaag tgacaaaaaa aaaaaaaaaa aaaaaaaaaa 1179 

aaaa 1183 

<210> 261 

<211> 256 

<212> PRT 

<213> Homo sapiens 

<400> 261 

Met Leu Ser Arg Val Val Leu Ser Ala Ala Ala Thr Ala Ala Pro Ser 
15 10 15 

Leu Lys Asn Ala Ala Phe Leu Gly Pro Gly Val Leu Gin Ala Thr Arg 
20 25 30 

Thr Phe His Thr Gly Gin Pro His Leu Val Pro Val Pro Pro Leu Pro 
35 40 45 

Glu Tyr Gly Gly Lys Val Arg Tyr Gly Leu lie Pro Glu Glu Phe Phe 
50 55 60 

Gin Phe Leu Tyr Pro Lys Thr Gly Val Thr Gly Pro Tyr Val Leu Gly 
65 70 75 * 80 

Thr Gly Leu lie Leu Tyr Ala Leu Ser Lys Gly lie Tyr Val lie Ser 
85 90 95 

Ala Glu Thr Phe Thr Ala Leu Ser Val Leu Gly Val Met Val Tyr Gly 
100 105 " 110 

lie Lys Lys Tyr Gly Pro Phe Val Ala Asp Phe Ala Asp Lys Leu Asn 
115 120 125 

Glu Gin Lys Leu Ala Gin Leu Glu Glu Ala Lys Gin Ala Ser lie Gin 
130 135 140 

His lie Gin Asn Ala lie Asp Thr Glu Lys Ser Gin Gin Ala Leu Val 
145 150 155 160 

Gin Lys Arg His Tyr Leu Phe Asp Val Gin Arg Asn Asn lie Ala Met 
165 170 175 
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Ala Leu Glu Val Thr Tyr Arg Glu Arg Leu Tyr Arg Val Tyr Lys Glu 
180 185 190 



Val Arg Asn Arg Leu Asp Tyr His lie Ser Val Gin Asn Met Met Arg 
195 200 205 



Arg Lys Glu Gin Glu His Met lie Asn Trp Val Glu Lys His Val Val 
210 215 220 



Gin Ser lie Ser Thr Gin Gin Glu Lys Glu Thr lie Ala Lys Cys lie 
225 230 235 240 



Ala Asp Leu Lys Leu Leu Ala Lys Lys Ala Gin Ala Gin Pro Val Met 
245 250 255 



<210> 262 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (485) . . (485) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (497) . . (497) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (530) . . (530) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (549) . . (549) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (564) . . (564) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (586) . . (586) 

<223> n is a, c, g, or t 

<220> 

<221> mis cofeature 

<222> (614) . . (614) 

<223> n is a, c, g, or t 

<400> 262 

gactataagc catgcaacaa tgtcttttat tatgtatgcg gttttaaaat tatttcttga 



atctctccat acacaggcaa aaataagtgt gttacttaac atactggaaa ttgcctaact 
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taatcattgc 


ctaaagaaga 


gaaaattatc 


cccaaaacgt 


gcttaaccag 


gaggccaatg 


180 


catttgccga 


cctccaagaa 


catggagatg 


aacgtgatag 


acagactgtc 


caccatctga 


240 


accttcattc 


accaccattc 


gataaccctt 


attcaggccc 


agatcagcag 


cacatttctt 


300 


gccaacaatc 


attaagtgtc 


caagaagact 


ttcatcatca 


tcttctgcca 


cagaaatctg 


360 


ggatatatgt 


ttcttgggta 


tcaccagaaa 


atgtgttggt 


gcttgagggg 


gaaatgtcat 


420 


ggaaagcaag 


gcaccggt ca 


tcct ccaaaa 


4— I 1 I 1 _ _ 

tgattttggc 


tgggaattcc 


ctgcggatga 


480 


tcttnccgaa 


gatcgtntcg 


ccaccaggcc 


gagcgacctg 


agcccttggn 


atctcatctg 


540 


gcacctcgng 


ccgaatcttg 


gccncgaggg 


caaattccca 


tagggngtcg 


gattaaatcg 


600 


gaacatggca 


agcngttccc 


gggg 








624 



<210> 263 

<211> 2841 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (52) . . (1218) 

<400> 263 

agaccacaga gccctgggtt gtggaagagg tggctgttcc ctgtcatcag t atg cag 57 

Met Gin 
1 

cga ttg etc ttt ccg ccg ttg agg gec ttg aag ggg agg cag tat ctg 105 
Arg Leu Leu Phe Pro Pro Leu Arg Ala Leu Lys Gly Arg Gin Tyr Leu 
5 10 " 15 

ccg etc ctg get cct agg gca gcg cct aga gca cag tgt gat tgc ate 153 
Pro Leu Leu Ala Pro Arg Ala Ala Pro Arg Ala Gin Cys Asp Cys lie 
20 25 30 

agg cgc cct ttg agg cca ggg caa tac age acc ate tct gaa gta get 201 
Arg Arg Pro Leu Arg Pro Gly Gin Tyr Ser Thr lie Ser Glu Val Ala 
35 40 45 50 

ttg caa tct gga agg ggt aca gtg tec ctt ccc tea aag get get gag 24 9 

Leu Gin Ser Gly Arg Gly Thr Val Ser Leu Pro Ser Lys Ala Ala Glu 
55 60 " 65 

egg gtg gtg ggc cga tgg etc ctg gtc tgc agt gga aca gtg get gga 297 
Arg Val Val Gly Arg Trp Leu Leu Val Cys Ser Gly Thr Val Ala Gly 
70 75 8 0 

gca gtt att ctt ggt gga gta act agg ttg aca gag tct ggc etc teg 345 
Ala Val lie Leu Gly Gly Val Thr Arg Leu Thr Glu Ser Gly Leu Ser 
85 90 95 

atg gta gat tgg cat tta ata aag gag atg aag cca cct aca age caa 393 
Met Val Asp Trp His Leu lie Lys Glu Met Lys Pro Pro Thr Ser Gin 
100 105 110 

gag gaa tgg gaa gca gaa ttc caa aga tac cag caa ttt cca gaa ttt 441 
Glu Glu Trp Glu Ala Glu Phe Gin Arg Tyr Gin Gin Phe Pro Glu Phe 
115 120 125 130 
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aaa ate ttg 
Lys lie Leu 



tac atg gag 
Tyr Met Glu 



tac ate ctg 
Tyr lie Leu 
165 

ggc atg aaa 
Gly Met Lys 
180 

ggt ctg ttg 
Gly Leu Leu 
195 

gac tec cat 
Asp Ser His 



ctg gga tea 
Leu Gly Ser 



tea ctg eta 
Ser Leu Leu 
245 

cag ttg aga 
Gin Leu Arg 
2 60 

gee etc tea 
Ala Leu Ser 
275 

aac tec ttt 
Asn Ser Phe 



ace ttc tec 
Thr Phe Ser 



cag ttt gat 
Gin Phe Asp 
325 

gtg etc tac 
Val Leu Tyr 
340 

atg gca gca 
Met Ala Ala 
355 

tta ttc aac 
Leu Phe Asn 



aat cat gat 
Asn His Asp 
135 

tac tea cac 
Tyr Ser His 
150 

cct get gee 
Pro Ala Ala 



gga cgt gtt 
Gly Arg Val 



gga tgg tat 
Gly Trp Tyr 
2 00 

gac ate cct 
Asp lie Pro 
215 

gee ctg gtt 
Ala Leu Val 
230 

etc cct ccg 
Leu Pro Pro 



cga ttt get 
Arg Phe Ala 



ggg get ttt 
Gly Ala Phe 
280 

ccc aaa atg 
Pro Lys Met 
295 

ccc ate ctg 
Pro lie Leu 
310 

cac egg att 
His Arg lie 



ttc etc tct 
Phe Leu Ser 



gtg act ctg 
Val Thr Leu 
360 

ttt act ttt 
Phe Thr Phe 
375 



atg aca ctg 
Met Thr Leu 



cga atg tgg 
Arg Met Trp 
155 

tac ttt tgg 
Tyr Phe Trp 
170 

ctt gee etc 
Leu Ala Leu 
185 

atg gtg aaa 
Met Val Lys 



egg gtc agt 
Arg Val Ser 



ctt tat tgt 
Leu Tyr Cys 
235 

cac aag ttg 
His Lys Leu 
250 

cat gga aca 
His Gly Thr 
265 

gtg gca ggg 
Val Ala Gly 



gga gaa tec 
Gly Glu Ser 



agg aat gtt 
Arg Asn Val 
315 

ctg gga ate 
Leu Gly lie 
330 

egg aga att 
Arg Arg lie 
345 

ctg get ttg 
Leu Ala Leu 



aaa ate agt 
Lys lie Ser 



aca gaa ttc 
Thr Glu Phe 
140 

ggt cgc ctt 
Gly Arg Leu 



aga aag ggc 
Arg Lys Gly 



tgt ggc etc 
Cys Gly Leu 
190 

agt gga eta 
Ser Gly Leu 
205 

cag tac cgc 
Gin Tyr Arg 
220 

gee age ttg 
Ala Ser Leu 



cct gaa ace 
Pro Glu Thr 



gca ggt ctg 
Ala Gly Leu 
270 

eta gat get 
Leu Asp Ala 
285 

tgg ate ccg 
Trp lie Pro 
300 

ttt gag aat 
Phe Glu Asn 



act tea gtc 
Thr Ser Val 



ccc ctt cct 
Pro Leu Pro 
350 

gcg tat aca 
Ala Tyr Thr 
365 

gat ttg gat 
Asp Leu Asp 
380 



aag ttc ate 
Lys Phe lie 
145 

gta ggc ctt 
Val Gly Leu 
160 

tgg etc age 
Trp Leu Ser 
175 

gtc tgc ttc 
Val Cys Phe 



gaa gaa aaa 
Glu Glu Lys 



ctt get gee 
Leu Ala Ala 
225 

tgg acc tea 
Trp Thr Ser 
240 

cac caa etc 
His Gin Leu 
255 

gtg ttc ctt 
Val Phe Leu 



ggg ctt gtt 
Gly Leu Val 



gag gac etc 
Glu Asp Leu 
305 

ccc acc atg 
Pro Thr Met 
320 

act gee att 
Thr Ala He 
335 

aga agg acc 
Arg Arg Thr 



cag ggc cct 
Gin Gly Pro 



gaa ggc ate 
Glu Gly He 
385 



tgg 489 
Trp 



gtg 537 
Val 



cgt 585 
Arg 



cag 633 
Gin 



tea 681 

Ser 

210 

cac 729 
His 



ctg 777 
Leu 



eta 825 
Leu 



acg 873 
Thr 



tat 921 

Tyr 

290 

ttt 969 
Phe 



gtg 1017 
Val 



aca 1065 
Thr 



aag 1113 
Lys 



gtc 1161 

Val 

370 

aga 1209 
Arg 
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aac ate tga tttgaggatg gagcaaccca atattgetaa tataatagat 1258 
Asn lie 



gacagtggca 


actgaaaaca 


gtcccagaat 


gaccccatcg 


agatgaaatt 


aaacagatta 


1318 


gaaatgtaac 


atactcattt 


aaattaaata 


agttgtataa 


gtttgggctg 


aagaaacctg 


1378 


gecttatate 


atttcatata 


aaaaagaegg 


gattttagtt 


gtcctcaggt 


tcaatatgaa 


1438 


ccaagtagta 


ttcatgttgt 


tattatatga 


taacagaaaa 


attagtggta 


cttcaggttt 


1498 


tatcagtaga 


agtgtcacag 


ccatagtcaa 


aataccccta 


acatactgea 


tttcactctg 


1558 


ggtaccaaat 


ttaagcaaga 


tattgatggc 


cactaagtgt 


gtatccagaa 


gaagagatca 


1618 


gaatgatgag 


tccagaaccc 


ctgtcacaca 


gggaataggt 


gaaggaacta 


gggatattta 


1678 


actggagcag 


agaacatctg 


gagagagagc 


aagattcctg 


tccttgagaa 


gttgaagccg 


1738 


tetcatgeag 


aagagggaat 


gagcttccat 


tatgetgeag 


agctggcagc 


aatggatgaa 


1798 


agttgcagga 


agttagtttt 


agttctgtag 


aaggcaagag 


tagggtagac 


caaatcaaat 


1858 


gctcactggg 


gtcaggctga 


tggagacagt 


aacactggcg 


ageaggtgee 


ccagctcgga 


1918 


etatactget 


gagttctggt 


ctgttgctgc 


cactctacag 


gtccagggtt 


gttagatctt 


1978 


ctgggttttt 


gttttgcttt 


ttgaaataag 


gaaaataagc 


ttatcttaag 


tttatttttc 


2038 


cttggatata 


cctagattcc 


atacagtgac 


aatacaaata 


caaaggaaga 


acatctggat 


2098 


ttcatccttg 


acctcattta 


caaagcaaaa 


agagatgetg 


gattcagata 


taaatgttta 


2158 


attttgeagt 


gtttaagtca 


gcaaatcttc 


tgttttttaa 


aaataageca 


catatctaga 


2218 


tttttctgtg 


aaagctctca 


attaagtgtt 


gggaactaat 


ttcaagattt 


taaaaaatgt 


2278 


tatgeagget 


taacgtgtct 


gagagecata 


aatgacctaa 


cgtttcccgt 


tagtctctga 


2338 


actaggtgat 


ctcagttctc 


tttcaactcc 


agtactctgt 


aagtttctgt 


gacctgtagt 


2398 


gtaccattct 


caggtggtga 


tatggtttgg 


atgttttgtc 


ccctccaaat 


ctcatgttca 


2458 


aagtgtgaca 


ttcagtgtta 


gaggtgggcc 


tagtaggagg 


tatttgggtc 


atgqqggcqq 


2518 


atcccttatg 


tatgactttg 


tgccatcccc 


atagtaatga 


gtgagttctc 


actctggttg 


2578 


tttatgcaag 


agctggttgt 


ttaaaagagc 


ctggaacttc 


ctcctctctc 


gcttgctctc 


2638 


tctcaccatg 


tgacacactg 


gctccccttc 


accttctgcc 


atgattgtaa 


gettegtgag 


2698 


gccctcacca 


gaagcagatg 


ccagcgccat 


gcttcctata 


cagttctatg 


cagaacagtg 


2758 


agecaaataa 


acctcttttc 


tttctaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2818 


aaaaaaaaaa 


aaaaaaaaaa 


aaa 








2841 



<210> 264 

<211> 388 

<212> PRT 

<213> Homo sapiens 



<400> 264 
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Met Gin Arg Leu Leu Phe Pro Pro Leu Arg Ala Leu Lys Gly Arg Gin 
15 10 15 



Tyr Leu Pro Leu Leu Ala Pro Arg Ala Ala Pro Arg Ala Gin Cys Asp 
20 25 30 



Cys lie Arg Arg Pro Leu Arg Pro Gly Gin Tyr Ser Thr lie Ser Glu 
35 4 0 4 5 



Val Ala Leu Gin Ser Gly Arg Gly Thr Val Ser Leu Pro Ser Lys Ala 
50 55 60 



Ala Glu Arg Val Val Gly Arg Trp Leu Leu Val Cys Ser Gly Thr Val 
65 70 75 80 



Ala Gly Ala Val lie Leu Gly Gly Val Thr Arg Leu Thr Glu Ser Gly 
85 90 95 



Leu Ser Met Val Asp Trp His Leu lie Lys Glu Met Lys Pro Pro Thr 
100 105 * 110 



Ser Gin Glu Glu Trp Glu Ala Glu Phe Gin Arg Tyr Gin Gin Phe Pro 
115 120 "* 125 



Glu Phe Lys lie Leu Asn His Asp Met Thr Leu Thr Glu Phe Lys Phe 
130 135 140 



lie Trp Tyr Met Glu Tyr Ser His Arg Met Trp Gly Arg Leu Val Gly 
145 150 155 160 



Leu Val Tyr lie Leu Pro Ala Ala Tyr Phe Trp Arg Lys Gly Trp Leu 
165 170 ~ " " 175 



Ser Arg Gly Met Lys Gly Arg Val Leu Ala Leu Cys Gly Leu Val Cys 
180 185 190 

Phe Gin Gly Leu Leu Gly Trp Tyr Met Val Lys Ser Gly Leu Glu Glu 
195 200 * 205 



Lys Ser Asp Ser His Asp lie Pro Arg Val Ser Gin Tyr Arg Leu Ala 
210 215 " 220 

Ala His Leu Gly Ser Ala Leu Val Leu Tyr Cys Ala Ser Leu Trp Thr 
225 230 235 240 



Ser Leu Ser Leu Leu Leu Pro Pro His Lys Leu Pro Glu Thr His Gin 
245 250 255 



Leu Leu Gin Leu Arg Arg Phe Ala His Gly Thr Ala Gly Leu Val Phe 
260 265 270 
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Leu Thr Ala Leu Ser Gly Ala Phe Val Ala Gly Leu Asp Ala Gly Leu 
275 280 285 

Val Tyr Asn Ser Phe Pro Lys Met Gly Glu Ser Trp lie Pro Glu Asp 
290 295 300 

Leu Phe Thr Phe Ser Pro lie Leu Arg Asn Val Phe Glu Asn Pro Thr 
305 310 315 320 

Met Val Gin Phe Asp His Arg lie Leu Gly lie Thr Ser Val Thr Ala 
325 330 335 

lie Thr Val Leu Tyr Phe Leu Ser Arg Arg lie Pro Leu Pro Arg Arg 
340 345 350 

Thr Lys Met Ala Ala Val Thr Leu Leu Ala Leu Ala Tyr Thr Gin Gly 
355 360 365 

Pro Val Leu Phe Asn Phe Thr Phe Lys lie Ser Asp Leu Asp Glu Gly 
370 375 380 

lie Arg Asn lie 
385 

<210> 265 
<211> 798 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (169) . . (444) 

<400> 265 

ccatcgctct cccgggctta gaaggccggc tactgacgcg cagtgccaga ccttagccct 60 

cacggtcctt aagtctcggt cgccctcgcc tcgcagcctg ccacccgcgc tcagctgccc 120 

gcctcctcag ccagccatgc tgagcatctg agctcgctgc ccacgcag atg gat tac 177 

Met Asp Tyr 
1 

aag ggc cag aag eta get gaa cag atg ttt cag gga att att ctt ttt 225 
Lys Gly Gin Lys Leu Ala Glu Gin Met Phe Gin Gly lie lie Leu Phe 
5 10 15 

tct gca ata gtt gga ttt ate tac ggg tac gtg get gaa cag ttc ggg 273 
Ser Ala lie Val Gly Phe He Tyr Gly Tyr Val Ala Glu Gin Phe Gly 
20 25 30 35 

tgg act gtc tat ata gtt atg gee gga ttt get ttt tea tgt ttg ctg 321 
Trp Thr Val Tyr He Val Met Ala Gly Phe Ala Phe Ser Cys Leu Leu 
40 ~ 45 ~ 50 
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aca ctt cct cca tgg ccc ate tat cgc egg cat cct etc aag tgg tta 369 
Thr Leu Pro Pro Trp Pro lie Tyr Arg Arg His Pro Leu Lys Trp Leu 
55 " 60 65 

cct gtt caa gaa tea age aca gac gac aag aaa cca ggg gaa aga aaa 417 
Pro Val Gin Glu Ser Ser Thr Asp Asp Lys Lys Pro Gly Glu Arg Lys 
70 75 80 

att aag agg cat get aaa aat aat tga ggttttcatg attcagcacc 464 
lie Lys Arg His Ala Lys Asn Asn 



85 




90 










tgcttttgtt 


tctgtgagat 


gagctaaatt 


gctttcatac 


cccagataag 


agctaaaacc 


524 


acctaatget 


cttatggcac 


agctgtgtat 


agatttagtt 


ctctttatac 


ttcatttcta 


584 


gcccagttgg 


gttttgattt 


atataagtag 


tttagacctt 


ctcttcataa 


tettgetctg 


644 


agatggggaa 


cagaacacac 


aagtatgaag 


tttctttcag 


gtgtaaataa 


tgaaaaataa 


704 


atgectcata 


aatgatagta 


caatgtaact 


atcaaagttt 


tataattcat 


tatgagttaa 


764 


ccattttaat 


gtttccaatt 


aaacctcata 


gtgc 
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<210> 266 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 266 

Met Asp Tyr Lys Gly Gin Lys Leu Ala Glu Gin Met Phe Gin Gly lie 
15 10 15 



lie Leu Phe Ser Ala lie Val Gly Phe lie Tyr Gly Tyr Val Ala Glu 
20 25 30 



Gin Phe Gly Trp Thr Val Tyr lie Val Met Ala Gly Phe Ala Phe Ser 
35 40 45 



Cys Leu Leu Thr Leu Pro Pro Trp Pro lie Tyr Arg Arg His Pro Leu 
50 55 60 



Lys Trp Leu Pro Val Gin Glu Ser Ser Thr Asp Asp Lys Lys Pro Gly 
65 70 75 80 



Glu Arg Lys lie Lys Arg His Ala Lys Asn Asn 
85 90 



<210> 267 

<211> 1072 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(14) . . (742) 
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<400> 267 

cagagctgct gtc atg gcg gcc get ctg tgg ggc ttc ttt ccc gtc ctg 4 9 

Met Ala Ala Ala Leu Trp Gly Phe Phe Pro Val Leu 
15 10 

ctg ctg ctg ctg eta teg ggg gat gtc cag age teg gag gtg ccc ggg 97 
Leu Leu Leu Leu Leu Ser Gly Asp Val Gin Ser Ser Glu Val Pro Gly 
15 20 25 

get get get gag gga teg gga ggg agt ggg gtc ggc ata gga gat cgc 145 
Ala Ala Ala Glu Gly Ser Gly Gly Ser Gly Val Gly lie Gly Asp Arg 
30 35 40 

ttc aag att gag ggg cgt gca gtt gtt cca ggg gtg aag cct cag gac 193 
Phe Lys lie Glu Gly Arg Ala Val Val Pro Gly Val Lys Pro Gin Asp 
45 50 55 60 

tgg ate teg gcg gcc cga gtg ctg gta gac gga gaa gag cac gtc ggt 241 
Trp lie Ser Ala Ala Arg Val Leu Val Asp Gly Glu Glu His Val Gly 
65 ~ 70 75 

ttc ctt aag aca gat ggg agt ttt gtg gtt cat gat ata cct tct gga 289 
Phe Leu Lys Thr Asp Gly Ser Phe Val Val His Asp lie Pro Ser Gly 
80 85 90 

tct tat gta gtg gaa gtt gta tct cca get tac aga ttt gat ccc gtt 337 
Ser Tyr Val Val Glu Val Val Ser Pro Ala Tyr Arg Phe Asp Pro Val 
95 100 105 

cga gtg gat ate act teg aaa gga aaa atg aga gca aga tat gtg aat 385 
Arg Val Asp lie Thr Ser Lys Gly Lys Met Arg Ala Arg Tyr Val Asn 
110 115 120 

tac ate aaa aca tea gag gtt gtc aga ctg ccc tat cct etc caa atg 433 
Tyr lie Lys Thr Ser Glu Val Val Arg Leu Pro Tyr Pro Leu Gin Met 
125 130 135 ~ 140 

aaa tct tea ggt cca cct tct tac ttt att aaa agg gaa teg tgg ggc 481 
Lys Ser Ser Gly Pro Pro Ser Tyr Phe lie Lys Arg Glu Ser Trp Gly 
145 150 ~ 155 

tgg aca gac ttt eta atg aac cca atg gtt atg atg atg gtt ctt cct 529 
Trp Thr Asp Phe Leu Met Asn Pro Met Val Met Met Met Val Leu Pro 
160 165 170 

tta ttg ata ttt gtg ctt ctg cct aaa gtg gtc aac aca agt gat cct 577 
Leu Leu lie Phe Val Leu Leu Pro Lys Val Val Asn Thr Ser Asp Pro 
175 180 185 

gac atg aga egg gaa atg gag cag tea atg aat atg ctg aat tec aac 625 
Asp Met Arg Arg Glu Met Glu Gin Ser Met Asn Met Leu Asn Ser Asn 
190 195 200 

cat gag ttg cct gat gtt tct gag ttc atg aca aga etc ttc tct tea 673 
His Glu Leu Pro Asp Val Ser Glu Phe Met Thr Arg Leu Phe Ser Ser 
205 210 215 " 220 

aaa tea tct ggc aaa tct age age ggc age agt aaa aca ggc aaa agt 721 
Lys Ser Ser Gly Lys Ser Ser Ser Gly Ser Ser Lys Thr Gly Lys Ser 
225 230 235 

ggg get ggc aaa agg agg tag tcaggccgtc cagagctggc atttgeacaa 772 
Gly Ala Gly Lys Arg Arg 
240 

acacggcaac actgggtggc atccaagtct tggaaaaccg tgtgaagcaa ctactataaa 832 



602 



cttgagtcat 


cccgacgttg 


atctcttaca 


actgtgtatg 


ttaacttttt 


agcacatgtt 


892 


ttgtacttgg 


tacacgagaa 


aacccagctt 


tcatcttttg 


tctgtatgag 


gtcaatattg 


952 


atgtcactga 


attaattaca 


gtgtcctata 


gaaaatgcca 


ttaataaatt 


atatgaacta 


1012 


ctatacatta 


tgtatattaa 


ttaaaacatc 


ttaatccaga 


aaaaaaaaaa 


aaaaaaaaaa 


1072 



<210> 268 

<211> 242 

<212> PRT 

<213> Homo sapiens 

<400> 268 

Met Ala Ala Ala Leu Trp Gly Phe Phe Pro Val Leu Leu Leu Leu Leu 
15 10 15 



Leu Ser Gly Asp Val Gin Ser Ser Glu Val Pro Gly Ala Ala Ala Glu 
20 25 30 



Gly Ser Gly Gly Ser Gly Val Gly He Gly Asp Arg Phe Lys He Glu 
35 40 45 



Gly Arg Ala Val Val Pro Gly Val Lys Pro Gin Asp Trp He Ser Ala 
50 55 60 



Ala Arg Val Leu Val Asp Gly Glu Glu His Val Gly Phe Leu Lys Thr 
65 70 75 80 



Asp Gly Ser Phe Val Val His Asp He Pro Ser Gly Ser Tyr Val Val 
85 90 95 



Glu Val Val Ser Pro Ala Tyr Arg Phe Asp Pro Val Arg Val Asp He 
100 105 110 



Thr Ser Lys Gly Lys Met Arg Ala Arg Tyr Val Asn Tyr He Lys Thr 
115 120 125 



Ser Glu Val Val Arg Leu Pro Tyr Pro Leu Gin Met Lys Ser Ser Gly 
130 135 140 



Pro Pro Ser Tyr Phe He Lys Arg Glu Ser Trp Gly Trp Thr Asp Phe 
145 150 155 160 



Leu Met Asn Pro Met Val Met Met Met Val Leu Pro Leu Leu He Phe 
165 170 175 



Val Leu Leu Pro Lys Val Val Asn Thr Ser Asp Pro Asp Met Arg Arg 
180 185 190 
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Glu Met Glu Gin Ser Met Asn Met Leu Asn Ser Asn His Glu Leu Pro 
195 200 205 

Asp Val Ser Glu Phe Met Thr Arg Leu Phe Ser Ser Lys Ser Ser Gly 
210 215 220 

Lys Ser Ser Ser Gly Ser Ser Lys Thr Gly Lys Ser Gly Ala Gly Lys 
225 230 235 240 

Arg Arg 

<210> 269 

<211> 2224 

<212> DNA 

<213> Homo sapiens 



<400> 269 



ccagt t acag 


acctt ttggg 


attcaaaata 


ctatagatt g 


acaccct cct 


gcctgttttt 


60 


ctctgcaccc 


caacctggcc 


aaggcccctc 


ctatqqqqtq 


cccatctgtg 


cctttattcc 


120 


qcrctatcrccc 


tcgactttcc 


agctt cccat 


gtttctttgg 


ttaggtttct 


ctccctt cct 


180 


tctttctcct 


tccccaatcc 


gcctgtttcg 


t cagggccca 


gtttgtttcc 


tcatacacct 


240 


tcctcactac 


cccaccccac 


at ggt t gact 


ctttccctca 


gctccaccag 


ctcttcatca 


300 


tgccactcat 


ttcagaactt 


gagcaaaaca 


gggcagtcag 


gatctgatgt 


ctttctggtc 


360 


tccctaagaa 


aactaagctc 


ttgagggaca 


gcccttggca 


at get tt cct 


atetgetgat 


420 


catggtgacc 


ttccttagga 


cttccagagt 


tcagttcctt 


ctggcagaga 


ggttttcttt 


480 


ctccatgcca 


tatggatgtg 


actcaaatga 


ggggtcccac 


agcttttcct 


ggctaccact 


540 


tgctgtgacc 


ttatacatgt 


tggggtttgc 


tcttaaagag 


gagagcagga 


agaaaggttg 


600 


gtttcagaaa 


ccaagagggt 


cggcagtgga 


cgcgtacatt 


ttgtcacgga 


gtccacagag 


660 


ctgagctttt 


gagcagactc 


tgagaagtat 


cattgcttgt 


gttgaaagaa 


tacaacagga 


720 


tttaagtttc 


tctttagaaa 


ttgcactgaa 


gaaaggccgg 


gcgcggtggc 


tccccctgta 


780 


atcccagcgc 


tttgggaggc 


cgaggcgggg 


ggatcacgag 


gtcaagagat 


cgagaccatc 


840 


ctggccaaca 


tggtgaaacc 


ccgtctctaa 


taaaaataca 


aaaattagee 


gggcatggtg 


900 


acgtgcacct 


gtagtcccag 


ctactagata 


ggctgaggca 


ggagaattgc 


ttgaatcegg 


960 


gaggcggagg 


ttgcagtgag 


ccgagatcgt 


gccactgaac 


tccaacctgc 


caatagagcg 


1020 


agactccgtc 


tcaaaaaaaa 


aaaaaaaaaa 


gaaagaaata 


gcattgaaga 


aaataccgea 


1080 


catcagagga 


aagcttattt 


tctgcatggt 


gtcttttcaa 


agatagaata 


tttgaagcat 


1140 


gttttctagc 


gattgtgtgg 


atgagggtga 


gctggctgag 


gcatcgctca 


agctgggggg 


1200 


tggtgtgtaa 


gaagcacgtg 


gagccacaag 


aggcacctcc 


tatagtcagc 


taagggcttc 


1260 


cctttctgcg 


cccagctttt 


gggtgaaggg 


tgatttctat 


tagacacatc 


tgtgcttcag 


1320 
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tcatagatgt 


taatagagga 


agcagttttc 


ctgctgcaga 


ttcctgaata 


gagttgctga 


1380 


aagagtctac 


ttctggactc 


aggggaagtt 


gaaggccagt 


ctgtgtagaa 


aggctgaggc 


1440 


aacggggaaa 


gacctgacag 


ctagttacat 


acgctctgac 


atagtgetec 


catgatggct 


1500 


tccagtgaca 


catgtgctga 


tagaattcta 


aacctctgga 


atttccctgc 


tggegactte 


1560 


tatggccgtt 


gactgtacag 


ggtaacctga 


tgccagatgc 


tatgggcgtg 


atgagaacta 


1620 


gagcattgca 


gcatggagga 


aactgtgagg 


caccagatcc 


tgtgcttctg 


caggecattt 


1680 


tctgaaaacc 


cctgttagga 


aggttggatt 


tggcgtgact 


tgettgagea 


agagtcctgg 


1740 


ggagagattt 


tgaggtttaa 


tttaacggta 


tatccagagc 


taacagtgac 


tcaactcgtc 


1800 


tagttctgca 


agtcagatgt 


acacttagag 


tctctctgtg 


aagggtttgg 


gtctgagctg 


1860 


tatagtatgt 


caaactgcca 


gtaagccagc 


ccctcaccct 


ctgatagata 


ttcctttaat 


1920 


gcaccagact 


tcgtgtttga 


taaatgatta 


atggttgaaa 


ttgtttctct 


tcttttgtgt 


1980 


tttcccagtt 


aatagatggt 


cactgtttcc 


acaatgtttt 


atactttcag 


ctttttgtaa 


2040 


cttaactata 


attacttaat 


tttatttttt 


taaagcttgt 


tgtggtctaa 


tgagaagtat 


2100 


ttttcagtgc 


ataatgtttt 


tctgagcttc 


tgtaaatgcc 


atcccaatgt 


ggtttggttt 


2160 


tgttgaacag 


aaaccaaaat 


aaatttcaaa 


atgttaaagc 


aaaaaaaaaa 


aaaaaaaaaa 


2220 


aaaa 
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<210> 270 
<211> 553 
<212> DNA 
<213> Homo sapiens 












<220> 

<221> CDS 
<222> (32) 


. . (493) 












<400> 270 
gggcgagcat 


ctcgcaggcc 


gtaggaggaa 


g atg gcg gtg gag teg 
Met Ala Val Glu Ser 
1 5 


cgc gtt 
Arg Val 


52 



acc cag gag gaa att aag aag gag cca gag aaa ccg ate gac cgc gag 100 

Thr Gin Glu Glu He Lys Lys Glu Pro Glu Lys Pro He Asp Arg Glu 

10 15 20 

aag aca tgc cca ctg ttg eta egg gtc ttc acc acc aat aac ggc cgc 148 

Lys Thr Cys Pro Leu Leu Leu Arg Val Phe Thr Thr Asn Asn Gly Arg 

25 30 35 

cac cac cga atg gac gag ttc tec egg gga aat gta ccg tec age gag 196 

His His Arg Met Asp Glu Phe Ser Arg Gly Asn Val Pro Ser Ser Glu 

40 45 50 55 

ttg cag ate tac act tgg atg gat gca acc ttg aaa gaa ctg aca age 244 

Leu Gin He Tyr Thr Trp Met Asp Ala Thr Leu Lys Glu Leu Thr Ser 

60 65 70 
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tta gta aaa gaa gtc tac cca gaa get aga aag aag ggc act cac ttc 292 
Leu Val Lys Glu Val Tyr Pro Glu Ala Arg Lys Lys Gly Thr His Phe 
75 80 85 

aat ttt gca ate gtt ttt aca gat gtt aaa aga cct ggc tat cga gtt 340 
Asn Phe Ala lie Val Phe Thr Asp Val Lys Arg Pro Gly Tyr Arg Val 
90 95 100 

aag gag att ggc age ace atg tct ggc aga gag ggg act gat gat tec 388 
Lys Glu lie Gly Ser Thr Met Ser Gly Arg Glu Gly Thr Asp Asp Ser 
105 110 115 

atg acc ctg cag teg cag aag ttc cag ata gga gat tac ttg gac ata 436 
Met Thr Leu Gin Ser Gin Lys Phe Gin lie Gly Asp Tyr Leu Asp lie 
120 125 130 135 

gca att acc cct cca aat egg gca cca cct cct tea ggg cgc atg aga 484 
Ala lie Thr Pro Pro Asn Arg Ala Pro Pro Pro Ser Gly Arg Met Arg 
140 145 " 150 

cca tat taa attctattta ctatttgttg aatttatttt teegtcagtt 533 
Pro Tyr 

atgtaaaata aacatactct 553 

<210> 271 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 271 

Met Ala Val Glu Ser Arg Val Thr Gin Glu Glu lie Lys Lys Glu Pro 
15 10 15 

Glu Lys Pro lie Asp Arg Glu Lys Thr Cys Pro Leu Leu Leu Arg Val 
20 25 ' 30 

Phe Thr Thr Asn Asn Gly Arg His His Arg Met Asp Glu Phe Ser Arg 
35 4 0 4 5 

Gly Asn Val Pro Ser Ser Glu Leu Gin lie Tyr Thr Trp Met Asp Ala 
50 55 ~ 60 

Thr Leu Lys Glu Leu Thr Ser Leu Val Lys Glu Val Tyr Pro Glu Ala 
65 70 75 80 

Arg Lys Lys Gly Thr His Phe Asn Phe Ala lie Val Phe Thr Asp Val 
85 90 95 

Lys Arg Pro Gly Tyr Arg Val Lys Glu lie Gly Ser Thr Met Ser Gly 
100 105 110 

Arg Glu Gly Thr Asp Asp Ser Met Thr Leu Gin Ser Gin Lys Phe Gin 
115 120 125 
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lie Gly Asp Tyr Leu Asp lie Ala lie Thr Pro Pro Asn Arg Ala Pro 
130 135 140 



Pro Pro Ser Gly Arg Met Arg Pro Tyr 
145 150 



<210> 272 

<211> 1854 

<212> DNA 

<2l3> Homo sapiens 



<220> 

<221> CDS 

<222> (332) . . (1618) 










<400> 272 
acaggcattt 


tccaaaggca 


agcctggagc 


gcacggatct gtataaccgc 


ggaaggccct 


60 


gtttccggtc 


ccttgcgcct 


gcgctcttgc 


agccaagaag gcgggaggct 


ggagtagagg 


120 


gaagcctgca 


accggaagtg 


aaggcagatt 


tccctccttc gtcgctgttg 


ctgccgccat 


180 


acgcgctctc 


cctgtttagc 


tcttctgtta 


gaaatagtat ctttgttttc 


ctttgctgtt 


240 


cctcaatccc 


ctactcttca 


ccccttgttt 


tcacctattt tgcgagaacc 


catccagatc 


300 


ccccttccct 


tcttcccctg 


ccggcccagt 


t atg gca gag aac gat 
Met Ala Glu Asn Asp 


gtg gac 
Val Asp 


352 



aat gag etc ttg gac tat gaa gat gat gag gtg gag aca gca get ggg 400 
Asn Glu Leu Leu Asp Tyr Glu Asp Asp Glu Val Glu Thr Ala Ala Gly 
10 ^ 15 * 20 

gga gat ggg get gag gee cct gec aag aag gat gtc aag ggc tec tat 448 
Gly Asp Gly Ala Glu Ala Pro Ala Lys Lys Asp Val Lys Gly Ser Tyr 
25 30 35 

gtc tec ate cac age tct ggc ttt cgt gac ttc ctg etc aag cca gag 496 
Val Ser lie His Ser Ser Gly Phe Arg Asp Phe Leu Leu Lys Pro Glu 
40 45 50 55 

ttg etc egg gee att gtc gac tgt ggc ttt gag cat ccg tea gaa gtc 544 
Leu Leu Arg Ala lie Val Asp Cys Gly Phe Glu His Pro Ser Glu Val 
60 65 70 

cag cat gag tgc ate cct cag gee att ctg gga atg gat gtc ctg tgc 592 
Gin His Glu Cys lie Pro Gin Ala lie Leu Gly Met Asp Val Leu Cys 
75 80 ~ 85 

cag gee aag teg ggc atg gga aag aca gca gtg ttt gtc ttg gee aca 640 
Gin Ala Lys Ser Gly Met Gly Lys Thr Ala Val Phe Val Leu Ala Thr 
90 95 100 

ctg caa cag ctg gag cca gtt act ggg cag gtg tct gtg ctg gtg atg 688 
Leu Gin Gin Leu Glu Pro Val Thr Gly Gin Val Ser Val Leu Val Met 
105 110 115 

tgt cac act egg gag ttg get ttt cag ate age aag gaa tat gag cgc 736 
Cys His Thr Arg Glu Leu Ala Phe Gin lie Ser Lys Glu Tyr Glu Arg 
120 125 130 135 
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ttc tct aaa 
Phe Ser Lys 



ctg tct ate 
Leu Ser lie 



ate gtc gtg 
He Val Val 
170 

age etc aac 
Ser Leu Asn 
185 

aag atg ctt 
Lys Met Leu 
200 

cgc atg ace 
Arg Met Thr 



age aaa gag 
Ser Lys Glu 



gag ate ttc 
Glu He Phe 
250 

cag tac tac 
Gin Tyr Tyr 
265 

gac ctt ctg 
Asp Leu Leu 
280 

tct gtg cag 
Ser Val Gin 



ttc cca gec 
Phe Pro Ala 



tct egg tat 
Ser Arg Tyr 
330 

ace aac eta 
Thr Asn Leu 
' 345 

ttt aat tat 
Phe Asn Tyr 
360 

gee aga gca 
Ala Arg Ala 



tac atg ccc 
Tyr Met Pro 
140 

aag aag gat 
Lys Lys Asp 
155 

ggg act cca 
Gly Thr Pro 



etc aaa cac 
Leu Lys His 



gaa cag etc 
Glu Gin Leu 
205 

ccc cac gag 
Pro His Glu 
220 

ate cgt cca 
lie Arg Pro 
235 

gtg gat gat 
Val Asp Asp 



gtg aaa ctg 
Val Lys Leu 



gat gtc ctt 
Asp Val Leu 
285 

egg tgc att 
Arg Cys He 
300 

att gee ate 
He Ala He 
315 

cag cag ttt 
Gin Gin Phe 



ttt ggc cga 
Phe Gly Arg 



gac atg cct 
Asp Met Pro 
365 

ggc egg ttt 
Gly Arg Phe 
380 



aat gtc aag 
Asn Val Lys 



gaa gag gtg 
Glu Glu Val 
160 

ggc cgt ate 
Gly Arg lie 
175 

att aaa cac 
He Lys His 
190 

gac atg cgt 
Asp Met Arg 



aag cag gtc 
Lys Gin 'Val 



gtc tgc cgc 
Val Cys Arg 
240 

gag acg aag 
Glu Thr Lys 
255 

aag gac aac 
Lys Asp Asn 
270 

gag ttc aac 
Glu Phe Asn 



gee ttg gee 
Ala Leu Ala 



cac cgt ggg 
His Arg Gly 
320 

aaa gat ttt 
Lys Asp Phe 
335 

ggc atg gac 
Gly Met Asp 
350 

gag gat tct 
Glu Asp Ser 



ggc ace aag 
Gly Thr Lys 



gtt get gtt 
Val Ala Val 
145 

ctg aag aag 
Leu Lys Lys 



eta gee ctg 
Leu Ala Leu 



ttt att ttg 
Phe He Leu 
195 

egg gat gtc 
Arg Asp Val 
210 

atg atg ttc 
Met Met Phe 
225 

aag ttc atg 
Lys Phe Met 



ttg acg ctg 
Leu Thr Leu 



gag aag aac 
Glu Lys Asn 
275 

cag gtg gtg 
Gin Val Val 
290 

cag eta eta 
Gin Leu Leu 
305 

atg ccc cag 
Met Pro Gin 



caa cga cga 
Gin Arg Arg 



ate gag egg 
He Glu Arg 
355 

gac ace tac 
Asp Thr Tyr 
370 

ggc ttg get 
Gly Leu Ala 
385 



ttt ttt ggt 
Phe Phe Gly 
150 

aac tgc ccg 
Asn Cys Pro 
165 

get cga aat 
Ala Arg Asn 
180 

gat gaa tgt 
Asp Glu Cys 



cag gaa att 
Gin Glu lie 



agt get acc 
Ser Ala Thr 
230 

caa gat cca 
Gin Asp Pro 
245 

cat ggg ttg 
His Gly Leu 
260 

egg aag etc 
Arg Lys Leu 



ate ttt gtg 
lie Phe Val 



gtg gag cag 
Val Glu Gin 
310 



gag gag agg 
Glu Glu Arg 
325 

att ctt gtg 
lie Leu Val 
340 

gtg aac att 
Val Asn He 



ctg cat egg 
Leu His Arg 



ate aca ttt 
He Thr Phe 
390 



ggt 7 84 

Gly 



cat 832 
His 



aag 880 
Lys 



gat 928 
Asp 



ttt 976 

Phe 

215 

ttg 1024 
Leu 



atg 1072 
Met 



cag 1120 
Gin 



ttt 1168 
Phe 



aag 1216 

Lys 

295 

aac 1264 
Asn 



ctt 1312 
Leu 



get 1360 
Ala 



get 1408 
Ala 



gtg 1456 

Val 

375 



gtg 1504 
Val 
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tec gat gag aat gat gec aag ate etc aat gat gtg cag gat cgc ttt 1552 
Ser Asp Glu Asn Asp Ala Lys lie Leu Asn Asp Val Gin Asp Arg Phe 
395 400 405 

gag gtc aat att agt gag ctg cct gat gag ata gac ate tec tec tac 1600 
Glu Val Asn lie Ser Glu Leu Pro Asp Glu lie Asp lie Ser Ser Tyr 
410 415 420 

att gaa cag aca egg tag aagactcgcc cattttggaa tgtgaccgtc 1648 
lie Glu Gin Thr Arg 
425 

tgtccttcag gagaggacac cagggtgggg gtgaaggaga cactactgcc cccacccctg 1708 

acagccccca ccccatggct tccatctttt gcatcaccac cactcctgaa cccccatttc 1768 

tgatttgtca gaattttttt ttaacaaaac taaaaatgaa acacatgtgt ctgtggtatc 1828 

taaaaaaaaa aaaaaaaaaa aaaaaa * 1854 

<210> 273 

<211> 428 

<212> PRT 

<213> Homo sapiens 

<400> 273 

Met Ala Glu Asn Asp Val Asp Asn Glu Leu Leu Asp Tyr Glu Asp Asp 
15 10 15 

Glu Val Glu Thr Ala Ala Gly Gly Asp Gly Ala Glu Ala Pro Ala Lys 
20 25 30 

Lys Asp Val Lys Gly Ser Tyr Val Ser lie His Ser Ser Gly Phe Arg 
35 4 0 45 

Asp Phe Leu Leu Lys Pro Glu Leu Leu Arg Ala lie Val Asp Cys Gly 
50 55 60 

Phe Glu His Pro Ser Glu Val Gin His Glu Cys lie Pro Gin Ala lie 
65 70 75 80 

Leu Gly Met Asp Val Leu Cys Gin Ala Lys Ser Gly Met Gly Lys Thr 
85 90 95 

Ala Val Phe Val Leu Ala Thr Leu Gin Gin Leu Glu Pro Val Thr Gly 
100 105 110 

Gin Val Ser Val Leu Val Met Cys His Thr Arg Glu Leu Ala Phe Gin 
115 120 125 

lie Ser Lys Glu Tyr Glu Arg Phe Ser Lys Tyr Met Pro Asn Val Lys 
130 135 '* 140 



Val Ala Val Phe Phe Gly Gly Leu Ser lie Lys Lys Asp Glu Glu Val 
145 150 155 160 
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Leu Lys Lys Asn Cys Pro His lie Val Val Gly Thr Pro Gly Arg lie 
165 170 175 



Leu Ala Leu Ala Arg Asn Lys Ser Leu Asn Leu Lys His lie Lys His 
180 " " 185 " 190 



Phe lie Leu Asp Glu Cys Asp Lys Met Leu Glu Gin Leu Asp Met Arg 
195 200 205 



Arg Asp Val Gin Glu lie Phe Arg Met Thr Pro His Glu Lys Gin Val 
210 215 220 



Met Met Phe Ser Ala Thr Leu Ser Lys Glu lie Arg Pro Val Cys Arg 
225 230 235 ' 240 



Lys Phe Met Gin Asp Pro Met Glu lie Phe Val Asp Asp Glu Thr Lys 
245 250 255 



Leu Thr Leu His Gly Leu Gin Gin Tyr Tyr Val Lys Leu Lys Asp Asn 
260 265 " 270 



Glu Lys Asn Arg Lys Leu Phe Asp Leu Leu Asp Val Leu Glu Phe Asn 
275 280 285 



Gin Val Val lie Phe Val Lys Ser Val Gin Arg Cys lie Ala Leu Ala 
290 295 300 



Gin Leu Leu Val Glu Gin Asn Phe Pro Ala lie Ala lie His Arg Gly 
305 310 315 320 



Met Pro Gin Glu Glu Arg Leu Ser Arg Tyr Gin Gin Phe Lys Asp Phe 
325 330 335 



Gin Arg Arg lie Leu Val Ala Thr Asn Leu Phe Gly Arg Gly Met Asp 
340 345 350 



lie Glu Arg Val Asn lie Ala Phe Asn Tyr Asp Met Pro Glu Asp Ser 
355 360 365 



Asp Thr Tyr Leu His Arg Val Ala Arg Ala Gly Arg Phe Gly Thr Lys 
370 375 " ^ 380 



Gly Leu Ala lie Thr Phe Val Ser Asp Glu Asn Asp Ala Lys lie Leu 
385 390 395 ~ 400 



Asn Asp Val Gin Asp Arg Phe Glu Val Asn lie Ser Glu Leu Pro Asp 
405 410 415 
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Glu lie Asp lie Ser Ser Tyr lie Glu Gin Thr Arg 
420 425 

<210> 274 
<211> 641 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (108) . . (488) 

<400> 274 

gaattcccgt gatagacaga ctgtccacca tctgaacctt cattcaccac cattcgataa 60 

cccttcttcc gagcctctcc tctggtcgcg cggggaggag aggcgag atg gca gat 116 

Met Ala Asp 
1 

gag att gcc aag get cag gtc get egg cct ggt ggc gac acg ate ttt 164 
Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp Thr lie Phe 
5 10 15 

ggg aag ate ate cgc aag gaa ata cca gcc aaa ate att ttt gag gat 212 
Gly Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie Phe Glu Asp 
20 25 30 35 

gac egg tgc ctt get ttc cat gac att tec cct caa gca cca aca cat 260 
Asp Arg Cys Leu Ala Phe His Asp lie Ser Pro Gin Ala Pro Thr His 
40 45 50 

ttt ctg gtg ata ccc aag aaa cat ata tec cag att tct gtg gca gaa 308 
Phe Leu Val lie Pro Lys Lys His lie Ser Gin lie Ser Val Ala Glu 
55 60 65 

gat gat gat gaa agt ctt ctt gga cac tta atg att gtt ggc aag aaa 356 
Asp Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val Gly Lys Lys 
70 75 80 

tgt get get gat ctg ggc ctg aat aag ggt tat cga atg gtg gtg aat 404 
Cys Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met Val Val Asn 
85 90 95 

gaa ggt tea gat ggt gga cag tct gtc tat cac gtt cat etc cat gtt 452 
Glu Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His Leu His Val 
100 105 110 115 

ctt gga ggt egg caa atg cat tgg cct cct ggt taa gcacgttttg 4 98 

Leu Gly Gly Arg Gin Met His Trp Pro Pro Gly 
120 125 

gggataattt tctcttcttt agcatgataa gttaggcaat ttccagtatg ttaagtaaca 558 

cacttatttt tcctgtgtat ggagagattc aagaaataat tttaaacccg ctacataata 618 

aaagacattg ttgcatggaa ttc 641 

<210> 275 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 275 
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Met Ala Asp Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp 
15 10 15 



Thr lie Phe Gly Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie 
20 25 30 



Phe Glu Asp Asp Arg Cys Leu Ala Phe His Asp lie Ser Pro Gin Ala 
35 40 45 



Pro Thr His Phe Leu Val lie Pro Lys Lys His lie Ser Gin lie Ser 
50 55 " ' 60 



Val Ala Glu Asp Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val 
65 70 75 80 



Gly Lys Lys Cys Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met 
85 90 95 



Val Val Asn Glu Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His 
100 105 110 



Leu His Val Leu Gly Gly Arg Gin Met His Trp Pro Pro Gly 
115 120 125 



<210> 276 
<211> 596 
<212> DNA 
<213> Homo sapiens 












<400> 276 
agggttagaa 


actaacttca 


ttctttttag 


aattcaacag 


ttttcctagg 


tcaccaattc 


60 


caccttttgt 


tcttattaag 


gcgcaaagt c 


acaggacccc 


cttcctggga 


gtcactgtca 


120 


ttaaatctat 


tgccgtcagc 


tcagcccagg 


gtaggcaagg 


ttcaagaatg 


ggaagtgctt 


180 


ttgtctgggg 


aaacacgcag 


gtaatgtgat 


gctaggaagg 


aggatgtgca 


ggtgggtgag 


240 


agcccaggag 


ggagcagctg 


gtgcctgaca 


gggtgagcca 


tcagggctgg 


gcctgggtac 


300 


agccccagga 


gaaggagcct 


gtgcagaagt 


agcagttcag 


tggattccac 


ctcctatgtc 


360 


acaatccagc 


aggtggccag 


gactcagcct 


gggttttaag 


tgagtaatgc 


cttccctgtc 


420 


tcagagatta 


gctctaacag 


tgtcactaga 


ggaagccctg 


gcgagggtgg 


gggggcgtag 


480 


tgtggggaca 


aggaggccag 


atagaaagtg 


ctggaatgtt 


ctggaacaga 


tctgtttctg 


540 


gaggagaggc 


tgagtatgga 


gagtcaacag 


aatgtgacca 


ccttcagagg 


gaggag 


596 



<210> 277 

<211> 737 

<212> DNA 

<2 13> Homo sapiens 
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<220> 

<221> misc_f eature 

<222> (699) . . (699) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (700) . . (700) 

<223> n is a, c, g, or t 

<400> 277 



ttttttttgg 


ttacggcagc 


acttttattt 


ttccttacac 


aatgacgtgt 


tgctggggcc 


60 


taatgttctc 


acataacagt 


agaaaaccaa 


aatttgttgt 


catctcttta 


aagaatcgag 


120 


aattgcgtac 


aaaaaaaacc 


ttacataaat 


taagaatgaa 


tacatttaca 


ggcgtaaatg 


180 


caaaccgctt 


ccaactcaag 


gcaagttaac 


agcccacggt 


gttctggcca 


aagacatcag 


240 


ctaagaaagg 


aaactgggtc 


ctacggcttg 


gactttccaa 


ccctgacaga 


cccgcaagac 


300 


aaaaacaact 


ggtttcttgc 


cagctctaga 


gaaatcccag 


aacactcagc 


cctgacatgt 


360 


taataccaag 


gggaacagtt 


aacttgaata 


caaggtcaaa 


atcagcaaca 


agttctacaa 


420 


tccagtgctg 


atatcaaata 


caagcttcaa 


ggacaatttc 


ttttcgaagg 


cttattccag 


480 


tttcgtgagg 


ctagcatgag 


gtgtgtgcat 


ttgccagggg 


caaatttcta 


ttctcaatta 


540 


acccatgcag 


caaatgctac 


gcatctgctg 


agtccgtcta 


gaagcatttg 


cggtggacga 


600 


tggaggggcc 


cgactcgtcg 


tacttctgct 


tgctaatcca 


catctgcttg 


gaagtggaca 


660 


gtgaggccag 


gatgggagcc 


gcgatccaca 


ctgagtacnn 


ttgcgctctg 


gggtgcgatg 


' 720 


atcttgatct 


tcatggt 
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<210> 278 

<211> 514 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (23) . . (469) 

<400> 278 

ctttttcgtc tgggctgcca ac atg cca tec aga ctg agg aag acc egg aaa 52 

Met Pro Ser Arg Leu Arg Lys Thr Arg Lys 
15 10 

ctt agg ggc cac gtg age cac ggc cac ggc cgc ata ggc aag cac egg 100 
Leu Arg Gly His Val Ser His Gly His Gly Arg lie Gly Lys His Arg 
15 20 25 

aag cac ccc ggc ggc cgc ggt aat get ggt ggt ctg cat cac cac egg 148 
Lys His Pro Gly Gly Arg Gly Asn Ala Gly Gly Leu His His His Arg 
30 35 40 

ate aac ttc gac aaa tac cac cca ggc tac ttt ggg aaa gtt ggt atg 196 
lie Asn Phe Asp Lys Tyr His Pro Gly Tyr Phe Gly Lys Val Gly Met 
45 50 55 
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aag cat tac cac tta aag agg aac cag age ttc tgc cca act gtc aac 244 
Lys His Tyr His Leu Lys Arg Asn Gin Ser Phe Cys Pro Thr Val Asn 
60 65 70 

ctt gac aaa ttg tgg act ttg gtc agt gaa cag aca egg gtg aat get 292 
Leu Asp Lys Leu Trp Thr Leu Val Ser Glu Gin Thr Arg Val Asn Ala 
75 80 85 90 

get aaa aac aag act ggg get get ccc ate att gat gtg gtg cga teg 340 
Ala Lys Asn Lys Thr Gly Ala Ala Pro lie lie Asp Val Val Arg Ser 
95 100 105 

ggc tac tac aaa gtt ctg gga aag gga aag etc cca aag cag cct gtc 388 
Gly Tyr Tyr Lys Val Leu Gly Lys Gly Lys Leu Pro Lys Gin Pro Val 
110 115 120 

ate gtg aag gee aaa ttc ttc age aga aga get gag gag aag att aag 436 
lie Val Lys Ala Lys Phe Phe Ser Arg Arg Ala Glu Glu Lys lie Lys 
125 130 "* 135 

agt gtt ggg ggg gee tgt gtc ctg gtg get tga agecacatgg agggagtttc 489 
Ser Val Gly Gly Ala Cys Val Leu Val Ala 
140 145 

attaaatget aactactttt aaaaa 514 

<210> 279 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 279 

Met Pro Ser Arg Leu Arg Lys Thr Arg Lys Leu Arg Gly His Val Ser 
1 5 10 15 

His Gly His Gly Arg lie Gly Lys His Arg Lys His Pro Gly Gly Arg 
20 25 30 

Gly Asn Ala Gly Gly Leu His His His Arg lie Asn Phe Asp Lys Tyr 
35 40 45 

His Pro Gly Tyr Phe Gly Lys Val Gly Met Lys His Tyr His Leu Lys 
50 55 60 

Arg Asn Gin Ser Phe Cys Pro Thr Val Asn Leu Asp Lys Leu Trp Thr 
65 70 75 ' 80 

Leu Val Ser Glu Gin Thr Arg Val Asn Ala Ala Lys Asn Lys Thr Gly 
85 90 ~ 95 

Ala Ala Pro lie lie Asp Val Val Arg Ser Gly Tyr Tyr Lys Val Leu 
100 105 " 110 



Gly Lys Gly Lys Leu Pro Lys Gin Pro Val lie Val Lys Ala Lys Phe 
115 120 125 
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Phe Ser Arg Arg Ala Glu Glu Lys lie Lys Ser Val Gly Gly Ala Cys 
130 135 140 



Val Leu Val Ala 
145 



<210> 280 

<211> 777 

<212> DNA 

<213> Homo sapiens 



<400> 280 
gtggaagaac 


ggtctcagaa 


ctgttgtttc 


aatggccatt 


taagtttagt 


agtaaaagac 


60 


tggttaatga 


taacaatgea 


tegtaaaace 


ttcagaagga 


aaggagaatg 


ttttgtggac 


120 


cacttggttt 


tettttttge 


gtgtggcagt 


tttaagttat 


tagtttttaa 


aatcagtact 


180 


ttttaatgga 


aacaactgga 


ccaaaaattt 


gtcacagaat 


tttgagaccc 


attaaaaaag 


240 


ttaaatgaga 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


agaggggggg 


gcgcccggaa 


300 


aaaacccccc 


eggggggege 


gcccccaacg 


gcgccccccc 


ccttctttgt 


tgtagaagag 


360 


aggggcccgc 


cacccagtga 


ggaggggggt 


atcttataat 


aagtagcaag 


caccagcagg 


420 


cgcgcgcgcg 


cgctgtcaaa 


aacaagcaga 


aacgetgaca 


gtgggagaga 


gaacatcgcc 


480 


tcgctctgac 


ggacatcctc 






L-d i_ v ct o cl 






ggggggggag 


acagacaatt 


gggggegega 


gaaccaaatc 


ccctaccagg 


agaagtatat 


600 


tattagaccg 


cccacggggg 


gagaggataa 


caataattct 


ettcaggegg 


atcatacagt 


660 


gagggcggag 


acccaacccc 


cgcaccatac 


gaacacgccg 


ggcctgacaa 


aaaatatggg 


720 


cccccccgag 


cgatgtattt 


acctgaccac 


aaatttttcg 


gggcggcgcc 


gacacaa 


111 


<210> 281 
<211> 1662 
<212> DNA 
<213> Home 


i sapiens 












<220> 

<221> CDS 

<222> (118) . . (528) 












<400> 281 
ggtcgttcgt 


tgggcggtgc 


tggtttttcg 


ctcgtcgact 


gcggctcttc 


ctcgggcagc 


60 


ggaagcggcg 


eggeggtegg 


agaagtggcc 


taaaacttcg 


gcgttgggtg 


aaagaaa 


117 



atg gec cga acc aag cag act get cgt aag tec ace ggt ggg aaa gee 165 
Met Ala Arg Thr Lys Gin Thr Ala Arg Lys Ser Thr Gly Gly Lys Ala 
15 10 15 



ccc cgc aaa cag ctg gee acg aaa gee gee agg aaa age get ccc tct 213 
Pro Arg Lys Gin Leu Ala Thr Lys Ala Ala Arg Lys Ser Ala Pro Ser 
20 "25 ~ 30 
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acc ggc ggg gtg aag aag cct cat cgc tac agg ccc ggg acc gtg gcg 261 
Thr Gly Gly Val Lys Lys Pro His Arg Tyr Arg Pro Gly Thr Val Ala 
35 40 45 

ctt cga gag att cgt cgt tat cag aag teg acc gag ctg etc ate egg 309 
Leu Arg Glu lie Arg Arg Tyr Gin Lys Ser Thr Glu Leu Leu lie Arg 
50 55 ' 60 

aag ctg ccc ttc cag agg ttg gtg agg gag ate gcg cag gat ttc aaa 357 
Lys Leu Pro Phe Gin Arg Leu Val Arg Glu lie Ala Gin Asp Phe Lys 
65 70 75 80 

acc gac ctg agg ttt cag age gca gee ate ggt gcg ctg cag gag get 405 
Thr Asp Leu Arg Phe Gin Ser Ala Ala lie Gly Ala Leu Gin Glu Ala 
85 90 95 

age gaa gcg tac ctg gtg ggt ctg ttc gaa gat acc aac ctg tgt gee 453 
Ser Glu Ala Tyr Leu Val Gly Leu Phe Glu Asp Thr Asn Leu Cys Ala 
100 105 110 

ate cac get aag aga gtc acc ate atg ccc aaa gac ate cag ttg get 501 
lie His Ala Lys Arg Val Thr lie Met Pro Lys Asp lie Gin Leu Ala 
115 120 125 

cgc egg ata egg gga gag aga get taa gtgaaggcag tttttatggc 548 
Arg Arg lie Arg Gly Glu Arg Ala 



130 




j. -j -j 










at* ttt at p\ at 
y v~ y i_ d y c 


pp*pttr*tatpi 
dad L LL-Ly L d 


pppttpr'tttrr 


ntttaattta 
y l. l. u d d t_ u u y 


t a ^ at ttttt 


t" at Pi pa Pi Pi Pit 

w y \— d d y d d d w 
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tatttat flat 


zztattar^Zitt 
a Ly l Ly La u L 


u y udu u laay 


t C^Z\tt(~~'C~*^t(~' 


tttaptatapia 
t— i— i_v_dL.i_v-.dy 


apt a pi p t a a a 
yd L,ydd Ly uy 


668 


aaaagtgact 


gttcacagac 


ctcagtgatg 


tgagcactgt 


tgctcaggag 


tgacaagttg 


728 


etaatatgea 


gaagggatgg 


gtgatacttc 


ttgettctea 


tgatgcatgt 


ttctgtatgt 


788 


taatgacttg 


ttgggtagct 


attaaggtac 


tagagttgat 


aaatgtgtac 


agggtccttt 


848 


tgcaataaaa 


ctggttatga 


cttgatccaa 


gtgtttaaca 


attggggctg 


ttaagtctga 


908 


ccatacatca 


ctgtgataga 


atgtgggctt 


tttcaagggt 


gaagatacaa 


gtcttaacca 


968 


cagtgtaact 


tacagtttcc 


tttaaaaaaa 


aaaaaagtaa 


acctggcagc 


tatagaatac 


1028 


actatgtgca 


tttataatag 


ctattttata 


tattgtagta 


tcaacatttt 


taaattaaat 


1088 


gttttacatt 


cacaagtggt 


ggggagtctt 


gtcattaagg 


tgtgtgtaat 


ttagagtcca 


1148 


gttggttttc 


ttctgactgc 


acttgttctc 


atagtagtaa 


aatgctatgc 


gcatttatac 


1208 


ettgeataag 


tcctcattct 


accacatgtt 


aaccctctag 


ctgataatgc 


aaacactaac 


1268 


tgggggattt 


tatttataag 


ggctctagaa 


aaaacgagtt 


attcacacca 


gcatcatctt 


1328 


aactaacatt 


ctgaactagt 


tagtgeaget 


tttcattgtg 


ttgtgtggtt 


ggtctcataa 


1388 


ctaggttgag 


tttttctcct 


ctgctgagga 


aacagtaccg 


aagttctttt 


tcttgtggca 


1448 


tttgtattat 


aaaaacttgg 


tgtgggggag 


gagcacaaaa 


ctccagccca 


ctgaacctct 


1508 


gecaattaag 


atggtgttgg 


gttaggttac 


atctggttac 


tgtcctggga 


aaatcatttt 


1568 


tatagagatg 


gccttccaag 


tggttttaaa 


atttactgaa 


gtttttaggt 


caattatgta 


1628 


tgttgactaa 


atttacaaat 


aaacttgttt 


atcc 






1662 
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<210> 282 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 282 

Met Ala Arg Thr Lys Gin Thr Ala Arg Lys Ser Thr Gly Gly Lys Ala 
1 5 10 ' 15 

Pro Arg Lys Gin Leu Ala Thr Lys Ala Ala Arg Lys Ser Ala Pro Ser 
20 25 30 

Thr Gly Gly Val Lys Lys Pro His Arg Tyr Arg Pro Gly Thr Val Ala 
35 40 45 

Leu Arg Glu lie Arg Arg Tyr Gin Lys Ser Thr Glu Leu Leu lie Arg 
50 55 60 

Lys Leu Pro Phe Gin Arg Leu Val Arg Glu lie Ala Gin Asp Phe Lys 
65 70 75 80 

Thr Asp Leu Arg Phe Gin Ser Ala Ala lie Gly Ala Leu Gin Glu Ala 
85 90 95 

Ser Glu Ala Tyr Leu Val Gly Leu Phe Glu Asp Thr Asn Leu Cys Ala 
100 105 110 

lie His Ala Lys Arg Val Thr lie Met Pro Lys Asp lie Gin Leu Ala 
115 120 125 

Arg Arg lie Arg Gly Glu Arg Ala 
130 135 

<210> 283 

<211> 716 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (29) . . (607) 

<400> 283 

ttctttcttt gctgcgtcta ctgcgaga atg aag act att etc age aat cag 52 

Met Lys Thr lie Leu Ser Asn Gin 
1 5 

act gtc gac att cca gaa aat gtc gac att act ctg aag gga cgc aca 100 
Thr Val Asp lie Pro Glu Asn Val Asp He Thr Leu Lys Gly Arg Thr 
10 15 20 

gtt ate gtg aag ggc ccc aga gga ace ctg egg agg gac ttc aat cac 148 
Val He Val Lys Gly Pro Arg Gly Thr Leu Arg Arg Asp Phe Asn His 
25 30 35 40 
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ate aat gta gaa etc age ctt ctt gga aag aaa aaa aag agg etc egg 196 
lie Asn Val Glu Leu Ser Leu Leu Gly Lys Lys Lys Lys Arg Leu Arg 
45 50 55 

gtt gac aaa tgg tgg ggt aac aga aag gaa ctg get ace gtt egg act 24 4 

Val Asp Lys Trp Trp Gly Asn Arg Lys Glu Leu Ala Thr Val Arg Thr 
60 65 70 

att tgt agt cat gta cag aac atg ate aag ggt gtt aca ctg ggc ttc 292 
lie Cys Ser His Val Gin Asn Met lie Lys Gly Val Thr Leu Gly Phe 
75 80 85 

cgt tac aag atg agg tct gtg tat get cac ttc ccc ate aac gtt gtt 340 
Arg Tyr Lys Met Arg Ser Val Tyr Ala His Phe Pro lie Asn Val Val 
90 95 100 

ate cag gag aat ggg tct ctt gtt gaa ate cga aat ttc ttg ggt gaa 388 
lie Gin Glu Asn Gly Ser Leu Val Glu lie Arg Asn Phe Leu Gly Glu 
105 110 115 120 

aaa tac ate cgc agg gtt egg atg aga cca ggt gtt get tgt tea gta 436 
Lys Tyr lie Arg Arg Val Arg Met Arg Pro Gly Val Ala Cys Ser Val 
125 130 135 

tct caa gee cag aaa gat gaa tta ate ctt gaa gga aat gac att gag 484 
Ser Gin Ala Gin Lys Asp Glu Leu lie Leu Glu Gly Asn Asp lie Glu 
140 145 150 

ctt gtt tea aat tea gcg get ttg att cag caa gee aca aca gtt aaa 532 
Leu Val Ser Asn Ser Ala. Ala Leu lie Gin Gin Ala Thr Thr Val Lys 
155 160 165 

aac aag gat ate agg aaa ttt ttg gat ggt ate tat gtc tct gaa aaa 580 
Asn Lys Asp lie Arg Lys Phe Leu Asp Gly lie Tyr Val Ser Glu Lys 
170 175 180 

gga act gtt cag cag get gat gaa taa gatctaagag ttacctggct 627 
Gly Thr Val Gin Gin Ala Asp Glu 
185 190 

acagaaagaa gatgecagat gacacttaag acctacttgt gatatttaaa tgatgeaata 687 
aaagacctat tgatttggac cttcttctt 716 

<210> 284 

<211> 192 

<212> PRT 

<213> Homo sapiens 

<400> 284 

Met Lys Thr lie Leu Ser Asn Gin Thr Val Asp lie Pro Glu Asn Val 
1 5 10 15 

Asp lie Thr Leu Lys Gly Arg Thr Val lie Val Lys Gly Pro Arg Gly 
20 25 30 



Thr Leu Arg Arg Asp Phe Asn His lie Asn Val Glu Leu Ser Leu Leu 
35 40 45 



618 



Gly Lys Lys Lys Lys Arg Leu Arg Val Asp Lys Trp Trp Gly Asn Arg 
50 55 60 

Lys Glu Leu Ala Thr Val Arg Thr lie Cys Ser His Val Gin Asn Met 
65 70 75 80 

lie Lys Gly Val Thr Leu Gly Phe Arg Tyr Lys Met Arg Ser Val Tyr 
8 5 90 95 

Ala His Phe Pro lie Asn Val Val lie Gin Glu Asn Gly Ser Leu Val 
100 105 110 

Glu lie Arg Asn Phe Leu Gly Glu Lys Tyr lie Arg Arg Val Arg Met 
115 120 125 

Arg Pro Gly Val Ala Cys Ser Val Ser Gin Ala Gin Lys Asp Glu Leu 
130 135 140 

lie Leu Glu Gly Asn Asp lie Glu Leu Val Ser Asn Ser Ala Ala Leu 
145 150 155 160 

lie Gin Gin Ala Thr Thr Val Lys Asn Lys Asp lie Arg Lys Phe Leu 
165 170 " 175 

Asp Gly lie Tyr Val Ser Glu Lys Gly Thr Val Gin Gin Ala Asp Glu 



<210> 285 
<211> 894 
<212> DNA 
<213> Homo sapiens 

<400> 285 

gcggcctccc aaagtgctgg gattccaggc gtgagccact gcgcccggcc agccctgttg 60 

tctttcaaag aacctcggcc ccagtgatgg ctgatctcac tcccactgtc tcgtagaatt 120 

acactccttc ctggggatcc ctcttcctgc agccttgtcc ttggggagta cagggaagta 180 

cctgcagtga ccctgccccc atgaccttgg ccaggcagga tgattccaga gcccgtactg 240 

tggggatcct cactgaccag cccagcccca tccgcaagcc aggctgggcc tgggcataac 300 

ttcgctgggc tctcccaaga ccatcagcag tgcatccagc cccctggggc ctgggctgct 360 

gctggttctt catcagtccc ttggtctcta gcctcggcca gggctgctct gctctccgcc 420 

ctcctttgtg tatcaagtgt cgctcacagc cccattcact ggggagcctt tcggatctat 480 

ttggtctttc tcatgtcccc cactggtctg taccccaggg agcgggtgct tgtactgtgt 540 

gaatccagtg ttcacattca cacttaatga cttccttggc accaatcatg tatttcaccg 600 

tttgcacttt ttgtatttca ataaccaatg ttgatgcaaa actgctataa aactgaccac 660 

tacgatacac acagaaactc gaaacctctg caggcgaccc ctatattctc cggggtgtgg 720 









619 








gcgaaacaag 


aggaggegtc 


tagtgaaccg 


tgcccgacac 


tgttgcacac 


aggcgcttcc 


780 


cgtgaccccc 


agtgtttctt 


gtctcccatg 


cgcggtgaga 


act eggeggg 


acccccccta 


840 


tagaggcgag 


gcacgaatga 


tcattggaaa 


ctaaccccgg 


gttacccggg 


ttga 


894 


<210> 286 
<211> 866 
<212> DNA 
<213> Homo sapiens 












<220> 

<221> misc feature 

<222> (76) . . (76) 

<223> n is a, c, g, or t 










<400> 286 
gaagatgagt 


ggggtaaaac 


cccagacgcc 


atgaaagctg 


ccatggccct 


ggagaaaaag 


60 


ctgaaccagg 


cccttntgga 


tcttcatgcc 


ctgggttctg 


cccgcacgga 


cccccatctc 


120 


tgtgacttcc 


tggagactca 


cttcctagat 


gaggaagtga 


agcttatcaa 


gaagatgggt 


180 


gaccacctga 


ccaacctcca 


caggctgggt 


ggeceggagg 


ctgggctggg 


cgagtatctc ■ 


240 


ttcgaaaggc 


tcactctcaa 


gcacgactaa 


gagecttctg 


agcccagcga 


cttctgaagg 


300 


gccccttgca 


aagtaatagg 


gcttctgcct 


aagcctctcc 


ctccagccaa 


taggcagctt 


360 


tcttaactat 


cctaacaagc 


cttggaccaa 


atgggaaata 


aagctttttg 


atccaagaag 


420 


aaaaaaaaaa 


gaagaaaaac 


aaaagaaaaa 


catgtgtgtg 


gggaaggagc 


accggggccc 


480 


tggagaacaa 


ggtttcagaa 


gaacacacag 


tcgcggttgg 


ggcgggcgcg 


gggacccagg 


540 


aggggaacag 


ggagacctgg 


tggcgacaaa 


caaagegegg 


gggtccccca 


agagggaaac 


600 


acaaccgcgg 


ggacacagag 


accaaacagg 


gggccacggg 


ggaatttcct 


cacagcagat 


660 


gtatagagaa 


aaaagegage 


cgtcgggtgg 


gtgaacaaca 


cgeggaagea 


gagtttttgt 


720 


gggaaaaaaa 


aaatttctgc 


aaaagatgat 


gagagaaata 


tegcaagaag 


gggcgcacaa 


780 


aaaagggggg 


ggagagataa 


taatacagag 


ctyyctyyyciyy 


i_ l Lv-ctciociyy 


ft <~1 it <T /T 2 3 3 3 f~* 

yyyyydcicicic 


p a n 


ctgagaagaa 


attaacaatt 


ttgagc 








866 


<210> 287 
<211> 1096 
<212> DNA 
<213> Home 


> sapiens 












<400> 287 
gccctcccct 


cttcatatag 


tggtctacat 


ggcaactgtg 


aggaggggag 


attcagtgtg 


60 


gtgggggact 


gagtgtggca 


ggactcccca 


gcagtgaggg 


tctctctctt 


cctacttgtg 


120 


etcttgetgg 


ggctggtggt 


ccagggtctt 


actcctatgg 


aggccatgtg 


ggecatgagg 


180 


tccaccaccc 


tgttgctgta 


gecaaatteg 


ttgtcatacc 


aggaaatgag 


cttgacaaag 


240 


tggtcgttga 


gggcaatgee 


aggccccagc 


gtcaaaggtg 


gaggagtggg 


tgtctgctgt 


300 
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tgaagtcaga 


ggagaccacc 


tggtgctcag 


tgtagcccag 


gatgcccttg 


agggggccct 


360 


ccgacgcctg 


cttcaacacc 


ttcttgatag 


tcatcataat 


aatggcaggt 


tattctagaa 


420 


ggaaggtcag 


gtccaccact 


gacaacgttg 


gccagtgggg 


acaacagaag 


gccatgccag 


480 


atgagcatcc 


cgtacagact 


cagggatgaa 


ccattggcac 


acaccagcct 


tggcaagcgc 


540 


ccagtagagg 


cagggatgat 


gttctcggag 


agccccgcgg 


caatcacgcc 


acaaatattc 


600 


cggagggggc 


atccaacaag 


tcttctgggt 


ggcaagtgat 


ggcatggact 


ggggttcctg 


660 


agttcctatg 


caacggaaac 


caaagttgtc 


gagtggatga 


ccttgaacag 


agggtggtaa 


720 


gcagaggtgg 


tgcaaggagg 


gactttgagt 


gatgacgcta 


gaggatgttg 


taatacatac 


780 


tcatggatac 


aaccatacga 


acataggggg 


atcacgcgaa 


ggggccacat 


aagacccctg 


840 


aggacaccca 


ggcaatagcc 


ccaacgctca 


cggaggagac 


cagaggaacc 


aaaagtgccg 


900 


ggcgaatgac 


aagataaaaa 


ggacccgaac 


ggaatagagg 


gagcaagaga 


aggaccgaag 


960 


acaaaggacg 


cgaagcgagg 


ggacacgaca 


cgacagaggg 


acaaagggta 


gacaaacgaa 


1020 


agtaagcgag 


agcgaacaga 


agaccaacaa 


gtaacaggac 


gaaaggacag 


aacaagagaa 


1080 


agcacgccac 


gaccac 
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<210> 288 
<211> 841 
<212> DNA 
<213> Homo sapiens 












<400> 288 
tttttttttt 


cgtttttttt 


tttttttttt 


ttttttgttt 


tttaaggtgt 


gcacttttat 


60 


tcaactggtc 


tcaagtcagt 


gtacaggtaa 


gccctggctg 


cctccaccca 


ctcccaggga 


120 


gaccaaaagc 


cttcatacat 


ctcaagttgg 


gggacaaaaa 


agggggaagg 


gggggcacga 


180 


aggctcatca 


ttcaaaatac 


aacaaaataa 


aaaagtatta 


aaqccraaqat 


taaaaaaatt 


240 


ttgcattaca 


taatttacac 


gaaagcaatg 


ctatcacctc 


ccctgtgtgg 


acttgggaga 


300 


ggactgggcc 


attctcctta 


gagagaagtg 


gggtggcttt 


taggatqgca 


agggactt cc 


360 


tgtaacaacg 


catctcatat 


ttggaatgac 


tattaaaaaa 


acaacaatgt 


gcaatcaaag 


420 


tcctcggcca 


cattgtgaac 


tttgggggat 


gctcgctcca 


accgactgct 


gtcaccttca 


480 


ccgttccagt 


ttttaaatcc 


tgagtcaagc 


caaaaaaaaa 


caaatatccc 


aagctattcc 


540 


gacaaaacca 


ttaaagcctt 


gccaatctcc 


tcttgttttc 


cgccgcagtt 


aggttttgtc 


600 


cagaaagggt 


gtaaggcaat 


taggtcacag 


ttccgctaaa 


aacctttggg 


ctggaccatg 


660 


gagggggccg 


aactgtcaaa 


ctccggctgg 


tgatccacat 


ctgctggaaa 


gtggacaccg 


720 


ggcctgttgg 


gacccccgtt 


tccacgggta 


tcttggcccc 


ggggggacat 


tgttctggac 


780 


ccaattgggc 


ggggtccacg 


ggctggattc 


ccttttgaac 


ccgtgggaat 


tccagggcac 


840 



a 841 
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<210> 289 

<211> 1705 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (60) . . (827) 

<400> 289 

gagtcggagc actatccgct tccatccgtc gcgcagaccc tgccggagcc gctgccgct 59 

atg gat gat cga gag gat ctg gtg tac cag gcg aag ttg gcc gag cag 107 

Met Asp Asp Arg Glu Asp Leu Val Tyr Gin Ala Lys Leu Ala Glu Gin 
15 10 15 

get gag cga tac gac gaa atg gtg gag tea atg aag aaa gta gca ggg 155 

Ala Glu Arg Tyr Asp Glu Met Val Glu Ser Met Lys Lys Val Ala Gly 

20 25 30 

atg gat gtg gag ctg aca gtt gaa gaa aga aac etc eta tct gtt gca 203 

Met Asp Val Glu Leu Thr Val Glu Glu Arg Asn Leu Leu Ser Val Ala 
35 40 45 

tat aag aat gta att gga get aga aga gcc tec tgg aga ata ate age 251 

Tyr Lys Asn Val lie Gly Ala Arg Arg Ala Ser Trp Arg lie lie Ser 
50 55 60 

age att gaa cag aaa gaa gaa aac aag gga gga gaa gac aag eta aaa 299 

Ser lie Glu Gin Lys Glu Glu Asn Lys Gly Gly Glu Asp Lys Leu Lys 
65 70 75 80 

atg att egg gaa tat egg caa atg gtt gag act gag eta aag tta ate 347 

Met lie Arg Glu Tyr Arg Gin Met Val Glu Thr Glu Leu Lys Leu lie 
85 90 95 

tgt tgt gac ate ctg gat gta ctg gac aaa cac etc att cca gca get 395 

Cys Cys Asp lie Leu Asp Val Leu Asp Lys His Leu lie Pro Ala Ala 

100 105 "* 110 

aac act ggc gag tec aag gtt ttc tat tat aaa atg aaa ggg gac tac 443 

Asn Thr Gly Glu Ser Lys Val Phe Tyr Tyr Lys Met Lys Gly Asp Tyr 
115 120 125 

cac agg tat ctg gca gaa ttt gcc aca gga aac gac agg aag gag get 491 

His Arg Tyr Leu Ala Glu Phe Ala Thr Gly Asn Asp Arg Lys Glu Ala 
130 135 140 

gcg gag aac age eta gtg get tat aaa get get agt gat att gca atg 539 

Ala Glu Asn Ser Leu Val Ala Tyr Lys Ala Ala Ser Asp lie Ala Met 
145 150 155 160 

aca gaa ctt cca cca acg cat cct att cgc tta ggt ctt get etc aat 587 

Thr Glu Leu Pro Pro Thr His Pro lie Arg Leu Gly Leu Ala Leu Asn 
165 170 175 

ttt tec gta ttc tac tac gaa att ctt aat tec cct gac cgt gcc tgc 635 

Phe Ser Val Phe Tyr Tyr Glu lie Leu Asn Ser Pro Asp Arg Ala Cys 

180 185 190 

agg ttg gca aaa gca get ttt gat gat gca att gca gaa ctg gat acg 683 

Arg Leu Ala Lys Ala Ala Phe Asp Asp Ala lie Ala Glu Leu Asp Thr 
195 200 205 



622 



ctg agt gaa gaa age tat aag gac tct aca ctt ate atg cag ttg tta 731 
Leu Ser Glu Glu Ser Tyr Lys Asp Ser Thr Leu lie Met Gin Leu Leu 
210 215 220 

cgt gat aat ctg aca eta tgg act tea gac atg cag ggt gac ggt gaa 779 
Arg Asp Asn Leu Thr Leu Trp Thr Ser Asp Met Gin Gly Asp Gly Glu 
225 230 ~ 235 240 

gag cag aat aaa gaa gcg ctg cag gac gtg gaa gac gaa aat cag tga 827 
Glu Gin Asn Lys Glu Ala Leu Gin Asp Val Glu Asp Glu Asn Gin 





245 




250 




255 




gacat aagee 


aacaagagaa 


accatctctg 


accaccccct 


cct ccccat c 


ccacccttt g 


887 


gaaact cccc 


at t gt cactg 


agaaccacca 


aatctgactt 


ttacatttgg 


tctcagaatt 


947 


taggttcctg 


ccct gt t ggt 


tttttttttt 


ttttttttta 


aacagt ttt c 


aaa agt t ct t 


1007 


aaay y ^aay a 






L Ly y i_ ^ <. z) 


* — ■ ' — ' — i — uciyy l l. 


v^l. i— l o o y u u a 


1067 


ctaacaggac 


tacatagagg 


ctttttcagc 


at tact gt gt 


cgt ct ccgt g 


ccagat gt gg 


1127 


caagatcacc 


attagcaaat 


ggaaattaca 


tttgaaagee 


att agactt a 


t a ggt gatgc 


1187 


aagcatctaa 


gagagaggtt 


aatcacacta 


tagaggcaat 


aagtggtatc 


agttttcatt 


1247 


tttctaattg 


tttaaactgt 


gttttatacc 


agtgtttgca 


agtaattggg 


tgttagcttg 


1307 


agatggttaa 


aggtggtttg 


gggagggact 


tcgttgtaat 


ggttttgctg 


ttgctgaaaa 


1367 


gcatggtgct 


ggtaacagtt 


caacaatccg 


tggctgetea 


ttcttgecta 


ctttactctc 


1427 


ccactgaagc 


aggttagctg 


ttgaaggtgg 


tatggaaaag 


cctgcatgcc 


tgttcaattc 


1487 


ttttgtttct 


tctccttccc 


cctcccccta 


cctccttccc 


ctcactcctc 


ccctccttcg 


1547 


ctcgctcaac 


ctcttttgtt 


cagtatgtgt 


aacttgaagc 


taatttgtac 


tactggatat 


1607 


ctgactggag 


ccacagatac 


agaatctgta 


ttgttcttac 


tgaaacacag 


catggaatta 


1667 


acattaaact 


t aaataaaac 


aaacctaaat 


taaaaaaa 






1705 



<210> 290 

<211> 255 

<212> PRT 

<213> Homo sapiens 

<400> 290 

Met Asp Asp Arg Glu Asp Leu Val Tyr Gin Ala Lys Leu Ala Glu Gin 
1 5 10 15 



Ala Glu Arg Tyr Asp Glu Met Val Glu Ser Met Lys Lys Val Ala Gly 
20 25 30 



Met Asp Val Glu Leu Thr Val Glu Glu Arg Asn Leu Leu Ser Val Ala 
35 40 45 



Tyr Lys Asn Val lie Gly Ala Arg Arg Ala Ser Trp Arg lie lie Ser 
50 55 60 



623 



Ser lie Glu Gin Lys Glu Glu Asn Lys Gly Gly Glu Asp Lys Leu Lys 
65 70 75 80 



Met lie Arg Glu Tyr Arg Gin Met Val Glu Thr Glu Leu Lys Leu lie 
85 90 95 



Cys Cys Asp lie Leu Asp Val Leu Asp Lys His Leu lie Pro Ala Ala 
100 105 " 110 



Asn Thr Gly Glu Ser Lys Val Phe Tyr Tyr Lys Met Lys Gly Asp Tyr 
115 120 "* 125 



His Arg Tyr Leu Ala Glu Phe Ala Thr Gly Asn Asp Arg Lys Glu Ala 
130 135 140 



Ala Glu Asn Ser Leu Val Ala Tyr Lys Ala Ala Ser Asp lie Ala Met 
145 150 155 160 



Thr Glu Leu Pro Pro Thr His Pro lie Arg Leu Gly Leu Ala Leu Asn 
165 170 ' 175 



Phe Ser Val Phe Tyr Tyr Glu lie Leu Asn Ser Pro Asp Arg Ala Cys 
180 185 * 190 



Arg Leu Ala Lys Ala Ala Phe Asp Asp Ala lie Ala Glu Leu Asp Thr 
195 200 205 



Leu Ser Glu Glu Ser Tyr Lys Asp Ser Thr Leu lie Met Gin Leu Leu 
210 215 220 



Arg Asp Asn Leu Thr Leu Trp Thr Ser Asp Met Gin Gly Asp Gly Glu 
225 230 235 " 240 



Glu Gin Asn Lys Glu Ala Leu Gin Asp Val Glu Asp Glu Asn Gin 
245 250 ~ 255 



<210> 291 

<211> 1851 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (81) . . (935) 

<400> 291 

ggcacgaggc ggagcagaga caggccctcg gggtggaggt ctttggtttc ataagagcct 

gagagagatt tttctaagat atg tgt aac aca cca acg tac tgt gac eta gga 

Met Cys Asn Thr Pro Thr Tyr Cys Asp Leu Gly 
1 5 10 



624 



aag get get aag gat gtc ttc aac aaa gga tat ggc ttt ggc atg gtc 161 

Lys Ala Ala Lys Asp Val Phe Asn Lys Gly Tyr Gly Phe Gly Met Val 

15 20 25 

aag ata gac ctg aaa ace aag tct tgt agt gga gtg atg gaa ttt tct 209 

Lys He Asp Leu Lys Thr Lys Ser Cys Ser Gly Val Met Glu Phe Ser 

30 35 40 

act tct ggt cat get tac act gat aca ggg aaa gca tea ggc aac eta 257 

Thr Ser Gly His Ala Tyr Thr Asp Thr Gly Lys Ala Ser Gly Asn Leu 

45 50 55 

gaa acc aaa tat aag gtc tgt aac tat gga ctt ace ttc acc cag aaa 305 

Glu Thr Lys Tyr Lys Val Cys Asn Tyr Gly Leu Thr Phe Thr Gin Lys 

60 65 70 75 

tgg aac aca gac aat act eta ggg aca gaa ate tct tgg gag aat aag 353 

Trp Asn Thr Asp Asn Thr Leu Gly Thr Glu He Ser Trp Glu Asn Lys 

80 85 90 

ttg get gaa ggg ttg aaa ctg act ctt gat acc ata ttt gta ccg aac 401 

Leu Ala Glu Gly Leu Lys Leu Thr Leu Asp Thr He Phe Val Pro Asn 

95 100 105 

aca gga aag aag agt ggg aaa ttg aag gec tec tat aaa egg gat tgt 44 9 

Thr Gly Lys Lys Ser Gly Lys Leu Lys Ala Ser Tyr Lys Arg Asp Cys 

110 • ~ * 115 ~ ~ 120 

ttt agt gtt ggc agt aat gtt gat ata gat ttt tct gga cca acc ate 4 97 

Phe Ser Val Gly Ser Asn Val Asp He Asp Phe Ser Gly Pro Thr lie 

125 130 135 

tat ggc tgg get gtg ttg gee ttc gaa ggg tgg ctt get ggc tat cag 545 

Tyr Gly Trp Ala Val Leu Ala Phe Glu Gly Trp Leu Ala Gly Tyr Gin 

140 145 150 ~ 155 

atg agt ttt gac aca gee aaa tec aaa ctg tea cag aat aat ttc gee 593 

Met Ser Phe Asp Thr Ala Lys Ser Lys Leu Ser Gin Asn Asn Phe Ala 

160 165 170 

ctg ggt tac aag get gcg gac ttc cag ctg cac aca cat gtg aac gat 641 

Leu Gly Tyr Lys Ala Ala Asp Phe Gin Leu His Thr His Val Asn Asp 

175 180 185 

ggc act gaa ttt gga ggt tct ate tac cag aag gtg aat gag aag att 689 

Gly Thr Glu Phe Gly Gly Ser He Tyr Gin Lys Val Asn Glu Lys He 

190 195 200 

gaa aca tec ata aac ctt get tgg aca get ggg agt aac aac acc cgt 737 

Glu Thr Ser He Asn Leu Ala Trp Thr Ala Gly Ser Asn Asn Thr Arg 

205 210 215 

ttt ggc att get get aag tac atg ctg gat tgt aga act tct etc tct 785 

Phe Gly He Ala Ala Lys Tyr Met Leu Asp Cys Arg Thr Ser Leu Ser 

220 225 230 ~ 235 

get aaa gta aat aat gee age ctg att gga ctg ggt tat act cag acc 833 

Ala Lys Val Asn Asn Ala Ser Leu He Gly Leu Gly Tyr Thr Gin Thr 

240 245 "* 250 

ctt cga cca gga gtc aaa ttg act tta tea get tta ate gat ggg aag 881 

Leu Arg Pro Gly Val Lys Leu Thr Leu Ser Ala Leu He Asp Gly Lys 

255 260 265 



625 



aac ttc agt gca gga ggt cac aag gtt ggc ttg gga ttt gaa ctg gaa 929 
Asn Phe Ser Ala Gly Gly His Lys Val Gly Leu Gly Phe Glu Leu Glu 
270 ' " 275 280 

get taa tgtggtttga ggaaagcatc agatttgtcc ctggaagtga agagaaatga 985 
Ala 



acccactatg 


ttttggcctt 


aaaattcttc 


tgtgaaattt 


caaaagtgtg 


aactttttat 


1045 


tcttccaaag 


aattgtaatc 


ctccccacac 


tgaagtctag 


gggttgcgaa 


tccctcctga 


1105 


gggagatget 


tgaaggcatg 


cctggaagtt 


gtcatgtttg 


tgccacgttt 


cagttcagtt 


1165 


ctgaagtgtt 


attaaatgtg 


ttcctcagcg 


acagtgtagc 


gtcatgttag 


aggagacgat 


1225 


ctgacccacc 


agtttgtaca 


tcacgtcctg 


catgtcccac 


accatttttt 


catgaccttg 


1285 


taatatactg 


gtctctgtgc 


tatagtggaa 


tctttggttt 


tgcatcatag 


taaaataaaa 


1345 


taaacccatc 


acatttggaa 


cataaaaaaa 


aaaaaaaaaa 


aaactcgaac 


tagtctctct 


1405 


ctctcaatgg 


cgtcagttgg 


tgagtgtccg 


gccccagtac 


cagtgaagga 


caagaaactt 


1465 


ctggaggtca 


aactggggga 


gctgccaagc 


tggatcttga 


tgegggaett 


cagtcctagt 


1525 


ggcattttcg 


gagegtttea 


aagaggttac 


taceggtact 


acaacaagta 


catcaatgtg 


1585 


aagaagggga 


geatcteggg 


gattaccatg 


gtgctggcat 


getaegtget 


ctttagctac 


1645 


tccttttcct 


acaagcatct 


caagcacgag 


cggctccgca 


aataccactg 


aagaggacac 


1705 


actctgcacc 


cccccacccc 


acgaccttgg 


cccgagcccc 


tccgtgagga 


acacaatctc 


1765 


aatcgttgct 


gaatcctttc 


atatcctaat 


aggaattaac 


ctccaaataa 


aacatgactg 


1825 


gtacgtgaaa 


aaaaaaaaaa 


aaaaaa 








1851 



<210> 292 

<211> 284 

<212> PRT 

<213> Homo sapiens 

<400> 292 

Met Cys Asn Thr Pro Thr Tyr Cys Asp Leu Gly Lys Ala Ala Lys Asp 
1 5 10 15 

Val Phe Asn Lys Gly Tyr Gly Phe Gly Met Val Lys lie Asp Leu Lys 
20 25 30 

Thr Lys Ser Cys Ser Gly Val Met Glu Phe Ser Thr Ser Gly His Ala 
35 40 45 

Tyr Thr Asp Thr Gly Lys Ala Ser Gly Asn Leu Glu Thr Lys Tyr Lys 
50 55 * ' 60 

Val Cys Asn Tyr Gly Leu Thr Phe Thr Gin Lys Trp Asn Thr Asp Asn 
65 70 75 80 



626 



Thr Leu Gly Thr Glu lie Ser Trp Glu Asn Lys Leu Ala Glu Gly Leu 
85 90 ' 95 



Lys Leu Thr Leu Asp Thr lie Phe Val Pro Asn Thr Gly Lys Lys Ser 
100 105 110 



Gly Lys Leu Lys Ala Ser Tyr Lys Arg Asp Cys Phe Ser Val Gly Ser 
115 120 125 



Asn Val Asp lie Asp Phe Ser Gly Pro Thr lie Tyr Gly Trp Ala Val 
130 135 140 



Leu Ala Phe Glu Gly Trp Leu Ala Gly Tyr Gin Met Ser Phe Asp Thr 
145 150 ^ ' 155 160 



Ala Lys Ser Lys Leu Ser Gin Asn Asn Phe Ala Leu Gly Tyr Lys Ala 
165 170 ~ 175 



Ala Asp Phe Gin Leu His Thr His Val Asn Asp Gly Thr Glu Phe Gly 
180 185 190 



Gly Ser lie Tyr Gin Lys Val Asn Glu Lys lie Glu Thr Ser lie Asn 
195 200 205 



Leu Ala Trp Thr Ala Gly Ser Asn Asn Thr Arg Phe Gly lie Ala Ala 
210 215 220 



Lys Tyr Met Leu Asp Cys Arg Thr Ser Leu Ser Ala Lys Val Asn Asn 
225 230 235 240 

Ala Ser Leu lie Gly Leu Gly Tyr Thr Gin Thr Leu Arg Pro Gly Val 
245 250 " 255 



Lys Leu Thr Leu Ser Ala Leu lie Asp Gly Lys Asn Phe Ser Ala Gly 
260 265 " 270 

Gly His Lys Val Gly Leu Gly Phe Glu Leu Glu Ala 
275 280 



<210> 293 

<211> 890 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (31) . . (831) 

<400> 293 

tttcctttct ctctcctccc gccgcccaag atg ccg aaa gga aag aag gcc aag 

Met Pro Lys Gly Lys Lys Ala Lys 
1 ^5 



627 



gga aag aag gtg get ccg gec cca get gtc gtg aag aag cag gag get 102 
Gly Lys Lys Val Ala Pro Ala Pro Ala Val Val Lys Lys Gin Glu Ala 
10 15 20 

aag aaa gtg gtg aat ccc ctg ttt gag aaa agg cct aag aat ttt ggc 150 
Lys Lys Val Val Asn Pro Leu Phe Glu Lys Arg Pro Lys Asn Phe Gly 
25 30 35 4 0 

att gga cag gac ate cag ccc aaa aga gac etc ace cgc ttt gtg aaa 198 
lie Gly Gin Asp lie Gin Pro Lys Arg Asp Leu Thr Arg Phe Val Lys 
45 50 55 

tgg ccc cgc tat ate agg ttg cag egg cag aga gee ate etc tat aag 246 
Trp Pro Arg Tyr lie Arg Leu Gin Arg Gin Arg Ala lie Leu Tyr Lys 
60 65 70 

egg ctg aaa gtg cct cct gcg att aac cag ttc ace cag gee ctg gac 294 
Arg Leu Lys Val Pro Pro Ala lie Asn Gin Phe Thr Gin Ala Leu Asp 
75 80 85 

cgc caa aca get act cag ctg ctt aag ctg gee cac aag tac aga cca 342 
Arg Gin Thr Ala Thr Gin Leu Leu Lys Leu Ala His Lys Tyr Arg Pro 
90 95 ~ 100 

gag aca aag caa gag aag aag cag aga ctg ttg gee egg gee gag aag 390 
Glu Thr Lys Gin Glu Lys Lys Gin Arg Leu Leu Ala Arg Ala Glu Lys 
105 110 115 120 

aag get get ggc aaa ggg gac gtc cca acg aag aga cca cct gtc ctt 4 38 

Lys Ala Ala Gly Lys Gly' Asp Val Pro Thr Lys Arg Pro Pro Val Leu 
125 130 135 

cga gca gga gtt aac ace gtc ace ace ttg gtg gag aac aag aaa get 486 
Arg Ala Gly Val Asn Thr Val Thr Thr Leu Val Glu Asn Lys Lys Ala 
140 145 150 

cag ctg gtg gtg att gca cac gac gtg gat ccc ate gag ctg gtt gtc 534 
Gin Leu Val Val lie Ala His Asp Val Asp Pro lie Glu Leu Val Val 
155 160 165 

ttc ttg cct gee ctg tgt cgt aaa atg ggg gtc cct tac tgc att ate 582 
Phe Leu Pro Ala Leu Cys Arg Lys Met Gly Val Pro Tyr Cys lie lie 
170 175 ~ 180 

aag gga aag gca aga ctg gga cgt eta gtc cac agg aag ace tgc ace 630 
Lys Gly Lys Ala Arg Leu Gly Arg Leu Val His Arg Lys Thr Cys Thr 
185 190 195 200 

act gtc gee ttc aca cag gtg aac teg gaa gac aaa ggc get ttg get 678 
Thr Val Ala Phe Thr Gin Val Asn Ser Glu Asp Lys Gly Ala Leu Ala 
205 210 215 

aag ctg gtg gaa get ate agg acc aat tac aat gac aga tac gat gag 726 
Lys Leu Val Glu Ala lie Arg Thr Asn Tyr Asn Asp Arg Tyr Asp Glu 
220 225 ~ 230 

ate cgc cgt cac tgg ggt ggc aat gtc ctg ggt cct aag tct gtg get 774 
lie Arg Arg His Trp Gly Gly Asn Val Leu Gly Pro Lys Ser Val Ala 
235 240 245 

cgt ate gee aag etc gaa aag gca aag get aaa gaa ctt gee act aaa 822 
Arg lie Ala Lys Leu Glu Lys Ala Lys Ala Lys Glu Leu Ala Thr Lys 
250 255 260 



628 



ctg ggt taa atgtacactg ttgagttttc tgtacataaa aataattgaa 871 

Leu Gly 

265 

ataatacaaa ttttccttc 890 

<210> 294 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<400> 294 

Met Pro Lys Gly Lys Lys Ala Lys Gly Lys Lys Val Ala Pro Ala Pro 
1 5 10 15 

Ala Val Val Lys Lys Gin Glu Ala Lys Lys Val Val Asn Pro Leu Phe 
20 25 30 

Glu Lys Arg Pro Lys Asn Phe Gly lie Gly Gin Asp lie Gin Pro Lys 
35 40 45 

Arg Asp Leu Thr Arg Phe Val Lys Trp Pro Arg Tyr lie Arg Leu Gin 
50 55 60 

Arg Gin Arg Ala lie Leu Tyr Lys Arg Leu Lys Val Pro Pro Ala lie 
65 70 75 80 

Asn Gin Phe Thr Gin Ala Leu Asp Arg Gin Thr Ala Thr Gin Leu Leu 
85 90 95 

Lys Leu Ala His Lys Tyr Arg Pro Glu Thr Lys Gin Glu Lys Lys Gin 
100 105 110 

Arg Leu Leu Ala Arg Ala Glu Lys Lys Ala Ala Gly Lys Gly Asp Val 
115 120 125 

Pro Thr Lys Arg Pro Pro Val Leu Arg Ala Gly Val Asn Thr Val Thr 
130 135 140 

Thr Leu Val Glu Asn Lys Lys Ala Gin Leu Val Val lie Ala His Asp 
145 150 155 160 

Val Asp Pro lie Glu Leu Val Val Phe Leu Pro Ala Leu Cys Arg Lys 
165 170 175 

Met Gly Val Pro Tyr Cys lie lie Lys Gly Lys Ala Arg Leu Gly Arg 
180 185 190 



Leu Val His Arg Lys Thr Cys Thr Thr Val Ala Phe Thr Gin Val Asn 
195 200 205 



629 



Ser Glu Asp Lys Gly Ala Leu Ala Lys Leu Val Glu Ala lie Arg Thr 
210 * 215 ' 220 

Asn Tyr Asn Asp Arg Tyr Asp Glu lie Arg Arg His Trp Gly Gly Asn 
225 230 235 240 

Val Leu Gly Pro Lys Ser Val Ala Arg lie Ala Lys Leu Glu Lys Ala 
245 250 255 

Lys Ala Lys Glu Leu Ala Thr Lys Leu Gly 
260 265 

<210> 295 

<211> 1793 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74) . . (1201) 

<400> 295 

cgcgtccgcc ccgcgagcac agagcctcgc ctttgccgat ccgccgcccg tccacacccg 60 

ccgccagctc acc atg gat gat gat ate gec gcg etc gtc gtc gac aac 109 
Met Asp Asp Asp lie Ala Ala Leu Val Val Asp Asn 
1 5 10 

ggc tec ggc atg tgc aag gee ggc ttc gcg ggc gac gat gee ccc egg 157 
Gly Ser Gly Met Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg 
15 20 25 

gee gtc ttc ccc tec ate gtg ggg cgc ccc agg cac cag ggc gtg atg 205 
Ala Val Phe Pro Ser lie Val Gly Arg Pro Arg His Gin Gly Val Met 
30 35 40 

gtg ggc atg ggt cag aag gat tec tat gtg ggc gac gag gee cag age 253 
Val Gly Met Gly Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser 
45 50 55 60 

aag aga ggc ate etc acc ctg aag tac ccc ate gag cac ggc ate gtc 301 
Lys Arg Gly lie Leu Thr Leu Lys Tyr Pro lie Glu His Gly lie Val 
65 70 "* 75 

acc aac tgg gac gac atg gag aaa ate tgg cac cac acc ttc tac aat 34 9 

Thr Asn Trp Asp Asp Met Glu Lys lie Trp His His Thr Phe Tyr Asn 
80 85 90 

gag ctg cgt gtg get ccc gag gag cac ccc gtg ctg ctg acc gag gec 397 
Glu Leu Arg Val Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala 
95 100 105 

ccc ctg aac ccc aag gec aac cgc gag aag atg acc cag ate atg ttt 445 
Pro Leu Asn Pro Lys Ala Asn Arg Glu Lys Met Thr Gin lie Met Phe 
110 115 120 

gag acc ttc aac acc cca gee atg tac gtt get ate cag get gtg eta 493 
Glu Thr Phe Asn Thr Pro Ala Met Tyr Val Ala lie Gin Ala Val Leu 
125 130 135 140 



630 



tec ctg tac gec tct ggc cgt acc act ggc ate gtg atg gac tec ggt 
Ser Leu Tyr Ala Ser Gly Arg Thr Thr Gly lie Val Met Asp Ser Gly 
145 150 155 



541 



gac ggg gtc acc cac act gtg ccc ate tac gag ggg tat gee etc ccc 
Asp Gly Val Thr His Thr Val Pro lie Tyr Glu Gly Tyr Ala Leu Pro 
160 165 170 



589 



cat gee ate ctg cgt ctg gac ctg get ggc egg gac ctg act gac tac 
His Ala lie Leu Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr 
175 180 185 



637 



etc atg aag ate etc acc gag cgc ggc tac age ttc acc acc acg gee 
Leu Met Lys lie Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala 
190 195 200 



685 



gag egg gaa ate gtg cgt gac att aag gag aag ctg tgc tac gtc gee 
Glu Arg Glu lie Val Arg Asp lie Lys Glu Lys Leu Cys Tyr Val Ala 
205 210 215 " 1 220 



733 



ctg gac ttc gag caa gag atg gee acg get get tec age tec tec ctg 
Leu Asp Phe Glu Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu 
225 230 235 



781 



gag aag age tac gag ctg cct gac ggc cag gtc ate acc att ggc aat 
Glu Lys Ser Tyr Glu Leu Pro Asp Gly Gin Val lie Thr lie Gly Asn 
240 245 250 



829 



gag egg ttc cgc tgc cct gag gca etc ttc cag cct tec ttc ctg ggc 
Glu Arg Phe Arg Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly 
255 260 265 



877 



atg gag tec tgt ggc ate cac gaa act acc ttc aac tec ate atg aag 
Met Glu Ser Cys Gly lie His Glu Thr Thr Phe Asn Ser lie Met Lys 
270 275 280 



925 



tgt gac gtg gac ate cgc aaa gac ctg tac gee aac aca gtg ctg tct 
Cys Asp Val Asp lie Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser 
285 290 295 300 



973 



ggc ggc acc acc atg tac cct ggc att gee gac agg atg cag aag gag 
Gly Gly Thr Thr Met Tyr Pro Gly lie Ala Asp Arg Met Gin Lys Glu 
305 310 315 



1021 



ate act gee ctg gca ccc age aca atg aag ate aag ate att get cct 
lie Thr Ala Leu Ala Pro Ser Thr Met Lys lie Lys lie lie Ala Pro 
320 325 330 



1069 



cct gag cgc aag tac tec gtg tgg ate ggc ggc tec ate ctg gee teg 
Pro Glu Arg Lys Tyr Ser Val Trp lie Gly Gly Ser lie Leu Ala Ser 
335 340 345 



1117 



ctg tec acc ttc cag cag atg tgg ate age aag cag gag tat gac gag 
Leu Ser Thr Phe Gin Gin Met Trp lie Ser Lys Gin Glu Tyr Asp Glu 
350 355 360 



1165 



tec ggc ccc tec ate gtc cac cgc aaa tgc ttc tag gcggactatg 
Ser Gly Pro Ser lie Val His Arg Lys Cys Phe 
365 370 375 



1211 



acttagttgc gttacaccct ttcttgacaa aacctaactt gcgcagaaaa caagatgaga 1271 
ttggcatggc tttatttgtt ttttttgttt tgttttggtt tttttttttt ttttggcttg 1331 
actcaggatt taaaaactgg aacggtgaag gtgacagcag tcggttggag cgagcatccc 1391 



631 



ccaaagttca 


caatgtggcc 


gaggactttg 


attgcacatt 


gttgtttttt 


taatagtcat 


1451 


tccaaatatg 


agatgcattg 


ttacaggaag 


tcccttgcca 


tcctaaaagc 


caccccactt 


1511 


ctctctaagg 


agaatggccc 


agtcctctcc 


caagtccaca 


caggggaggt 


gatagcattg 


1571 


ctttcgtgta 


aattatgtaa 


J_ _ . ____.4_.1_.1_ 

tgcaaaatt t 


tt ttaatctt 


cgccttaata 


cttttttatt 


IojI 


ttgttttatt 


ttgaatgatg 


agccttcgtg 


cccccccttc 


cccctttttg 


tcccccaact 


1691 


tgagatgtat 


gaaggctttt 


ggtctccctg 


ggagtgggtg 


gaggcagcca 


gggcttacct 


1751 


gtacactgac 


ttgagaccag 


ttgaataaaa 


gtgcacacct 


ta 




1793 



<210> 296 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<400> 296 

Met Asp Asp Asp lie Ala Ala Leu Val Val Asp Asn Gly Ser Gly Met 
1 5 10 15 



Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg Ala Val Phe Pro 
20 25 30 



Ser lie Val Gly Arg Pro Arg His Gin Gly Val Met Val Gly Met Gly 
35 40 45 



Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser Lys Arg Gly lie 
50 55 60 



Leu Thr Leu Lys Tyr Pro lie Glu His Gly lie Val Thr Asn Trp Asp 
65 70 75 ~ 80 



Asp Met Glu Lys lie Trp His His Thr Phe Tyr Asn Glu Leu Arg Val 
85 90 95 



Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn Pro 
100 105 110 



Lys Ala Asn Arg Glu Lys Met Thr Gin lie Met Phe Glu Thr Phe Asn 
115 120 125 



Thr Pro Ala Met Tyr Val Ala lie Gin Ala Val Leu Ser Leu Tyr Ala 
130 135 140 



Ser Gly Arg Thr Thr Gly lie Val Met Asp Ser Gly Asp Gly Val Thr 
145 150 155 160 



His Thr Val Pro lie Tyr Glu Gly Tyr Ala Leu Pro His Ala lie Leu 
165 170 175 



632 



Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Leu Met Lys lie 
180 185 190 



Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu lie 
195 ~ 200 205 



Val Arg Asp lie Lys Glu Lys Leu Cys Tyr Val Ala Leu Asp Phe Glu 
210 215 220 



Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu Glu Lys Ser Tyr 
225 230 235 240 



Glu Leu Pro Asp Gly Gin Val lie Thr lie Gly Asn Glu Arg Phe Arg 
245 250 255 



Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly Met Glu Ser Cys 
260 265 270 



Gly lie His Glu Thr Thr Phe Asn Ser lie Met Lys Cys Asp Val Asp 
275 280 " 285 



lie Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser Gly Gly Thr^ Thr 
290 295 300 



Met Tyr Pro Gly lie Ala Asp Arg Met Gin Lys Glu lie Thr Ala Leu 
305 310 315 320 



Ala Pro Ser Thr Met Lys lie Lys lie lie Ala Pro Pro Glu Arg Lys 
325 330 335 



Tyr Ser Val Trp lie Gly Gly Ser lie Leu Ala Ser Leu Ser Thr Phe 
340 345 350 



Gin Gin Met Trp lie Ser Lys Gin Glu Tyr Asp Glu Ser Gly Pro Ser 
355 360 365 



lie Val His Arg Lys Cys Phe 
370 375 



<210> 297 
<211> 596 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (77) . . (463) 



<400> 297 

ttttccggtg cacgcgagtg cttctgaaac gtcagctgcg ctcccctagg agtgctgagc 
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ccgcggaacc gcagcc atg act gag get gat gtg aat cca aag gec tat ccc 112 

Met Thr Glu Ala Asp Val Asn Pro Lys Ala Tyr Pro 
15 10 

ctt get gat gee cac etc ace aag aag eta ctg gac etc gtt cag cag 160 
Leu Ala Asp Ala His Leu Thr Lys Lys Leu Leu Asp Leu Val Gin Gin 
15 20 25 

tea tgt aac tat aag cag ctt egg aaa gga gee aat gag gee ace aaa 208 
Ser Cys Asn Tyr Lys Gin Leu Arg Lys Gly Ala Asn Glu Ala Thr Lys 
30 35 40 

ace etc aac agg ggc ate tct gag ttc ate gtg atg get gca gac gee 256 
Thr Leu Asn Arg Gly lie Ser Glu Phe lie Val Met Ala Ala Asp Ala 
45 50 55 60 

gag cca ctg gag ate att ctg cac ctg ccg ctg ctg tgt gaa gac aag .304 
Glu Pro Leu Glu lie lie Leu His Leu Pro Leu Leu Cys Glu Asp Lys 
65 70 75 

aat gtg ccc tac gtg ttt gtg cgc tec aag cag gec ctg ggg aga gee 352 
Asn Val Pro Tyr Val Phe Val Arg Ser Lys Gin Ala Leu Gly Arg Ala 
80 85 90 

tgt ggg gtc tec agg cct gtc ate gec tgt tct gtc acc ate aaa gaa 400 
Cys Gly Val Ser Arg Pro Val He Ala Cys Ser Val Thr He Lys Glu 
95 100 105 

ggc teg cag ctg aaa cag cag ate caa tec att cag cag tec att gaa 448 
Gly Ser Gin Leu Lys Gin Gin He Gin Ser He Gin Gin Ser He Glu 
110 115 120 

agg etc tta gtc taa acctgtggcc tctgccacgt gctccctgcc agcttccccc 503 

Arg Leu Leu Val 

125 

ctgaggttgt gtatcatatt atctgtgtta gcatgtagta ttttcagcta ctctctattg 563 
ttataaaatg tagtactaaa tctggtttct gga 596 

<210> 298 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<400> 298 

Met Thr Glu Ala Asp Val Asn Pro Lys Ala Tyr Pro Leu Ala Asp Ala 
1 5 10 15 

His Leu Thr Lys Lys Leu Leu Asp Leu Val Gin Gin Ser Cys Asn Tyr 
20 25 30 

Lys Gin Leu Arg Lys Gly Ala Asn Glu Ala Thr Lys Thr Leu Asn Arg 
35 40 45 

Gly He Ser Glu Phe He Val Met Ala Ala Asp Ala Glu Pro Leu Glu 
50 55 60 

He lie Leu His Leu Pro Leu Leu Cys Glu Asp Lys Asn Val Pro Tyr 
65 70 75 80 
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Val Phe Val Arg Ser Lys Gin Ala Leu Gly Arg Ala Cys Gly Val Ser 
85 90 95 

Arg Pro Val lie Ala Cys Ser Val Thr lie Lys Glu Gly Ser Gin Leu 
100 105 110 

Lys Gin Gin lie Gin Ser lie Gin Gin Ser lie Glu Arg Leu Leu Val 
115 120 125 



<210> 299 

<211> 1228 

<212> DNA 

<213> Homo sapiens 

<400> 299 



aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaat 


ctctctgctc 


60 


ct cctgttcg 


acagt cagcc 


gcat ct t ct t 


tt gcgt cgcc 


agccgagcca 


catcgctcag 


120 


acaccat ggg 


craaaataaaa 


gt cggagt ca 


acggat t t gg 


t cgt at t ggg 


cgect ggt ca 


180 


ccagggctgc 


ttttaactct 


ggt aaagt gg 


at attgt t gc 


catcaatgac 


cccttcattg 


240 


acctcaacta 


catggt tt ac 


atgttccaat 


atgattccac 


cca t ggcaaa 


ttccatggca 


300 


ccgtcaaggc 


t gaga a cggg 


aagct t gt ca 


tcaatggaaa 


tcccatcacc 


atcttccaaa 


360 


agcgagat cc 


ct ccaaaat c 


aagt ggggcg 


at get ggcgc 


t gagt a cgt c 


gtggagtcca 


420 


ctggcgtctt 


caccaccatg 


gagaaggctg 


gggctcattt 


gcagggggga 


gecaaaaggg 


480 


tcatcatctc 


tgccccctct 


gctgatgccc 


ccatgttcgt 


catgggtgtg 


aaccatgaga 


540 


agtatgacaa 


cagcctcaag 


atcatcagca 


atgcctcctg 


caccaccaac 


tgcttagcac 


600 


ccctggccaa 


ggtcatccat 


gacaactttg 


gtatcgtgga 


aggactcatg 


accacagtcc 


660 


atgccatcac 


tgccacccag 


aagactgtgg 


atggcccctc 


egggaaactg 


tggcgtgatg 


720 


gccgcggggc 


tctccagaac 


atcatccctg 


cctctactgg 


cgctgccaag 


gctgtgggca 


780 


aggtcatccc 


tgagctgaac 


gggaagctca 


ctggcatggc 


cttccgtgtc 


cccactgcca 


840 


acgtgtcggt 


ggtggacctg 


acctgccgtc 


tagaaaaacc 


tgecaaatat 


gatgacatca 


900 


agaaggtggt 


gaagcaggcg 


tcggagggcc 


ccctcaaggg 


catcctgggc 


tacactgagc 


960 


accaggtggt 


ctcctctgac 


ttcaacagcg 


acacccactc 


ctccaccttt 


gacgctgggg 


1020 


ctggcattgc 


cctcaacgac 


cactttgtca 


agctcatttc 


ctggtatgac 


aacgaatttg 


1080 


gccacactca 


gt cccccacc 


acactgaatc 


t cccctcctc 


acagttgeca 


tgtagacccc 


1140 


ttgaagaggg 


gaggggccta 


gggagccgca 


ccttgtcatg 


taccatcaat 


aaagtaccct 


1200 


gtgctcaacc 


aaaaaaaaaa 


aaaaaaaa 
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<210> 300 
<211> 1478 
<212> DNA 



635 



<213> Homo sapiens 
<220> 

<221> CDS 

<222> (159) . . (965) 

<400> 300 

gcgggcgaca cgagggccgc ggtgcagtgt ccgacccgag agttgcggcc tgagtcaccg 60 

gccccgccct ccggagccgg acgctccggg aggcccggga gcggcagtgg aaccgactcc 120 

cagaactccg gacgtgtgcg gcgcagtgag tcgcagcc atg ttc ctg gtt aac teg 176 

Met Phe Leu Val Asn Ser 
1 5 

ttc ttg aag ggc ggc ggc ggc ggc ggc ggg gga ggc ggg ggc ctg ggt 224 
Phe Leu Lys Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Leu Gly 
10 15 20 

ggg ggc ctg gga aat gtg ctt gga ggc ctg ate age ggg gee ggg ggc 272 
Gly Gly Leu Gly Asn Val Leu Gly Gly Leu lie Ser Gly Ala Gly Gly 
25 30 35 

ggc ggc ggc ggc ggc ggc ggc ggc ggc ggt ggt gga ggc ggc ggt ggc 320 
Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
4 0 4 5 50 

ggt gga acg gee atg cgc ate eta ggc gga gtc ate age gee ate age 368 
Gly Gly Thr Ala Met Arg lie Leu Gly Gly Val lie Ser Ala lie Ser 
55 60 65 70 

gag gcg get gcg cag tac aac ccg gag ccc ccg ccc cca cgc aca cat 416 
Glu Ala Ala Ala Gin Tyr Asn Pro Glu Pro Pro Pro Pro Arg Thr His 
75 80 85 

tac tec aac att gag gee aac gag agt gag gag gtc egg cag ttc egg 464 
Tyr Ser Asn lie Glu Ala Asn Glu Ser Glu Glu Val Arg Gin Phe Arg 
90 95 100 

aga etc ttt gee cag ctg get gga gat gac atg gag gtc age gee aca 512 
Arg Leu Phe Ala Gin Leu Ala Gly Asp Asp Met Glu Val Ser Ala Thr 
105 110 115 

gaa etc atg aac att etc aat aag gtt gtg aca cga cac cct gat ctg 560 
Glu Leu Met Asn lie Leu Asn Lys Val Val Thr Arg His Pro Asp Leu 
120 125 130 

aag act gat ggt ttt ggc att gac aca tgt cgc age atg gtg gee gtg 608 
Lys Thr Asp Gly Phe Gly lie Asp Thr Cys Arg Ser Met Val Ala Val 
135 140 145 150 

atg gat age gac ace aca ggc aag ctg ggc ttt gag gaa ttc aag tac 656 
Met Asp Ser Asp Thr Thr Gly Lys Leu Gly Phe Glu Glu Phe Lys Tyr 
155 160 165 

ttg tgg aac aac ate aaa agg tgg cag gee ata tac aaa cag ttc gac 704 
Leu Trp Asn Asn lie Lys Arg Trp Gin Ala lie Tyr Lys Gin Phe Asp 
170 175 " 180 

act gac cga tea ggg ace att tgc agt agt gaa etc cca ggt gee ttt 752 
Thr Asp Arg Ser Gly Thr lie Cys Ser Ser Glu Leu Pro Gly Ala Phe 
185 190 195 
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gag gca gca ggg ttc cac ctg aat gag cat etc tat aac atg ate ate 800 
Glu Ala Ala Gly Phe His Leu Asn Glu His Leu Tyr Asn Met lie lie 
200 205 210 

cga cgc tac tea gat gaa agt ggg aac atg gat ttt gac aac ttc ate 848 
Arg Arg Tyr Ser Asp Glu Ser Gly Asn Met Asp Phe Asp Asn Phe lie 
215 220 225 230 

age tgc ttg gtc agg ctg gac gee atg ttc cgt gee ttc aaa tct ctt 896 
Ser Cys Leu Val Arg Leu Asp Ala Met Phe Arg Ala Phe Lys Ser Leu 
235 240 245 

gac aaa gat ggc act gga caa ate cag gtg aac ate cag gag tgg ctg 944 
Asp Lys Asp Gly Thr Gly Gin lie Gin Val Asn lie Gin Glu Trp Leu 
250 255 260 

cag ctg act atg tat tec tga actggagccc cagacccgcc ccctcaccgc 995 
Gin Leu Thr Met Tyr Ser 
265 



ettgetatag 


gagtcacctg 


gagecteggt 


ctctcccagg 


gccgatcctg 


tetgeagtea 


1055 


catctttgtg 


gggcctgctg 


acccacaagc 


ttttgttctc 


tcagtacttg 


ttacccagct 


1115 


tctcaacatc 


cagggcccaa 


tttgccctgc 


ctggagttcc 


ccctggctct 


aggacactct 


1175 


aacaagctct 


gtccacgggt 


ctccccattc 


ccaccaggcc 


ctgcacacac 


ccactccgta 


1235 


acctctcccc 


tgtacctgtg 


ccaagcctag 


cacttgtgat 


gcctccatgc 


cccgagggcc 


1295 


tctctcagtt 


ctgggaggat 


gactccagtc 


cctgcacgcc 


ctggcacacc 


ettcaeggtt 


1355 


gctacccagg 


cggccaagct 


ccagaccgtg 


ccagacccag 


gtgccccagt 


gectttgtet 


1415 


atatt ctget 


cccagcctgc 


caggecagga 


ggaaataaac 


atgccccagt 


tgetgatetc 


1475 


taa 












1478 



<210> 301 

<211> 268 

<212> PRT 

<213> Homo sapiens 

<400> 301 

Met Phe Leu Val Asn Ser Phe Leu Lys Gly Gly Gly Gly Gly Gly Gly 
1 5 10 " ^ 15 



Gly Gly Gly Gly Leu Gly Gly Gly Leu Gly Asn Val Leu Gly Gly Leu 
20 25 30 



lie Ser Gly Ala Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
35 4 0 4 5 



Gly Gly Gly Gly Gly Gly Gly Gly Thr Ala Met Arg lie Leu Gly Gly 
50 55 60 



Val He Ser Ala He Ser Glu Ala Ala Ala Gin Tyr Asn Pro Glu Pro 
65 70 75 80 
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Pro Pro Pro Arg Thr His Tyr Ser Asn lie Glu Ala Asn Glu Ser Glu 
85 90 95 



Glu Val Arg Gin Phe Arg Arg Leu Phe Ala Gin Leu Ala Gly Asp Asp 
100 105 110 



Met Glu Val Ser Ala Thr Glu Leu Met Asn lie Leu Asn Lys Val Val 
115 120 125 



Thr Arg His Pro Asp Leu Lys Thr Asp Gly Phe Gly lie Asp Thr Cys 
130 135 140 



Arg Ser Met Val Ala Val Met Asp Ser Asp Thr Thr Gly Lys Leu Gly 
145 150 " 155 1 "* 160 



Phe Glu Glu Phe Lys Tyr Leu Trp Asn Asn lie Lys Arg Trp Gin Ala 
165 170 175 



lie Tyr Lys Gin Phe Asp Thr Asp Arg Ser Gly Thr lie Cys Ser Ser 
180 185 190 



Glu Leu Pro Gly Ala Phe Glu Ala Ala Gly Phe His Leu Asn Glu His 
195 200 205 



Leu Tyr Asn Met lie lie Arg Arg Tyr Ser Asp Glu Ser Gly Asn Met 
210 215 220 



Asp Phe Asp Asn Phe lie Ser Cys Leu Val Arg Leu Asp Ala Met Phe 

225 230 235 240 

Arg Ala Phe Lys Ser Leu Asp Lys Asp Gly Thr Gly Gin lie Gin Val 

245 250 255 



Asn lie Gin Glu Trp Leu Gin Leu Thr Met Tyr Ser 
260 265 



<210> 302 

<211> 857 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (103) . . (591) 

<400> 302 

cttgcgtccc cgcgtgtgtg cgcctaatct caggtggtcc acccgagacc ccttgagcac 

caaccctagt cccccgcgcg gccccttatt cgctccgaca ag atg aaa gaa aca 

Met Lys Glu Thr 
1 



638 



ate atg 
He Met 
5 


aac 
Asn 


cag 
Gin 


gaa 
Glu 


aaa 
Lys 
10 


etc 
Leu 


gee 
Ala 


aaa 
Lys 


ctg 
Leu 


cag 
Gin 
15 


gca 
Ala 


caa 
Gin 


gtg 

Val 


cgc 
Arg 


att 
He 
20 


162 


ggt ggg 
Gly Gly 


aaa 
Lys 


gga 
Gly 


act 
Thr 
25 


get 
Ala 


cgc 
Arg 


aga 
Arg 


aag 
Lys 


aag 
Lys 
30 


aag 
Lys 


gtg 
Val 


gtt 
Val 


cat 
His 


aga 
Arg 
35 


aca 
Thr 


210 


gec aca 
Ala Thr 


gca 
Ala 


gat 
Asp 
40 


gac 
Asp 


aaa 
Lys 


aaa 
Lys 


ctt 
Leu 


cag 
Gin 
45 


ttc 
Phe 


tec 
Ser 


tta 
Leu 


aag 
Lys 


aag 
Lys 
50 


tta 
Leu 


ggg 
Gly 


258 


gta aac 
Val Asn 


aat 
Asn 
55 


ate 
He 


tct 
Ser 


ggt 
Gly 


att 
He 


gaa 
Glu 
60 


gag 
Glu 


gtg 
Val 


aat 
Asn 


atg 
Met 


ttt 
Phe 
65 


aca 
Thr 


aac 
Asn 


caa 
Gin 


306 


gga aca 
Gly Thr 
70 


gtg 
Val 


ate 
He 


cac 
His 


ttt 
Phe 


aac 
Asn 
75 


aac 
Asn 


cct 
Pro 


aaa 
Lys 


gtt 
Val 


cag 
Gin 
80 


gca 
Ala 


tct 
Ser 


ctg 
Leu 


gca 
Ala 


354 


gcg aac 
Ala Asn 
85 


act 
Thr 


ttc 
Phe 


acc 
Thr 


att 
He 
90 


aca 
Thr 


ggc 
Gly 


cat 
His 


get 
Ala 


gag 
Glu 
95 


aca 
Thr 


aag 
Lys 


cag 
Gin 


ctg 
Leu 


aca 
Thr 
100 


402 


gaa atg 
Glu Met 


eta 
Leu 


ccc 
Pro 


age 
Ser 
105 


ate 
lie 


tta 
Leu 


aac 
Asn 


cag 
Gin 


ctt 
Leu 
110 


ggt 
Gly 


gcg 
Ala 


qat 
Asp 


aqt 
Ser 


ctq 
Leu 
115 


act 
Thr 


450 


agt tta 
Ser Leu 


aqq 
Arg 


aaa 
Arg 
120 


eta 
Leu 


gee 
Ala 


qaa 
Glu 


act 
Ala 


eta 
Leu 
125 


ccc 
Pro 


aaa 
Lys 


caa 
Gin 


tct 
Ser 


at a 
Val 
130 


aat 
Asp 


aaa 
Gly 


498 


aaa gca 
Lys Ala 


cca 
Pro 
135 


ctt 
Leu 


act 
Ala 


act 
Thr 


qqa 
Gly 


aaa 
Glu 
140 


aat 
Asp 


aat 

X3 

Asp 


aat 
Asp 


aat 
Asp 


aaa 
Glu 
145 


qtt 
Val 


cca 
Pro 


aat 
Asp 


546 


ctt gtg 
Leu Val 
150 


gag 
Glu 


aat 
Asn 


ttt 
Phe 


gat 
Asp 


gag 
Glu 
155 


get 
Ala 


tec 
Ser 


aag 
Lys 


aat 
Asn 


gag 
Glu 
160 


gca 
Ala 


aac 
Asn 


tga 




591 


attgagtcaa cttctgaaga taaaacctga 


agaagttact 


gggagctget attttatatt 


651 


atgactgett tttaagaaat ttttgtttat 


ggatctgata 


aaatctagat ctctaatatt 


711 


tttaagecca agccccttgg acactgcagc 


tcttttcagt 


ttttgettat acacaattca 


771 


ttctttgcag ctaattaagc egaagaagee 


tgggaatcaa 


gtttgaaaca aagattaata 


831 


aagattaata aagttctttg cctagt 


















857 


<210> 303 
<211> 162 
<212> PRT 
<213> Homo 


sapiens 


























<400> 303 






























Met Lys 
1 


Glu 


Thr 


He 
5 


Met 


Asn 


Gin 


Glu 


Lys 
10 


Leu 


Ala 


Lys 


Leu 


Gin 
15 


Ala 




Gin Val 


Arg 


He 


Gly 


Gly 


Lys 


Gly 


Thr 


Ala 


Arg 


Arg 


Lys 


Lys 


Lys 


Val 





20 25 30 
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Val His Arg Thr Ala Thr Ala Asp Asp Lys Lys Leu Gin Phe Ser Leu 
35 40 45 



Lys Lys Leu Gly Val Asn Asn lie Ser Gly lie Glu Glu Val Asn Met 
50 55 60 



Phe Thr Asn Gin Gly Thr Val lie His Phe Asn Asn Pro Lys Val Gin 
65 70 75 80 



Ala Ser Leu Ala Ala Asn Thr Phe Thr lie Thr Gly His Ala Glu Thr 
85 90 95 



Lys Gin Leu Thr "Glu Met Leu Pro Ser lie Leu Asn Gin Leu Gly Ala 
100 105 110 



Asp Ser Leu Thr Ser Leu Arg Arg Leu Ala Glu Ala Leu Pro Lys Gin 
115 120 125 



Ser Val Asp Gly Lys Ala Pro Leu Ala Thr Gly Glu Asp Asp Asp Asp 
130 135 140 



Glu Val Pro Asp Leu Val Glu Asn Phe Asp Glu Ala Ser Lys Asn Glu 
145 150 155 160 



Ala Asn 



<210> 304 

<211> 1315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (207) . . (515) 

<400> 304 

gcggcaggtg agtagctgtg cgaattcggt tctctaggga actccttctt cgcctgctgg 60 

ccttacctgg gctccccgct tctctggagg ggaggcggtg cgggaactcc cgtaggcgtg 120 

agctggagcg cgcgcccgct gctctctcca ggtcccgccg cgccagttcg cctccgcaaa 180 

gcccgtccct ctcttccgca ggcacc atg ttc ctg act gcg etc etc tgg cgc 233 

Met Phe Leu Thr Ala Leu Leu Trp Arg 
1 5 

ggc cgc att ccc ggc cgt cag tgg ate ggg aag cac egg egg ccg egg 281 
Gly Arg lie Pro Gly Arg Gin Trp lie Gly Lys His Arg Arg Pro Arg 
10 15 20 " " 25 

ttc gtg teg ttg cgc gee aag cag aac atg ate cgc cgc ctg gag ate 329 
Phe Val Ser Leu Arg Ala Lys Gin Asn Met He Arg Arg Leu Glu He 
30 35 40 
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gag gcg gag aac cat tac tgg ctg age atg ccc tac atg acc egg gag 377 
Glu Ala Glu Asn His Tyr Trp Leu Ser Met Pro Tyr Met Thr Arg Glu 
45 50 55 

cag gag cgc ggc cac gee gcg gtg cgc agg agg gag gee ttc gag gee 425 
Gin Glu Arg Gly His Ala Ala Val Arg Arg Arg Glu Ala Phe Glu Ala 
60 65 70 

ata aag gcg gee gec act tec aag ttc ccc ccg cat aga ttc att gcg 473 
lie Lys Ala Ala Ala Thr Ser Lys Phe Pro Pro His Arg Phe lie Ala 
75 80 85 

gac cag etc gac cat etc aat gtc acc aag aaa tgg tec taa 515 
Asp Gin Leu Asp His Leu Asn Val Thr Lys Lys Trp Ser 
90 95 100 



t cctgagt eg 


tcaccct t gg 


at t t t atgga 


teaeggaget 


gaccatcttt 


acct ggt cct 


575 


ggaact gaaa 


aactgtagct 


tgt gtgaaaa 


t gagect tt g 


gaccagtctt 


tattaaaaca 


635 


aacaaacatg 


agtagtctgc 


atatcgaata 


tctagagctc 


taaacccccc 


aatacttaaa 


695 


agtctaattg 


ctgtcctgtg 


gtttcattag 


tctgatagga 


agatagggat 


ttcctcagtc 


755 


acagatgata 


ttttgaagga 


aagctgcaat 


aaagccacaa 


tgatttgagg 


tetttgetta 


815 


agtatgagat 


acttgatggg 


ggctttatca 


tgcaacatta 


gtttgettae 


cttaagaatt 


875 


geccaaaaat 


gaaagaaaat 


atgagctttt 


cagttaaaca 


tactcctaaa 


aacattttcc 


935 


gggattttac 


tactaaaatt 


ggacatttaa 


gcgaagtaaa 


agaggceggg 


tgcggtggct 


995 


cacgcctgta 


atcccaacac 


tttaggagtc 


caaggeggge 


ggatcacttg 


aggtcaggag 


1055 


ttcaagacca 


gcttggccaa 


ggtgataaaa 


cccgtctcta 


ctaatacaaa 


aaaaattagc 


1115 


tgggtatgtt 


ggtgcaggct 


tgcaatccca 


gctacttggg 


aegctgaggt 


gggaggatcg 


1175 


cctgaacctc 


agaggcagag 


gttgcaatga 


ageggaggtt 


geagtgagee 


gagagcatgc 


1235 


cgctgcactc 


cagcctggga 


gaetgeatet 


caaaaaagaa 


aaataaacga 


agtaaaagat 


1295 


atttatcaga 


aaaaaaaaaa 
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<210> 305 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 305 

Met Phe Leu Thr Ala Leu Leu Trp Arg Gly Arg lie Pro Gly Arg Gin 
1 5 10 15 



Trp lie Gly Lys His Arg Arg Pro Arg Phe Val Ser Leu Arg Ala Lys 
20 25 30 



Gin Asn Met lie Arg Arg Leu Glu lie Glu Ala Glu Asn His Tyr Trp 
35 40 45 



Leu Ser Met Pro Tyr Met Thr Arg Glu Gin Glu Arg Gly His Ala Ala 
50 55 60 
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Val Arg Arg Arg Glu Ala Phe Glu Ala lie Lys Ala Ala Ala Thr Ser 
65 70 75 80 



Lys Phe Pro Pro His Arg Phe lie Ala Asp Gin Leu Asp His Leu Asn 
85 90 95 



Val Thr Lys Lys Trp Ser 
100 



<210> 306 

<211> 679 

<212> DNA 

<2 13> Homo sapiens 

<400> 306 



gagtcaacac 


atctttatta 


aacacctgaa 


gttactggga 


ggaggccatg 


atgctggaca 


60 


cactgtcaaa 


gtcaatcttc 


tccacaatgt 


tcttgggttt 


aatgctctct 


tcttggctac 


120 


agatgaagat 


ctgccccgac 


tcgtcggcac 


tccagccgta 


tttgctcatc 


cacaccttta 


180 


gctggctgtc 


cgacagatcc 


ccgagcatct 


cggccagcag 


ccagcggtca 


atgtgctggt 


240 


aagtgatacc 


cacaacatgg 


cagataaact 


ttcggacaga 


gtcttcaaag 


ccagttatac 


300 


cttccaagag 


gtccatgttt 


t cat ccaggg 


cttgccagaa 


ggcct ggaaa 


t ggcaggt ct 


360 


ccagcaggtc 


cccgaggtac 


aaaat ct gt c 


ggattggccg 


ttcttcttga 


t gtgcct ggt 


420 


cgatcatgca 


cttgcacagg 


gt gaagt ct g 


t gt gcggcaa 




gccttcagca 


480 


ggatctgggc 


ggtgaccgtg 


gtctgaaaga 


aggctgggtt 


gaactggtac 


agcttcagga 


540 


cagccaggtt 


ggcttccaga 


tcataggcat 


tttccttggc 


ctgcgtctct 


acatagcgct 


600 


ccagggtggc 


caggttctca 


ggattgtacc 


tgtcgatacc 


cttgagcaac 


ttgcccacgt 


660 


ttgctctcat 


ctgctcaaa 










679 


<210> 307 

<211> 2051 

<212> DNA 

<2 13> Homo sapiens 












<220> 

<221> CDS 

<222> (262) . . (1323) 












<400> 307 
tcatttcatg 


ttatgttttc 


atttcccctc 


tgtctgagag 


attgctctga 


tgtctttcct 


60 


tccataagtc 


ctacggagat 


cgagcttacc 


tcatttttct 


cccaggccta 


ggagctcaat 


120 


taccaggatc 


actttcttcc 


ccagggtgta 


ctacagacct 


ccacatgttg 


gacagtagga 


180 


ttcagcagag 


aatgagtccc 


acatcctctt 


ttcatccata 


agccactctt 


cccaactact 


240 
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cttccgcctt ccattgtccc t atg tct act tta ctg etc aat ctg gat ttt 291 

Met Ser Thr Leu Leu Leu Asn Leu Asp Phe 
15 10 

ggg gaa cct cct ccc aaa aag gca tta gaa gga aat gec aag cac cga 339 
Gly Glu Pro Pro Pro Lys Lys Ala Leu Glu Gly Asn Ala Lys His Arg 
15 ' ^ 20 25 

aat ttt gtc aag aag egg agg etc tta gaa egg aga ggc ttt ctg agt 387 
Asn Phe Val Lys Lys Arg Arg Leu Leu Glu Arg Arg Gly Phe Leu Ser 
30 35 40 

aaa aag aac caa ccc cct age aag gcg cct aag ttg cac tct gaa cct 435 
Lys Lys Asn Gin Pro Pro Ser Lys Ala Pro Lys Leu His Ser Glu Pro 
45 50 55 

tea aag aaa ggg gag act cct acg gtc gat ggc act tgg aag ace cct 483 
Ser Lys Lys Gly Glu Thr Pro Thr Val Asp Gly Thr Trp Lys Thr Pro 
60 65 70 

tec ttc cca aaa aag aag aca get get tec age aat ggg tea gga cag 531 
Ser Phe Pro Lys Lys Lys Thr Ala Ala Ser Ser Asn Gly Ser Gly Gin 
75 80 85 90 

ccc ctg gac aag aaa get gca gtg tct tgg ttg ace cct gee cct tea 579 
Pro Leu Asp Lys Lys Ala Ala Val Ser Trp Leu Thr Pro Ala Pro Ser 
95 100 105 

aaa aag get gat tct gtt get get aaa gta gat ttg ctg ggg gag ttc 627 
Lys Lys Ala Asp Ser Val Ala Ala Lys Val Asp Leu Leu Gly Glu Phe 
110 115 120 

cag agt gee ctt cca aag ate aat age cac cca ace cgc tct cag aag 675 
Gin Ser Ala Leu Pro Lys lie Asn Ser His Pro Thr Arg Ser Gin Lys 
125 130 135 

aag age tec cag aag aaa tec tct aaa aag aac cat cct cag aag aat 723 
Lys Ser Ser Gin Lys Lys Ser Ser Lys Lys Asn His Pro Gin Lys Asn 
140 145 150 

gee cca cag aac tec ace caa get cat tea gag aat aaa tgc tec gga 771 
Ala Pro Gin Asn Ser Thr Gin Ala His Ser Glu Asn Lys Cys Ser Gly 
155 160 165 ~ 170 

gca tec cag aag ttg cca egg aag atg gtg gca att gac tgt gag atg 819 
Ala Ser Gin Lys Leu Pro Arg Lys Met Val Ala lie Asp Cys Glu Met 
175 180 185 

gtg ggc aca gga cca aag ggg cat gtt agt tec ttg get cga tgt age 867 
Val Gly Thr Gly Pro Lys Gly His Val Ser Ser Leu Ala Arg Cys Ser 
190 * 195 200 

att gtc aac tac aac gga gat gtg ctt tat gac gag tac att ctt ccc 915 
lie Val Asn Tyr Asn Gly Asp Val Leu Tyr Asp Glu Tyr lie Leu Pro 
205 210 215 

ccc tgc cac att gtg gac tac cga ace agg tgg agt ggt ate egg aag 963 
Pro Cys His lie Val Asp Tyr Arg Thr Arg Trp Ser Gly lie Arg Lys 
220 225 230 

cag cac atg gtg aat gee aca ccc ttc aag att get cga ggc cag ate 1011 
Gin His Met Val Asn Ala Thr Pro Phe Lys lie Ala Arg Gly Gin lie 
235 240 245 250 
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ttg aag ata etc aca ggg aag ata gtg gtg ggg cat gec ate cac aac 1059 
Leu Lys lie Leu Thr Gly Lys lie Val Val Gly His Ala lie His Asn 
255 260 265 

gac ttc aaa gec ctt cag tac ttt cac ccc aaa tec etc ace cgt gac 1107 
Asp Phe Lys Ala Leu Gin Tyr Phe His Pro Lys Ser Leu Thr Arg Asp 
270 275 280 

ace tec cat ate ccc ccc etc aac egg aag get gac tgc ccg gag aat 1155 
Thr Ser His lie Pro Pro Leu Asn Arg Lys Ala Asp Cys Pro Glu Asn 
285 290 295 

gec acc atg tct ctg aag cat etc ace aag aag ctg eta aac egg gat 1203 
Ala Thr Met Ser Leu Lys His Leu Thr Lys Lys Leu Leu Asn Arg Asp 
300 305 310 

ate cag gtt ggg aag age gga cat tec tct gtg gaa gat gec cag gee 1251 
lie Gin Val Gly Lys Ser Gly His Ser Ser Val Glu Asp Ala Gin Ala 
315 " 320 325 330 

acc atg gag eta tat aag ttg gtt gaa gtc gag tgg gaa gag cac eta 1299 
Thr Met Glu Leu Tyr Lys Leu Val Glu Val Glu Trp Glu Glu His Leu 
. 335 340 345 

gec egg aat ccc cct aca gac tag tggcaatggg gacgctggtg atatgaggag 1353 
Ala Arg Asn Pro Pro Thr Asp 
350 



gcagaggcag 


cacccaggag 


aaacagggca 


gtggaccaat 


ggacagctcc 


accagctcca 


1413 


catctttgga 


agctagattt 


ggggagagag 


aagctctacc 


ccagacttaa 


tacccattga 


1473 


aatttcacct 


caggtgttgt 


gtcctgtgtc 


tggttaagtg 


tcccatggaa 


ggggaaagee 


1533 


ttcacgtcag 


aacccaaccc 


tatacctttt 


acttcttaaa 


tggtgctaac 


cacaggtgtc 


1593 


ecagggtget 


ctgtgccagt 


taagattttt 


aactttcaag 


gggcagggca 


tactgggaaa 


1653 


tgtagtttcc 


caaactgcct 


tatcacttgg 


gtggacatat 


gtctcctttt 


atgccttttg 


1713 


gtcttgagta 


attaacagca 


tcctcttcca 


cgctcagaag 


tgttctggtt 


ggggecagge 


1773 


atggtggctc 


aegectgtag 


tcccaacact 


tagggaggee 


gaggegggeg 


gatcacctga 


1833 


gatcaggagt 


tcaagaccag 


cctggccaac 


atggcgaatt 


cccgttctct 


actaaaaata 


1893 


caaaaaatgt 


gtggggtgtg 


gtggcaggag 


cctgtaatcc 


tagctactca 


ggaggctgag 


1953 


gcaggagaat 


cgcttgagcc 


caggaggegg 


agattgeagt 


gagecgagat 


cgtgtcactg 


2013 


cactccagcc 


tgggtgacaa 


gagtgagact 


ccgtctcc 






2051 



<210> 308 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 308 

Met Ser Thr Leu Leu Leu Asn Leu Asp Phe Gly Glu Pro Pro Pro Lys 
1 5 10 15 



Lys Ala Leu Glu Gly Asn Ala Lys His Arg Asn Phe Val Lys Lys Arg 
20 ^ 25 30 
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Arg Leu Leu Glu Arg Arg Gly Phe Leu Ser Lys Lys Asn Gin Pro Pro 
35 40 45 



Ser Lys Ala Pro Lys Leu His Ser Glu Pro Ser Lys Lys Gly Glu Thr 
50 55 60 



Pro Thr Val Asp Gly Thr Trp Lys Thr Pro Ser Phe Pro Lys Lys Lys 
65 70 75 ~ ' 80 



Thr Ala Ala Ser Ser Asn Gly Ser Gly Gin Pro Leu Asp Lys Lys Ala 
85 90 95 



Ala Val Ser Trp Leu Thr Pro Ala Pro Ser Lys Lys Ala Asp Ser Val 
100 105 110 



Ala Ala Lys Val Asp Leu Leu Gly Glu Phe Gin Ser Ala Leu Pro Lys 
115 120 125 



lie Asn Ser His Pro Thr Arg Ser Gin Lys Lys Ser Ser Gin Lys Lys 
130 135 ^ 14 0 



Ser Ser Lys Lys Asn His Pro Gin Lys Asn Ala Pro Gin Asn Ser Thr 

145 150 155 160 

Gin Ala His Ser Glu Asn Lys Cys Ser Gly Ala Ser Gin Lys Leu Pro 

165 170 175 



Arg Lys Met Val Ala lie Asp Cys Glu Met Val Gly Thr Gly Pro Lys 
180 185 190 

Gly His Val Ser Ser Leu Ala Arg Cys Ser lie Val Asn Tyr Asn Gly 
195 200 205 



Asp Val Leu Tyr Asp Glu Tyr lie Leu Pro Pro Cys His lie Val Asp 
210 215 220 



Tyr Arg Thr Arg Trp Ser Gly lie Arg Lys Gin His Met Val Asn Ala 
225 230 235 240 



Thr Pro Phe Lys lie Ala Arg Gly Gin lie Leu Lys lie Leu Thr Gly 
245 250 ' 255 

Lys lie Val Val Gly His Ala lie His Asn Asp Phe Lys Ala Leu Gin 
260 265 270 



Tyr Phe His Pro Lys Ser Leu Thr Arg Asp Thr Ser His lie Pro Pro 
275 280 285 
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Leu Asn Arg Lys Ala Asp Cys Pro Glu Asn Ala Thr Met Ser Leu Lys 
290 * ~ 295 300 



His Leu Thr Lys Lys Leu Leu Asn Arg Asp lie Gin Val Gly Lys Ser 
305 " "* 310 ~ ~ 315 320 



Gly His Ser Ser Val Glu Asp Ala Gin Ala Thr Met Glu Leu Tyr Lys 
325 330 335 



Leu Val Glu Val Glu Trp Glu Glu His Leu Ala Arg Asn Pro Pro Thr 
340 345 350 



Asp 



<210> 309 

<211> 4090 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (31) . . (879) 

<400> 309 

agtttccggg cccgggctgc tctcggagcc atg age tgc ggc cgc ccc cct ccc 54 

Met Ser Cys Gly Arg Pro Pro Pro 
1 5 

gac gtg gac ggc atg ate acc etc aag gtg gac aac ctg acc tac cgc 102 
Asp Val Asp Gly Met lie Thr Leu Lys Val Asp Asn Leu Thr Tyr Arg 
10 15 20 

acc tct ccc gac age ttg agg cgc gtg ttc gag aag tac ggg cgc gtg 150 
Thr Ser Pro Asp Ser Leu Arg Arg Val Phe Glu Lys Tyr Gly Arg Val 
25 30 35 40 

ggc gac gtg tac ate ccg egg gag ccc cac acc aag gcg ccc egg ggc 198 
Gly Asp Val Tyr lie Pro Arg Glu Pro His Thr Lys Ala Pro Arg Gly 
4 5 " 50 " 55 

ttc get ttc gtc cgc ttt cac gac egg cgc gac gec caa gac gec gag 24 6 

Phe Ala Phe Val Arg Phe His Asp Arg Arg Asp Ala Gin Asp Ala Glu 
60 65 70 

gec gec atg gac ggg gcg gag ctg gac gga cgc gag ctg egg gtg cag 294 
Ala Ala Met Asp Gly Ala Glu Leu Asp Gly Arg Glu Leu Arg Val Gin 
75 80 85 

gtg gcg cgc tat ggc cgc egg gac ctg ccc cgc age cgc cag gga gag 342 
Val Ala Arg Tyr Gly Arg Arg Asp Leu Pro Arg Ser Arg Gin Gly Glu 
90 95 " 100 

cca cgc ggc agg tec aga ggc ggc ggc tac gga egg egg age cgc age 390 
Pro Arg Gly Arg Ser Arg Gly Gly Gly Tyr Gly Arg Arg Ser Arg Ser 
105 110 115 120 

tac ggg egg egg age cgc age ccc agg egg cga cac cgc age cga tec 438 
Tyr Gly Arg Arg Ser Arg Ser Pro Arg Arg Arg His Arg Ser Arg Ser 
125 130 135 
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egg ggt ccc age tgc tec agg tec cgc age cga tct cgc tat agg ggt 486 
Arg Gly Pro Ser Cys Ser Arg Ser Arg Ser Arg Ser Arg Tyr Arg Gly 
140 ~ 145 ~ 150 

tct cgc tat age egg tct ccc tac age cga tct cct tac age egg teg 534 
Ser Arg. Tyr Ser Arg Ser Pro Tyr Ser Arg Ser Pro Tyr Ser Arg Ser 
155 160 165 

cgc tac age cgc tct ccc tac age aga tct cgc tac agg gaa tct cgc 582 
Arg Tyr Ser Arg Ser Pro Tyr Ser Arg Ser Arg Tyr Arg Glu Ser Arg 
170 175 180 

tac ggc gga tct cac tac age tea tct ggt tac agt aac tct cgc tac 630 
Tyr Gly Gly Ser His Tyr Ser Ser Ser Gly Tyr Ser Asn Ser Arg Tyr 
185 190 195 200 

age cga tat cac age age egg tct cac teg aag tct ggg tec tec act 678 
Ser Arg Tyr His Ser Ser Arg Ser His Ser Lys Ser Gly Ser Ser Thr 
205 210 215 

age tct cgc tct gca tea ace tec aaa teg age tct gcg cga cga tec 726 
Ser Ser Arg Ser Ala Ser Thr Ser Lys Ser Ser Ser Ala Arg Arg Ser 
220 225 230 

aag tec tec teg gtc tec agg tct cgc teg egg tec agg tct tea tct 774 
Lys Ser Ser Ser Val Ser Arg Ser Arg Ser Arg Ser Arg Ser Ser Ser 
235 240 245 

atg acc agg agt cct ccc egg gta tec aag agg aaa tec aag tea agg 822 
Met Thr Arg Ser Pro Pro Arg Val Ser Lys Arg Lys Ser Lys Ser Arg 
250 255 260 

teg cga tec aag agg ccc ccc aag tct cct gaa gag gaa gga cag atg 870 
Ser Arg Ser Lys Arg Pro Pro Lys Ser Pro Glu Glu Glu Gly Gin Met 
265 270 275 280 

tec tct taa gaaaatgatg catcaggaag caacgtgatg gaggacttgg 919 
Ser Ser 



gggaaaagga 


tcacatactc 


agtctatgga 


agcaacgtcc 


ctggaagaag 


aggctgecta 


979 


ttgaaaaggt 


tgtgtcacac 


ttttctacct 


ttttgccagt 


ttgaagcttt 


gcatcaggtg 


1039 


gcaaaattca 


ttctatgtgc 


cgttttgttg 


ttattcacat 


tttattgtaa 


cttaggaggt 


1099 


gaacgaccta 


agattaegtt 


attgggtttg 


gatatttgag 


gcaaaaattt 


atttttattt 


1159 


ctatagtgat 


gactgttttg 


gtttgaaatg 


aacagattgg 


taacctaatt 


tgtggcctcc 


1219 


tgacttttaa 


ggaaacgtgt 


geagecatta 


cacacagcct 


aacgetgtea 


agacattget 


1279 


teaacattge 


cttcattcct 


taaaaaccta 


caaaaggtgg 


tgtaaattaa 


tatggataat 


1339 


tttatttacc 


tccaggtcta 


aaaggtagtg 


tgacccaaat 


ttgtataaag 


atttttcatg 


1399 


tgaaaggact 


ggggttttag 


caaacacagg 


tctaatctct 


tttgtgtttt 


tgtgcaccag 


1459 


gcccggctgc 


gtagcagttg 


agtgatgctg 


gttagctatt 


aaggtggcct 


gttgcagtgc 


1519 


agagtgctga 


gctgcttcct 


gttttcttct 


gattgetect 


ggggaaaaca 


cgccttgtcc 


1579 


tgaagaacaa 


atggctgtcc 


agtttattaa 


aatgcctgtc 


aactgeaett 


ccagtcaccc 


1639 


aggecttgea 


gataaataat 


ggagcatgea 


gtgagcacat 


ctagctgacg 


ataatcacac 


1699 
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cttttccccc 


gtcttttctg 


aaaaattgta 


aatctgatca 


tatcaacatg 


tatgaactta 


1759 


aaatatggag 


aatgttatgg 


aagaaatagt 


ttataagttt 


gttaagtact 


tataacatgg 


1819 


tttatctttt 


tgattattaa 


ttttttacgc 


taaccattgt 


ttctgtagtt 


aaaattgttt 


1879 


tcttggtgtt 


atcttttctc 


agaataaaat 


tagaaacttt 


tgatggaaag 


taggttgttt 


1939 


tattttctgt 


atgacttttg 


aatatttgta 


cttttgagaa 


aattattagc 


accaagtgtt 


1999 


tctcaaaata 


taatttttaa 


aaaatcctta 


aaaaaaaaaa 


aaaaaaactc 


gagactagtt 


2059 


ctctctctcc 


caaggagaag 


cagaggatca 


ccacgctatt 


ctccccgtca 


tagcagatct 


2119 


cgctctcgta 


cataagatga 


ttggtgacac 


tttttgtaga 


acccatgttg 


tatacagttt 


2179 


tcctttattc 


agtacaatct 


tttcattttt 


taattcaaac 


tgttttgttc 


agaatgggct 


2239 


aaagtgttga 


attgcattct 


tgtaatatcc 


ccttgctcct 


aacatctaca 


ttcccttcgt 


2299 


gtctttgata 


aattgtattt 


taagtgatgt 


catagacagg 


attgtttaaa 


tttagttaac 


2359 


tccatactct 


tcagactgtg 


atattgtgta 


aatgtctatc 


tgccctggtt 


tgtgtgaact 


2419 


gggatgttgg 


gggtgtttgt 


ggttatctta 


cctggggaag 


ttcttatgtt 


tatcttgctt 


2479 


ttcatgtgtc 


tttctgtaga 


catatctgaa 


gagatggatt 


aagaatgctt 


tggattaagg 


2539 


attgtggagc 


acatttcaat 


cattttagga 


ttgtcaaaag 


gaggattgag 


gaggatcaga 


2599 


tcaataatgg 


aggcaatggt 


atgactccaa 


gtgctattgt 


cacagatgaa 


attggcagta 


2659 


ttgaccttat 


actaaaaggc 


aggggttaaa 


aatgattata 


tacattttcc 


ttaaaacact 


2719 


tgcaaacatt 


ttattcagtt 


gtctttagct 


acaattgctt 


tgctttttaa 


accttggcaa 


2779 


ttgtggcaaa 


attatattgc 


ccattttgta 


gcaacttatt 


ttgctccctt 


ccccccattt 


2839 


ttgttttaat 


agggactaat 


gtgggaagaa 


ctggctaatt 


tgtcacagtg 


cttagttaca 


2899 


actgttaatg 


tgtgacctgc 


tgttggtgta 


catgtgggta 


cagggtgttt 


ttaaatccaa 


2959 


caagatagag 


tataatatca 


atactgctaa 


atctgcatgt 


cctctgtgtg 


actgatagag 


3019 


cgttgctatt 


tcattttttt 


aagacaaaat 


gaaagcaaaa 


tatagagttc 


caatgtattg 


3079 


gtgtagataa 


tctagttggg 


aatactttta 


agtctcacct 


tcccctttaa 


actaatattc 


3139 


ataattggtt 


catatgttta 


aaagacttta 


atttacaaat 


taaattgcaa 


atgggagcat 


3199 


tagatttagt 


tttagactta 


ggtgggtagc 


aatgccagta 


aacttaaatt 


acgtaacttc 


3259 


ttgcaaccac 


gaaacctgta 


atacgctgta 


cagtaacaag 


tgttggcatt 


atcagttgaa 


3319 


ctgtaaatac 


aaaatgcttc 


ttccaattag 


tctctatgat 


gattaagttt 


ctaaaattta 


3379 


tctgaacacc 


attcagaaac 


ttgttttggg 


gaatttgata 


gttattgatg 


tgcatctgtt 


3439 


aaactgatga 


cagacataac 


tcatcattcc 


ccagaaacct 


tttttgatta 


cagtatctaa 


3499 


cattttgcct 


cctctttttt 


ggttttgctg 


gttataaagg 


tttggattgg 


agagggctca 


3559 


ctggatccca 


atccttggag 


ctggatcatt 


ggattcaaat 


cataatgtgg 


ataggatagg 


3619 


gaggatgaat 


taccaggatt 


catggagcgg 


gatcagatta 


ccaggaacat 


aggagtggat 


3679 
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tcctgcccca 


accaaaccgc 


attcgtgtgg 


atttttttat 


tcaacttaat 


tggctattcc 


3739 


aaagattttt 


tttttcctat 


ttttgacgat 


tggagccctt 


aagatgcacg 


atggaattgt 


3799 


gttttgcgtt 


ttttggtaaa 


aggagcaaag 


cgaggacctg 


gagataaacg 


ctggagcaat 


3859 


ctccttggaa 


ggattcagca 


cgagtagatg 


gtaaacattt 


aaaggggaaa 


gggggggttt 


3919 


gtttaaaata 


gtaaatcagt 


aagtcacttc 


taaatttaaa 


gaaaacaaaa 


ttggagttga 


3979 


agaataagta 


ggtttccaat 


tggctattgc 


ccgttttttt 


tgaaaaaata 


aacatttttt 


4039 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 
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<210> 310 

<211> 282 

<212> PRT 

<213> Homo sapiens 

<400> 310 

Met Ser Cys Gly Arg Pro Pro Pro Asp Val Asp Gly Met lie Thr Leu 
1 5 10 15 



Lys Val Asp Asn Leu Thr Tyr Arg Thr Ser Pro Asp Ser Leu Arg Arg 
20 25 30 



Val Phe Glu Lys Tyr Gly Arg Val Gly Asp Val Tyr lie Pro Arg Glu 
35 40 45 



Pro His Thr Lys Ala Pro Arg Gly Phe Ala Phe Val Arg Phe His Asp 
50 55 60 



Arg Arg Asp Ala Gin Asp Ala Glu Ala Ala Met Asp Gly Ala Glu Leu 
65 70 75 ^ 80 



Asp Gly Arg Glu Leu Arg Val Gin Val Ala Arg Tyr Gly Arg Arg Asp 
85 90 95 



Leu Pro Arg Ser Arg Gin Gly Glu Pro Arg Gly Arg Ser Arg Gly Gly 
100 105 110 



Gly Tyr Gly Arg Arg Ser Arg Ser Tyr Gly Arg Arg Ser Arg Ser Pro 
115 120 ~ 125 



Arg Arg Arg His Arg Ser Arg Ser Arg Gly Pro Ser Cys Ser Arg Ser 
130 135 140 



Arg Ser Arg Ser Arg Tyr Arg Gly Ser Arg Tyr Ser Arg Ser Pro Tyr 
145 " ' 150 ~ " 155 160 



Ser Arg Ser Pro Tyr Ser Arg Ser Arg Tyr Ser Arg Ser Pro Tyr Ser 
165 ~ 170 175 
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Arg Ser Arg Tyr Arg Glu Ser Arg Tyr Gly Gly Ser His Tyr Ser Ser 
180 185 " * 190 

Ser Gly Tyr Ser Asn Ser Arg Tyr Ser Arg Tyr His Ser Ser Arg Ser 
195 200 205 

His Ser Lys Ser Gly Ser Ser Thr Ser Ser Arg Ser Ala Ser Thr Ser 
210 215 220 

Lys Ser Ser Ser Ala Arg Arg Ser Lys Ser Ser Ser Val Ser Arg Ser 
225 230 235 240 

Arg Ser Arg Ser Arg Ser Ser Ser Met Thr Arg Ser Pro Pro Arg Val 
245 250 255 

Ser Lys Arg Lys Ser Lys Ser Arg Ser Arg Ser Lys Arg Pro Pro Lys 
260 265 270 

Ser Pro Glu Glu Glu Gly Gin Met Ser Ser 



<210> 311 
<211> 895 
<212> DNA 
<213> Homo sapiens 

<400> 311 

ccatttttaa atagttttat ttaagacatt gcattttcta cttacaatac agtgtttata 60 

aagtgcaatg ttatttcctc tcccctgtgc atatgttcca tattcaagta ttgagaatgc 120 

ccagtaactt actatagcag cttaactttt taaaactgcc acagaatttg ctacgaattt 180 

agggccttca aatgttttaa atgtgtggaa caatgctaca tctacacttg gttggcttaa 240 

tcaacctctt caatggtggg ccctgaggaa gcaccaccag agggaggagc tccaccacca 300 

ggaaatcccc caggcattcc tcctggcatg cctcctgcac tctggtacag cttggtgatg 360 

atggggttgc aaactttctc cagctctttc tgttgatgtt caaattcttc cttctcggca 420 

gtctgattct tatcaagcca gttgataatt tcattacact tgtccagaat cttctgtttg 480 

tcctcatcgt taatcttgcc ttgaagtttc tcatcttcaa cagttgcttt catgttgaag 540 

gcataggact caagtgaatt cttggatgac accttgtccc tctgcttctc atcttcagct 600 

ttgttactct cagcttcctg gaccatacgt tcaatgtctt ccttgctcaa acggcccttg 660 

tcattagtga tagtgatctt gttctctttt cccggactct tgttcacaag cgagacattg 720 

tgggatacca ttggcaacaa tgtcacaagt gacctcaatc tagggacaac ctgggggggg 780 

cgggaggttg tccctgtgag ttaaaacctg tccaagcgag ggtttattcc tgtgtcaggg 840 

caaggcggcc ttcaaaatca ccgaaaagac cacccaggtg tgttgttaga atagg 895 
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<210> 312 
<211> 537 
<212> DNA 
<213> Homo sapiens 












<400> 312 
taacagtctt 


tattgggctc 


agaccaggag 


tccgtgggtc 


ttgaggacct 


ctgtgtattt 


60 


gtcaatttt c 


ttctccacgt 


tcttctcggc 


ctgtttccgt 


agectcatga 


gctgtttctt 


120 


cttccggtag 


tggatcttgg 


ctttctcttt 


cctcttctcc 


tccagggtgg 


ctgtcactgc 


180 


ctggtacttc 


cagccaacct 


cgtgagccat 


gcgccccaga 


taggcaaact 


ttcttgtagg 


240 


ctccatacgc 


acgaccttga 


gggcagcagg 


aaccaccatc 


egctttttet 


tgtcgtaggg 


300 


cggtgggatg 


ccgtcaaaca 


cct t gaga eg 


gt ccagagct 


gcctggcct c 


get tggtttt 


o r r\ 

360 


gtggggcagt 


atacctcgca 


eggt ccgt ca 


taagatgegg 


ctgtgggccc 


tgaagtggta 


420 


ggggcctctg 


gaagggctgg 


tcgtcatccg 


ettgeggatg 


aaagcctagt 


acttcatcta 


480 


gtttctcgcg 


aaagtgccag 


acatgttgat 


gtctttccag 


cgtacgacca 


ccatctt 


537 



<210> 313 

<211> 546 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (492) 

<400> 313 

attggagacc cttttcacaa g atg gcg ccg aaa gcg aag aag gaa get cct 51 

Met Ala Pro Lys Ala Lys Lys Glu Ala Pro 
1 5 10 

gee cct cct aaa get gaa gee aaa gcg aag get tta aag gee aag aag 99 
Ala Pro Pro Lys Ala Glu Ala Lys Ala Lys Ala Leu Lys Ala Lys Lys 
15 20 25 

gca gtg ttg aaa ggt gtc cac age cac aaa aag aag aag ate cgc acg 147 
Ala Val Leu Lys Gly Val His Ser His Lys Lys Lys Lys lie Arg Thr 
30 35 ' 4 0 

tea ccc ace ttc egg egg ccg aag aca ctg cga etc egg aga cag ccc 195 
Ser Pro Thr Phe Arg Arg Pro Lys Thr Leu Arg Leu Arg Arg Gin Pro 
45 50 55 

aaa tat cct egg aag age get ccc agg aga aac aag ctt gac cac tat 24 3 

Lys Tyr Pro Arg Lys Ser Ala Pro Arg Arg Asn Lys Leu Asp His Tyr 
60 65 70 

get ate ate aag ttt ccg ctg ace act gag tct gee atg aag aag ata 291 
Ala lie lie Lys Phe Pro Leu Thr Thr Glu Ser Ala Met Lys Lys lie 
75 80 85 ^ 90 



gaa gac aac aac aca ctt gtg ttc att gtg gat gtt aaa gee aac aag 
Glu Asp Asn Asn Thr Leu Val Phe lie Val Asp Val Lys Ala Asn Lys 
95 100 105 



339 
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cac cag att aaa cag get gtg aag aag ctg tat gac att gat gtg gec 387 
His Gin lie Lys Gin Ala Val Lys Lys Leu Tyr Asp lie Asp Val Ala 
110 115 120 

aag gtc aac acc ctg att egg cct gat gga gag aag aag gca tat gtt 435 
Lys Val Asn Thr Leu lie Arg Pro Asp Gly Glu Lys Lys Ala Tyr Val 
125 130 135 

cga ctg get cct gat tac gat get ttg gat gtt gee aac aaa att ggg 483 
Arg Leu Ala Pro Asp Tyr Asp Ala Leu Asp Val Ala Asn Lys lie Gly 
140 145 150 

ate ate taa actgagtcca getgectaat tctgaatata tatatatata 532 

He He 

155 

tatcttttca ccat 546 

<210> 314 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<400> 314 

Met Ala Pro Lys Ala Lys Lys Glu Ala Pro Ala Pro Pro Lys Ala Glu 
1 5 10 15 

Ala Lys Ala Lys Ala Leu Lys Ala Lys Lys Ala Val Leu Lys Gly Val 
20 25 30 

His Ser His Lys Lys Lys Lys He Arg Thr Ser Pro Thr Phe Arg Arg 
35 40 4 5 

Pro Lys Thr Leu Arg Leu Arg Arg Gin Pro Lys Tyr Pro Arg Lys Ser 
50 55 60 

Ala Pro Arg Arg Asn Lys Leu Asp His Tyr Ala He He Lys Phe Pro 
65 70 * 75 80 

Leu Thr Thr Glu Ser Ala Met Lys Lys He Glu Asp Asn Asn Thr Leu 
85 90 95 

Val Phe He Val Asp Val Lys Ala Asn Lys His Gin He Lys Gin Ala 
100 105 110 

Val Lys Lys Leu Tyr Asp He Asp Val Ala Lys Val Asn Thr Leu He 
115 120 125 

Arg Pro Asp Gly Glu Lys Lys Ala Tyr Val Arg Leu Ala Pro Asp Tyr 
130 135 140 

Asp Ala Leu Asp Val Ala Asn Lys He Gly lie He 
145 150 155 
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<210> 315 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (398) 

<400> 315 

ctcccaag atg teg ttc cca aag tat aag ccg teg age ctg cgc act ctg 50 

Met Ser Phe Pro Lys Tyr Lys Pro Ser Ser Leu Arg Thr Leu 
1 5 10 

cct gag acc etc gac cca gec gaa tac aac ata tct ccg gaa acc egg 98 
Pro Glu Thr Leu Asp Pro Ala Glu Tyr Asn lie Ser Pro Glu Thr Arg 
15 20 25 30 

egg gcg caa gee gag egg ttg gee ata aga gee cag ctg aaa cga gag 14 6 

Arg Ala Gin Ala Glu Arg Leu Ala lie Arg Ala Gin Leu Lys Arg Glu 
35 4 0 "45 

tac ctg ctt cag tac aac gat ccc aac cgc cga ggg etc ate gaa aat 194 
Tyr Leu Leu Gin Tyr Asn Asp Pro Asn Arg Arg Gly Leu lie Glu Asn 
50 55 ~ ^ 60 

cct gee ttg ctt cgt tgg gee tat gca aga aca ata aat gtc tat cct 242 
Pro Ala Leu Leu Arg Trp Ala Tyr Ala Arg Thr lie Asn Val Tyr Pro 
65 70 75 

aat ttc aga ccc act cct aaa aac tea etc atg gga get ctg tgt gga 290 
Asn Phe Arg Pro Thr Pro Lys Asn Ser Leu Met Gly Ala Leu Cys Gly 
80 85 90 

ttt ggg ccc etc ate ttc att tat tat att ate aaa act gag agg gat 338 
Phe Gly Pro Leu lie Phe lie Tyr Tyr lie lie Lys Thr Glu Arg Asp 
95 100 105 110 

agg aaa gaa aaa ctt ate cag gaa gga aaa ttg gat cga aca ttt cac 386 
Arg Lys Glu Lys Leu lie Gin Glu Gly Lys Leu Asp Arg Thr Phe His 
115 120 125 

etc tea tat taa gtctggcaat gatgactata tgtattcctg cctaaataaa 438 
Leu Ser Tyr 

tcatctatta atcattaaaa aaaaaa 464 

<210> 316 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<400> 316 

Met Ser Phe Pro Lys Tyr Lys Pro Ser Ser Leu Arg Thr Leu Pro Glu 
1 5 10 15 

Thr Leu Asp Pro Ala Glu Tyr Asn lie Ser Pro Glu Thr Arg Arg Ala 
20 25 30 
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Gin Ala Glu Arg Leu Ala lie Arg Ala Gin Leu Lys Arg Glu Tyr Leu 
35 40 45 



Leu Gin Tyr Asn Asp Pro Asn Arg Arg Gly Leu lie Glu Asn Pro Ala 
50 55 60 



Leu Leu Arg Trp Ala Tyr Ala Arg Thr lie Asn Val Tyr Pro Asn Phe 
65 70 75 80 



Arg Pro Thr Pro Lys Asn Ser Leu Met Gly Ala Leu Cys Gly Phe Gly 
85 90 95 



Pro Leu lie Phe lie Tyr Tyr lie lie Lys Thr Glu Arg Asp Arg Lys 
100 105 110 



Glu Lys Leu lie Gin Glu Gly Lys Leu Asp Arg Thr Phe His Leu Ser 
115 120 125 



Tyr 



<210> 317 
<211> 2653 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (340) . . (1128) 

<400> 317 



ggcacgaggg 


cagcacggtg 


cggcgcagct 


cctgctcgcc 


tttcccttcg 


ctgggcgaga 


60 


ggtgtctatg 


gggcacccgc 


tgccgccgcc 


gctaccgcca 


ccgccaccgc 


caccgccgcc 


120 


gagtgctgtc 


tctatggcga 


ggaggaggag 


gaggagcgcg 


agctcagcga 


cacaagtaca 


180 


taaataaagg 


ataaaatatt 


ttatgaaaca 


aatcttcaat 


caagtataac 


attttgatgc 


240 


ttggcatcta 


gactcccttg 


tgccctcact 


atgccagcgg 


caactgtaga 


tcatagccaa 


300 


agaatttgtg 


aagtttgggc 


ttgcaacttg 


gatgaagag atg aag aaa 


att cgt 


354 



Met Lys Lys lie Arg 
1 5 

caa gtt ate cga aaa tat aat tac gtt get atg gac ace gag ttt cca 402 
Gin Val lie Arg Lys Tyr Asn Tyr Val Ala Met Asp Thr Glu Phe Pro 
10 15 20 

ggt gtg gtt gca aga ccc att gga gaa ttc agg age aat get gac tat 450 
Gly Val Val Ala Arg Pro lie Gly Glu Phe Arg Ser Asn Ala Asp Tyr 
25 30 35 

caa tac caa eta ttg egg tgt aat gta gac ttg tta aag ata att cag 498 
Gin Tyr Gin Leu Leu Arg Cys Asn Val Asp Leu Leu Lys lie lie Gin 
4 0 4 5 50 
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eta gga ctg aca ttt atg aat gag caa gga gaa tac cct cca gga act 54 6 

Leu Gly Leu Thr Phe Met Asn Glu Gin Gly Glu Tyr Pro Pro Gly Thr 
55 60 65 

tea act tgg cag ttt aat ttt aaa ttt aat ttg acg gag gac atg tat 594 
Ser Thr Trp Gin Phe Asn Phe Lys Phe Asn Leu Thr Glu Asp Met Tyr 
70 75 80 85 

gec cag gac tct ata gag eta eta aca aca tct ggt ate cag ttt aaa 642 
Ala Gin Asp Ser lie Glu Leu Leu Thr Thr Ser Gly lie Gin Phe Lys 
90 95 100 

aaa cat gag gag gaa gga att gaa acc cag tac ttt gca gaa ctt ctt 690 
Lys His Glu Glu Glu Gly lie Glu Thr Gin Tyr Phe Ala Glu Leu Leu 
105 110 115 

atg act tct gga gtg gtc etc tgt gaa ggg gtc aaa tgg ttg tea ttt 738 
Met Thr Ser Gly Val Val Leu Cys Glu Gly Val Lys Trp Leu Ser Phe 
120 125 130 

cat age ggt tac gac ttt ggc tac tta ate aaa ate eta acc aac tct 786 
His Ser Gly Tyr Asp Phe Gly Tyr Leu lie Lys lie Leu Thr Asn Ser 
135 140 145 

aac ttg cct gaa gaa gaa ctt gac ttc ttt gag ate ctt cga ttg ttt 834 
Asn Leu Pro Glu Glu Glu Leu Asp Phe Phe Glu lie Leu Arg Leu Phe 
150 155 160 165 

ttt cct gtc att tat gat gtg aag tac etc atg aag age tgc aaa aat 882 
Phe Pro Val lie Tyr Asp Val Lys Tyr Leu Met Lys Ser Cys Lys Asn 
170 175 180 

etc aaa ggt gga tta cag gag gtg gca gaa cag tta gag ctg gaa egg 930 
Leu Lys Gly Gly Leu Gin Glu Val Ala Glu Gin Leu Glu Leu Glu Arg 
185 190 195 

ata gga cca caa cat cag gca gga tct gat tea ttg etc aca gga atg 97 8 

lie Gly Pro Gin His Gin Ala Gly Ser Asp Ser Leu Leu Thr Gly Met 
200 205 210 

gee ttt ttc aaa atg aga gaa atg ttc ttt gaa gat cat att gat gat 1026 
Ala Phe Phe Lys Met Arg Glu Met Phe Phe Glu Asp His lie Asp Asp 
215 220 225 

gee aaa tat tgt ggt cat ttg tat ggc ctt ggt tct ggt tea tec tat 1074 
Ala Lys Tyr Cys Gly His Leu Tyr Gly Leu Gly Ser Gly Ser Ser Tyr 
230 ~ ' 235 " ~ 240 " 245 

gta cag aat ggc aca ggg aat gca tat gaa gag gaa gee aac aag cag 1122 
Val Gin Asn Gly Thr Gly Asn Ala Tyr Glu Glu Glu Ala Asn Lys Gin 
250 255 260 

tea tga catgaaatag tccttttatt tttatttcga gctacacaca tgcttgtata 1178 
Ser 

taggttttat ctctggttga atccctcgaa caatagacag tacctttccc ccccctttca 1238 

tggcccattt tattgtctgc ctttcagtac taagtatgac cgttcctatc tcagatctta 1298 

ataaaaagaa aaaaaaaaac gcattcaggt taaatttggc cttaatttaa tatacttgtt 1358 

ageaagegtg tgtgacagag agtggggaaa gctacatcat tgaatatttt gataaacttt 1418 

accgacttga gtttggttta tttttccctt ttcctaaatt aactagcact gactgtaatt 1478 
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tatttccctg 


tttcacgtct 


ctcccttcca 


ttctgcagga 


gttttagcta 


tttgagatcg 


1538 


tggaccatca 


gttttgcact 


ttagagagtg 


tttctgactc 


taaacctgtt 


ttatcagaaa 


1598 


atttgttttt 


tcttgatctt 


agctggaaaa 


atctgccaac 


tttacacagt 


atttacttgg 


1658 


ttttgaccca 


cagaatatag 


cacgttgtgc 


aaactgtcga 


ttcagcgaaa 


cttaaaaaag 


1718 


acaagaaact 


actgaggagc 


ttagtaactg 


ctgtttctgt 


acgtagtgtt 


taatcttcca 


1778 


agcacatcta 


gtgtctgtca 


gtttctaatt 


ggcatgtgta 


ggctgct ctg 


tgactgaaga 


1838 


attttcaaac 


cagctttaca 


cccttcagga 


aaaatccctt 


gtgattggat 

ZD ZJ ^} \z> 


gtttactatc 


1898 


tgccaggaaa 


ctggtactca 


agatgttgaa 


gctacagtta 


ttttatgata 


gcacacttcc 


1958 


cttgatctgc 


ttatttttat 


tccatcacca 


tttacccttt 


tttttttttt 


aaattttgta 


2018 


gccattctta 


tgatgctctt 


gatttgttgg 


ttacacaaat 


caattttatt 


aaaaatccaa 


2078 


agataagtct 


ttaggtatat 


tttgtaccaa 


attaaattag 


aagacaaaaa 


ttgtgctttc 


2138 


atagttgcta 


caaaggtaaa 


taatggagag 


atttggtaca 


aaacaacaaa 


atatatatat 


2198 


attctcatat 


atatatatat 


agctgataaa 


attacctgag 


qaqtqtaatq 

ZD ^ ZJ ^> 


cttatttttt 


2258 


ttgtgtatat 


ctttgcaatc 


tattttatat 


atattgacaa 


aagagactgt 


gaaatactta 


2318 


gccatgcaga 


atatgtgacc 


agaccagagc 


atqtqtaqqa 

ZD ZD ZJ ZD 


agactttacg 


gtaatcatta 


2378 


actctacccc 


gaaatgatgg 


actacaagtt 


ataatgtgtg 


ttacctacac 


ttcaatcagt 


2438 


aatattagca 


aatctccaaa 


tgttagtcac 


attggtttgt 


ctcccttgta 


cattctttat 


2498 


tcatgatatt 


acagtgctgt 


aactgggtgg 


tcctttttaa 


acaaaacatt 


atttgcaaaa 


2558 


cagagggtat 


tatttgtttt 


taaagctttt 


gtaaataaag 


gcttcaaaat 


gttttcttat 


2618 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaa 






2653 



<210> 318 

<211> 262 

<212> PRT 

<213> Homo sapiens 

<400> 318 

Met Lys Lys lie Arg Gin Val lie Arg Lys Tyr Asn Tyr Val Ala Met 
15 10 15 

Asp Thr Glu Phe Pro Gly Val Val Ala Arg Pro lie Gly Glu Phe Arg 
20 25 30 

Ser Asn Ala Asp Tyr Gin Tyr Gin Leu Leu Arg Cys Asn Val Asp Leu 
35 ' 40 ~ 45 

Leu Lys lie lie Gin Leu Gly Leu Thr Phe Met Asn Glu Gin Gly Glu 
50 55 60 



Tyr Pro Pro Gly Thr Ser Thr Trp Gin Phe Asn Phe Lys Phe Asn Leu 
65 70 75 80 
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Thr Glu Asp Met Tyr Ala Gin Asp Ser lie Glu Leu Leu Thr Thr Ser 
85 ' 90 95 

Gly lie Gin Phe Lys Lys His Glu Glu Glu Gly lie Glu Thr Gin Tyr 
100 ' 105 110 

Phe Ala Glu Leu Leu Met Thr Ser Gly Val Val Leu Cys Glu Gly Val 
115 120 125 

Lys Trp Leu Ser Phe His Ser Gly Tyr Asp Phe Gly Tyr Leu lie Lys 
130 135 140 

lie Leu Thr Asn Ser Asn Leu Pro Glu Glu Glu Leu Asp Phe Phe Glu 
145 150 155 160 

lie Leu Arg Leu Phe Phe Pro Val lie Tyr Asp Val Lys Tyr Leu Met 
165 170 175 

Lys Ser Cys Lys Asn Leu Lys Gly Gly Leu Gin Glu Val Ala Glu Gin 
180 185 190 

Leu Glu Leu Glu Arg lie Gly Pro Gin His Gin Ala Gly Ser Asp Ser 
195 200 205 

Leu Leu Thr Gly Met Ala Phe Phe Lys Met Arg Glu Met Phe Phe Glu 
210 215 220 

Asp His lie Asp Asp Ala Lys Tyr Cys Gly His Leu Tyr Gly Leu Gly 
225 230 235 ~ 240 

Ser Gly Ser Ser Tyr Val Gin Asn Gly Thr Gly Asn Ala Tyr Glu Glu 
245 250 255 

Glu Ala Asn Lys Gin Ser 
260 

<210> 319 
<211> 441 
<212> DNA 
<213> Homo sapiens 

<400> 319 

tagatgttta cagtgattac atttatctaa gcaacataca tacatgttca gttgtaagat 60 

gttaactaaa tttctgtgac aaatatgctt tttttttaat accaagaaca ttatagagtt 120 

aatgcagagt cctaaggata atctagtagt cactaagttt ttcttaagtc ttcactttag 180 

atgctgttat ttctagcaca attaagcagg cagagtcttt catatgctca aacactggaa 240 

tctttggttg gttaccatat cagctggctt gcagacaaga agccaaccat tttaagaatg 300 
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ttttaagtga acaacttgca aaccccaggg atggaaaaac cctaagaatg cacaattgtg 360 
agcatttaac aaccatcaca actgtggctg aagactgttc atgccgttct tctgaaatag 420 
atctcaaagc agtatagttc a 441 

<210> 320 

<211> 1978 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (111) . . (1370) 
<400> 320 

cgggggtgca accctttgaa gtgtcccctc ctacttcttg ctgcctcacg gttgctgttg 60 

cagacccagg agtctctgaa ggcttccgcg gctttggggc cggttgtgag atg cca 116 

Met Pro 
1 

ggc aga ggc cgc tgc ccg gac tgc ggc tec acg gag ctg gtg gaa gac 164 
Gly Arg Gly Arg Cys Pro Asp Cys Gly Ser Thr Glu Leu Val Glu Asp 
5 10 15 

teg cac tat teg cag age cag ctg gtg tgc tec gac tgc ggc tgc gtg 212 
Ser His Tyr Ser Gin Ser Gin Leu Val Cys Ser Asp Cys Gly Cys Val 
20 25 * 30 

gtc acc gag ggg gtc ctt ace act acc ttc age gac gag ggc aat etc 260 
Val Thr Glu Gly Val Leu Thr Thr Thr Phe Ser Asp Glu Gly Asn Leu 
35 40 45 50 

cga gag gta aca tat tec cga age aca ggg gaa aac gaa caa gtt agt 308 
Arg Glu Val Thr Tyr Ser Arg Ser Thr Gly Glu Asn Glu Gin Val Ser 
55 60 65 

cgc age cag caa cga ggt etc egg cga gtg aga gac ctt tgt cga gtt 356 
Arg Ser Gin Gin Arg Gly Leu Arg Arg Val Arg Asp Leu Cys Arg Val 
70 75 80 

ctg cag ttg cca cca aca ttt gag gat acc gcg gtt gec tac tac caa 404 
Leu Gin Leu Pro Pro Thr Phe Glu Asp Thr Ala Val Ala Tyr Tyr Gin 
8 5 90 95 

cag gca tat egg cac tct ggc ate cga gcg gee agg ctg caa aag aag 452 
Gin Ala Tyr Arg His Ser Gly lie Arg Ala Ala Arg Leu Gin Lys Lys 
100 105 110 

gag gtg ttg gtt ggg tgc tgc gtc tta ate acc tgc cga cag cat aac 500 
Glu Val Leu Val Gly Cys Cys Val Leu lie Thr Cys Arg Gin His Asn 
115 120 125 130 

tgg ccc eta aca atg ggg gee ate tgc acg ctg ttg tat gca gat ttg 548 
Trp Pro Leu Thr Met Gly Ala lie Cys Thr Leu Leu Tyr Ala Asp Leu 
135 140 145 

gat gtg ttt tct age act tac atg cag ata gtg aag etc ctg gga ctg 596 
Asp Val Phe Ser Ser Thr Tyr Met Gin lie Val Lys Leu Leu Gly Leu 
150 155 160 
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gat gtg cca 
Asp Val Pro 
165 

age ttc aaa 
Ser Phe Lys 
180 

gaa gac aaa 
Glu Asp Lys 
195 

gca aat gag 
Ala Asn Glu 



act get gcg 
Thr Ala Ala 



ctt tea tgt 
Leu Ser Cys 
245 

ccc tac ccg 
Pro Tyr Pro 
260 

egg atg get 
Arg Met Ala 
275 

egg tct gtg 
Arg Ser Val 



ctg gtc cgc 
Leu Val Arg 



gag aag gag 
Glu Lys Glu 
325 

gga aat aat 
Gly Asn Asn 
340 

gee ctt etc 
Ala Leu Leu 
355 

cct gta ccc 
Pro Val Pro 



agt gaa ata 
Ser Glu lie 



cag aga gee 
Gin Arg Ala 
405 



tct ctg tgc 
Ser Leu Cys 



ctg ttc caa 
Leu Phe Gin 



gag aag atg 
Glu Lys Met 
200 

acg tgg ctg 
Thr Trp Leu 
215 

act ttc ctg 
Thr Phe Leu 
230 

tec ctt gee 
Ser Leu Ala 



gcg tec tec 
Ala Ser Ser 



gag cag ctg 
Glu Gin Leu 
280 

gtg aag cac 
Val Lys His 
295 

tct gee ttt 
Ser Ala Phe 
310 

cca ccg ggg 
Pro Pro Gly 



tec tta ggt 
Ser Leu Gly 



ttg cca ccc 
Leu Pro Pro 
360 

cct gtc tec 
Pro Val Ser 
375 

gaa cag tat 
Glu Gin Tyr 
390 

cag get get 
Gin Ala Ala 



ttg gca gaa 
Leu Ala Glu 
170 

get tea cct 
Ala Ser Pro 
185 

ctg tct cga 
Leu Ser Arg 



gtg acc ggg 
Val Thr Gly 



get tgg cag 
Ala Trp Gin 

235 

cga ttt tgt 
Arg Phe Cys 
250 

cgc ctg cag 
Arg Leu Gin 
265 

gee tgg tta 
Ala Trp Leu 



ate ggt gac 
lie Gly Asp 



egg gat ggg 
Arg Asp Gly 
315 

tgg gga cag 
Trp Gly Gin 
330 

tta ccc cag 
Leu Pro Gin 
345 

tgc atg ttg 
Cys Met Leu 



act gtc act 
Thr Val Thr 



ttg cgt acc 
Leu Arg Thr 
395 

aga cag get 
Arg Gin Ala 
410 



ctg gtg aag 
Leu Val Lys 



tct gtg cca 
Ser Val Pro 
190 

aca atg cag 
Thr Met Gin 
205 

agg cat ccc 
Arg His Pro 
220 

teg ctg cag 
Ser Leu Gin 



aaa ttg gca 
Lys Leu Ala 



gag ctg ctg 
Glu Leu Leu 
270 

cga gtt ctg 
Arg Val Leu 
285 

ctt etc cag 
Leu Leu Gin 
300 

aca gca gaa 
Thr Ala Glu 



ggg caa gga 
Gly Gin Gly 



ggg aag egg 
Gly Lys Arg 
350 

aag tec ccg 
Lys Ser Pro 
365 

gga gat gag 
Gly Asp Glu 
380 

cct cag gaa 
Pro Gin Glu 



gee acg agt 
Ala Thr Ser 



acc tat tgc 
Thr Tyr Cys 
175 

gee aaa tac 
Ala Lys Tyr 



ttg gtg gag 
Leu Val Glu 



ttg ccc gtc 
Leu Pro Val 
225 

cct gca gat 
Pro Ala Asp 
240 

aat gtg gac 
Asn Val Asp 
255 

get gtg ctg 
Ala Val Leu 



aga ctt gac 
Arg Leu Asp 



cac cgc cag 
His Arg Gin 
305 

gtg gag acc 
Val Glu Thr 
320 



gaa ggg gag 
Glu Gly Glu 
335 

ccg gee agt 
Pro Ala Ser 



aag egg ate 
Lys Arg lie 



aac att tct 
Asn lie Ser 
385 

gtt agg gac 
Val Arg Asp 
400 

gtc cct aac 
Val Pro Asn 
415 



age 644 
Ser 



gtg 692 
Val 



ctg 740 

Leu 

210 

ate 788 
He 



egg 836 
Arg 



ctg 884 
Leu 



ctg 932 
Leu 



aaa 980 

Lys 

290 

tea 1028 
Ser 



cga 1076 
Arg 



gtg 1124 
Val 



cct 1172 
Pro 



tgc 1220 

Cys 

370 

gat 1268 
Asp 



ttt 1316 
Phe 



cct 1364 
Pro 
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ccc tga tggatatcca ctgggagcac ttcatcctgt tctgacagct tgataacatt 1420 
Pro 



cctgttataa 


ccaaggatgg 


aagtgtacac 


cagtccgtag 


gtattgcttt 


tcttgtttga 


1480 


aggaaccaag 


aggggctctg 


ccattagttg 


gaccctgggt 


cctggagtaa 


agtcaggagt 


1540 


gcagggatga 


ctataggtag 


gagagattcc 


catcccttgg 


tgtgggagag 


caagttgcct 


1600 


atgtccatgt 


tctgtgagat 


ggctttcctc 


atagatggat 


gggaaaatgt 


caggctcttt 


1660 


gctgctggtt 


tgaattggac 


acactgctgc 


ggctcctcct 


gcaggcctga 


gggggcttcc 


1720 


ctctgcttgt 


ggagtggttg 


gcattcccag 


cagtatcaac 


cctcagagga 


gcgggaactg 


1780 


gggaattctg 


gccctacgtg 


cattcacagg 


caatgatggg 


tttgtgtgta 


tggtgtcatg 


1840 


agatcctcta 


cctcataaca 


aaaggacagt 


gggtagacta 


aggcagtagc 


tcaaagggct 


1900 


ttgcaaaatt 


ttaatatatt 


aaaacaagag 


gcatctgcta 


gaaaacattc 


tattgtataa 


1960 


aacccgagtt 


cttaaaaa 










1978 



<210> 321 

<211> 419 

<212> PRT 

<2 13> Homo sapiens 

<400> 321 

Met Pro Gly Arg Gly Arg Cys Pro Asp Cys Gly Ser Thr Glu Leu Val 
15 10 15 



Glu Asp Ser His Tyr Ser Gin Ser Gin Leu Val Cys Ser Asp Cys Gly 
20 25 30 



Cys Val Val Thr Glu Gly Val Leu Thr Thr Thr Phe Ser Asp Glu Gly 
35 40 45 



Asn Leu Arg Glu Val Thr Tyr Ser Arg Ser Thr Gly Glu Asn Glu Gin 
50 55 " 60 



Val Ser Arg Ser Gin Gin Arg Gly Leu Arg Arg Val Arg Asp Leu Cys 
65 70 75 80 



Arg Val Leu Gin Leu Pro Pro Thr Phe Glu Asp Thr Ala Val Ala Tyr 
85 90 95 



Tyr Gin Gin Ala Tyr Arg His Ser Gly lie Arg Ala Ala Arg Leu Gin 
100 105 110 

Lys Lys Glu Val Leu Val Gly Cys Cys Val Leu lie Thr Cys Arg Gin 
115 120 125 



His Asn Trp Pro Leu Thr Met Gly Ala lie Cys Thr Leu Leu Tyr Ala 
130 135 140 
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Asp Leu Asp Val Phe Ser Ser Thr Tyr Met Gin lie Val Lys Leu Leu 
145 150 155 160 



Gly Leu Asp Val Pro Ser Leu Cys Leu Ala Glu Leu Val Lys Thr Tyr 
165 "* 17 0 ~ 17 5 



Cys Ser Ser Phe Lys Leu Phe Gin Ala Ser Pro Ser Val Pro Ala Lys 
180 185 190 



Tyr Val Glu Asp Lys Glu Lys Met Leu Ser Arg Thr Met Gin Leu Val 
195 200 205 



Glu Leu Ala Asn Glu Thr Trp Leu Val Thr Gly Arg His Pro Leu Pro 
210 215 220 



Val lie Thr Ala Ala Thr Phe Leu Ala Trp Gin Ser Leu Gin Pro Ala 
225 230 235 240 



Asp Arg Leu Ser Cys Ser Leu Ala Arg Phe Cys Lys Leu Ala Asn Val 
245 250 " 255 



Asp Leu Pro Tyr Pro Ala Ser Ser Arg Leu Gin Glu Leu Leu Ala Val 
260 265 270 



Leu Leu Arg Met Ala Glu Gin Leu Ala Trp Leu Arg Val Leu Arg Leu 
275 280 285 



Asp Lys Arg Ser Val Val Lys His lie Gly Asp Leu Leu Gin His Arg 
290 295 300 



Gin Ser Leu Val Arg Ser Ala Phe Arg Asp Gly Thr Ala Glu Val Glu 
305 310 315 320 



Thr Arg Glu Lys Glu Pro Pro Gly Trp Gly Gin Gly Gin Gly Glu Gly 
325 330 335 



Glu Val Gly Asn Asn Ser Leu Gly Leu Pro Gin Gly Lys Arg Pro Ala 
340 345 350 



Ser Pro Ala Leu Leu Leu Pro Pro Cys Met Leu Lys Ser Pro Lys Arg 
355 360 365 



lie Cys Pro Val Pro Pro Val Ser Thr Val Thr Gly Asp Glu Asn lie 
370 375 380 



Ser Asp Ser Glu lie Glu Gin Tyr Leu Arg Thr Pro Gin Glu Val Arg 
385 390 "* 395 400 
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Asp Phe 


Gin 


Arg 


Ala 
405 


Gin 


Ala 


Ala 


Arg 


Gin 
410 


Ala 


Ala 


• Thr 


Ser 


Val 
415 


Pro 




Asn Pro 


Pro 






























<210> 
<211> 
<212> 
<213> 


322 
797 
DNA 
Homo 


sapiens 


























<220> 
<221> 
<222> 


CDS 
(26) 


. . (673) 


























<400> 322 
cttggttccg i 


^gttccctgc acaaa 


atg 
Met 
1 


ccc 
Pro 


ggc 
Gly 


gaa 
Glu 


gee 
Ala 
5 


aca 
Thr 


gaa 
Glu 


acc 
Thr 


gtc 
Val 


52 


cct get 
Pro Ala 
10 


aca 
Thr 


gag 
Glu 


cag 
Gin 


gag 
Glu 
15 


ttg 
Leu 


CCQ 

Pro 


caa 
Gin 


ccc 
Pro 


caa 
Gin 
20 


act 

Ala 


aaa 
Glu 


aca 
Thr 


aaa 

3 3 3 

Gly 


tct 
Ser 
25 


100 


gga aca 
Gly Thr 


gaa 
Glu 


tct 
Ser 


gac 
Asp 
30 


agt 
Ser 


gat 
Asp 


aaa 
Glu 


tea 
Ser 


qta 
Val 
35 


cca 
Pro 


qaq 

3 3 

Glu 


ctt 
Leu 


aaa 
Glu 


gaa 
Glu 
40 


caa 
Gin 


148 


gat tec 
Asp Ser 


acc 
Thr 


cag 
Gin 
4 5 


gca 
Ala 


acc 
Thr 


aca 
Thr 


caa 
Gin 


caa 
Gin 
50 


qcc 
Ala 


cag 
Gin 


eta 
Leu 


aca 
Ala 


aca 
Ala 
55 


aca 
Ala 


act 

3 ^~ 

Ala 


196 


gaa att 
Glu lie 


gat 
Asp 
60 


gaa 
Glu 


gaa 
Glu 


cca 
Pro 


gtc 
Val 


agt 
Ser 
65 


aaa 
Lys 


aca 
Ala 


aaa 
Lys 


cag 
Gin 


agt 
Ser 
70 


caa 
Arg 


agt 
Ser 


gaa 
Glu 


244 


aag aag 
Lys Lys 
75 


gca 
Ala 


egg 
Arg 


aag 
Lys 


get 
Ala 


atg 
Met 
80 


tec 
Ser 


aaa 
Lys 


eta 
Leu 


aat 
Gly 


ctt 
Leu 
85 


caa 
Arg 


caa 
Gin 


att 

3 ^ 

Val 


aca 
Thr 


292 


gga gtt 
Gly Val 
90 


act 
Thr 


aga 
Arg 


gtc 
Val 


act 
Thr 
95 


ate 
He 


caa 
Arg 


aaa 
Lys 


tct 
Ser 


aag 
Lys 
100 


aat 
Asn 


ata 
He 


etc 
Leu 


ttt 
Phe 


gtc 
Val 
105 


340 


ate aca 
He Thr 


aaa 
Lys 


cca 
Pro 


gat 
Asp 
110 


gtc 
Val 


tac 
Tyr 


aaa 
Lys 


aac 
Ser 


cct 
Pro 
115 


act 
Ala 


tea 
Ser 


aat 
Asp 


act 
Thr 


tac 
Tyr 
120 


ata 
He 


388 


gtt ttt 
Val Phe 


ggg 

Gly 


gaa 
Glu 
125 


gec 
Ala 


aag 
Lys 


ate 
He 


aaa 
Glu 


qat 
-> 

Asp 
130 


tta 
Leu 


tec 
Ser 


caa 
Gin 


caa 
Gin 


aca 
Ala 
135 


caa 
Gin 


eta 
Leu 


436 


gca get 
Ala Ala 


get 
Ala 
140 


gag 
Glu 


aaa 
Lys 


ttc 
Phe 


aaa 
Lys 


Qtt 

Val 
145 


caa 
Gin 


aat 
Gly 


aaa 
Glu 


get 
Ala 


gtc 
Val 
150 


tea 
Ser 


aac 
Asn 


att 
He 


484 


caa gaa 
Gin Glu 
155 


aac 
Asn 


aca 
Thr 


cag 
Gin 


act 
Thr 


cca 
Pro 
160 


act 
Thr 


gta 
Val 


caa 
Gin 


gag 
Glu 


gag 
Glu 
165 


agt 
Ser 


gaa 
Glu 


gag 
Glu 


gaa 
Glu 


532 


gag gtc 
Glu Val 
170 


gat 
Asp 


gaa 
Glu 


aca 
Thr 


ggt 
Gly 
175 


gta 
Val 


gaa 
Glu 


gtt 
Val 


aag 
Lys 


gac 
Asp 
180 


att 
He 


gaa 
Glu 


ttg 
Leu 


gtc 
Val 


atg 
Met 
185 


580 
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tea caa gca aat gtg teg aga gca aag gca gtc cga gec ctg aag aac 628 
Ser Gin Ala Asn Val Ser Arg Ala Lys Ala Val Arg Ala Leu Lys Asn 
190 195 200 

aac agt aat gat att gta aat gcg att atg gaa tta aca atg taa 673 
Asn Ser Asn Asp lie Val Asn Ala lie Met Glu Leu Thr Met 
205 210 215 

ccatatggaa gcaacttttt ttggtgtctc aaaggagtaa ctgcagcttg gtttgaaatt 733 

tgtactgttt ctatcataaa taaagttatg gcttcttgtt ggaaaaaaaa aaaaaaaaaa 793 

aaaa 797 

<210> 323 

<211> 215 

<212> PRT 

<213> Homo sapiens 

<400> 323 

Met Pro Gly Glu Ala Thr Glu Thr Val Pro Ala Thr Glu Gin Glu Leu 
15 10 15 

Pro Gin Pro Gin Ala Glu Thr Gly Ser Gly Thr Glu Ser Asp Ser Asp 
20 ~ 25 " 30 

Glu Ser Val Pro Glu Leu Glu Glu Gin Asp Ser Thr Gin Ala Thr Thr 
35 40 45 

Gin Gin Ala Gin Leu Ala Ala Ala Ala Glu lie Asp Glu Glu Pro Val 
50 55 60 

Ser Lys Ala Lys Gin Ser Arg Ser Glu Lys Lys Ala Arg Lys Ala Met 
65 70 * 75 80 

Ser Lys Leu Gly Leu Arg Gin Val Thr Gly Val Thr Arg Val Thr lie 
85 90 95 

Arg Lys Ser Lys Asn lie Leu Phe Val lie Thr Lys Pro Asp Val Tyr 
100 105 110 

Lys Ser Pro Ala Ser Asp Thr Tyr lie Val Phe Gly Glu Ala. Lys lie 
115 120 ~ 125 

Glu Asp Leu Ser Gin Gin Ala Gin Leu Ala Ala Ala Glu Lys Phe Lys 
130 135 140 

Val Gin Gly Glu Ala Val Ser Asn lie Gin Glu Asn Thr Gin Thr Pro 
145 150 155 160 

Thr Val Gin Glu Glu Ser Glu Glu Glu Glu Val Asp Glu Thr Gly Val 
165 170 175 
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Glu Val Lys Asp lie Glu Leu Val Met Ser Gin Ala Asn Val Ser Arg 
180 185 190 

Ala Lys Ala Val Arg Ala Leu Lys Asn Asn Ser Asn Asp lie Val Asn 
195 200 205 

Ala lie Met Glu Leu Thr Met 
210 215 

<210> 324 

<211> 1058 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (520) . . (873) 

<400> 324 

accgaacgcc cccgggaaca ccgggccccg agctcggtcc cgcgcccgag gatcctccac 60 

ggggctagat ggctgcgtcg ggggcgggag cggaggcaac tccggccttc cctgccctga 120 

cctggaacct ctgggagggc tgcagagtaa gtgccgcctc tgcgctccga cggaggcacg 180 

aggcctgtgg agtaggtccc tctgttccga caggtgcgac acttggcgct ccatgcttgc 240 

gggtgccggg aggcctggcc tcccccaggg ccgccacctc tgctggttgc tctgtgcttt 300 

caccttaaag ctctgccaag cagaggctcc cgtgcaggaa gagaagctgt caggtgggtg 360 

attgtctggg aacccgacac gtcccgtcgt ttgtttttgg ttttagtatc ttccccatat 420 

accaagagca caggtggaaa aggccggcac cacatggaat gagggcaagc gctgtgccgg 480 

gaagttggat gggcagagcc tgggagaaat gttttctga atg gcc tgg ggc tgg 534 

Met Ala Trp Gly Trp 
1 5 

cat tta tct ttc ctt tea gca age acc tea aat ttg cca tgc tgg ctg 582 
His Leu Ser Phe Leu Ser Ala Ser Thr Ser Asn Leu Pro Cys Trp Leu 
10 15 20 

gtg gaa gag ttt gtg gta gca gaa gag tgc tct cca tgc tct aat ttc 630 
Val Glu Glu Phe Val Val Ala Glu Glu Cys Ser Pro Cys Ser Asn Phe 
25 30 35 

egg get aaa act acc cct gag tgt ggt ccc aca gga tat gta gag aaa 678 
Arg Ala Lys Thr Thr Pro Glu Cys Gly Pro Thr Gly Tyr Val Glu Lys 
4 0 45 " 50 

ate aca tgc age tea tct aag aga aat gag ttc aaa age tgc cgc tea 726 
lie Thr Cys Ser Ser Ser Lys Arg Asn Glu Phe Lys Ser Cys Arg Ser 
55 60 65 

get ttg atg gaa caa cgc tta ttt tgg aag ttc gaa ggg get gtc gtg 774 
Ala Leu Met Glu Gin Arg Leu Phe Trp Lys Phe Glu Gly Ala Val Val 
70 75 80 " 85 
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tgt gtg gcc ctg ate ttc get tgt ctt gtc ate att cgt cag cga caa 822 
Cys Val Ala Leu He Phe Ala Cys Leu Val He He Arg Gin Arg Gin 
90 95 100 

ttg gac aga aag get ctg gaa aag gtc egg aag caa ate gag tec ata 870 
Leu Asp Arg Lys Ala Leu Glu Lys Val Arg Lys Gin He Glu Ser He 
105 110 115 

tag ctacattcca cccttgtatc ctgggtctta gagaccctat ctcagacagt 923 

gaaagtgaaa tggactgatt tgcactcttg gttctttgga gccttgtggt ggaatcccct 983 

tttccccatc ttcttctttc agatcattaa tgagcagaat aaaaagagta aaatggtaaa 1043 

aaaaaaaaaa aaaaa 1058 

<210> 325 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 325 

Met Ala Trp Gly Trp His Leu Ser Phe Leu Ser Ala Ser Thr Ser Asn 
15 10 15 

Leu Pro Cys Trp Leu Val Glu Glu Phe Val Val Ala Glu Glu Cys Ser 
20 25 30 

Pro Cys Ser Asn Phe Arg Ala Lys Thr Thr Pro Glu Cys Gly Pro Thr 
35 40 45 

Gly Tyr Val Glu Lys lie Thr Cys Ser Ser Ser Lys Arg Asn Glu Phe 
50 55 60 

Lys Ser Cys Arg Ser Ala Leu Met Glu Gin Arg Leu Phe Trp Lys Phe 
65 ' 70 75 80 

Glu Gly Ala Val Val Cys Val Ala Leu He Phe Ala Cys Leu Val lie 
85 90 95 

lie Arg Gin Arg Gin Leu Asp Arg Lys Ala Leu Glu Lys Val Arg Lys 
100 105 110 

Gin He Glu Ser lie 
115 

<210> 326 

<211> 1245 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(31) . . (774) 
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<400> 326 

tcagggcctg tgttgccgca ctctgctgct atg age ttc etc aaa agt ttc ccg 54 

Met Ser Phe Leu Lys Ser Phe Pro 
1 5 

ccg cct ggg cca gcg gag ggg etc ctg egg cag cag cca gac act gag 102 

Pro Pro Gly Pro Ala Glu Gly Leu Leu Arg Gin Gin Pro Asp Thr Glu 
10 15 20 

get gtg ctg aac ggg aag ggc etc ggc act ggt ace ctt tac ate get 150 

Ala Val Leu Asn Gly Lys Gly Leu Gly Thr Gly Thr Leu Tyr lie Ala 

25 30 35 40 

gag age cgc ctg tct tgg tta gat ggc tct gga tta gga ttc tea ctg 198 

Glu Ser Arg Leu Ser Trp Leu Asp Gly Ser Gly Leu Gly Phe Ser Leu 

4 5 "* 50 ' 55 

gaa tac ccc acc att agt tta cat gca tta tec agg gac cga agt gac 24 6 

Glu Tyr Pro Thr lie Ser Leu His Ala Leu Ser Arg Asp Arg Ser Asp 

60 65 70 

tgt eta gga gag cat ttg tat gtt atg gtg aat gee aaa ttt gaa gaa 294 

Cys Leu Gly Glu His Leu Tyr Val Met Val Asn Ala Lys Phe Glu Glu 
75 80 85 

gaa tea aaa gaa cct gtt get gat gaa gaa gag gaa gac agt gat gat 342 

Glu Ser Lys Glu Pro Val Ala Asp Glu Glu Glu Glu Asp Ser Asp Asp 
90 95 100 

gat gtt gaa cct att act gaa ttt aga ttt gtg cct agt gat aaa tea 390 

Asp Val Glu Pro lie Thr Glu Phe Arg Phe Val Pro Ser Asp Lys Ser 

105 110 115 120 

gcg ttg gag gca atg ttc act gca atg tgc gaa tgc cag gee ttg cat 438 

Ala Leu Glu Ala Met Phe Thr Ala Met Cys Glu Cys Gin Ala Leu His 

125 130 135 

cca gat cct gag gat gag gat tea gat gac tac gat gga gaa gaa tat 486 

Pro Asp Pro Glu Asp Glu Asp Ser Asp Asp Tyr Asp Gly Glu Glu Tyr 

140 145 ' 150 

gat gtg gaa gca cat gaa caa gga cag ggg gac ate cct aca ttt tac 534 

Asp Val Glu Ala His Glu Gin Gly Gin Gly Asp lie Pro Thr Phe Tyr 
155 160 165 

acc tat gaa gaa gga tta tec cat eta aca gca gaa ggc caa gee aca 582 

Thr Tyr Glu Glu Gly Leu Ser His Leu Thr Ala Glu Gly Gin Ala Thr 
170 175 180 

ctg gag aga tta gaa gga atg ctt tct cag tct gtg age age cag tat 630 

Leu Glu Arg Leu Glu Gly Met Leu Ser Gin Ser Val Ser Ser Gin Tyr 

185 190 195 200 

aat atg get ggg gtc agg aca gaa gat tea ata aga gat tat gaa gat 678 

Asn Met Ala Gly Val Arg Thr Glu Asp Ser lie Arg Asp Tyr Glu Asp 

205 210 " 215 

ggg atg gag gtg gat acc aca cca aca gtt get gga cag ttt gag gat 726 

Gly Met Glu Val Asp Thr Thr Pro Thr Val Ala Gly Gin Phe Glu Asp 

220 225 230 

gca gat gtt gat cac tga aaa tga ttt atg caa gtt taa gat tct get 774 

Ala Asp Val Asp His Lys Phe Met Gin Val Asp Ser Ala 

235 240 245 

cctaagtgta ggagagaact tggtgcctct tccactctgg agtgaagtta atgaaagtct 834 
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ttttcctttt 


ccaaaaccca 


acctgaacca 


gttctttctt 


gagacagact 


atactgagac 


894 


aacaagttgt 


caccagcaga 


agatagataa 


tatgaccttt 


attaacttga 


tgaattaact 


954 


taaccaagag 


ggtatttgta 


gtttactatt 


taccctaaaa 


ctttctgtgt 


ctgggtaccc 


1014 


tctgagtagg 


cctataattc 


ctaccttgac 


tgtgtgcatc 


atttgtaagc 


tagcagatct 


1074 


atgtggtgaa 


aatgcacagg 


agcttggtag 


actgcggggg 


aaagagagag 


ctcctttcgc 


1134 


catgttttac 


cagtctgctg 


ttataacctc 


ttaggttgta 


tcctttaatt 


tccagccttt 


1194 


taggttagtt 


tctgtaacag 


aacaagtgag 


tctgggatga 


agtcctcaaa 


g 


1245 



<210> 327 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<400> 327 

Met Ser Phe Leu Lys Ser Phe Pro Pro Pro Gly Pro Ala Glu Gly Leu 
15 10 15 



Leu Arg Gin Gin Pro Asp Thr Glu Ala Val Leu Asn Gly Lys Gly Leu 
20 25 30 



Gly Thr Gly Thr Leu Tyr lie Ala Glu Ser Arg Leu Ser Trp Leu Asp 
35 40 45 



Gly Ser Gly Leu Gly Phe Ser Leu Glu Tyr Pro Thr lie Ser Leu His 
50 55 60 



Ala Leu Ser Arg Asp Arg Ser Asp Cys Leu Gly Glu His Leu Tyr Val 
65 70 75 80 



Met Val Asn Ala Lys Phe Glu Glu Glu Ser Lys Glu Pro Val Ala Asp 
85 90 95 



Glu Glu Glu Glu Asp Ser Asp Asp Asp Val Glu Pro lie Thr Glu Phe 
100 105 110 



Arg Phe Val Pro Ser Asp Lys Ser Ala Leu Glu Ala Met Phe Thr Ala 
115 120 125 



Met Cys Glu Cys Gin Ala Leu His Pro Asp Pro Glu Asp Glu Asp Ser 
130 135 140 



Asp Asp Tyr Asp Gly Glu Glu Tyr Asp Val Glu Ala His Glu Gin Gly 
145 150 155 160 



Gin Gly Asp lie Pro Thr Phe Tyr Thr Tyr Glu Glu Gly Leu Ser His 
165 " 170 175 
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Leu Thr Ala Glu Gly Gin Ala Thr Leu Glu Arg Leu Glu Gly Met Leu 
180 185 190 



Ser Gin Ser Val Ser Ser Gin Tyr Asn Met Ala Gly Val Arg Thr Glu 
195 200 205 



Asp Ser lie Arg Asp Tyr Glu Asp Gly Met Glu Val Asp Thr Thr Pro 
210 215 220 



Thr Val Ala Gly Gin Phe Glu Asp Ala Asp Val Asp His 
225 " 230 ~ 235 



<210> 328 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 328 

Phe Met Gin Val 
1 



<210> 329 
<211> 647 
<212> DNA 
<213> Homo sapiens 












<400> 329 
agaaactgat 


gtttattttc 


cat caaccat 


ttttccatgc 


tgcttaagag 


cctatgcaag 


60 


aacagcttaa 


gaccagtcag 


tggttgctcc 


tacccattca 


gtggcctgag 


cagtgggagc 


120 


tgcagaccag 


tcttccgtgg 


caggctgagc 


gctccagtct 


tcagtaggga 


attgctgaat 


180 


aggcacagag 


ggcacctgta 


caccttcaga 


ccagtctgca 


acctcaggct 


gagtagcagt 


240 


gaactcagga 


gcgggagcag 


tccattcacc 


ctgaaattcc 


tccttggtca 


ctgccttctc 


300 


agcagcagcc 


tgctcttctt 


tttcaatctc 


ttcaggatct 


ctgtagaagt 


acagatcagg 


360 


catgacctcc 


catgggtgtt 


cacgggaaat 


ggtgccacgc 


atgcgcagaa 


cttcccgagc 


420 


cagcatccac 


cacattaaac 


ccactgagtg 


agctcccttg 


ttgttgcatg 


ggatggcaat 


480 


gtccacatag 


cgcagatgag 


attcttgtgt 


acacagcgca 


atggtagggt 


aggtaacatt 


540 


agatgtctcc 


gtgagaagct 


tgtgggcaga 


catggggtta 


gtaaccctag 


aaagtcgtgg 


600 


ctcccgaaag 


tttcctggat 


tttgttagtt 


gagggttcag 


gaatgaa 
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<210> 330 

<211> 1086 

<212> DNA 

<213> Homo sapiens 

<400> 330 

cgccgcctct cgctcgccga gctccagccg aaggagaagg ggggtaagta aggaggtctc 60 
tgtaccatgg ctcgtacaaa gcagactgcc cgcaaatcga ccggtggtaa agcacccagg 120 
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aagcaactgg 


ctacaaaagc 


cgctcgcaag 


agtgcgccct 


ctactggagg 


ggtgaagaaa 


180 


cctcatcgtt 


acaggcctgg 


tactgtggcg 


ctccgtgaaa 


ttagacgtta 


tcagaagtcc 


240 


actgaacttc 


tgattcgcaa 


acttcccttc 


cagcgtctgg 


tgcgagaaat 


tgctcaggac 


300 


tttaaaacag 


atctgcgctt 


ccagagcgca 


gctatcggtg 


ctttgcagga 


ggcaagtgag 


360 


gcctatctgg 


ttggcctttt 


tgaagacacc 


aacccgtgtg 


ctatccatgc 


caaacgtgta 


420 


acaattatgc 


caaaagacat 


ccagctagca 


cgccgcatac 


gtggagaacg 


tgcttaagaa 


480 


tccactatga 


tgggaaacat 


ttcattctca 


aaaaaaaaaa 


aaaaaaaaaa 


aattcggggg 


540 


gataaatgag 


cgaggggcgg 


acaaacacac 


gcggacccgc 


acacggggcc 


atgggccaaa 


600 


acgccggtcc 


tggaacccag 


gtttcttggc 


ccacaggcgc 


acacgcgccg 


ggcaccccaa 


660 


aggcagagcc 


ggataaatgc 


gaaaagccca 


ggtaactggt 


ggacatacgg 


accgcagcac 


720 


gagacacacg 


cgccgagtaa 


cacgcgccca 


caatagggcg 


gggaatattt 


aggatcacga 


780 


cgaacaaaca 


cgtgcaggag 


cctacgcaca 


acaagcagga 


gacacggggt 


ggttaggata 


840 


agaacaaaaa 


agagaaaaac 


aaggcgagga 


ggccaacaag 


aaagaaacac 


acaaaaaaga 


900 


aaaaaaagaa 


gacaaagaga 


acgaacagac 


gagtgaagag 


accgaagaga 


gccaacacag 


960 


acaaagagac 


agagcgacgg 


cacgaaggca 


ggaccacacg 


acgcgaacca 


acgacaaacc 


1020 


gacagcgaga 


ccagagcaac 


acacatacac 


aaggcgagag 


agacaacgga 


agacgagctg 


1080 


gaaaac 
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<210> 331 

<211> 2505 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (146) . . (1477) 

<400> 331 

tttgggttag ggagagtgct ttcgtttgtt ttaaatggga gaaactggag catgttgcca 60 

aggcagagag ccagcagaga ggggtgaatg gaagaaggag cgagaagggg gttactgacg 120 

aagccttatc ctggaggaga gaagg atg gac tec aga gec cag ctt tgg gga 172 

Met Asp Ser Arg Ala Gin Leu Trp Gly 
1 5 

ctg gec ttg aat aaa agg agg gec act eta cct cat cct gga ggg age 220 
Leu Ala Leu Asn Lys Arg Arg Ala Thr Leu Pro His Pro Gly Gly Ser 
10 15 20 " 25 

acg aac eta aag gca gac cca gaa gag ctt ttt aca aaa eta gag aaa 268 
Thr Asn Leu Lys Ala Asp Pro Glu Glu Leu Phe Thr Lys Leu Glu Lys 
30 35 40 

att ggg aag ggc tec ttt gga gag gtg ttc aaa ggc att gac aat egg 316 
lie Gly Lys Gly Ser Phe Gly Glu Val Phe Lys Gly lie Asp Asn Arg 
45 50 55 
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act cag aaa 
Thr Gin Lys 
60 

gat gag ata 
Asp Glu lie 
75 

gac agt cca 
Asp Ser Pro 
90 

aaa tta tgg 
Lys Leu Trp 



eta tta gaa 
Leu Leu Glu 



aga gaa ata 
Arg Glu lie 
140 

cac aga gac 
His Arg Asp 
155 

gtg aag ctg 
Val Lys Leu 
170 

ate aaa agg 
lie Lys Arg 



gtc ate aaa 
Val He Lys 



ggc ata aca 
Gly He Thr 
220 

ctg cac ccc 
Leu His Pro 
235 

acg ttg gaa 
Thr Leu Glu 
250 

tgt ttg aat 
Cys Leu Asn 



aag cac aag 
Lys His Lys 



gag etc ate 
Glu Leu He 
300 



gtg gtt gee 
Val Val Ala 



gag gac att 
Glu Asp He 



tat gta ace 
Tyr Val Thr 
95 

ata ata atg 
He He Met 
110 

cct ggc cca 
Pro Gly Pro 
125 

ctg aaa gga 
Leu Lys Gly 



att aaa gcg 
He Lys Ala 



gcg gac ttt 
Ala Asp Phe 
175 

aac acc ttc 
Asn Thr Phe 
190 

cag teg gee 
Gin Ser Ala 
205 

get att gaa 
Ala He Glu 



atg aaa gtt 
Met Lys Val 



gga aac tac 
Gly Asn Tyr 
255 

aag gag ccg 
Lys Glu Pro 
270 

ttt ata eta 
Phe He Leu 
285 

gac agg tac 
Asp Arg Tyr 



ata aag ate 
lie Lys He 
65 

caa caa gaa 
Gin Gin Glu 
80 

aaa tat tat 
Lys Tyr Tyr 



gaa tat ctt 
Glu Tyr Leu 



tta gat gaa 
Leu Asp Glu 
130 

etc gat tat 
Leu Asp Tyr 
145 

gee aac gtc 
Ala Asn Val 
160 

ggc gtg get 
Gly Val Ala 



gtg ggc acc 
Val Gly Thr 



tat gac teg 
Tyr Asp Ser 
210 

ctt gca aga 
Leu Ala Arg 
22 5 

tta ttc etc 
Leu Phe Leu 
240 

agt aaa ccc 
Ser Lys Pro 



age ttt aga 
Ser Phe Arg 



cgc aat gca 
Arg Asn Ala 
290 

aag aga tgg 
Lys Arg Trp 
305 



att gat ctg 
He Asp Leu 



ate aca gtg 
He Thr Val 
85 

gga tec tat 
Gly Ser Tyr 
100 

ggt gga ggc 
Gly Gly Gly 
115 

acc cag ate 
Thr Gin He 



etc cat teg 
Leu His Ser 



ctg ctg tct 
Leu Leu Ser 
165 

ggc cag ctg 
Gly Gin Leu 
180 

cca ttc tgg 
Pro Phe Trp 
195 

aag gca gac 
Lys Ala Asp 



ggg gaa cca 
Gly Glu Pro 



att cca aag 
He Pro Lys 
245 

etc aag gag 
Leu Lys Glu 
260 

ccc act get 
Pro Thr Ala 
275 

aag aaa act 
Lys Lys Thr 



aag gee gag 
Lys Ala Glu 



gaa gaa get 
Glu Glu Ala 
70 

ctg agt cag 
Leu Ser Gin 



ctg aag gat 
Leu Lys Asp 



tec gca eta 
Ser Ala Leu 
120 

get act ata 
Ala Thr He 
135 

gag aag aaa 
Glu Lys Lys 
150 

gag cat ggc 
Glu His Gly 



aca gac acc 
Thr Asp Thr 



atg gca ccc 
Met Ala Pro 
200 

ate tgg tec 
He Trp Ser 
215 

cct cat tec 
Pro His Ser 
230 

aac aac cca 
Asn Asn Pro 



ttt gtg gag 
Phe Val Glu 



aag gag tta 
Lys Glu Leu 
280 

tec tac ttg 
Ser Tyr Leu 
295 

cag age cat 
Gin Ser His 
310 



gaa 364 
Glu 



tgt 412 
Cys 



aca 460 

Thr 

105 

gat 508 
Asp 



tta 556 
Leu 



ate 604 
He 



gag 652 
Glu 



cag 700 

Gin 

185 

gag 74 8 

Glu 



ctg 796 
Leu 



gag 844 
Glu 



ccg 892 
Pro 



gee 940 

Ala 

265 

ttg 988 
Leu 



acc 1036 
Thr 



gac 1084 
Asp 
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gac teg age tec gag gat tec gac gcg gaa aca gat ggc caa gee teg 1132 
Asp Ser Ser Ser Glu Asp Ser Asp Ala Glu Thr Asp Gly Gin Ala Ser 
315 320 325 

ggg ggc agt gat tct ggg gac tgg ate ttc aca ate cga gaa aaa gat 1180 
Gly Gly Ser Asp Ser Gly Asp Trp lie Phe Thr lie Arg Glu Lys Asp 
330 335 340 345 

ccc aag aat etc gag aat gga get ctt cag cca teg gac ttg gac aga 1228 
Pro Lys Asn Leu Glu Asn Gly Ala Leu Gin Pro Ser Asp Leu Asp Arg 
350 ^ 355 360 

aat aag atg aaa gac ate cca aag agg cct ttc tct cag tgt tta tct 1276 
Asn Lys Met Lys Asp lie Pro Lys Arg Pro Phe Ser Gin Cys Leu Ser 
365 " 370 375 

aca att att tct cct ctg ttt gca gag ttg aag gag aag age cag gcg 1324 
Thr lie lie Ser Pro Leu Phe Ala Glu Leu Lys Glu Lys Ser Gin Ala 
380 385 390 

tgc gga ggg aac ttg ggg tec att gaa gag ctg cga ggg gee ate tac 1372 
Cys Gly Gly Asn Leu Gly Ser lie Glu Glu Leu Arg Gly Ala lie Tyr 
395 " 400 405 

eta gcg gag gag gcg tgc cct ggc ate tec gac ace atg gtg gee cag 1420 
Leu Ala Glu Glu Ala Cys Pro Gly lie Ser Asp Thr Met Val Ala Gin 
410 415 420 425 

etc gtg cag egg etc cag aga tac tct eta agt ggt gga gga act tea 1468 
Leu Val Gin Arg Leu Gin Arg Tyr Ser Leu Ser Gly Gly Gly Thr Ser 
430 435 440 

tec cac tga aattcctttg gcatttgggg ttttgttttt ccttttttcc 1517 
Ser His 



ttcttcatcc 


tcctcctttt 


ttaaaagtca 


aegagagect 


tcgctgactc 


caccgaagag 


1577 


gtgcgccact 


gggagccacc 


ccagcgccag 


gcgcccgtcc 


agggacacac 


acagtcttca 


1637 


ctgtgctgca 


gecagatgaa 


gtctctcaga 


tgggtgggga 


gggtcagctc 


cttccagcga 


1697 


tcattttatt 


ttattttatt 


acttttgttt 


ttaattttaa 


ecatagtgea 


catattccag 


1757 


gaaagtgtct 


ttaaaaacaa 


aaacaaaccc 


tgaaatgtat 


atttgggatt 


atgataaggc 


1817 


aactaaagac 


atgaaacctc 


aggtatcctg 


ctttaagttg 


ataactccct 


ctggagcttg 


1877 


gagaatcget 


ctggtggatg 


ggtgtacaga 


tttgtatata 


atgtcatttt 


taeggaaace 


1937 


ettteggegt 


gcataaggaa 


tcactgtgta 


caaactggcc 


aagtgcttct 


gtagataacg 


1997 


tcagtggagt 


aaatattcga 


caggecataa 


acttgagtct 


attgecttge 


ctttattaca 


2057 


tgtacatttt 


gaattctgtg 


accagtgatt 


tgggttttat 


tttgtatttg 


cagggtttgt 


2117 


cattaataat 


taatgcccct 


ctcttacaga 


acactcctat 


ttgtacctca 


acaaatgeaa 


2177 


attttccccg 


tttgccctac 


gccccttttg 


gtacacctag 


aggttgattt 


cctttttcat 


2237 


cgatggtact 


atttcttagt 


gttttaaatt 


ggaacatatc 


ttgcctcatg 


aagctttaaa 


2297 


ttataatttt 


cagtttctcc 


ecatgaageg 


ctctcgtctg 


acatttgttt 


ggaatcgtgc 


2357 


cactgctggt 


ctgcgccaga 


tgtaccgtcc 


tttccaatac 


gattttctgt 


tgcaccttgt 


2417 
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agtggattct gcatatcatc tttcccacct aaaaatgtct gaatgcttac acaaataaat 2477 
tttataacac gcttaaaaaa aaaaaaaa 2505 

<210> 332 

<211> 443 

<212> PRT 

<213> Homo sapiens 

<400> 332 

Met Asp Ser Arg Ala Gin Leu Trp Gly Leu Ala Leu Asn Lys Arg Arg 
1 5 10 15 

Ala Thr Leu Pro His Pro Gly Gly Ser Thr Asn Leu Lys Ala Asp Pro 
20 25 30 

Glu Glu Leu Phe Thr Lys Leu Glu Lys lie Gly Lys Gly Ser Phe Gly 
35 40 45 

Glu Val Phe Lys Gly lie Asp Asn Arg Thr Gin Lys Val Val Ala lie 
50 55 60 

Lys lie lie Asp Leu Glu Glu Ala Glu Asp Glu lie Glu Asp lie Gin 
65 70 " 75 80 

Gin Glu lie Thr Val Leu Ser Gin Cys Asp Ser Pro Tyr Val Thr Lys 
85 90 95 

Tyr Tyr Gly Ser Tyr Leu Lys Asp Thr Lys Leu Trp lie lie Met Glu 
100 105 110 

Tyr Leu Gly Gly Gly Ser Ala Leu Asp Leu Leu Glu Pro Gly Pro Leu 
115 120 125 

Asp Glu Thr Gin lie Ala Thr lie Leu Arg Glu lie Leu Lys Gly Leu 
130 135 140 

Asp Tyr Leu His Ser Glu Lys Lys lie His Arg Asp lie Lys Ala Ala 
145 150 155 160 

Asn Val Leu Leu Ser Glu His Gly Glu Val Lys Leu Ala Asp Phe Gly 
165 170 175 

Val Ala Gly Gin Leu Thr Asp Thr Gin lie Lys Arg Asn Thr Phe Val 
180 185 190 

Gly Thr Pro Phe Trp Met Ala Pro Glu Val lie Lys Gin Ser Ala Tyr 
195 200 205 

Asp Ser Lys Ala Asp lie Trp Ser Leu Gly lie Thr Ala lie Glu Leu 
210 215 220 



672 



Ala Arg Gly Glu Pro Pro His Ser, Glu Leu His Pro Met Lys Val Leu 
225 230 235 240 



Phe Leu lie Pro Lys Asn Asn Pro Pro Thr Leu Glu Gly Asn Tyr Ser 
245 250 ' 255 



Lys Pro Leu Lys Glu Phe Val Glu Ala Cys Leu Asn Lys Glu Pro Ser 
260 265 270 



Phe Arg Pro Thr Ala Lys Glu Leu Leu Lys His Lys Phe lie Leu Arg 
275 280 285 



Asn Ala Lys Lys Thr Ser Tyr Leu Thr Glu Leu lie Asp Arg Tyr Lys 
2 90 ~ 2 95 300 



Arg Trp Lys Ala Glu Gin Ser His Asp Asp Ser Ser Ser Glu Asp Ser 
305 310 315 320 



Asp Ala Glu Thr Asp Gly Gin Ala Ser Gly Gly Ser Asp Ser Gly Asp 
325 330 335 



Trp lie Phe Thr lie Arg Glu Lys Asp Pro Lys Asn Leu Glu Asn Gly 
340 ~ 345 350 



Ala Leu Gin Pro Ser Asp Leu Asp Arg Asn Lys Met Lys Asp lie Pro 
355 360 365 



Lys Arg Pro Phe Ser Gin Cys Leu Ser Thr lie lie Ser Pro Leu Phe 
370 375 380 



Ala Glu Leu Lys Glu Lys Ser Gin Ala Cys Gly Gly Asn Leu Gly Ser 
385 390 ~ 395 " ^ 400 



lie Glu Glu Leu Arg Gly Ala lie Tyr Leu Ala Glu Glu Ala Cys Pro 
405 410 415 



Gly lie Ser Asp Thr Met Val Ala Gin Leu Val Gin Arg Leu Gin Arg 
420 425 430 



Tyr Ser Leu Ser Gly Gly Gly Thr Ser Ser His 
435 440 



